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HUMAN STROKE GENE 

RELATED APPLICATION 

This is a continuation of U.S. Application (2345.2010-003), 

which was filed on February 4, 2002, which is a continuation-in-part of U.S. 
5 Application No. 09/81 1,352, filed March 19, 2001. The entire teachings of the 
above applications are incorporated herein by reference. 

BACKGROUND OF THE INVENTION 

Stroke is a major health problem in western societies. It is the leading cause 

of disability, the second leading cause of dementia and the third most common cause 
10 of death (Bonita, R., Lancet 339:342 (1992)). As it is more common in the elderly, 

the public health impact of stroke will increase in the next decades with growing life 

expectancy. Almost 1 out of 4 men and nearly 1 out of 5 women aged 45 years will 

have a stroke if they live to their S5th year (Bonita, R., Lancet 339:342 (1992)). 

Strategies to diminish the impact of stroke includes prevention and treatment with 
1 5 thrombolytics and possibly neuroprotective agents. The success of preventive 

measures will depend on the identification of risk factors and means to modulate 

their risk. 

The clinical phenotype of stroke is complex but can be broadly divided into 
ischemic and hemorrhagic stroke. The majority of strokes (80 to 90%) are ischemic, 

20 caused by obstruction of blood flow through extra- or intracranial vessels (Mohr, 
J.P., et al, Neurology, 25:754-762 (1978); Caplan, L.R., In Stroke, A Clinical 
Approach (Butteiworth-Heinemann, Stoneham, MA, ed 3, 1993)). The remainder 
are hemorrhagic strokes (10-20%), resulting from ruptures of intracranial vessels. 
Ischemic stroke can be further subdivided into large vessel occlusive disease, small 

25 vessel occlusive disease, and cardiogenic stroke. Transient ischemic attack (TIA), 
although not defined as a stroke because the signs and symptoms (which are the 
same as for stroke) last for a short period of time (less than 24 hours, usually 5 to 20 
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minutes), indicates a serious underlying risk that a stroke may follow, and it is 
believed that the same pathophysiologic mechanisms are responsible for TIA and 
ischemic stroke (Caplan, L.R., In Stroke, A Clinical Approach 
(Butterworth-Heinemann, Stoneham, MA, ed 3, 1993)). 
5 The predominant risk factor for all types of stroke is hypertension 

(Thompson, D.W. and AJ. Furlan, Neurosurg. Clin. K Am., 5:265-269 (1997); 
Agnarsson, U., et al y Ann. Intern. Med., 730:987 (1999)) . Hypertension is in itself 
a complex disease as are the other known secondary risk factors, diabetes and 
hyperlipidemia. In addition, there are environmental risk factors such as smoking. 

10 Stroke is therefore considered to be a highly complex disease consisting of a group 
of heterogeneous disorders with multiple risk factors, genetic and environmental. 

The identification of genetic determinants of common diseases such as 
stroke, which may result from an interplay among multiple genes and between genes 
and environmental risk factors, has proven to be a difficult task. Studies of the 

1 5 genetic contribution to stroke have mainly focused on rare Mendelian diseases where 
stroke is a part of the phenotype or on finding association with possible candidate 
genes such as genes contributing to hypertension or lipid metabolism. Several genes 
have been identified that play roles in the pathogenesis of rare stroke syndromes 
such as the Notch 3 gene in CADASIL (cerebral autosomal dominant arteriopathy 

20 with subcortical infarctions and leukoencephalopathy) (Tournier-Lasserve, E., et al, 
Nat. Genet., 5:256-259 (1993); Joutel, A., et al, Nature, 383:701 (1996)), Cystatin 
C in the Icelandic type of hereditary cerebral hemorrhage with amyloidosis 
(Palsdottir, A., et al, Lancet, 2:603-604 (1998)), APP in the Dutch type of 
hereditary cerebral hemorrhage (Levy, E., et al, Science, 248:1124 (1990)), and the 

25 KRIT1 gene in patients with hereditary cavernous angioma (Gunel, M., et al, Proc. 
Natl. Acad. Sci. U.S.A., 92:6620-6624 (1995); Laberge-le Couteulx, S., et al, Nat. 
Genet. 23:189 (1999); Sahoo, T., et al, Hum. Mol Genet. 5:2325 (1999)) . 

In addition to family history information for stroke, it is desirable to develop 
diagnostic methods for the early diagnosis of the disease or predisposition for the 

30 development of stroke. Better means for predicting and identifying stroke should 
lead to better prophylactic and treatment regimens. 
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SUMMARY OF THE INVENTION 

As described herein, it has been discovered that the gene that encodes 
phosphodiesterase 4D (hereinafter referred to as 'TDE4D") has been correlated 
through human linkage studies to stroke, particularly ischemic strokes and transient 
5 ischemic attacks. Five new exons, here referred to as 4D7-1, 4D7-2 , 4D7-3, 4D6 
and 4D8 have been identified. Three novel splice variants have also been identified 
(see Fig. 4). 

The present invention relates to isolated nucleic acid molecules comprising 
the PDE4D gene. In one embodiment, the isolated nucleic acid molecule comprises 

10 a nucleotide sequence selected from the group consisting of SEQ ID NO: 1 which 
may optionally comprise at least one polymorphism as shown in Tables 9 and 10, 
and the complement thereof. The invention further relates to a nucleic acid 
molecule which hybridizes under high stringency conditions to a nucleotide 
sequence selected from the group consisting of SEQ ID NO: 1 which may optionally 

1 5 comprise at least one polymorphism as shown in Tables 9 and 10, and the 

complement thereof. The invention additionally relates to isolated nucleic acid 
molecules (e.g., cDNA molecules) encoding a PDE4D polypeptide (e.g., encoding 
SEQ ID NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 12 or 14 or another splicing variant of PDE4D 
polypeptide which includes a polymorphic site and/or novel exon selected from the 

20 group consisting of 4D6, 4D7-1, 4D7-2, 4D7-3 and 4D8). 

The invention further provides a method for assaying a sample for the 
presence of a nucleic acid molecule comprising all or a portion of PDE4D in a 
sample, comprising contacting said sample with a second nucleic acid molecule 
comprising a nucleotide sequence encoding a PDE4D polypeptide (e.g., SEQ ID 

25 NO: 1 or the complement of SEQ ID NO: 1 which may optionally comprise at least 
one polymorphism as shown in Tables 9 and 10; a nucleotide sequence encoding 
SEQ ID NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 12 or 14 which may optionally comprise at 
least one polymorphism as shown in Tables 9 and 10, or another splicing variant of 
PDE4D polypeptide which includes a polymorphic site and/or exon selected from 

30 the group consisting of 4D6, 4D7-1, 4D7-2, 4D7-3 and 4D8), or a fragment or 
derivative thereof, under conditions appropriate for selective hybridization. The 
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invention additionally provides a method for assaying a sample for level of 
expression of aPDE4D polypeptide, or fragment or derivative thereof, comprising 
detecting (directly or indirectly) the level of expression of the PDE4D polypeptide, 
fragment or derivative thereof 
5 The invention also relates to a vector comprising an isolated nucleic acid 

molecule of the invention operatively linked to a regulatory sequence, as well as to a 
recombinant host cell comprising the vector. The invention also provides a method 
for preparing a polypeptide encoded by an isolated nucleic acid molecule described 
herein (an PDE4D polypeptide), comprising culturing a recombinant host cell of the 

10 invention under conditions suitable for expression of said nucleic acid molecule. 

The invention further provides an isolated polypeptide encoded by isolated 
nucleic acid molecules of the invention (e.g., PDE4D polypeptide), as well as 
fragments or derivatives thereof. In a particular embodiment, the polypeptide 
comprises the amino acid sequence of SEQ ID NO: 2, SEQ ID NO: 3, SEQ ID NO: 

15 4, SEQ ID NO: 5, SEQ ID NO: 6 , SEQ ID NO: 7, SEQ ID NO: 8, SEQ ID NO: 9, 
SEQ ID NO: 10, SEQ ID NO: 12 or SEQ ID NO. 14 and containing at least one 
polymorphism described herein, particularly a polymorphism in all or a portion of 
exon 4D1, such as a SNP at 1,591,306, or one or a combination of SNPs in Table 
5B. In another embodiment, the polypeptide is another splicing variant of an 

20 PDE4D polypeptide, particularly a splicing variant containing all or a portion of 
exon selected from the group consisting of, 4D7-1, 4D7-2, 4D7-3 and 4D8. The 
invention also relates to an isolated polypeptide comprising an amino acid sequence 
which is greater than about 90 percent identical to the amino acid sequence of SEQ 
ID NO: 2, SEQ ID NO: 3, SEQ ID NO: 4, SEQ ID NO: 5, SEQ ID NO: 6, SEQ ID 

25 NO: 7, SEQ ID NO: 8, SEQ ID NO: 9, SEQ ID NO:10, SEQ ID NO: 12 or SEQ ID 
NO: 14 and containing at least one polymorphism described herein, particularly a 
polymorphism in all or a portion of exon 4D1, such as a SNP at 1,591,306, or one 
or a combination of SNPs in Table 5B; preferably about 95 percent identical. 

The invention also relates to an antibody, or an antigen-binding fragment 

30 thereof, which selectively binds to a polypeptide of the invention, as well as to a 
method for assaying the presence of a polypeptide encoded by an isolated nucleic 
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acid molecule of the invention in a sample, comprising contacting said sample with 
an antibody which specifically binds to the encoded polypeptide. 

The invention further relates to methods of diagnosing a predisposition to 
stroke. The methods of diagnosing a predisposition to stroke in an individual 
5 include detecting the presence of a mutation in PDE4D, as well as detecting 

alterations in expression of an PDE4D polypeptide, such as the presence of different 
splicing variants of PDE4D polypeptides. The alterations in expression can be 
quantitative, qualitative, or both quantitative and qualitative. The methods of the 
invention allow the accurate diagnosis of stroke at or before disease onset, thus 

10 reducing or minimizing the debilitating effects of stroke. 

The invention additionally relates to an assay for identifying agents which 
alter (e.g., enhance or inhibit) the activity or expression of one or more PDE4D 
polypeptides. For example, a cell, cellular fraction, or solution containing an 
PDE4D polypeptide or a fragment or derivative thereof, can be contacted with an 

15 agent to be tested, and the level of PDE4D polypeptide expression or activity can be 
assessed. The activity or expression of more than one PDE4D polypeptides can be 
assessed concurrently (e.g., the cell, cellular fraction, or solution can contain more 
than one type of PDE4D polypeptide, such as different splicing variants, and the 
levels of the different polypeptides or splicing variants can be assessed). 

20 In another embodiment, the invention relates to assays to identify 

polypeptides which interact with one or more PDE4D polypeptides. In a yeast two- 
hybrid system, for example, a first vector is used which includes a nucleic acid 
encoding a DNA binding domain and also an PDE4D polypeptide, splicing variant, 
or fragment or derivative thereof, and a second vector is used which includes a 

25 nucleic acid encoding a transcription activation domain and also a nucleic acid 

encoding a polypeptide which potentially may interact with the PDE4D polypeptide, 
splicing variant, or fragment or derivative thereof (e.g., a PDE4D polypeptide 
binding agent or receptor). Incubation of yeast containing both the first vector and 
the second vector under appropriate conditions allows identification of polypeptides 

30 which interact with the PDE4D polypeptide or fragment or derivative thereof, and 
thus can be agents which alter the activity of expression of an PDE4D polypeptide. 
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Agents that enhance or inhibit PDE4D polypeptide expression or activity are 
also included in the current invention, as are methods of altering (enhancing or 
inhibiting) PDE4D polypeptide expression or activity by contacting a cell containing 
PDE4D and/or polypeptide, or by contacting the PDE4D polypeptide, with an agent 
5 that enhances or inhibits expression or activity of PDE4D or polypeptide. 

Additionally, the invention pertains to pharmaceutical compositions 
comprising the nucleic acids of the invention, the polypeptides of the invention, 
and/or the agents that alter activity of PDE4D polypeptide. The invention further 
pertains to methods of treating stroke, by administering PDE4D therapeutic agents, 
10 such as nucleic acids of the invention, polypeptides of the invention, the agents that 
alter activity of PDE4D polypeptide, or compositions comprising the nucleic acids, 
polypeptides, and/or the agents that alter activity of PDE4D polypeptide. 

BRIEF DESCRIPTION OF THE DRAWINGS 

The foregoing and other objects, features and advantages of the invention 
1 5 will be apparent from the following more particular description of preferred 
embodiments of the invention, as illustrated in the accompanying drawings. 

Figs. 1 A and IB show two family pedigrees each affected by several of the 
stroke subtypes, including hemorrhagic stroke. 

Figs. 2A, 2B and 2C show the genetic, combined and physical maps for 
20 locating the PDE4D gene using 30 polymorphic markers. For the combined map, all 
markers have been assigned in the genetic and physical map unless otherwise 
indicated. (* indicates markers only assigned in physical map; ** indicates markers 
only assigned in genetic map). 

Fig. 3 shows the genetic map of the stroke locus with exons and polymorphic 
25 markers indicated. Markers identified by asterisks show association. The area 
defined by one drop in lod is approximately 4.6 Mb (approximately 5-6 cM). 

Fig. 4 shows schematic representations of PDE4D splice variants. Splice 
variants 4D6, 4D7 and 4D8 are novel, as well as exons 4D6, 4D7-1, 4D7-2, 4D7-3 
and 4D8. Splice variants 4DN1, 4DN2 and 4DN3 (Miro, et al, Biochern. Biophys. 
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Res. Comm., 274:415-421 (2000)), and 4D1, 4D2, 4D3, 4D4 and 4D5 (Bolger et aL, 
Biochem. J., Ptf:539-548 (1997) are known. 

Fig. 5 is a schematic representation of the genetic map showing 
microsatellites and SNP haplotypes within the stroke gene. 
5 Figs. 6.1 to 6.351 show the genomic sequence of the human PDE4D gene. 

Figs. 7.1 to 7.10 show the amino acid sequences for the isofonns of the 
PDE4D gene. SEQ ID NO: 2 is D4; SEQ ID NO: 3 is N2; SEQ ID NO: 4 is D5; 
SEQ ID NO: 5 is N3; SEQ ID NO: 6 is D3; SEQ ID NO: 7 is Nl; SEQ ID NO: 8 is 
D6; SEQ ID NO: 9 is Dl; and SEQ ID NO: 10 is D2. 
10 Figs. 8 A and 8B list all publically available PDE4D2 mRNA's and novel 

eDNA segments identified by deCODE genetics. 

DETAILED DESCRIPTION OF THE INVENTION 

Extensive genealogical information for a population with population-based 
lists of patients has been combined with powerful genome sharing methods to map 
.15 the first major locus in common stroke. A genome wide scan on patients, related 
within 6 meiotic events, diagnosed with stroke (ischemic and TIA) and their 
unaffected relatives has been completed. Locus STRKJ on chromosome 5ql2 has 
been identified through linkage studies to be associated with stroke. This locus does 
not correspond to known susceptibility loci for stroke or its risk factors (such as 

20 diabetes, hyperlipidemia and hypertension), and represents the first mapping of a 
gene for common stroke. Until now there have been no known linkage studies of 
stroke in humans showing any connection to this region of the chromosome. Based 
on the linkage studies conducted, Applicants have discovered a direct relationship 
between the PDE4D gene and stroke. Although the PDE4D gene (i.e., cDNA but 

25 not the genomic sequence) from normal individuals is known, there have been no 
studies directly investigating PDE4D and stroke. Moreover, there have been no 
variant forms reported that have been associated with stroke. The full sequence of 
the PDE4D gene and splice variants are reported herein. Additional single 
nucleotide polymorphisms are reported in Tables 9 and 10 and may not be shown in 

30 SEQ ID NO: 1. 
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NUCLEIC ACIDS OF THE INVENTION 

Accordingly, the invention pertains to an isolated nucleic acid molecule 
comprising the human PDE4D gene having at least one nucleotide alteration and 
correlated with incidence of stroke. The term, 'TDE4D or variant PDE4D", as used 
5 herein, refers to an isolated nucleic acid molecule on chromosome 5ql2 having at 
least one altered nucleotide that is associated with a susceptibility to a number of 
stroke phenotypes, and also to a portion or fragment of the isolated nucleic acid 
molecule (e.g., cDNA or the gene) that encodes PDE4D polypeptide (e.g., the 
polypeptide having SEQ ID NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 12 or 14, optionally 

10 comprising at least one SNP as set forth in Tables 9 and 10, or another splicing 
variant of a PDE4D polypeptide). In a preferred embodiment, the isolated nucleic 
acid molecule comprises SEQ ID NO:l (shown in Appendix I) or the complement 
thereof. In another embodiment, the isolated nucleic acid molecule comprises the 
sequence of SEQ ID NO: 1 or the complement of SEQ ID NO: 1, except that one or 

15 more single nucleotide polymorphisms as shown in Tables 9 and 10 are also present. 
In another embodiment, the isolated nucleic acid molecules comprises exon 4D6, 
4D7-1, 4D7-2, 4D7-3 and 4D8. 

The isolated nucleic acid molecules of the present invention can be RNA, for 
example, mRNA, or DNA, such as cDNA and genomic DNA. DNA molecules can 

20 be double-stranded or single-stranded; single stranded RNA or DNA can be either 
the coding, or sense, strand or the non-coding, or antisense, strand. The nucleic acid 
molecule can include all or a portion of the coding sequence of the gene and can 
further comprise additional non-coding sequences such as introns and non-coding 3' 
and 5' sequences (including regulatory sequences, for example). Additionally, the 

25 nucleic acid molecule can be fused to a marker sequence, for example, a sequence 
that encodes a polypeptide to assist in isolation or purification of the polypeptide. 
Such sequences include, but are not limited to, those which encode a 
glutathione-S-transferase (GST) fusion protein and those which encode a 
hemagglutinin A (HA) polypeptide marker from influenza. 

30 An "isolated" nucleic acid molecule, as used herein, is one that is separated 

from nucleic acids which normally flank the gene or nucleotide sequence (as in 
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genomic sequences) and/or has been completely or partially purified from other 
transcribed sequences (e.g., as in an RNA library). For example, an isolated nucleic 
acid of the invention may be substantially isolated with respect to the complex 
cellular milieu in which it naturally occurs, or culture medium when produced by 
5 recombinant techniques, or chemical precursors or other chemicals when chemically 
synthesized. In some instances, the isolated material will form part of a composition 
(for example, a crude extract containing other substances), buffer system or reagent 
mix. In other circumstances, the material may be purified to essential homogeneity, 
for example as determined by PAGE or column chromatography such as HPLC. 

1 0 Preferably, an isolated nucleic acid molecule comprises at least about 50, 80 or 90% 
(on a molar basis) of all macromolecular species present. With regard to genomic 
DNA, the term "isolated" also can refer to nucleic acid molecules which are 
separated from the chromosome with which the genomic DNA is naturally 
associated. For example, the isolated nucleic acid molecule can contain less than 

15 about 5 kb, 4 kb, 3 kb, 2 kb, 1 kb, 0.5 kb or 0.1 kb of nucleotides which flank the 
nucleic acid molecule in the genomic DNA of the cell from which the nucleic acid 
molecule is derived. 

The nucleic acid molecule can be fused to other coding or regulatory 
sequences and still be considered isolated. Thus, recombinant DNA contained in a 

20 vector is included in the definition of "isolated" as used herein. Also, isolated 
nucleic acid molecules include recombinant DNA molecules in heterologous host 
cells, as well as partially or substantially purified DNA molecules in solution. 
"Isolated" nucleic acid molecules also encompass in vivo and in vifro RNA 
transcripts of the DNA molecules of the present invention. An isolated nucleic acid 

25 molecule or nucleotide sequence can include a nucleic acid molecule or nucleotide 
sequence which is synthesized chemically or by recombinant means. Therefore, 
recombinant DNA contained in a vector are included in the definition of "isolated" 
as used herein. Also, isolated nucleotide sequences include recombinant DNA 
molecules in heterologous organisms, as well as partially or substantially purified 

30 DNA molecules in solution. In vivo and in vitro RNA transcripts of the DNA 
molecules of the present invention are also encompassed by "isolated" nucleotide 
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sequences. Such isolated nucleotide sequences are useful in the manufacture of the 
encoded polypeptide, as probes for isolating homologous sequences (e.g., from other 
mammalian species), for gene mapping (e.g., by in situ hybridization with 
chromosomes), or for detecting expression of the gene in tissue (e.g., human tissue), 
5 such as by Northern blot analysis. 

The present invention also pertains to variant nucleic acid molecules which 
are not necessarily found in nature but which encode a PDE4D polypeptide (e.g., a 
polypeptide having the amino acid sequence of SEQ ID NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 
12 or 14, or another splicing variant of PDE4D polypeptide or polymorphic variant 

10 thereof. Thus, for example, DNA molecules which comprise a sequence that is 
different from the naturally-occurring nucleotide sequence but which, due to the 
degeneracy of the genetic code, encode a PDE4D polypeptide of the present 
invention are also the subject of this invention. The invention also encompasses 
nucleotide sequences encoding portions (fragments), or encoding variant 

1 5 polypeptides such as analogues or derivatives of the PDE4D polypeptide. Such 
variants can be naturally-occurring, such as in the case of allelic variation or single 
nucleotide polymorphisms, or non-naturally-occurring, such as those induced by 
various mutagens and mutagenic processes. Intended variations include, but are not 
limited to, addition, deletion and substitution of one or more nucleotides which can 

20 result in conservative or non-conservative amino acid changes, including additions 
and deletions. Preferably the nucleotide (and/or resultant amino acid) changes are 
silent or conserved; that is, they do not alter the characteristics or activity of the 
PDE4D polypeptide. In one preferred embodiment, the nucleotide sequences are 
fragments that comprise one or more polymorphic microsatellite markers. In 

25 another preferred embodiment, the nucleotide sequences are fragments that comprise 
one or more single nucleotide polymorphisms in the PDE4D gene. 

Other alterations of the nucleic acid molecules of the invention can include, 
for example, labeling, methylation, internucleotide modifications such as uncharged 
linkages (e.g., methyl phosphonates, phosphotriesters, phosphoamidates, 

30 carbamates), charged linkages (e.g., phosphorothioates, phosphorodithioates), 
pendent moieties (e.g., polypeptides), intercalators (e.g., acridine, psoralen), 
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chelators, alkylators, and modified linkages (e.g., alpha anomeric rv^leic acids). 
Also included are synthetic molecules that mimic nucleic acid molecules in the 
ability to bind to a designated sequences via hydrogen bonding and other chemical 
interactions. Such molecules include, for example, those in which peptide linkages 
5 substitute for phosphate linkages in the backbone of the molecule. 

The invention also pertains to nucleic acid molecules which hybridize under 
high stringency hybridization conditions, such as for selective hybridization, to a 
nucleotide sequence described herein (e.g., nucleic acid molecules which 
specifically hybridize to a nucleotide sequence encoding polypeptides described 

10 herein, and, optionally, have an activity of the polypeptide). In one embodiment, the 
invention includes variants described herein which hybridize under high stringency 
hybridization conditions (e.g., for selective hybridization) to a nucleotide sequence 
comprising a nucleotide sequence selected from SEQ ID NO: 1 which may 
optionally comprise at least one polymorphism as shown in Tables 9 and 10 or the 

15 complement thereof. In another embodiment, the invention includes variants 
described herein which hybridize under high stringency hybridization conditions 
(e.g., for selective hybridization) to a nucleotide sequence encoding an amino acid 
sequence selected from SEQ ID NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 12 or 14 or 
polymorphic variant thereof. In a preferred embodiment, the variant which 

20 hybridizes under high stringency hybridizations has an activity of PDE4D. 

Such nucleic acid molecules can be detected and/or isolated by specific 
hybridization (e.g., under high stringency conditions). "Specific hybridization," as 
used herein, refers to the ability of a first nucleic acid to hybridize to a second 
nucleic acid in a manner such that the first nucleic acid does not hybridize to any 

25 nucleic acid other than to the second nucleic acid (e.g., when the first nucleic acid 
has a higher similarity to the second nucleic acid than to any other nucleic acid in a 
sample wherein the hybridization is to be performed). "Stringency conditions" for 
hybridization is a term of art which refers to the incubation and wash conditions, 
e.g., conditions of temperature and buffer concentration, which permit hybridization 

30 of a particular nucleic acid to a second nucleic acid; the first nucleic acid may be 
perfectly (i.e., 100%) complementary to the second, or the first and second may 
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share some degree of complementarity which is less than perfect (e.g., 70%, 75%, 
85%, 95%). For example, certain high stringency conditions can be used which 
distinguish perfectly complementary nucleic acids from those of less 
complementarity. "High stringency conditions", "moderate stringency conditions" 
5 and "low stringency conditions" for nucleic acid hybridizations are explained on 
pages 2.10.1-2.10.16 and pages 6.3.1-6.3.6 in Current Protocols in Molecular 
Biology (Ausubel, F.M. et aL, "Cwrent Protocols in Molecular Biology", John 
Wiley & Sons, (1998), the entire teachings of which are incorporated by reference 
herein). The exact conditions which determine the stringency of hybridization 

10 depend not only on ionic strength (e.g., 0.2XSSC, 0. 1XSSC), temperature (e.g., 

room temperature, 42°C, 68°C) and the concentration of destabilizing agents such as 
■ fonnamide or denaturing agents such as SDS, but also on factors such as the length 
of the nucleic acid sequence, base composition, percent mismatch between 
hybridizing sequences and the frequency of occurrence of subsets of that sequence 

15 within other non-identical sequences. Thus, equivalent conditions can be determined 
by varying one or more of these parameters while maintaining a similar degree of 
identity or similarity between the two nucleic acid molecules. Typically, conditions 
are used such that sequences at least about 60%, at least about 70%, at least about 
80%, at least about 90% or at least about 95% or more identical to each other remain 

20 hybridized to one another. By varying hybridization conditions from a level of 

stringency at which no hybridization occurs to a level at which hybridization is first 
observed, conditions which will allow a given sequence to hybridize (e.g., 
selectively) with the most similar sequences in the sample can be determined. 

25 Exemplary conditions are described in Krause, M.H. and S.A. Aaronson, 

Methods in Enzymology, 200:546-556 (1991). Also, in, Ausubel, et aL, "Current 
Protocols in Molecular Biology", John Wiley & Sons, (1998), which describes the 
determination of washing conditions for moderate or low stringency conditions. 
Washing is the step in which conditions are usually set so as to determine a 

30 minimum level of complementarity of the hybrids. Generally, starting from the 
lowest temperature at which only homologous hybridization occurs, each °C by 
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which the final wash temperature is reduced (holding SSC concentration constant) 
allows an increase by 1% in the maximum extent of mismatching among the 
sequences that hybridize. Generally, doubling the concentration of SSC results in an 
increase in T m of ~ 17°C. Using these guidelines, the washing temperature can be 
5 determined empirically for high, moderate or low stringency, depending on the level 
of mismatch sought. 

For example, a low stringency wash can comprise washing in a solution 
containing 0.2XSSC/0.1% SDS for 10 min at room temperature; a moderate 
stringency wash can comprise washing in a prewarmed solution (42°C) solution 

10 containing 0.2XSSC/0.1% SDS for 15 min at 42°C; and a high stringency wash can 
comprise washing in prewarmed (68°C) solution containing 0.1XSSC/0.1%SDS for 
1 5 min at 68°C. Furthermore, washes can be perfonned repeatedly or sequentially to 
obtain a desired result as known in the art. Equivalent conditions can be determined 
by varying one or more of the parameters given as an example, as known in the art, 

1 5 while maintaining a similar degree of identity or similarity between the target 
nucleic acid molecule and the primer or probe used. 

The percent identity of two nucleotide or amino acid sequences can be 
determined by aligning the sequences for optimal comparison purposes (e.g., gaps 
can be introduced in the sequence of a first sequence). The nucleotides or amino 

20 acids at corresponding positions are then compared, and the percent identity between 
the two sequences is a function of the number of identical positions shared by the 
sequences (i.e., % identity = # of identical positions/total # of positions x 100). In 
certain embodiments, the length of a sequence aligned for comparison purposes is at 
least 30%, preferably at least 40%, more preferably at least 60%, and even more 

25 preferably at least 70%, 80%, 90% or 95% of the length of the reference sequence. 
The actual comparison of the two sequences can be accomplished by well-known 
methods, for example, using a mathematical algorithm. A preferred, non-limiting 
example of such a mathematical algorithm is described in Karlin et ai, Proc. Natl 
Acad. ScL USA, P0:5873-5877 (1993). Such an algorithm is incorporated into the 

30 NBLAST and XBLAST programs (version 2.0) as described in Altschul et al. , 
Nucleic Acids Res., 25:389-3402 (1997). When utilizing BLAST and Gapped 
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BLAST programs, the default parameters of the respective programs (e.g., 
NBLAST) can be used. See http://www.ncbi.nlm.nih.gov. In one embodiment, 
parameters for sequence comparison can be set at score=100, wordlength=12, or can 
be varied (e.g., W=5 or W=20). 
5 Another preferred, non-limiting example of a mathematical algorithm 

utilized for the comparison of sequences is the algorithm of Myers and Miller, 
CABIOS (1989). Such an algorithm is incorporated into the ALIGN program 
(version 2.0) which is part of the GCG sequence alignment software package. When 
utilizing the ALIGN program for comparing amino acid sequences, a PAM120 
10 weight residue table, a gap length penalty of 12 , and a gap penalty of 4 can be used. 
Additional algorithms for sequence analysis are known in the art and include 
ADVANCE and ADAM as described in Torellis and Robotti (1994) Comput. Appl. 
BioscL, 10:3-5; and FASTA described in Pearson and Lipman (1988) PNAS, 
55:2444-8. 

1 5 In another embodiment, the percent identity between two amino acid 

sequences can be accomplished using the GAP program in the CGC software 
package (available at http://www.cgc.com) using either a Blossom 63 matrix or a 
PAM250 matrix, and a gap weight of 12, 10, 8, 6, or 4 and a length weight of 2, 3, or 
4. In yet another embodiment, the percent identity between two nucleic acid 

20 sequences can be accomplished using the GAP program in the GCG software 
package (available at http://www.accelrys.com), using a gap weight of 50 and a 
length weight of 3. 

The present invention also provides isolated nucleic acid molecules that 
contain a fragment or portion that hybridizes under highly stringent conditions to a 

25 nucleotide sequence comprising a nucleotide sequence selected from SEQ ED NO: 1 
which may optionally comprise at least one polymorphism as shown in Tables 9 and 
10 and the complement thereof, and also provides isolated nucleic acid molecules 
that contain a fragment or portion that hybridizes under highly stringent conditions 
to a nucleotide sequence encoding an amino acid sequence selected from SEQ ID 

30 NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 12 or 14, or polymorphic variant thereof. The nucleic 
acid fragments of the invention are at least about 15, preferably at least about 18, 20, 
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23 or 25 nucleotides, and can be 30, 40, 50, 100, 200 or more nucleotides in length. 
Longer fragments, for example, 30 or more nucleotides in length, which encode 
antigenic polypeptides described herein are particularly useful, such as for the 
generation of antibodies as described below. 
5 In a related aspect, the nucleic acid fragments of the invention are used as 

probes or primers in assays such as those described herein. "Probes" or "primers" 
are oligonucleotides that hybridize in a base-specific manner to a complementary 
strand of nucleic acid molecules. Such probes and primers include polypeptide 
nucleic acids, as described in Nielsen et al, Science, 254, 1497-1500 (1991). 

1 0 Typically, a probe or primer comprises a region of nucleotide sequence that 

hybridizes to at least about 15, typically about 20-25, and more typically about 40, 
50 or 75, consecutive nucleotides of a nucleic acid molecule comprising a 
contiguous nucleotide sequence selected from: SEQ ID NO: 1 which may optionally 
comprise at least one polymorphism as shown in Tables 9 and 10, the complement 

15 thereof, or a sequence encoding an amino acid sequence selected from SEQ ID NO: 
2, 3, 4, 5, 6, 7, 8, 9, 10, 12 or 14, or polymorphic variant thereof. In preferred 
embodiments, a probe or primer comprises 100 or fewer nucleotides, preferably 
from 6 to 50 nucleotides, preferably from 12 to 30 nucleotides. In other 
embodiments, the probe or primer is at least 70% identical to the contiguous 

20 nucleotide sequence or to the complement of the contiguous nucleotide sequence, 
preferably at least 80% identical, more preferably at least 90% identical, even more 
preferably at least 95% identical, or even capable of selectively hybridizing to the 
contiguous nucleotide sequence or to the complement of the contiguous nucleotide 
sequence. Often, the probe or primer further comprises a label, e.g., radioisotope, 

25 fluorescent compound, enzyme, or enzyme co-factor. 

The nucleic acid molecules of the invention such as those described above 
can be identified and isolated using standard molecular biology techniques and the 
sequence information provided herein. For example, nucleic acid molecules can be 
amplified and isolated by the polymerase chain reaction using synthetic 

30 oligonucleotide primers designed based on one or more of the sequences provided in 
SEQ ID NO: 1 which may optionally comprise at least one polymorphism shown in 
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Tables 9 and 10, and/or the complement thereof, or designed based o~ nucleotides 
based on sequences encoding one or more of the amino acid sequences provided 
herein. See generally PCR Technology: Principles and Applications for DNA 
Amplification (ed. H.A. Erlich, Freeman Press, NY, NY, 1992); PCR Protocols: A 
5 Guide to Methods and Applications (Eds. Innis, et al, Academic Press, San Diego, 
CA, 1990);Mattilae/a/., Nucleic Acids Res., 19:4967 (1991); Eckert etal, PCR 
Methods and Applications, 7:17 (1991); PCR Ceds. McPherson et al, JRL Press, 
Oxford); and U.S. Patent 4,683,202. The nucleic acid molecules can be amplified 
using cDNA, mRNA or genomic DNA as a template, cloned into an appropriate 

1 0 vector and characterized by DNA sequence analysis. 

Other suitable amplification methods include the ligase chain reaction (LCR) 
(see Wu and Wallace, Genomics, 4:560 (1989), Landegren et al, Science, 241:1011 
(1988), transcription amplification (Kwoh et al, Proc. Natl Acad. Sci. USA, 
86:1113 (1989)), and self-sustained sequence replication (Guatelli et al, Proc. Nat. 

15 Acad. Sci. USA, 57:1874 (1990)) and nucleic acid based sequence amplification 

(NASBA). The latter two amplification methods involve isothermal reactions based 
on isothermal transcription, which produce both single stranded RNA (ssRNA) and 
double stranded DNA (dsDNA) as the amplification products in a ratio of about 30 
or 100 to 1, respectively. 

20 The amplified DNA can be radiolabeled and used as a probe for screening a 

cDNA library derived from human cells, mRNA in zap express, ZIPLOX or other 
suitable vector. Corresponding clones can be isolated, DNA can obtained following 
in vivo excision, and the cloned insert can be sequenced in either or both orientations 
by art recognized methods to identify the correct reading frame encoding a 

25 polypeptide of the appropriate molecular weight. For example, the direct analysis of 
the nucleotide sequence of nucleic acid molecules of the present invention can be 
accomplished using well-known methods that are commercially available. See, for , 
example, Sambrook et al, Molecular Cloning, A Laboratory Manual (2nd Ed., 
CSHP, New York 1989); Zyskind et al, Recombinant DNA Laboratory Manual, 

30 (Acad. Press, 1988)). Using these or similar methods, the polypeptide and the DNA 
encoding the polypeptide can be isolated, sequenced and further characterized. 
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Antisense nucleic acid molecules of the invention can be designed using the 
nucleotide sequences of SEQ ID NO: 1 and/or the complement of SEQ ID NO: 1, 
and/or a portion of SEQ ID NO: 1 or the complement of SEQ ID NO: 1 and/or a 
sequence encoding the amino acid sequences or SEQ ID NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 
5 12 and/or 14, or encoding a portion of SEQ ID NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 12 
and/or 14, (wherein any one of these may optionally comprise at least one 
polymorphism as shown in Tables 9 and 10) and constructed using chemical 
synthesis and enzymatic ligation reactions using procedures known in the art. For 
example, an antisense nucleic acid molecule {e.g., an antisense oligonucleotide) can 

10 be chemically synthesized using naturally occurring nucleotides or variously 

modified nucleotides designed to increase the biological stability of the molecules or 
to increase the physical stability of the duplex formed between the antisense and 
sense nucleic acids, e.g., phosphorothioate derivatives and acridine substituted 
nucleotides can be used. Alternatively, the antisense nucleic acid molecule can be 

1 5 produced biologically using an expression vector into which a nucleic acid molecule 
has been subcloned in an antisense orientation (i.e., RNA transcribed from the 
inserted nucleic acid molecule will be of an antisense orientation to a target nucleic 
acid of interest). 

In general, the isolated nucleic acid sequences of the invention can be used as 
20 molecular weight markers on Southern gels, and as chromosome markers which are 
labeled to map related gene positions. The nucleic acid sequences can also be used 
to compare with endogenous DNA sequences in patients to identify genetic 
disorders (e.g., a predisposition for or susceptibility to stroke), and as probes, such as 
to hybridize and discover related DNA sequences or to subtract out known 
25 sequences from a sample. The nucleic acid sequences can further be used to derive 
primers for genetic fingerprinting, to raise anti-polypeptide antibodies using DNA 
immunization techniques, and as an antigen to raise anti-DNA antibodies or elicit 
immune responses. Portions or fragments of the nucleotide sequences identified 
herein (and the corresponding complete gene sequences) can be used in numerous 
30 ways as polynucleotide reagents. For example, these sequences can be used to: (i) 
map their respective genes on a chromosome; and, thus, locate gene regions 
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associated with genetic disease; (ii) identify an individual from a minute biological 
sample (tissue typing); and (iii) aid in forensic identification of a biological sample. 
Additionally, the nucleotide sequences of the invention can be used to identify and 
express recombinant polypeptides for analysis, characterization or therapeutic use, or 
5 as markers for tissues in which the corresponding polypeptide is expressed, either 
constitutively, during tissue differentiation, or in diseased states. The nucleic acid 
sequences can additionally be used as reagents in the screening and/or diagnostic 
assays described herein, and can also be included as components of kits (e.g., 
reagent kits) for use in the screening and/or diagnostic assays described herein. 

10 Another aspect of the invention pertains to nucleic acid constructs containing 

a nucleic acid molecule selected from the group consisting of SEQ ID NO: 1 which 
may optionally comprise at least one polymorphism shown in Tables 9 and 10 and 
the complement thereof (or a portion thereof). Yet another aspect of the invention 
pertains to nucleic acid constructs containing a nucleic acid molecule encoding the 

15 amino acid sequence of SEQ ID NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 12 or 14 or 

polymorphic variant thereof. The constructs comprise a vector (e.g., an expression 
vector) into which a sequence of the invention has been inserted in a sense or 
antisense orientation. As used herein, the term "vector" refers to a nucleic acid 
molecule capable of transporting another nucleic acid to which it has been linked. 

20 One type of vector is a "plasmid", which refers to a circular double stranded DNA 
loop into which additional DNA segments can be ligated. Another type of vector is 
a viral vector, wherein additional DNA segments can be ligated into the viral 
genome. Certain vectors are capable of autonomous replication in a host cell into 
which they are introduced (e.g. , bacterial vectors having a bacterial origin of 

25 replication and episomal mammalian vectors). Other vectors (e.g., non-episomal 
mammalian vectors) are integrated into the genome of a host cell upon introduction 
into the host cell, and thereby are replicated along with the host genome. Moreover, 
certain vectors, expression vectors, are capable of directing the expression of genes 
to which they are operably linked. In general, expression vectors of utility in 

30 recombinant DNA techniques are often in the form of plasmids. However, the 

invention is intended to include such other forms of expression vectors, such as viral 
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vectors (e.g., replication defective retroviruses, adenoviruses and adeno-associated 
viruses) that serve equivalent functions. 

Prefeired recombinant expression vectors of the invention comprise a nucleic 
acid molecule of the invention in a form suitable for expression of the nucleic acid 
5 molecule in a host cell. This means that the recombinant expression vectors include 
one or more regulatory sequences, selected on the basis of the host cells to be used 
for expression, which is operably linked to the nucleic acid sequence to be 
expressed. Within a recombinant expression vector, "operably or operatively 
linked" is intended to mean that the nucleotide sequence of interest is linked to the 

10 regulatory sequence(s) in a manner which allows for expression of the nucleotide 
sequence (e.g., in an in vitro transcription/translation system or in a host cell when 
the vector is introduced into the host cell). The term "regulatory sequence" is 
intended to include promoters, enhancers and other expression control elements 
(e.g., polyadenylation signals). Such regulatory sequences are described, for 

15 example, in Goeddel, Gene Expression Technology: Methods in Enzymology 185, 
Academic Press, San Diego, CA (1990). Regulatory sequences include those which 
direct constitutive expression of a nucleotide sequence in many types of host cell 
and those which direct expression of the nucleotide sequence only in certain host 
cells (e.g., tissue-specific regulatory sequences). It will be appreciated by those 

20 skilled in the art that the design of the expression vector can depend on such factors 
as the choice of the host cell to be transformed and the level of expression of 
polypeptide desired. The expression vectors of the invention can be introduced into 
host cells to thereby produce polypeptides, including fusion polypeptides, encoded 
by,nucleic acid molecules as described herein. 

25 The recombinant expression vectors of the invention can be designed for 

expression of a polypeptide of the invention in prokaryotic or eukaryotic cells, e.g., 
bacterial cells such as E. coli, insect cells (using baculovirus expression vectors), 
yeast cells or mammalian cells. Suitable host cells are discussed further in Goeddel, 
supra. Alternatively, the recombinant expression vector can be transcribed and 

30 translated in vitro, for example using 17 promoter regulatory sequences and T7 
polymerase. 
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Another aspect of the invention pertains to host cells into which a 
recombinant expression vector of the invention has been introduced. The terms 
"host cell" and "recombinant host cell" are used interchangeably herein. It is 
understood that such terms refer not only to the particular subject cell but also to the 
5 progeny or potential progeny of such a cell. Because certain modifications may 
occur in succeeding generations due to either mutation or environmental influences, 
such progeny may not, in fact, be identical to the parent cell, but are still included 
within the scope of the term as used herein. 

A host cell can be any prokaryotic or eukaryotic cell. For example, a nucleic 

10 acid molecule of the invention can be expressed in bacterial cells (e.g.,E. coli), 
insect cells, yeast or mammalian cells (such as Chinese hamster ovary cells (CHO) 
or COS cells). Other suitable host cells are known to those skilled in the art. 

Vector DNA can be introduced into prokaryotic or eukaryotic cells via 
conventional transformation or transfection techniques. As used herein, the terms 

1 5 "transformation" and "transfection" are intended to refer to a variety of 

art-recognized techniques for introducing a foreign nucleic acid molecule {e.g., 
DNA) into a host cell, including calcium phosphate or calcium chloride 
co-precipitation, DEAE-dextran-mediated transfection, lipofection, or 
electroporation. Suitable methods for transforming or transfecting host cells can be 

20 found in Sambrook, et al (supra), and other laboratory manuals. 

For stable transfection of mammalian cells, it is known that, depending upon 
the expression vector and transfection technique used, only a small fraction of cells 
may integrate the foreign DNA into their genome. In order to identify and select 
these integrants, a gene that encodes a selectable marker (e.g., for resistance to 

25 antibiotics) is generally introduced into the host cells along with the gene of interest. 
Preferred selectable markers include those that confer resistance to drugs, such as 
G418, hygromycin and methotrexate. Nucleic acid molecules encoding a selectable 
marker can be introduced into a host cell on the same vector as the nucleic acid 
molecule of the invention or can be introduced on a separate vector. Cells stably 

30 transfected with the introduced nucleic acid molecule can be identified by drug 
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selection (e.g. 9 cells that have incorporated the selectable marker gene will survive, 
while the other cells die). 

A host cell of the invention, such as a prokaryotic or eukaryotic host cell in 
culture, can be used to produce (i.e., express) a polypeptide of the invention. 
5 Accordingly, the invention further provides methods for producing a polypeptide 
using the host cells of the invention. In one embodiment, the method comprises 
culturing the host cell of invention (into which a recombinant expression vector 
encoding a polypeptide of the invention has been introduced) in a suitable medium 
such that the polypeptide is produced. In another embodiment, the method further 

1 0 comprises isolating the polypeptide from the medium or the host cell. 

The host cells of the invention can also be used to produce nonhuman 
transgenic animals. For example, in one embodiment, a host cell of the invention is 
a fertilized oocyte or an embryonic stem cell into which a nucleic acid molecule of 
the invention has been introduced (e.g., an exogenous PDE4D gene, or an exogenous 

1 5 nucleic acid encoding PDE4D polypeptide). Such host cells can then be used to 

create non-human transgenic animals in which exogenous nucleotide sequences have 
been introduced into the genome or homologous recombinant animals in which 
endogenous nucleotide sequences have been altered. Such animals are useful for 
studying the function and/or activity of the nucleotide sequence and polypeptide 

20 encoded by the sequence and for identifying and/or evaluating modulators of their 
activity. As used herein, a "transgenic animaT is a non-human animal, preferably a 
mammal, more preferably a rodent such as a rat or mouse, in which one or more of 
the cells of the animal includes a transgene. Other examples of transgenic animals 
include non-human primates, sheep, dogs, cows, goats, chickens and amphibians. A 

25 transgene is exogenous DNA which is integrated into the genome of a cell from 
which a transgenic animal develops and which remains in the genome of the mature 
animal, thereby directing the expression of an encoded gene product in one or more 
cell types or tissues of the transgenic animal. As used herein, an "homologous 
recombinant animal" is a non-human animal, preferably a mammal, more preferably 

30 a mouse, in which an endogenous gene has been altered by homologous 

recombination between the endogenous gene and an exogenous DNA molecule 
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introduced into a cell of the animal, e.g., an embryonic cell of the animal, prior to 
development of the animal. 

Methods for generating transgenic animals via embryo manipulation and 
microinjection, particularly animals such as mice, have become conventional in the 
5 art and are described, for example, in U.S. Patent Nos. 4,736,866 and 4,870,009, 
U.S. Patent No. 4,873,191 and in Hogan, Manipulating the Mouse Embryo (Cold 
Spring Harbor Laboratory Press, Cold Spring Harbor, N.Y., 1986). Methods for 
constructing homologous recombination vectors and homologous recombinant 
animals are described further in Bradley (1991) Cwrent Opinion in Bio/Technology, 
10 2:823-829 and in PCT Publication Nos. WO 90/11354, WO 91/01140, WO 92/0968, 
and WO 93/04169. Clones of the non-human transgenic animals described herein 
can also be produced according to the methods described in Wilmut et al (1997) 
Nature, 355:810-813 and PCT Publication Nos. WO 97/07668 and WO 97/07669. 

POLYPEPTIDES OF THE INVENTION 

1 5 The present invention also pertains to isolated polypeptides encoded by 

PDE4D ('TDE4D polypeptides") and fragments and variants thereof, as well as 
polypeptides encoded by nucleotide sequences described herein (e.g., other splicing 
variants). The term "polypeptide" refers to a polymer of amino acids, and not to a 
specific length; thus, peptides, oligopeptides and proteins are included within the 

20 definition of a polypeptide. As used herein, a polypeptide is said to be "isolated" or 
"purified" when it is substantially free of cellular material when it is isolated from 
recombinant and non-recombinant cells, or free of chemical precursors or other 
chemicals when it is chemically synthesized. A polypeptide, however, can be joined 
to another polypeptide with which it is not normally associated in a cell (e.g., in a 

25 "fusion protein") and still be "isolated" or "purified." 

The polypeptides of the invention can be purified to homogeneity. It is 
understood, however, that preparations in which the polypeptide is not purified to 
homogeneity are useful. The critical feature is that the preparation allows for the 
desired function of the polypeptide, even in the presence of considerable amounts of 

30 other components. Thus, the invention encompasses various degrees of purity. In 
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one embodiment, the language "substantially free of cellular material" includes 
preparations of the polypeptide having less than about 30% (by dry weight) other 
proteins (i.e., contaminating protein), less than about 20% other proteins, less than 
about 10% other proteins, or less than about 5% other proteins. 
5 When a polypeptide is recombinantly produced, it can also be substantially 

free of culture medium, i.e., culture medium represents less than about 20%, less 
than about 10%, or less than about 5% of the volume of the polypeptide preparation. 
The language "substantially free of chemical precursors or other chemicals" includes 
preparations of the polypeptide in which it is separated from chemical precursors or 

10 other chemicals that are involved in its synthesis. In one embodiment, the language 
"substantially free of chemical precursors or other chemicals" includes preparations 
of the polypeptide having less than about 30% (by dry weight) chemical precursors 
or other chemicals, less than about 20% chemical precursors or other chemicals, less 
than about 10% chemical precursors or other chemicals, or less than about 5% 

1 5 chemical precursors or other chemicals. 

In one embodiment, a polypeptide of the invention comprises an amino acid 
sequence encoded by a nucleic acid molecule comprising a nucleotide sequence 
selected from the group consisting of SEQ ID NO: 1 which may optionally comprise 
at least one polymorphism shown in Tables 9 and 10 and complements and portions 

20 thereof, e.g., SEQ ID NO: 2, 3, 4, 5, 6, 7, S, 9, 10, 12 or 14, or a portion or 
polymorphic variant thereof. However, the polypeptides of the invention also 
encompass fragment and sequence variants. Variants include a substantially 
homologous polypeptide encoded by the same genetic locus in an organism, i.e., an 
allelic variant, as well as other splicing variants. Variants also encompass 

25 polypeptides derived from other genetic loci in an organism, but having substantial 
homology to a polypeptide encoded by a nucleic acid molecule comprising a 
nucleotide sequence selected from the group consisting of SEQ ID NO: 1 which may 
optionally comprise at least one polymorphism shown in Tables 9 and 10 and 
complements and portions thereof, or having substantial homology to a polypeptide 

30 encoded by a nucleic acid molecule comprising a nucleotide sequence selected from 
the group consisting of nucleotide sequences encoding SEQ ID NO: 2, 3, 4, 5, 6, 7, ' 
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8, 9, 10, 12 or 14, or polymorphic variants thereof. Variants also include 
polypeptides substantially homologous or identical to these polypeptides but derived 
from another organism, i.e., an ortholog. Variants also include polypeptides that are 
substantially homologous or identical to these polypeptides that are produced by 
5 chemical synthesis. Variants also include polypeptides that are substantially 
homologous or identical to these polypeptides that are produced by recombinant 
methods. 

As used herein, two polypeptides (or a region of the polypeptides) are 
substantially homologous or identical when the amino acid sequences are at least 

10 about 45-55%, typically at least about 70-75%, more typically at least about 80-85%, 
and most typically greater than about 90% or more homologous or identical. A 
substantially homologous amino acid sequence, according to the present invention, 
will be encoded by a nucleic acid molecule hybridizing to SEQ ID NO: 1 which may 
optionally comprise at least one polymorphism shown in Tables 9 and 10, or portion 

1 5 thereof, under stringent conditions as more particularly described above, or will be 
encoded by a nucleic acid molecule hybridizing to a nucleic acid sequence encoding 
SEQ ED NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 12 or 14, portion thereof or polymorphic 
variant thereof, under stringent conditions as more particularly described thereof. 

To determine the percent homology or identity of two amino acid sequences, 

20 or of two nucleic acid sequences, the sequences are aligned for optimal comparison 
purposes (e.g., gaps can be introduced in the sequence of one polypeptide or nucleic 
acid molecule for optimal alignment with the other polypeptide or nucleic acid 
molecule). The amino acid residues or nucleotides at corresponding amino acid 
positions or nucleotide positions are then compared. When a position in one 

25 sequence is occupied by the same amino acid residue or nucleotide as the 

corresponding position in the other sequence, then the molecules are homologous at 
that position. As used herein, amino acid or nucleic acid "homology" is equivalent 
to amino acid or nucleic acid "identity". The percent homology between the two 
sequences is a function of the number of identical positions shared by the sequences 

3 0 0*. e. , percent homology equals the number of identical positions/total number of 
positions times 100). 
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The invention also encompasses polypeptides having a lower degree of 
identity but having sufficient similarity so as to perform one or more of the same 
functions performed by a polypeptide encoded by a nucleic acid molecule of the 
invention. Similarity is determined by conserved amino acid substitution. Such 
5 substitutions are those that substitute a given amino acid in a polypeptide by another 
amino acid of like characteristics. Conservative substitutions are likely to be 
phenotypically silent. Typically seen as conservative substitutions are the 
replacements, one for another, among the aliphatic amino acids Ala, Val, Leu and 
He; interchange of the hydroxyl residues Ser and Thr, exchange of the acidic 

10 residues Asp and Glu, substitution between the amide residues Asn and Gin, 

exchange of the basic residues Lys and Arg and replacements among the aromatic 
residues Phe and Tyr. Guidance concerning which amino acid changes are likely to 
be phenotypically silent are found in Bowie et aL, Science 247:1306-1310 (1990). 
A variant polypeptide can differ in amino acid sequence by one or more 

15 substitutions, deletions, insertions, inversions, fusions, and truncations or a 

combination of any of these. Further, variant polypeptides can be fully functional or 
can lack function in one or more activities. Fully functional variants typically 
contain only conservative variation or variation in non-critical residues or in 
non-critical regions. Functional variants can also contain substitution of similar 

20 amino acids that result in no change or an insignificant change in function. 

Alternatively, such substitutions may positively or negatively affect function to some 
degree. Non-functional variants typically contain one or more non-conservative 
amino acid substitutions, deletions, insertions, inversions, or truncation or a 
substitution, insertion, inversion, or deletion in a critical residue or critical region. 

25 Amino acids that are essential for function can be identified by methods 

known in the art, such as site-directed mutagenesis or alanine-scanning mutagenesis 
(Cunningham et al y Science, 244:1081-1085 (1989)). The latter procedure 
introduces single alanine mutations at every residue in the molecule. The resulting 
mutant molecules are then tested for biological activity in vitro, or in vifro 

30 proliferative activity. Sites that are critical for polypeptide activity can also be 

determined by structural analysis such as crystallization, nuclear magnetic resonance 
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or photoaffinity labeling (Smith et al. 9 J. Mol Biol, 224:899-904 (1992); de Vos et 
al, Science, 255:306-312 (1992)). 

The invention also includes polypeptide fragments of the polypeptides of the 
invention. Fragments can be derived from a polypeptide encoded by a nucleic acid 
5 molecule comprising SEQ ID NO: 1 which may optionally comprise at least one 
polymorphism shown in Tables 9 and 1 0 or a portion thereof and the complements 
thereof (e.g., SEQ ID NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 12 or 14, or other splicing 
variants). However, the invention also encompasses fragments of the variants of the 
polypeptides described herein. As used herein, a fragment comprises at least 6 

1 0 contiguous amino acids. Useful fragments include those that retain one or more of 
the biological activities of the polypeptide as well as fragments that can be used as 
an immunogen to generate polypeptide-specific antibodies. 

Biologically active fragments (peptides which are, for example, 6, 9, 12, 15, 
16, 20, 30, 35, 36, 37, 38, 39, 40, 50, 100 or more amino acids in length) can 

1 5 comprise a domain, segment, or motif that has been identified by analysis of the 
polypeptide sequence using well-known methods, e.g., signal peptides, extracellular 
domains, one or more transmembrane segments or loops, ligand binding regions, 
zinc finger domains, DNA binding domains, acylation sites, glycosylation sites, or 
phosphorylation sites. 

20 Fragments can be discrete (not fused to other amino acids or polypeptides) or 

can be within a larger polypeptide. Further, several fragments can be comprised 
within a single larger polypeptide. In one embodiment a fragment designed for 
expression in a host can have heterologous pre- and pro-polypeptide regions fused to 
the amino terminus of the polypeptide fragment and an additional region fused to the 

25 carboxyl terminus of the fragment. 

The invention thus provides chimeric or fusion polypeptides. These 
comprise a polypeptide of the invention operatively linked to a heterologous protein 
or polypeptide having an amino acid sequence not substantially homologous to the 
polypeptide. "Operatively linked" indicates that the polypeptide and the 

30 heterologous protein are fused in-frame. The heterologous protein can be fused to 
the N-terminus or C-terminus of the polypeptide. In one embodiment the fusion 
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polypeptide does not affect function of the polypeptide per se. For example, the 
fusion polypeptide can be a GST-fusion polypeptide in which the polypeptide 
sequences are fused to the C-terminus of the GST sequences. Other types of fusion 
polypeptides include, but are not limited to, enzymatic fusion polypeptides, for 
5 example P-galactosidase fusions, yeast two-hybrid GAL fusions, poly-His fusions 
and Ig fusions. Such fusion polypeptides, particularly poly-His fusions, can 
facilitate the purification of recombinant polypeptide. In certain host cells (e.g., 
mammalian host cells), expression and/or secretion of a polypeptide can be 
increased by using a heterologous signal sequence. Therefore, in another 
10 embodiment, the fusion polypeptide contains a heterologous signal sequence at its 
N-terminus. 

EP-A-0 464 533 discloses fusion proteins comprising various portions of 
immunoglobulin constant regions. The Fc is useful in therapy and diagnosis and 
thus results, for example, in improved pharmacokinetic properties (EP-A 0232 262). 

15 In drug discovery, for example, human proteins have been fused with Fc portions for 
the purpose of high-throughput screening assays to identify antagonists. Bennett et 
al, Journal of Molecular Recognition, 5:52-58 (1995) and Johanson et al y The 
Journal of Biological Chemistry, 270,16:9459-9471 (1995). Thus, this invention 
also encompasses soluble fusion polypeptides containing a polypeptide of the 

20 invention and various portions of the constant regions of heavy or light chains of 
immunoglobulins of various subclass (IgG, IgM, IgA, IgE). 

A chimeric or fusion polypeptide can be produced by standard recombinant 
DNA techniques. For example, DNA fragments coding for the different polypeptide 
sequences are ligated together in-frame in accordance with conventional techniques. 

25 In another embodiment, the fusion gene can be synthesized by conventional 

techniques including automated DNA synthesizers. Alternatively, PCR amplification 
of nucleic acid fragments can be carried out using anchor primers which give rise to 
complementary overhangs between two consecutive nucleic acid fragments which 
can subsequently be annealed and re-amplified to generate a chimeric nucleic acid 

30 sequence (see Ausubel et al, Current Protocols in Molecular Biology, 1992). 

Moreover, many expression vectors are commercially available that already encode a 
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fusion moiety (e.g., a GST protein). A nucleic acid molecule encodi*^ a polypeptide 
of the invention can be cloned into such an expression vector such that the fusion 
moiety is linked in-frame to the polypeptide. 

The isolated polypeptide can be purified from cells that naturally express it, 
5 purified from cells that have been altered to express it (recombinant), or synthesized 
using known protein synthesis methods. In one embodiment, the polypeptide is 
produced by recombinant DNA techniques. For example, a nucleic acid molecule 
encoding the polypeptide is cloned into an expression vector, the expression vector 
introduced into a host cell and the polypeptide expressed in the host cell. The 

10 polypeptide can then be isolated from the cells by an appropriate purification scheme 
using standard protein purification techniques. 

In general, polypeptides of the present invention can be used as a molecular 
weight marker on SDS-PAGE gels or on molecular sieve gel filtration columns 
using art-recognized methods. The polypeptides of the present invention can be 

1 5 used to raise antibodies or to elicit an immune response. The polypeptides can also 
be used as a reagent, e.g., a labeled reagent, in assays to quantitatively determine 
levels of the polypeptide or a molecule to which it binds (e.g., a receptor or a ligand) 
in biological fluids. The polypeptides can also be used as markers for cells or tissues 
in which the corresponding polypeptide is preferentially expressed, either 

20 constitutively, during tissue differentiation, or in a diseased state. The polypeptides 
can be used to isolate a corresponding binding agent, e.g., receptor or ligand, such 
as, for example, in an interaction trap assay, and to screen for peptide or small 
molecule antagonists or agonists of the binding interaction. 



ANTIBODIES OF THE INVENTION 

25 Polyclonal and/or monoclonal antibodies that specifically bind one form of 

the gene product but not to the other form of the gene product are also provided. 
Antibodies are also provided that bind a portion of either the variant or the reference 
gene product that contains the polymorphic site or sites. The invention provides 
antibodies to the polypeptides and polypeptide fragments of the invention, e.g., 

30 having an amino acid sequence encoded by SEQ ID NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 12 
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or 14, or a portion thereof, or having an amino acid sequence encoded by a nucleic 
acid molecule comprising all or a portion of SEQ ID NO: 1 which may optionally 
comprise at least one polymorphism shown in Tables 9 and 10 (e.g., SEQ ID NO: 2, 
3, 4, 5, 6, 7, 8, 9, 10, 12 or 14, or another splicing variant or portion thereof). The 
5 term "antibody" as used herein refers to immunoglobulin molecules and 

immunologically active portions of immunoglobulin molecules, i.e., molecules that 
contain an antigen binding site that specifically binds an antigen. A molecule that 
specifically binds to a polypeptide of the invention is a molecule that binds to that 
polypeptide or a fragment thereof, but does not substantially bind other molecules in 

10 a sample, e.g., a biological sample, which naturally contains the polypeptide. 

Examples of immunologically active portions of immunoglobulin molecules include 
F(ab) and F(ab f ) 2 fragments which can be generated by treating the antibody with an 
enzyme such as pepsin. The invention provides polyclonal and monoclonal 
antibodies that bind to a polypeptide of the invention. The term "monoclonal 

15 antibody" or "monoclonal antibody composition", as used herein, refers to a 

population of antibody molecules that contain only one species of an antigen binding 
site capable of immunoreacting with a particular epitope of a polypeptide of the 
invention. A monoclonal antibody composition thus typically displays a single 
binding affinity for a particular polypeptide of the invention with which it 

20 immunoreacts. 

Polyclonal antibodies can be prepared as described above by immunizing a 
suitable subject with a desired immunogen, e.g., polypeptide of the invention or 
fragment thereof. The antibody titer in the immunized subject can be monitored 
over time by standard techniques, such as with an enzyme linked immunosorbent 

25 assay (ELIS A) using immobilized polypeptide. If desired, the antibody molecules 
directed against the polypeptide can be isolated from the mammal {e.g., from the 
blood) and further purified by well-known techniques, such as protein A 
chromatography to obtain the IgG fraction. At an appropriate time after 
immunization, e.g., when the antibody titers are highest, antibody-producing cells 

30 can be obtained from the subject and used to prepare monoclonal antibodies by 

standard techniques, such as the hybridoma technique originally described by Kohler 
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and Mil stem (1975) Nature, 255:495-497, the human B cell hybridoma technique 
(Kozbor et al (1983) Immunol Today, 4:12), the EBV-hybridoma technique (Cole 
et al (1985), Monoclonal Antibodies and Cancer Therapy, Alan R. Liss, Inc., pp. 
77-96) or trioma techniques. The technology for producing hybridomas is well 
5 known (see generally Current Protocols in Immunology (1994) Coligan et al (eds.) 
John Wiley & Sons, Inc., New York, NY). Briefly, an immortal cell line (typically a 
myeloma) is fused to lymphocytes (typically splenocytes) from a mammal 
immunized with an immunogen as described above, and the culture supematants of 
the resulting hybridoma cells are screened to identify a hybridoma producing a 

10 monoclonal antibody that binds a polypeptide of the invention. 

Any of the many well known protocols used for fusing lymphocytes and 
immortalized cell lines can be applied for the purpose of generating a monoclonal 
antibody to a polypeptide of the invention (see, e.g, Current Protocols in 
Immunology, supra; Galfre et al (1977) Nature, 266:55052; R.H. Kenneth, in 

1 5 Monoclonal Antibodies: A New Dimension In Biological Analyses, Plenum 
Publishing Corp., New York, New York (1980); and Lemer (1981) Yale J. Biol. 
Med., 54:387-402. Moreover, the ordinarily skilled worker will appreciate that there 
are many variations of such methods that also would be useful. 

Alternative to preparing monoclonal antibody-secreting hybridomas, a 

20 monoclonal antibody to a polypeptide of the invention can be identified and isolated 
by screening a recombinant combinatorial immunoglobulin library (e.g., an antibody 
phage display library) with the polypeptide to thereby isolate immunoglobulin 
library members that bind the polypeptide. Kits for generating and screening phage 
display libraries are commercially available (e.g., the Pharmacia Recombinant Phage 

25 Antibody System, Catalog No. 27-9400-01 ; and the Stratagene SwjZAP™ Phage 
Display Kit, Catalog No. 240612). Additionally, examples of methods and reagents 
particularly amenable for use in generating and screening antibody display library 
can be found in, for example, U.S. Patent No. 5,223,409; PCT Publication No. WO 
92/18619; PCT Publication No. WO 91/17271; PCT Publication No. WO 92/20791; 

30 PCT Publication No. WO 92/15679; PCT Publication No. WO 93/01288; PCT 
Publication No. WO 92/01047; PCT Publication No. WO 92/09690; PCT 
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Publication No. WO 90/02809; Fuchs et al (1991) Bio/Technology, 9:1370-1372; 
Hay etal (1992) Hum. Antibod. Hybridomas, 3:81-85; Huse et al (1989) Science, 
245:1275-1281; Griffiths et al (1993) EMBOJ., 72:725-734. 

Additionally, recombinant antibodies, such as chimeric and humanized 
5 monoclonal antibodies, comprising both human and non-human portions, which can 
be made using standard recombinant DNA techniques, are within the scope of the 
invention. Such chimeric and humanized monoclonal antibodies can be produced by 
recombinant DNA techniques known in the art. 

In general, antibodies of the invention (e.g., a monoclonal antibody) can be 

10 used to isolate a polypeptide of the invention by standard techniques, such as affinity 
chromatography or immunoprecipitation. A polypeptide-specific antibody can 
facilitate the purification of natural polypeptide from cells and of recombinantly 
produced polypeptide expressed in host cells. Moreover, an antibody specific for a 
polypeptide of the invention can be used to detect the polypeptide {e.g., in a cellular 

15 lysate, cell supernatant, or tissue sample) in order to evaluate the abundance and 
pattern of expression of the polypeptide. Antibodies can be used diagnostically to 
monitor protein levels in tissue as part of a clinical testing procedure, e.g., to, for 
example, determine the efficacy of a given treatment regimen. Detection can be 
facilitated by coupling the antibody to a detectable substance. Examples of 

20 detectable substances include various enzymes, prosthetic groups, fluorescent 
materials, luminescent materials, bioluminescent materials, and radioactive 
materials. Examples of suitable enzymes include horseradish peroxidase, alkaline 
phosphatase, p-galactosidase, or acetylcholinesterase; examples of suitable 
prosthetic group complexes include streptavidin/biotin and avidin/biotin; examples 

25 of suitable fluorescent materials include umbelliferone, fluorescein, fluorescein 
isothiocyanate, rhodamine, dichlorotriazinylamine fluorescein, dansyl chloride or 
phycoerythrin; an example of a luminescent material includes luminol; examples of 
bioluminescent materials include luciferase, luciferin, and aequorin, and examples of 
suitable radioactive material include 1251, 1311, 35S or 3H. 
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DIAGNOSTIC AND SCREENING VSSAYS OF THE INVENTION 

The present invention also pertains to a method of diiagnosing or aiding in the 
diagnosis of stroke associated with the presence of the PDE4D gene or gene product 
in an individual. Diagnostic assays can be designed for assessing PDE4D gene 
5 expression, or for assessing activity of PDE4D polypeptides of the invention. In one 
embodiment, the assays are used in the context of a biological sample (e.g., blood, 
serum, cells, tissue) to thereby determine whether an individual is afflicted with 
stroke, or is at risk for (has a predisposition for or a susceptibility to) developing 
stroke. The invention also provides for prognostic (or predictive) assays for 

10 determining whether an individual is susceptible to developing stroke. For example, 
mutations in the gene can be assayed in a biological sample. Such assays can be 
used for prognostic or predictive purpose to thereby prophylactically treat an 
individual prior to the onset of symptoms associated with stroke. Another aspect of 
the invention pertains to assays for monitoring the influence of agents (e.g., drugs, 

15 compounds or other agents) on the gene expression or activity of polypeptides of the 
invention, as well as to assays for identifying agents which bind to PDE4D 
polypeptides. These and other assays and agents are described in further detail in the 
following sections. 

DIAGNOSTIC ASSAYS 
20 The nucleic acids, probes, primers, polypeptides and antibodies described 

herein can be used in methods of diagnosis of a susceptibility to stroke, as well as in 

kits useful for diagnosis of a susceptibility to stroke. 

In one embodiment of the invention, diagnosis of a susceptibility to stroke is 

made by detecting a polymorphism in PDE4D as described herein. The 
25 polymorphism can be a mutation in PDE4D, such as the insertion or deletion of a 

single nucleotide, or of more than one nucleotide, resulting in a frame shift mutation; 

the change of at least one nucleotide, resulting in a change in the encoded amino 

acid; the change of at least one nucleotide, resulting in the generation of a premature 

stop codon; the deletion of several nucleotides, resulting in a deletion of one or more 
30 amino acids encoded by the nucleotides; the insertion of one or several nucleotides, 
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such as by unequal recombination or gene conversion, resulting in an interruption of 
the coding sequence of the gene; duplication of all or a part of the gene; 
transposition of all or a part of the gene; or rearrangement of all or a part of the gene. 
More than one such mutation may be present in a single gene. Such sequence 
5 changes cause a mutation in the polypeptide encoded by a PDE4D gene. For 
example, if the mutation is a frame shift mutation, the frame shift can result in a 
change in the encoded amino acids, and/or can result in the generation of a 
premature stop codon, causing generation of a truncated polypeptide. Alternatively, 
a polymorphism associated with a susceptibility to stroke can be a synonymous 

10 mutation in one or more nucleotides (i.e., a mutation that does not result in a change 
in the polypeptide encoded by a PDE4D gene). Such a polymorphism may alter 
splicing sites, affect the stability or transport ofmRNA, or otherwise affect the 
transcription or translation of the gene. A PDE4D gene that has any of the mutations 
described above is referred to herein as a "mutant gene." 

15 In a first method of diagnosing a susceptibility to stroke, hybridization 

methods, such as Southern analysis, Northern analysis, or in situ hybridizations, can 
be used (see Current Protocols in Molecular Biology, Ausubel, F. et al. 9 eds., John 
Wiley & Sons, including all supplements through 1999). For example, a biological 
sample from a test subject (a "test sample") of genomic DNA, RNA, or cDNA, is 

20 obtained from an individual suspected of having, being susceptible to or predisposed 
for, or carrying a defect for, stroke (the "test individual"). The individual can be an 
adult, child, or fetus. The test sample can be from any source which contains 
genomic DNA ? such as a blood sample, sample of amniotic fluid, sample of 
cerebrospinal fluid, or tissue sample from skin, muscle, buccal or conjunctival 

25 mucosa, placenta, gastrointestinal tract or other organs. A test sample of DNA from 
fetal cells or tissue can be obtained by appropriate methods, such as by 
amniocentesis or chorionic villus sampling. The DNA, RNA, or cDNA sample is 
then examined to determine whether a polymorphism in PDE4D is present, and/or to 
determine which splicing variant(s) encoded by PDE4D is present. The presence of 

30 the polymorphism or splicing variant(s) can be indicated by hybridization of the 
gene in the genomic DNA, RNA, or cDNA to a nucleic acid probe. A "nucleic acid 
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probe", as used herein, can be a DNA probe or an RNA probe; the nucleic acid 
probe can contain at least one polymorphism in PDE4D or contains a nucleic acid 
encoding a particular splicing variant of PDE4D. The probe can be any of the 
nucleic acid molecules described above (e.g., the gene, a fragment, a vector 
5 comprising the gene, a probe or primer, etc.). 

To diagnose a susceptibility to stroke, a hybridization sample is formed by 
contacting the test sample containing PDE4D, with at least one nucleic acid probe. 
A preferred probe for detecting mRNA or genomic DNA is a labeled nucleic acid 
probe capable of hybridizing to mRNA or genomic DNA sequences described 

1 0 herein. The nucleic acid probe can be, for example, a full-length nucleic acid 

molecule, or a portion thereof, such as an oligonucleotide of at least 15, 30, 50, 100, 
250 or 500 nucleotides in length and sufficient to specifically hybridize under 
stringent conditions to appropriate mRNA or genomic DNA. For example, the 
nucleic acid probe can be all or a portion of SEQ ID NO: 1 which may optionally 

15 comprise at least one polymorphism shown in Tables 9 and 10 , or the complement 
thereof, or a portion thereof; or can be a nucleic acid encoding a portion of SEQ ID 
NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 12 or 14. Other suitable probes for use in the diagnostic 
assays of the invention are described above (see e.g., probes and primers discussed 
under the heading, "Nucleic Acids of the Invention"). 

20 The hybridization sample is maintained under conditions which are sufficient 

to allow specific hybridization of the nucleic acid probe to PDE4D. "Specific 
hybridization", as used herein, indicates exact hybridization (e.g., with no 
mismatches). Specific hybridization can be performed under high stringency 
conditions or moderate stringency conditions, for example, as described above. In a 

25 particularly preferred embodiment, the hybridization conditions for specific 
hybridization are high stringency. 

Specific hybridization, if present, is then detected using standard methods. If 
specific hybridization occurs between the nucleic acid probe and PDE4D in the test 
sample, then PDE4D has the polymorphism, or is the splicing variant, that is present 

30 in the nucleic acid probe. More than one nucleic acid probe can also be used 

concurrently in this method. Specific hybridization of any one of the nucleic acid 
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probes is indicative of a polymorphism in PDE4D, or of the preser ~~ of a particular 
splicing variant encoding PDE4D and is therefore diagnostic for a susceptibility to 
stroke. 

In Northern analysis (see Current Protocols in Molecular Biology, Ausubel, 
5 F. et ai 9 eds., John Wiley & Sons, supra) the hybridization methods described above 
are used to identify the presence of a polymorphism or a particular splicing variant, 
associated with a susceptibility to stroke. For Northern analysis, a test sample of 
KNA is obtained from the individual by appropriate means. Specific hybridization 
of a nucleic acid probe, as described above, to RNA from the individual is indicative 

10 of a polymorphism in PDE4D, or of the presence of a particular splicing variant 
encoded by PDE4D, and is therefore diagnostic for a susceptibility to stroke. 

For representative examples of use of nucleic acid probes, see, for example, 
U.S. Patents No. 5,288,61 1 and 4,851,330. 

Alternatively, a peptide nucleic acid (PNA) probe can be used instead of a 

1 5 nucleic acid probe in the hybridization methods described above. PNA is a DNA 
mimic having a peptide-like, inorganic backbone, such as N-(2-aminoethyl)glycine 
units, with an organic base (A, G, C, T or U) attached to the glycine nitrogen via a 
methylene carbonyl linker (see, for example, Nielsen, P.E. et al, Bioconjugate 
Chemistry, 1994, 5, American Chemical Society, p. 1 (1994). The PNA probe can 

20 be designed to specifically hybridize to a gene having a polymorphism associated 
with a susceptibility to stroke. Hybridization of the PNA probe to PDE4D is 
diagnostic for a susceptibility to stroke. 

In another method of the invention, mutation analysis by restriction digestion 
can be used to detect a mutant gene, or genes containing a polymorphism(s), if the 

25 mutation or polymorphism in the gene results in the creation or elimination of a 
restriction site. A test sample containing genomic DNA is obtained from the 
individual. Polymerase chain reaction (PCR) can be used to amplify PDE4D (and, if 
necessary, the flanking sequences) in the test sample of genomic DNA from the test 
individual. RFLP analysis is conducted as described (see Current Protocols in 

30 Molecular Biology, supra). The digestion pattern of the relevant DNA fragment 
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indicates the presence or absence of the mutation or polymorphism in PDE4D, and 
therefore indicates the presence or absence of this susceptibility to stroke. 

Sequence analysis can also be used to detect specific polymorphisms in 
PDE4D. A test sample ofDNA or RNA is obtained from the test individual. PCR 
5 or other appropriate methods can be used to amplify the gene, and/or its flanking 
sequences, if desired. The sequence of PDE4D, or a fragment of the gene, or cDNA, 
or fragment of the cDNA, or mRNA, or fragment of the mRNA, is determined, using 
standard methods. The sequence of the gene, gene fragment, cDNA, cDNA 
fragment, mRNA, or mRNA fragment is compared with the known nucleic acid 

1 0 sequence of the gene, cDNA (e.g., SEQ ID NO: 1 which may optionally comprise at 
least one polymorphism shown in Tables 9 and 10, or a nucleic acid sequence 
encoding SEQ ID NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 12 or 14, or a fragment thereof) or 
mRNA, as appropriate. The presence of a polymorphism in PDE4D indicates that 
the individual has a susceptibility to stroke. 

1 5 Allele-specific oligonucleotides can also be used to detect the presence of a 

i 

polymorphism in PDE4D, through the use of dot-blot hybridization of amplified 
oligonucleotides with allele-specific oligonucleotide (ASO) probes (see, for 
example, Saiki, R. et al., (1986), Nature (London) 324:163-166). An "allele-specific 
oligonucleotide" (also referred to herein as an "allele-specific oligonucleotide 

20 probe") is an oligonucleotide of approximately 10-50 base pairs, preferably 

approximately 15-30 base pairs, that specifically hybridizes to PDE4D, and that 
contains a polymorphism associated with a susceptibility to stroke. An allele- 
specific oligonucleotide probe that is specific for particular polymorphisms in 
PDE4D can be prepared, using standard methods (see Current Protocols in 

25 Molecular Biology, supra). To identify polymorphisms in the gene that are 

associated with a susceptibility to stroke, a test sample of DNA is obtained from the 
individual. PCR can be used to amplify all or a fragment of PDE4D, and its 
flanking sequences. The DNA containing the amplified PDE4D (or fragment of the 
gene) is dot-blotted, using standard methods (see Current Protocols in Molecular 

30 Biology, supra), and the blot is contacted with the oligonucleotide probe. The 
presence of specific hybridization of the probe to the amplified PDE4D is then 
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detected. Specific hybridization of an allele-specific oligonucleotide probe to DNA 
from the individual is indicative of a polymorphism in PDE4D, and is therefore 
indicative of a susceptibility to stroke. 

In another embodiment, arrays of oligonucleotide probes that are 
5 complementary to target nucleic acid sequence segments from an individual, can be 
used to identify polymorphisms in PDE4D. For example, in one embodiment, an 
oligonucleotide array can be used. Oligonucleotide arrays typically comprise a 
plurality of different oligonucleotide probes that are coupled to a surface of a 
substrate in different known locations. These oligonucleotide arrays, also described 

10 as "Genechips.TM.," have been generally described in the art, for example, U.S. Pat. 
No. 5,143,854 and PCT patent publication Nos. WO 90/15070 and 92/10092. These 
arrays can generally be produced using mechanical synthesis methods or light 
directed synthesis methods which incorporate a combination of photolithographic 
methods and solid phase oligonucleotide synthesis methods. See Fodor et a/., 

15 Science, 251:161-111 (1991), Pirrung et aL, U.S. Pat. No. 5,143,854 (see also PCT 
Application No. WO 90/15070) and Fodor et al, PCT Publication No. WO 
92/10092 and U.S. Pat. No. 5,424,186, the entire teachings of each of which are 
incorporated by reference herein. Techniques for the synthesis of these arrays using 
mechanical synthesis methods are described in, e.g., U.S. Pat. Nos. 5,384,261, the 

20 entire teachings of which are incorporated by reference herein. 

Once an oligonucleotide array is prepared, a nucleic acid of interest is 
hybridized with the array and scanned for polymorphisms. Hybridization and 
scanning are generally carried out by methods described herein and also in, e.g., 
Published PCT Application Nos. WO 92/10092 and WO 95/1 1995, and U.S. Pat. 

25 No. 5,424,186, the entire teachings of which are incorporated by reference herein. In 
brief, a target nucleic acid sequence which includes one or more previously 
identified polymorphic markers is amplified by well known amplification 
techniques, e.g., PCR. Typically, this involves the use of primer sequences that are 
complementary to the two strands of the target sequence both upstream and 

30 downstream from the polymorphism. Asymmetric PCR techniques may also be 
used. Amplified target, generally incorporating a label, is then hybridized with the 
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array under appropriate conditions. Upon completion of hybridization and washing 
of the array, the array is scanned to determine the position on the array to which the 
target sequence hybridizes. The hybridization data obtained from the scan is 
typically in the form of fluorescence intensities as a function of location on the array. 
5 Although primarily described in terms of a single detection block, e.g., for 

detection of a single polymorphism, arrays can include multiple detection blocks, 
and thus be capable of analyzing multiple, specific polymorphisms. In alternate 
arrangements, it will generally be understood that detection blocks may be grouped 
within a single array or in multiple, separate airays so that varying, optimal 

10 conditions may be used during the hybridization of the target to the array. For 
example, it may often be desirable to provide for the detection of those 
polymorphisms that fall within G-C rich stretches of a genomic sequence, separately 
from those falling in A-T rich segments. This allows for the separate optimization of 
hybridization conditions for each situation. 

1 5 Additional description of use of oligonucleotide arrays for detection of 

polymorphisms can be found, for example, in U.S. Patents 5,858,659 and 5,837,832, 
the entire teachings of which are incorporated by reference herein. 

Other methods of nucleic acid analysis can be used to detect polymorphisms 
in PDE4D or splicing variants encoding by PDE4D. Representative methods 

20 include direct manual sequencing (Church and Gilbert, (1988), Proc. Natl Acad. 
Set USA 57:1991-1995; Sanger,F. etal (1977) Proc. Natl Acad. Sci 74:5463- 
5467; Beavis et al U.S. Pat. No. 5,288,644); automated fluorescent sequencing; 
single-stranded conformation polymorphism assays (SSCP); clamped denaturing gel 
electrophoresis (CDGE); denaturing gradient gel electrophoresis (DGGE) (Sheffield, 

25 V.C. et al (19891) Proc. Natl Acad. Sci. USA 55:232-236), mobility shift analysis 
(Orita, M. et al (1989) Proc. Natl. Acad. Sci. USA 55:2766-2770), restriction 
enzyme analysis (Flavell et al (197S) Cell 15:25; Geever, et al. (1981) Proc. Natl 
Acad. Sci. USA 75:5081); heteroduplex analysis; chemical mismatch cleavage 
(CMC) (Cotton et al (1985) Proc. Natl Acad. Sci USA 55:4397-4401); RNase 

30 protection assays (Myers, R.M. et al (1985) Science 250:1242); use of polypeptides 
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which recognize nucleotide mismatches, such as K coli mutS protein; allele-specific 
PCR, for example. 

In another embodiment of the invention, diagnosis of a susceptibility to 
stroke can also be made by examining expression and/or composition of an PDE4D 
5 polypeptide, by a variety of methods, including enzyme linked immunosorbent 

assays (EUSAs), Western blots, immunoprecipitations and immunofluorescence. A 
test sample from an individual is assessed for the presence of an alteration in the 
expression and/or an alteration in composition of the polypeptide encoded by 
PDE4D, or for the presence of a particular variant encoded by PDE4D. An 

1 0 alteration in expression of a polypeptide encoded by PDE4D can be, for example, an 
alteration in the quantitative polypeptide expression (i.e., the amount of polypeptide 
produced); an alteration in the composition of a polypeptide encoded by PDE4D is 
an alteration in the qualitative polypeptide expression (e.g., expression of a mutant 
PDE4D polypeptide or of a different splicing variant). In a preferred embodiment, 

1 5 diagnosis of a susceptibility to stroke is made by detecting a particular splicing 
variant encoded by PDE4D, or a particular pattern of splicing variants. 

Both such alterations (quantitative and qualitative) can also be present. An 
"alteration" in the polypeptide expression or composition, as used herein, refers to an 
alteration in expression or composition in a test sample, as compared with the 

20 expression or composition of polypeptide by PDE4D in a control sample. A control 
sample is a sample that corresponds to the test sample (e.g., is from the same type of 
cells), and is from an individual who is not affected by stroke. An alteration in the 
expression or composition of the polypeptide in the test sample, as compared with 
the control sample, is indicative of a susceptibility to stroke. Similarly, the presence 

25 of one or more different splicing variants in the test sample, or the presence of 
significantly different amounts of different splicing variants in the test sample, as 
compared with the control sample, is indicative of a susceptibility to stroke. Various 
means of examining expression or composition of the polypeptide encoded by 
PDE4D can be used, including spectroscopy, colorimetry, electrophoresis, . 

30 isoelectric focusing, and immunoassays (e.g., David et al y U.S. Pat. No. 4,376,1 10) 
such as immunob lotting (see also Current Protocols in Molecular Biology, 
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particularly chapter 10). For example, in one embodiment, an antibodv capable of 
binding to the polypeptide (e.g., as described above), preferably an antibody with a 
detectable label, can be used. Antibodies can be polyclonal, or more preferably, 
monoclonal. An intact antibody, or a fragment thereof (e.g., Fab or F(ab')J can be 

5 used. The term "labeled", with regard to the probe or antibody, is intended to 
encompass direct labeling of the probe or antibody by coupling (i.e., physically 
linking) a detectable substance to the probe or antibody, as well as indirect labeling 
of the probe or antibody by reactivity with another reagent that is directly labeled. 
Examples of indirect labeling include detection of a primary antibody using a 

1 0 fluorescently labeled secondary antibody and end-labeling of a DNA probe with 
biotin such that it can be detected with fluorescently labeled streptavidin. 

Western blotting analysis, using an antibody as described above that 
specifically binds to a polypeptide encoded by a mutant PDE4D, or an antibody that 
specifically bir ds to a polypeptide encoded by a non-mutant gene, or an antibody 

1 5 that specifically binds to a particular splicing variant encoded by PDE4D, can be 
used to identify the presence in a test sample of a particular splicing variant or of a 
polypeptide encoded by a polymorphic or mutant PDE4D, or the absence in a test 
sample of a particular splicing variant or of a polypeptide encoded by a non- 
polymorphic or non-mutant gene. The presence of a polypeptide encoded by a 

20 polymorphic or mutant gene, or the absence of a polypeptide encoded by a non- 
polymorphic or non-mutant gene, is diagnostic for a susceptibility to stroke, as is the 
presence (or absence) of particular splicing variants encoded by the PDE4D gene. 

In one embodiment of this method, the level or amount of polypeptide 
encoded by PDE4D in a test sample is compared with the level or amount of the 

25 polypeptide encoded by PDE4D in a control sample. A level or amount of the 

polypeptide in the test sample that is higher or lower than the level or amount of the 
polypeptide in the control sample, such that the difference is statistically significant, 
is indicative of an alteration in the expression of the polypeptide encoded by 
PDE4D, and is diagnostic for a susceptibility to stroke. Alternatively, the 

30 composition of the polypeptide encoded by PDE4D in a test sample is compared 
with the composition of the polypeptide encoded by PDE4D in a control sample 
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(e.g., the presence of different splicing variants). A difference in the composition of 
the polypeptide in the test sample, as compared with the composition of the 
polypeptide in the control sample, is diagnostic for a susceptibility to stroke. In 
another embodiment, both the level or amount and the composition of the 
5 polypeptide can be assessed in the test sample and in the control sample. A 

difference in the amount or level of the polypeptide in the test sample, compared to 
the control sample; a difference in composition in the test sample, compared to the 
control sample; or both a difference in the amount or level, and a difference in the 
composition, is indicative of a susceptibility to stroke. 

10 Kits (e.g., reagent kits) useful in the methods of diagnosis comprise 

components useful in any of the methods described herein, including for example, 
hybridization probes or primers as decribed herein (e.g., labeled probes or pnners), 
reagents for detection of labeled molecules, restriction enzymes (e.g., for RFLP 
analysis), allele-specific oligonucleotides, antibodies which bind to mutant or to 

15 non-mutant (native) PDE4D polypeptide, means for amplification of nucleic acids 
comprising PDE4D, or means for analyzing the nucleic acid sequence of PDE4D or 
for analyzing the amino acid sequence of an PDE4D polypeptide, etc. 

SCREENING ASSAYS AND AGENTS IDENTIFIED THEREBY 

The invention provides methods (also referred to herein as "screening 

20 assays") for identifying the presence of a nucleotide that hybridizes to a nucleic acid 
of the invention, as well as for identifying the presence of a polypeptide encoded by 
a nucleic acid of the invention. In one embodiment, the presence (or absence) of a 
nucleic acid molecule of interest (e.g., a nucleic acid that has significant homology 
with a nucleic acid of the invention) in a sample can be assessed by contacting the 

25 sample with a nucleic acid comprising a nucleic acid of the invention (e.g., a nucleic 
acid having the sequence of SEQ ID NO: 1 which may optionally comprise at least 
one polymorphism shown in Tables 9 and 10, or the complement thereof, or a 
nucleic acid encoding an amino acid having the sequence of SEQ ID NO: 2, 3, 4, 5, 
6, 7, 8, 9, 10, 12 or 14, or a fragment or variant of such nucleic acids), under 

30 stringent conditions as described above, and then assessing the sample for the 
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presence (or absence) of hybridization. In a preferred embodiment, high stringency 
conditions are conditions appropriate for selective hybridization. In another 
embodiment, a sample containing the nucleic acid molecule of interest is contacted 
with a nucleic acid cont ainin g a contiguous nucleotide sequence (e.g., a primer or a 
5 probe as described above) that is at least partially complementary to a part of the 
nucleic acid molecule of interest (e.g., a PDE4D nucleic acid), and the contacted 
sample is assessed for the presence or absence of hybridization. In a preferred 
embodiment, the nucleic acid containing a contiguous nucleotide sequence is 
completely complementary to a part of the nucleic acid molecule of interest. 

10 La any of these embodiment, all or a portion of the nucleic acid of interest 

can be subjected to amplification prior to performing the hybridization. 

In another embodiment, the presence (or absence) of a polypeptide of 
interest, such as a polypeptide of the invention or a fragment or variant thereof, in a 
sample can be assessed by contacting the sample with an antibody that specifically 

15 hybridizes to the polypeptide of interest (e.g., an antibody such as those described 
above), and then assessing the sample for the presence (or absence) of binding of the 
antibody to the polypeptide of interest. 

In another embodiment, the invention provides methods for identifying 
agents (e.g., fusion proteins, polypeptides, peptidomimetics, prodrugs, receptors, 

20 binding agents, antibodies, small molecules or other drugs, or ribozymes which alter 
(e.g., increase or decrease) the activity of the polypeptides described herein, or 
which otherwise interact with the polypeptides herein. For example, such agents can 
be agents which bind to polypeptides described herein (e.g., PDE4D binding agents); 
which have a stimulatory or inhibitory effect on, for example, activity of 

25 polypeptides of the invention; or which change (e.g., enhance or inhibit) the ability 
of the polypeptides of the invention to interact with PDE4D binding agents (e.g., 
receptors or other binding agents); or which alter posttranslational processing of the 
PDE4D polypeptide (e.g., agents that alter proteolytic processing to direct the 
polypeptide from where it is normally synthesized to another location in the cell, 

30 such as the cell surface; agents that alter proteolytic processing such that more 
polypeptide is released from the cell, etc. 
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In one embodiment, the invention provides assays for screening candidate or 
test agents that bind to or modulate the activity of polypeptides described herein (or 
biologically active portion(s) thereof), as well as agents identifiable by the assays. 
Test agents can be obtained using any of the numerous approaches in combinatorial 
5 library methods known in the art, including: biological libraries; spatially 

addressable parallel solid phase or solution phase libraries; synthetic library methods 
requiring deconvolution; the 'one-bead one-compound' library method; and synthetic 
library methods using affinity chromatography selection. The biological library 
approach is limited to polypeptide libraries, while the other four approaches are 

10 applicable to polypeptide, non-peptide oligomer or small molecule libraries of 
compounds (Lam, K.S. (1997) Anticancer Drug Des., 72:145). 

In one embodiment, to identify agents which alter the activity of a PDE4D 
polypeptide, a cell, cell lysate, or solution containing or expressing aPDE4D 
polypeptide (e.g., SEQ ID NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 12 or 14, or another splicing 

15 variant encoded by PDE4D), or a fragment or derivative thereof (as described 
above), can be contacted with an agent to be tested; alternatively, the polypeptide 
can be contacted directly with the agent to be tested. The level (amount) of PDE4D 
activity is assessed (e.g., the level (amount) of PDE4D activity is measured, either 
directly or indirectly), and is compared with the level of activity in a control (i.e., the 

20 level of activity of the PDE4D polypeptide or active fragment or derivative thereof 
in the absence of the agent to be tested). If the level of the activity in the presence of 
the agent differs, by an amount that is statistically significant, from the level of the 
activity in the absence of the agent, then the agent is an agent that alters the activity 
of PDE4D polypeptide. An increase in the level of PDE4D activity relative to a 

25 control, indicates that the agent is an agent that enhances (is an agonist of) PDE4D 
activity. Similarly, a decrease in the level of PDE4D activity relative to a control, 
indicates that the agent is an agent that inhibits (is an antagonist of) PDE4D activity. 
In another embodiment, the level of activity of a PDE4D polypeptide or derivative 
or fragment thereof in the presence of the agent to be tested, is compared with a 

30 control level that has previously been established. A level of the activity in the 
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presence of the agent that differs from the control level by an amount that is 
statistically significant indicates that the agent alters PDE4D activity. 

The present invention also relates to an assay for identifying agents which 
alter the expression of the PDE4D gene (e.g., antisense nucleic acids, fusion 
5 proteins, polypeptides, peptidomimetics, prodrugs, receptors, binding agents, 

antibodies, small molecules or other drugs, or ribozymes) which alter (e.g., increase 
or decrease) expression (e.g., transcription or translation) of the gene or which 
otherwise interact with the nucleic acids described herein, as well as agents 
identifiable by the assays. For example, a solution containing a nucleic acid 

1 0 encoding PDE4D polypeptide (e.g., PDE4D gene) can be contacted with an agent to 
be tested. The solution can comprise, for example, cells containing the nucleic acid 
or cell lysate containing the nucleic acid; alternatively, the solution can be another 
solution which comprises elements necessary for transcription/translation of the 
nucleic acid. Cells not suspended in solution can also be employed, if desired. The 

15 level and/or pattern of PDE4D expression (e.g., the level and/or pattern of mRNA or 
of protein expressed, such as the level and/or pattern of different splicing variants) is 
assessed, and is compared with the level and/or pattern of expression in a control 
(i.e., the level and/or pattern of the PDE4D expression in the absence of the agent to 
be tested). If the level and/or pattern in the presence of the agent differs, by an 

20 amount or in a manner that is statistically significant, from the level and/or pattern in 
the absence of the agent, then the agent is an agent that alters the expression of 
PDE4D. Enhancement of PDE4D expression indicates that the agent is an agonist 
of PDE4D activity. Similarly, inhibition of PDE4D expression indicates that the 
agent is an antagonist of PDE4D activity. In another embodiment, the level and/or 

25 pattern of PDE4D polypeptide(s)(e.g., different splicing variants) in the presence of 
the agent to be tested, is compared with a control level and/or pattern that has 
previously been established. A level and/or pattern in the presence of the agent that 
differs from the control level and/or pattern by an amount or in a manner that is 
statistically significant indicates that the agent alters PDE4D expression. 

30 In another embodiment of the invention, agents which alter the expression of 

the PDE4D gene or which otherwise interact with the nucleic acids described herein, 
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can be identified using a cell, cell lysate, or solution containing a nucleic acid 
encoding the promoter region of the PDE4D gene operably linked to a reporter gene. 
After contact with an agent to be tested, the level of expression of the reporter gene 
(e.g., the level of mRNA or of protein expressed) is assessed, and is compared with 
5 the level of expression in a control (i.e., the level of the expression of the reporter 
gene in the absence of the agent to be tested). If the level in the presence of the 
agent differs, by an amount or in a manner that is statistically significant, from the 
level in the absence of the agent, then the agent is an agent that alters the expression 
of PDE4D, as indicated by its ability to alter expression of a gene that is operably 

10 linked to the PDE4D gene promoter. Enhancement of the expression of the reporter 
indicates that the agent is an agonist of PDE4D activity. Similarly, inhibition of the 
expression of the reporter indicates that the agent is an antagonist of PDE4D 
activity. In another embodiment, the level of expression of the reporter in the 
presence of the agent to be tested, is compared with a control level that has 

15 previously been established. A level in the presence of the agent that differs from 
the control level by an amount or in a manner that is statistically significant indicates 
that the agent alters PDE4D expression. 

Agents which alter the amounts of different splicing variants encoded by 
PDE4D (e.g., an agent which enhances activity of a first splicing variant, and which 

20 inhibits activity of a second splicing variant), as well as agents which are agonists of 
activity of a first splicing variant and antagonists of activity of a second splicing 
variant, can easily be identified using these methods described above. 

In other embodiments of the invention, assays can be used to assess the 
impact of a test agent on the activity of a polypeptide in relation to a PDE4D binding 

25 agent. For example, a cell that expresses a compound that interacts with PDE4D 
(herein referred to as a "PDE4D binding agent", which can be a polypeptide or other 
molecule that interacts with PDE4D, such as a receptor) is contacted with PDE4D in 
the presence of a test agent, and the ability of the test agent to alter the interaction 
between PDE4D and the PDE4D binding agent is determined. Alternatively, a cell 

30 lysate or a solution containing the PDE4D binding agent, can be used. An agent 
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which binds to PDE4D or the PDE4D binding agent can alter the interaction by 
interfering with, or enhancing the ability of PDE4D to bind to, associate with, or 
otherwise interact with the PDE4D binding agent. Determining the ability of the 
test agent to bind to PDE4D or an PDE4D binding agent can be accomplished, for 
5 example, by coupling the test agent with a radioisotope or enzymatic label such that 
binding of the test agent to the polypeptide can be determined by detecting the 
labeled with 125 1, 35 S, 14 C or 3 H, either directly or indirectly, and the radioisotope 
detected by direct counting of radioemmission or by scintillation counting. 
Alternatively, test agents can be enzymatically labeled with, for example, 

10 horseradish peroxidase, alkaline phosphatase, or luciferase, and the enzymatic label 
detected by determination of conversion of an appropriate substrate to product. It is 
also within the scope of this invention to determine the ability of a test agent to 
interact with the polypeptide without the labeling of any of the interactants. For 
example, a microphysiometer can be used to detect the interaction of a test agent 

15 with PDE4D or a PDE4D binding agent without the labeling of either the test agent, 
PDE4D, or the PDE4D binding agent. McConnell, H.M. et al (1992) Science, 
257:1906-1912. As used herein, a "microphysiometer" {e.g., Cytosensor™) is an 
analytical instrument that measures the rate at which a cell acidifies its environment 
using a light-addressable potentiometric sensor (LAPS). Changes in this 

20 acidification rate can be used as an indicator of the interaction between ligand and 
polypeptide. See the Examples Section for a discussion of know PDE4D binding 
partners. Thus, these receptors can be used to screen for compounds that are PDE4D 
receptor agonists for use in treating stroke or PDE4D receptor antagonists for 
studying stroke. The linkage data provided herein, for the first time, provides such 

25 connection to stroke. Drugs could be designed to regulate PDE4D receptor 

activation which in turn can be used to regulate signaling pathways and transcription 
events of genes downstream, such as Cbfal. 

In another embodiment of the invention, assays can be used to identify 
polypeptides that interact with one or more PDE4D polypeptides, as described 

30 herein. For example, a yeast two-hybrid system such as that described by Fields and 
Song (Fields, S. and Song, O., Nature 340:245-246 (1989)) can be used to identify 
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polypeptides that interact with one or more PDE4D polypeptides. T ~ such a yeast 
two-hybrid system, vectors are constructed based on the flexibility of a transcription 
factor which has two functional domains (a DNA binding domain and a transcription 
activation domain). If the two domains are separated but fused to two different 
5 proteins that interact with one another, transcriptional activation can be achieved, 
and transcription of specific markers (e.g., nutritional markers such as His and Ade, 
or color markers such as lacZ) can be used to identify the presence of interaction and 
transcriptional activation. For example, in the methods of the invention, a first 
vector is used which includes a nucleic acid encoding a DNA binding domain and 

10 also an PDE4D polypeptide, splicing variant, or fragment or derivative thereof, and 
a second vector is used which includes a nucleic acid encoding a transcription 
activation domain and also a nucleic acid encoding a polypeptide which potentially 
may interact with the PDE4D polypeptide, splicing variant, or fragment or derivative 
thereof (e.g., a PDE4D polypeptide binding agent or receptor). Incubation of yeast 

15 containing the first vector and the second vector under appropriate conditions (e.g., 
mating conditions such as used in the Matchmaker™ system from Clontech) allows 
identification of colonies which express the markers of interest. These colonies can 
be examined to identify the polypeptide(s) which interact with the PDE4D 
polypeptide or fragment or derivative thereof. Such polypeptides may be useful as 

20 agents which alter the activity of expression of an PDE4D polypeptide, as described 
above. 

In more than one embodiment of the above assay methods of the present 
invention, it maybe desirable to immobilize either PDE4D, the PDE4D binding 
agent, or other components of the assay on a solid support, in order to facilitate 

25 separation of complexed from uncomplexed forms of one or both of the 

polypeptides, as well as to accommodate automation of the assay. Binding of a test 
agent to the polypeptide, or interaction of the polypeptide with a binding agent in the 
presence and absence of a test agent, can be accomplished in any vessel suitable for 
containing the reactants. Examples of such vessels include microtitre plates, test 

30 tubes, and micro-centrifuge tubes. In one embodiment, a fusion protein (e.g., a 
glutathione-S -transferase fusion protein) can be provided which adds a domain that 
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allows PDE4D or a PDE4D binding agent to be bound to a matrix or other solid 
support. 

In another embodiment, modulators of expression of nucleic acid molecules 
of the invention are identified in a method wherein a cell, cell lysate, or solution 
5 containing a nucleic acid encoding PDE4D is contacted with a test agent and the 
expression of appropriate mRNA or polypeptide (e.g., splicing variant(s)) in the cell, 
cell lysate, or solution, is determined. The level of expression of appropriate mRNA 
or polypeptide(s) in the presence of the test agent is compared to the level of 
expression of mRNA or polypeptide(s) in the absence of the test agent. The test 

1 0 agent can then be identified as a modulator of expression based on this comparison. 
For example, when expression of mRNA or polypeptide is greater (statistically 
significantly greater) in the presence of the test agent than in its absence, the test 
agent is identified as a stimulator or enhancer of the mRNA or polypeptide 
expression. Alternatively, when expression of the mRNA or polypeptide is less 

1 5 (statistically significantly less) in the presence of the test agent than in its absence, 
the test agent is identified as an inhibitor of the mRNA or polypeptide expression. 
The level of mRNA or polypeptide expression in the cells can be determined by 
methods described herein for detecting mRNA or polypeptide. 

This invention further pertains to novel agents identified by the 

20 above-described screening assays. Accordingly, it is within the scope of this 
invention to further use an agent identified as described herein in an appropriate 
animal model. For example, an agent identified as described herein (e.g., a test 
agent that is a modulating agent, an antisense nucleic acid molecule, a specific 
antibody, or a polypeptide-binding agent) can be used in an animal model to 

25 determine the efficacy, toxicity, or side effects of treatment with such an agent. 

Alternatively, an agent identified as described herein can be used in an animal model 
to determine the mechanism of action of such an agent. Furthermore, this invention 
pertains to uses of novel agents identified by the above-described screening assays 
for treatments as described herein. In addition, an agent identified as described 

30 herein can be used to alter activity of a polypeptide encoded by PDE4D, or to alter 
expression of PDE4D, by contacting the polypeptide or the gene (or contacting a cell 
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comprising the polypeptide or the gene) with the agent identified as described 
herein. 

PHARMACEUTICAL COMPOSITIONS 

The present invention also pertains to pharmaceutical compositions 
5 comprising nucleic acids described herein, particularly nucleotides encoding the 
polypeptides described herein; comprising polypeptides described herein (e.g., one 
or more of SEQ ID NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 12 or 14); and/or comprising other 
splicing variants encoded by PDE4D; and/or an agent that alters (e.g., enhances or 
inhibits) PDE4D gene expression or PDE4D polypeptide activity as described 

10 herein. For instance, a polypeptide, protein (e.g., an PDE4D receptor), an agent that 
alters PDE4D gene expression, or a PDE4D binding agent or binding partner, 
fragment, fusion protein or prodrug thereof, or a nucleotide or nucleic acid construct 
(vector) comprising a nucleotide of the present invention, or an agent that alters 
PDE4D polypeptide activity, can be formulated with a physiologically acceptable 

15 carrier or excipient to prepare a pharmaceutical composition. The carrier and 

composition can be sterile. The formulation should suit the mode of administration. 

Suitable pharmaceutically acceptable carriers include but are not limited to 
water, salt solutions (e.g., NaCl), saline, buffered saline, alcohols, glycerol, ethanol, 
gum arabic, vegetable oils, benzyl alcohols, polyethylene glycols, gelatin, 

20 carbohydrates such as lactose, amylose or starch, dextrose, magnesium stearate, talc, 
silicic acid, viscous paraffin, perfume oil, fatty acid esters, hydroxymethylcellulose, 
polyvinyl pyrolidone, etc., as well as combinations thereof. The pharmaceutical 
preparations can, if desired, be mixed with auxiliary agents, e.g., lubricants, 
preservatives, stabilizers, wetting agents, emulsifiers, salts for influencing osmotic 

25 pressure, buffers, coloring, flavoring and/or aromatic substances and the like which 
do not deleteriously react with the active agents. 

The composition, if desired, can also contain minor amounts of wetting or 
emulsifying agents, or pH buffering agents. The composition can be a liquid 
solution, suspension, emulsion, tablet, pill, capsule, sustained release formulation, or 

30 powder. The composition can be formulated as a suppository, with traditional 



JNSDOCID: <WO_02074992A2J_> 



WO 02/074992 



-50- 



PCT/IB02/00565 



binders and carriers such as triglycerides. Oral formulation can include standard 
carriers such as pharmaceutical grades of mannitol, lactose, starch, magnesium 
stearate, polyvinyl pyrollidone, sodium saccharine, cellulose, magnesium carbonate, 
etc. 

5 Methods of introduction of these compositions include, but are not limited 

to, intradermal, intramuscular, intraperitoneal, intraocular, intravenous, 
subcutaneous, topical, oral and intranasal. Other suitable methods of introduction 
can also include gene therapy (as described below), rechargeable or biodegradable 
devices, particle acceleration devises ("gene guns") and slow release polymeric 

10 devices. The pharmaceutical compositions of this invention can also be 
administered as part of a combinatorial therapy with other agents. 

The composition can be formulated in accordance with the routine 
procedures as a pharmaceutical composition adapted for administration to human 
beings. For example, compositions for intravenous administration typically are 

15 solutions in sterile isotonic aqueous buffer. Where necessary, the composition may 
also include a solubilizing agent and a local anesthetic to ease pain at the site of the 
injection. Generally, the ingredients are supplied either separately or mixed together 
in unit dosage form, for example, as a dry lyophilized powder or water free 
concentrate in a hermetically sealed container such as an ampule or sachette indicat- 

20 ing the quantity of active agent. Where the composition is to be administered by 
infusion, it can be dispensed with an infusion bottle containing sterile 
pharmaceutical grade water, saline or dextrose/water. Where the composition is 
administered by injection, an ampule of sterile water for injection or saline can be 
provided so that the ingredients may be mixed prior to administration. 

25 For topical application, nonsprayable forms, viscous to semi-solid or solid 

forms comprising a carrier compatible with topical application and having a 
dynamic viscosity preferably greater than water, can be employed. Suitable 
formulations include but are not limited to solutions, suspensions, emulsions, 
creams, ointments, powders, enemas, lotions, sols, liniments, salves, aerosols, etc., 

30 which are, if desired, sterilized or mixed with auxiliary agents, e.g., preservatives, 
stabilizers, wetting agents, buffers or salts for influencing osmotic pressure, etc. The 
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agent may be incorporated into ? cosmetic formulation. For topical application, also 
suitable are sprayable aerosol preparations wherein the active ingredient, preferably 
in combination with a solid or liquid inert carrier material, is packaged in a squeeze 
bottle or in admixture with a pressurized volatile, normally gaseous propellant, e.g., 
5 pressurized air. 

Agents described herein can be formulated as neutral or salt forms. 
Pharmaceutically acceptable salts include those formed with free amino groups such 
as those derived from hydrochloric, phosphoric, acetic, oxalic, tartaric acids, etc., 
and those formed with free carboxyl groups such as those derived from sodium, 

10 potassium, ammonium, calcium, ferric hydroxides, isopropylamine, triethylamine, 2- 
ethylamino ethanol, histidine, procaine, etc. 

The agents are administered in a therapeutically effective amount. The 
amount of agents which will be therapeutically effective in the treatment of a 
particular disorder or condition will depend on the nature of the disorder or 

1 5 condition, and can be determined by standard clinical techniques. Li addition, in 
vitro or in vivo assays may optionally be employed to help identify optimal dosage 
ranges. The precise dose to be employed in the formulation will also depend on the 
route of administration, and the seriousness of the symptoms of stroke, and should 
be decided according to the judgment of a practitioner and each patient f s 

20 circumstances. Effective doses may be extrapolated from dose-response curves 
derived from in vitro or animal model test systems. 

The invention also provides a pharmaceutical pack or kit comprising one or 
more containers filled with one or more of the ingredients of the pharmaceutical 
compositions of the invention. Optionally associated with such container(s) can be a 

25 notice in the form prescribed by a governmental agency regulating the manufacture, 
use or sale of pharmaceuticals or biological products, which notice reflects approval 
by the agency of manufacture, use of sale for human administration. The pack or kit 
can be labeled with information regarding mode of administration, sequence of drug 
administration (e.g., separately, sequentially or concurrently), or the like. The pack 

30 or kit may also include means for reminding the patient to take the therapy. The 
pack or kit can be a single unit dosage of the combination therapy or it can be a 
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plurality of unit dosages. In particular, the agents can be separated, mixed together 
in any combination, present in a single vial or tablet. Agents assembled in a blister 
pack or other dispensing means is preferred. For the purpose of this invention, unit 
dosage is intended to mean a dosage that is dependent on the individual 
5 pharmacodynamics of each agent and administered in FDA approved dosages in 
standard time courses. 

METHODS OF THERAPY 

The present invention also pertains to methods of treatment (prophylactic 

1 0 and/or therapeutic) for stroke, particularly ischemic and TIA, using a PDE4D 
therapeutic agent. A "PDE4D therapeutic agent" is an agent that alters (e.g., 
enhances or inhibits) PDE4D polypeptide activity and/or PDE4D gene expression, 
as described herein (e.g., a PDE4D agonist or antagonist). PDE4D therapeutic 
agents can alter PDE4D polypeptide activity or gene expression by a variety of 

1 5 means, such as, for example, by providing additional PDE4D polypeptide or by 
upregulating the transcription or translation of the PDE4D gene; by altering 
postradiational processing of the PDE4D polypeptide; by altering transcription of 
PDE4D splicing variants; or by interfering with PDE4D polypeptide activity (e.g., 
by binding to a PDE4D polypeptide), or by downregulating the transcription or 

20 translation of the PDE4D gene. Representative PDE4D therapeutic 
agents include the following: 

nucleic acids or fragments or derivatives thereof described herein, 
particularly nucleotides encoding the polypeptides described herein and vectors 
comprising such nucleic acids (e.g., a gene, cDNA, and/or mRNA, such as a nucleic 

25 acid encoding a PDE4D polypeptide or active fragment or derivative thereof, or an 
oligonucleotide; for example, SEQ ID NO: 1 which may optionally comprise at least 
one polymorphism shown in Tables 9 and 10 or a nucleic acid encoding SEQ ID 
NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 12 or 14, or fragments or derivatives thereof); 

polypeptides described herein (e.g., one or more of SEQ ID NO: 2, 3, 4, 5, 6, 

30 7, 8, 9, 10, 12 or 14, and/or other splicing variants encoded by PDE4D, or fragments 
or derivatives thereof); 
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other polypeptides (e.g., PDE4D receptors); PDE4D binding agents; 
peptidomimetics; fusion proteins or prodrugs thereof; antibodies (e.g., an antibody to 
a mutant PDE4D polypeptide, or an antibody to a non-mutant PDE4D polypeptide, 
or an antibody to a particular splicing variant encoded by PDE4D, as described 
5 above); ribozymes; other small molecules; 

and other agents that alter (e.g., enhance or inhibit) PDE4D gene expression 
or polypeptide activity, or that regulate transcription of PDE4D splicing variants 
(e.g., agents that affect which splicing variants are expressed, or that affect the 
amount of each splicing variant that is expressed. 

10 More than one PDE4D therapeutic agent can be used concurrently, if desired. 

The PDE4D therapeutic agent that is a nucleic acid is used in the treatment 
of stroke. The term, "treatment" as used herein, refers not only to ameliorating 
symptoms associated with the disease, but also preventing or delaying the onset of 
the disease, and also lessening the severity or frequency of symptoms of the disease. 

15 The therapy is designed to alter (e.g., inhibit or enhance), replace or supplement 
activity of a PDE4D polypeptide in an individual. For example, a PDE4D 
therapeutic agent can be administered in order to upregulate or increase the 
expression or availability of the PDE4D gene or of specific splicing variants of 
PDE4D, or, conversely, to downregulate or decrease the expression or availability of 

20 the PDE4D gene or specific splicing variants of PDE4D. Upregulation or increasing 
expression or availability of a native PDE4D gene or of a particular splicing variant 
could interfere with or compensate for the expression or activity of a defective gene 
or another splicing variant; downregulation or decreasing expression or availability 
of a native PDE4D gene or of a particular splicing variant could minimize the 

25 expression or activity of a defective gene or the particular splicing variant and 

thereby minimize the impact of the defective gene or the particular splicing variant. 

The PDE4D therapeutic agent(s) are administered in a therapeutically 
effective amount (i.e., an amount that is sufficient to treat the disease, such as by 
ameliorating symptoms associated with the disease, preventing or delaying the onset 

30 of the disease, and/or also lessening the severity or frequency of symptoms of the 
disease). The amount which will be therapeutically effective in the treatment of a 
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particular individual's disorder or condition will depend on the symptoms and 
severity of the disease, and can be determined by standard clinical techniques. In 
addition, in vitro or in vivo assays may optionally be employed to help identify 
optimal dosage ranges. The precise dose to be employed in the formulation will also 
5 depend on the route of administration, and the seriousness of the disease or disorder, 
and should be decided according to the judgment of a practitioner and each patient's 
circumstances. Effective doses may be extrapolated from dose-response curves 
derived from in vitro or animal model test systems. 

In one embodiment, a nucleic acid of the invention (e.g., a nucleic acid 

1 0 encoding a PDE4D polypeptide, such as SEQ ID NO: 1 which may optionally 
comprise at least one polymorphism shown in Tables 9 and 10; or another nucleic 
acid that encodes a PDE4D polypeptide or a splicing variant, derivative or fragment 
thereof, such as a nucleic acid encoding SEQ ID NO: 2, 3, 4, 5, 6, 7, 8, 9, 10, 12 or 
14) can be used, either alone or in a pharmaceutical composition as described above. 

1 5 For example, PDE4D or a cDNA encoding the PDE4D polypeptide, either by itself 
or included within a vector, can be introduced into cells (either in vitro or in vivo) . 
such that the cells produce native PDE4D polypeptide. If necessary, cells that have 
been transformed with the gene or cDNA or a vector comprising the gene or cDNA 
can be introduced (or re-introduced) into an individual affected with the disease. 

20 Thus, cells which, in nature, lack native PDE4D expression and activity, or have 
mutant PDE4D expression and activity, or have expression of a disease-associated 
PDE4D splicing variant, can be engineered to express PDE4D polypeptide or an 
active fragment of the PDE4D polypeptide (or a different variant of PDE4D 
polypeptide). In a preferred embodiment, nucleic acid encoding the PDE4D 

25 polypeptide, or an active fragment or derivative thereof, can be introduced into an 
expression vector, such as a viral vector, and the vector can be introduced into 
appropriate cells in an animal. Other gene transfer systems, including viral and 
nonviral transfer systems, can be used. Alternatively, nonviral gene transfer 
methods, such as calcium phosphate coprecipitation, mechanical techniques (e.g., 

30 microinjection); membrane fusion-mediated transfer via liposomes; or direct DNA 
uptake, can also be used. 
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Alternatively, in another embodiment of the invention, a nucleic acid of the 
invention; a nucleic acid complementary to a nucleic acid of the invention; or a 
portion of such a nucleic acid (e.g., an oligonucleotide as described below), can be 
used in "antisense" therapy, in which a nucleic acid (e.g., an oligonucleotide) which 
5 specifically hybridizes to the mRNA and/or genomic DNA of PDE4D is 
administered or generated in situ. The antisense nucleic acid that specifically 
hybridizes to the mRNA and/or DNA inhibits expression of the PDE4D polypeptide, 
e.g., by inhibiting translation and/or transcription. Binding of the antisense nucleic 
acid can be by conventional base pair complementarity, or, for example, in the case 
1 0 of binding to DNA duplexes, through specific interaction in the major groove of the 
double helix. 

An antisense construct of the present invention can be delivered, for 
example, as an expression plasmid as described above. When the plasmid is 
transcribed in the cell, it produces RNA which is complementary to a portion of the 

1 5 mRNA and/or DNA which encodes PDE4D polypeptide. Alternatively, the 

antisense construct can be an oligonucleotide probe which is generated ex vivo and 
introduced into cells; it then inhibits expression by hybridizing with the mRNA 
and/or genomic DNA of PDE4D. In one embodiment, the oligonucleotide probes 
are modified oligonucleotides which are resistant to endogenous nucleases, e.g. 

20 exonucleases and/or endonucleases, thereby rendering them stable in vivo. 
Exemplary nucleic acid molecules for use as antisense oligonucleotides are 
phosphoramidate, phosphothioate and methylphosphonate analogs of DNA (see also 
U.S. Pat. Nos. 5,176,996; 5,264,564; and 5,256,775). Additionally, general 
approaches to constructing oligomers useful in antisense therapy are also described, 

25 for example, by Van der Krol et al. ((1988) Biotechniques 6:958-976); and Stein et 
al ( (1988) Cancer Res 48:2659-2668). With respect to antisense DNA, 
oligodeoxyribonucleotides derived from the translation initiation site, e.g. between 
the -10 and +10 regions of PDE4D sequence, are preferred. 

To perform antisense therapy, oligonucleotides (mRNA, cDNA or DNA) are 

30 designed that are complementary to mRNA encoding PDE4D. The antisense 
oligonucleotides bind to PDE4D mRNA transcripts and prevent translation. 
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Absolute complementarity, although preferred, is not required, a sequence 
"complementary" to a portion of an RNA, as referred to herein, indicates that a 
sequence has sufficient complementarity to be able to hybridize with the RNA, 
forming a stable duplex; in the case of double-stranded antisense nucleic acids, a 
5 single strand of the duplex DNA may thus be tested, or triplex formation may be 
assayed. The ability to hybridize will depend on both the degree of complementarity 
and the length of the antisense nucleic acid, as described in detail above. Generally, 
the longer the hybridizing nucleic acid, the more base mismatches with an RNA it 
may contain and still form a stable duplex (or triplex, as the case may be). One 
1 0 skilled in the art can ascertain a tolerable degree of mismatch by use of standard 
procedures. 

The oligonucleotides used in antisense therapy can be DNA, RNA, or 
chimeric mixtures or derivatives or modified versions thereof, single-stranded or 
double-stranded. The oligonucleotides can be modified at the base moiety, sugar 

1 5 moiety, or phosphate backbone, for example, to improve stability of the molecule, 
hybridization, etc. The oligonucleotides can include other appended groups such as 
peptides (e.g. for targeting host cell receptors in vivo), or agents facilitating transport 
across the cell membrane (see, e.g., Letsinger et al (1989) Proc. Natl. Acad ScL 
USA 86:6553-6556; Lemaitre et al, (1987), Proc. Natl Acad ScL USA 84:648-652; 

20 PCT International Publication No. W088/O981O) or the blood-brain barrier (see, e.g., 
PCT International Publication No. W089/10134), or hybridization-triggered 
cleavage agents (see, e.g., Krol et al. (1988) BioTechniques 6:958-976) or 
intercalating agents. (See, e.g., Zon, (19S8), Phann. Res. 5:539-549). To this end, 
the oligonucleotide may be conjugated to another molecule (e.g., a peptide, 

25 hybridization triggered cross-linking agent, transport agent, hybridization-triggered 
cleavage agent). 

The antisense molecules are delivered to cells which express PDE4D in vivo. 
A number of methods can be used for delivering antisense DNA or RNA to cells; 
e.g., antisense molecules can be injected directly into the tissue site, or modified 
30 antisense molecules, designed to target the desired cells (e.g., antisense linked to 
peptides or antibodies that specifically bind receptors or antigens expressed on the 
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target cell surface) can be administered systematically. Alternatively, in a preferred 
embodiment, a recombinant DNA construct is utilized in which the antisense 
oligonucleotide is placed under the control of a strong promoter (e.g., pol III or pol 
II). The use of such a construct to transfect target cells in the patient results in the 
5 transcription of sufficient amounts of single stranded RNAs that will form 
complementary base pairs with the endogenous PDE4D transcripts and thereby 
prevent translation of the PDE4D mRNA. For example, a vector can be introduced 
in vivo such that it is taken up by a cell and directs the transcription of an antisense 
RNA. Such a vector can remain episomal or become chromosomally integrated, as 

10 long as it can be transcribed to produce the desired antisense RNA. Such vectors 
can be constructed by recombinant DNA technology methods standard in the art and 
described above. For example, a plasmid, cosmid, YAC or viral vector can be used 
to prepare the recombinant DNA construct which can be introduced directly into the 
tissue site. Alternatively, viral vectors can be used which selectively infect the 

1 5 desired tissue, in which case administration may be accomplished by another route 
(e.g., systematically). 

Endogenous PDE4D expression can also be reduced by inactivating or 
"knocking out" PDE4D or its promoter using targeted homologous recombination 
(e.g., see Smithies et al. (1985) Nature 317:230-234; Thomas & Capecchi (1987) 

20 Cell 51:503-512; Thompson et al (1989) Cell 5:313-321). For example, a mutant, 
non-functional PDE4D (or a completely unrelated DNA sequence) flanked by DNA 
homologous to the endogenous PDE4D (either the coding regions or regulatory 
regions of PDE4D) can be used, with or without a selectable marker and/or a 
negative selectable marker, to transfect cells that express PDE4D in vivo. Insertion 

25 of the DNA construct, via targeted homologous recombination, results in 
inactivation of PDE4D. The recombinant DNA constructs can be directly 
administered or targeted to the required site in vivo using appropriate vectors, as 
described above. Alternatively, expression of non-mutant PDE4D can be increased 
using a similar method: targeted homologous recombination can be used to insert a 

30 DNA construct comprising a non-mutant, functional PDE4D (e.g., a gene having 
SEQ ID NO:l which may optionally comprise at least one polymorphism shown in 
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Tables 9 and 10), or a portion thereof, in place of a mutant PDE4D in the cell, as 
described above. In another embodiment, targeted homologous recombination can 
be used to insert a DNA construct comprising a nucleic acid that encodes a PDE4D 
polypeptide variant that differs from that present in the cell. 
5 Alternatively, endogenous PDE4D expression can be reduced by targeting 

deoxyribonucleotide sequences complementary to the regulatory region of PDE4D 
(i.e., the PDE4D promoter and/or enhancers) to form triple helical structures that 
prevent transcription of PDE4D in target cells in the body. (See generally, Helene, 
C. (1991) Anticancer Drug Des., 6(6):569-84; Helene, C, etal (1992) Ann, N.Y. 

10 Acad. ScL, 660:27-36; and Maher, L. J. (1992) Bioassays 14(12):807-15). Likewise, 
the antisense constructs described herein, by antagonizing the normal biological 
activity of one of the PDE4D proteins, can be used in the manipulation of tissue, e.g. 
tissue differentiation, both in vivo and for ex vivo tissue cultures. Furthermore, the 
anti-sense techniques (e.g. microinjection of antisense molecules, or transfection 

1 5 with plasmids whose transcripts are anti-sense with regard to a PDE4D mRNA or 
gene sequence) can be used to investigate role of PDE4D in developmental events, 
as well as the normal cellular function of PDE4D in adult tissue. Such techniques 
can be utilized in cell culture, but can also be used in the creation of transgenic 
animals. 

20 In yet another embodiment of the invention, other PDE4D therapeutic agents 

as described herein can also be used in the treatment or prevention of stroke. The 
therapeutic agents can be delivered in a composition, as described above, or by 
themselves. They can be administered systemically, or can be targeted to a 
particular tissue. The therapeutic agents can be produced by a variety of means, 

25 including chemical synthesis; recombinant production; in vivo production (e.g., a 
transgenic animal, such as U.S. Pat. No. 4,873,316 to Meade et aL), for example, 
and can be isolated using standard means such as those described herein. 

A combination of any of the above methods of treatment (e.g., administration 
of non-mutant PDE4D polypeptide in conjunction with antisense therapy targeting 

30 mutant PDE4D mRNA; administration of a first splicing variant encoded by PDE4D 
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in conjunction with antisense therapy targeting a second splicing eroded by 
PDE4D), can also be used. 

The invention will be further described by the following non-limiting 
examples. The teachings of all publications cited herein are incorporated herein by 
5 reference in their entirety. 

EXAMPLES 

EXAMPLE 1 IDENTIFICATION OF THE PDE4D GENE WITH LINKAGE TO 
STROKE 

Icelandic Stroke Patients and Phenotype Characterization 

10 A population-based list containing 2543 Icelandic stroke patients, diagnosed 

from 1993 through 1997, was derived from two major hospitals in Iceland and the 
Icelandic Heart Association (the study was approved by the Icelandic Data 
Protection Commission of Iceland and the National Bioethics Committee). Patients 
with hemorrhagic stroke represented 6% of all patients (patients with the Icelandic 

15 type of hereditary cerebral hemorrhage with amyloidosis and patients with 

subarachnoid hemorrhage were excluded). Ischemic stroke accounted for 67% of 
the total patients and TIAs 27%. The distribution of stroke suptypes in this study is 
similar to that reported in other Caucasian populations (Mohr, LP., et aL, Neurology, 
25:754-762 (1978); L. R. Caplan,/« Stroke, A Clinical Approach 

20 (Butterworth-Heinemann, Stoneham, MA, ed 3, (1993)). 

The list of approximately 2000 living patients was run through our 
computerized genealogy database. A comprehensive genealogy database that has 
been established at deCODE genetics, Inc. was used to cluster the patients in 
pedigrees. Each version of the computerized genealogy database is reversibly 

25 encrypted by the Data Protection Commission of Iceland before arriving at the 
laboratory (Gulcher, J.R., et aL, Eur. J. Hunt Genet. 5:739 (2000)). The database 
uses a patient list, with encrypted personal identifiers, as input, and recursive 
algorithms to find all ancestors in the database who are related to any member on the 
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input list within a given number of generations back (Gulcher, J.R., and Stefansson, 
K., Clin. Chem. Lab. Med. 36:523 (1998)) covering the whole Icelandic nation. The 
cluster function then searches for ancestors who are common to any two or more 
members of the input list. One hundred and seventy-nine families with two or more 

5 living patients were chosen for the study with a total of 476 patients connected 
within 6 meioses (6 meioses connect second cousins). Informed consent was 
obtained from all patients and their relatives whose DNA samples were used in the 
linkage scan. The mean separation between affected pairs is 4.8 meioses. Of the 
patients selected for the study 73% had ischemic strokes, 23% TIAs and 4% 

10 hemorrhagic strokes. 

In the selected families, hemorrhagic stroke patients clustered with ischemic 
stroke and TIA patients, and there were no families with a striking preponderance of 
hemorrhagic stroke or of the subtypes of ischemic stroke. Patients with ischemic 
stroke were reclassified according to the TOAST (Trial of Org 10172 in Acute 

15 Stroke Treatment) sub-classification system for stroke (Adams, H.P., Jr., et al, 
Stroke, 24:34-41 (1993)). This system includes five categories: (1) large-artery 
atherosclerosis, (2) cardioembolism, (3) small-artery occlusion (lacune), (4) stroke 
of other determined etiology and (5) stroke of undetermined etiology. The diagnoses 
were based on clinical features and on data from ancillary diagnostic studies. 

20 Patients defined with large-artery atherosclerosis had clinical and brain imaging 
findings of cerebral cortical dysfunction and either significant (>70%) stenosis (this 
is a stricter criteria than used in TOAST where 50% stenosis is the cut-off) or 
occlusion of a major brain artery or branch cortical artery. Potential sources of 
cardiogenic embolism were excluded. The category cardioembolism included 

25 patients with at least one cardiac source for an embolus and potential large-artery 
sources of thromobosis and embolism was eliminated. Patients with small-artery 
occlusion had one of the traditional clinical lacunar syndromes and no evidence of 
cerebral cortical dysfunction. Potential cardiac source of embolus and stenosis 
>70% in an ipsilateral extracranial artery was excluded. The category, acute stroke 

30 of other determined etiology, included patients with rare causes of stroke and 

patients with two or more potential causes of stroke. If the causes of stroke could 
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not be determined despite extensive evaluation patients were included in the 
category stroke of undetermined etiology. Fig. 1 A and Fig. IB display two 
pedigrees each affected by several of the stroke subtypes, including hemorrhagic 
stroke. Apparently what is inherited in stroke is the broadly defined phenotype. 



5 Genome-wide scan 

A genome-wide scan was performed using a framework map of about 1000 
microsatellite markers. The DNA samples were genotyped using approximately 
1000 fluorescently labelled primers. A microsatellite screening set based in part on 
the ABI Linkage Marker (v2) screening set and the ABI Linkage Marker (v2) 

1 0 intercalating set in combination with 500 custom-made markers were developed. 
All markers were extensively tested for robustness, ease of scoring, and efficiency in 
4X multiplex PCR reactions. In the framework marker set, the average spacing 
between markers was approximately 4 cM with no gaps larger than 10 cM. Marker 
positions were obtained from the Marshfield map 

1 5 (http: //research jnarshfieldclinic. org/genetics) except for a three-marker putative 
inversion on chromosome 8 (Jonsdottir, G.M., et al, Am. J. Hum. Genet., 67 (Suppl 
2J:332 (2000); Yu, A., et al, Am. J. Hum. Genet. 67 (Suppl. 2):\Q (2000). The PCR 
amplifications were set up, run and pooled on Perkin Elmer/Applied Biosystems 877 
Integrated Catalyst Thermocyclers with a similar protocol for each marker. The 

20 reaction volume used was 5 \il and for each PCR reaction 20 ng of genomic DNA 
was amplified in the presence of 2 pmol of each primer, 0.25 U AMPLITAQ GOLD 
(DNA polymerase; trademark of Roche Molecular Systems), 0.2 mM dNTPs and 2.5 
mM MgC12 (buffer was supplied by manufacturer). The PCR conditions used were 
95*C for 10 minutes, then 37 cycles of 15 s at 94'C, 30s at 55°C and 1 min at 72'C. 

25 The PCR products were supplemented with the internal size standard and the pools 
were separated and detected on Applied Biosystems model 377 Sequencer using 
v3.0 GENESCAN (peak calling software; trademark of Applied Biosystems). 
Alleles were called automatically with the TRUEALLELE (computer program for 
alleles identification; trademark of Cybegenetics, Inc.) program (www.cybgen.com), 

30 and the program, DECODE-GT (computer editing program that works downstream 
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of the TRUE ALLELE program; trademark of deCODE genetics, Inc.), was used to 
fractionate according to quality and edit the called genotypes (Palsson, B., et al t 
Genome Res. 9:1002 (1999)). At least 180 Icelandic controls were genotyped to 
derive allelic frequencies. 

5 A total of 476 patients and 438 relatives were genotyped. The data was 

analyzed and the statistical significance determined by applying affecteds-only 
allele-sharing methods (which does not specify any particular inheritance model) 
implemented in the ALLEGRO (computer program for multipoint linkage analysis; 
trademark of deCODE genetics, Inc.) program which calculates lod scores based on 

10 multipoint calculations. Our baseline linkage analysis uses the scoring function 
(Kruglyak, L., et aL 9 Am. J. Hum. Genet, 58: 1347 (1996)), the exponential 
allele-sharing model (Kong, A. and Cox, N.J., Am. J. Hum. Genet, 61:1119 
(1997)), and a family weighting scheme which is halfway, on the log scale, between 
weighting each affected pair equally and weighting each family equally. In the 

15 analysis we treat all genotyped individuals who are not affected as "unknown". All 
linkage analyses in this paper were performed using multipoint calculation with the 
program ALLEGRO (deCODE genetics, Inc.) (Gudbjartsson, D.F., et al. 9 Nat 
Genet 25:12 (2000)). 

The allele sharing lod scores for the genome scan using the framework map 

20 showed three regions that achieved a lod score above 1.0. Two of these regions are 
on chromosome 5q. The first peak is at approximately 69 cM with a lod score of 
2.00. The second peak is at 99 cM with a lod score of 1.14. The third region is on 
chromosome 14q at 55 cM with a lod score of 1.24. 

The information for linkage at the 5q locus was increased by genotyping an 

25 additional 45 markers over a 45 cM segment which spanned both peaks. The 
information used here is defined by Nicolae (D. L. Nicolae, Thesis, University of 
Chicago (1999)) and has been demonstrated to be asymptotically equivalent to a 
classical measure of the fraction of missing information (Dempster, A.P., et aL, J. R. 
Statist Soc. B, 39:1 (1977)). While the lod score at the second peak dropped slightly 

30 to around 1 .05, the lod score at the first peak increased to 3.39. However, close 
inspection of our results suggested that not only does the Marshfield genetic map 
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(http://research.marshfieldclinir. org/genetics) lack resolution (many markers 
assigned the same map location), but also there may be some errors in their order. 
As a result, the genetic length of the region estimated using our material was 
substantially greater than what is reported. By modifying the ALLEGRO (deCODE 
5 genetics, Inc.) program, we applied the EM algorithm to our data to estimate the 
genetic distances between markers. We found that our estimate of the genetic length 
of the region was substantially longer than that given in the Marshfield map. This 
indicates a problem with marker order because, in general, incorrect marker order 
leads to an increased number of apparent crossovers and increases the apparent 
10 genetic length. 

Physical and genetic mapping 

The marker order and inter-marker distances were improved by constructing 
high density physical and genetic maps over a 20 cM region between markers 
D5S474 and D5S2046. A combination of data from coincident hybridizations of 

1 5 B AC membranes using a high density of STSs and the Fingerprinting Contig 

database was used to build large contigs of BACs from the RPCI -11 library. The 
order of the linkage markers was also confirmed by high-resolution genetic mapping 
using the stroke families supplemented with over 112 other large nuclear families 
(Fig. 3). High resolution genetic mapping was used both to anchor and place in 

20 order contigs found by physical mapping as well as to obtain accurate inter-marker 
distances for the correctly ordered markers. Data from 112 Icelandic nuclear 
families (sibships with their parents, containing from two to seven siblings) were 
analyzed together with the nuclear families available within the stroke pedigrees. 
For the purpose of genetic mapping the 1 12 nuclear families alone provide 588 

25 meioses, and the total number of meioses available for mapping was over 2000. By 
comparison, the Marshfield genetic map was constructed based on 182 meioses. 
The large number of meiotic events within our families provides the ability to map 
markers to the resolution of 0.5 to 1.0 cM. Combining this information with the 
physical map resulted in a highly reliable order of markers and inter-marker 

30 distances within this 20 cM region. Linkage markers common to the genetic and 
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physical maps were used to anchor and place in order four of the physically mapped 
contigs. By integrating the genetic and physical maps a most likely order of 30 
polymorphic markers was derived (Fig. 3). 

B AC contigs were generated by a method that combines coincident primer 
5 hybridization with data mining. The RPCM 1 human male BAC library segments 1 
& 2 (Pieter de Jong, Children's Hospital Oakland Research Institute) containing 
about 200,000 clones with a 12X coverage, were gridded using a 6x6 double offset 
pattern in 23 cm x 23 cm membranes with a BioGrid robot (Biorobotics Ltd., 
Cambridge, UK). Initially, hybridizations were performed with markers in the 

10 region of interest according to their location in the Weizmann Institute Unified 
Database {http://bioinformatics.weizmann.ac.il/udb/). Primer sequences were 
analyzed and discarded according to their content of known repeats, E. coli and 
vector sequences (the analysis was performed using software developed at deCODE 
genetics). One hundred and fifty markers in the region (30 polymorphic markers 

15 used in linkage and 120 generated from STSs) separated by an average of 130 kb 
were used. The selected markers were used to generate two 32 P labelled probes, F 
that contained the pooled forward primers and R that contained the pooled reverse 
primers. Reading of positive signals was performed automatically from digitized 
images of resulting autoradiograms by informatics tools developed at deCODE 

20 genetics. The coincident signals in both hybridizations were selected as positive 
clones. A set of overlapping clones was assembled through a combination of 
hybridization and BAC fingerprint walking. Fingerprints of positive clones were 
analyzed using the FPC database developed at the Sanger Center. Data from FPC 
contigs prebuilt with a cutoff of 3e-12 and from sequence datamining was integrated 

25 with the hybridization results. BACs in the region detected by data mining and 

hybridization were re-arrayed using a Multiprobe Ilex robot (Packard, Meriden, CT). 
Small membranes (8 cm x 12 cm) were gridded in 6x6 double offset pattern and 
individually hybridized with the markers of interest. Positive patterns were 
transferred using transparencies to an Excel file containing macros to provide BAC 

30 to marker associations. A visual map was generated by combining the hybridization, 
fingerprinting and sequence data. New markers were generated from BAC end 



5DOCID: <WO_02074992A2J_> 



WO 02/074992 



-65- 



PCT/BB02/00565' 



sequences to close the gap. After several rounds of hybridization positive BACs 
were assembled into 7 contigs covering approximately 20 Mb. Thirty of the 
polymorphic markers used in linkage were assigned to four of the contigs (Fig. 3). 
Estimation of contig lengths and distance between markers assigned to them was 
5 based on the FPC program. 

Twenty - seven of our 30 linkage markers mapped to three contigs in the 
October 2000 release from UCSC, the UC Santa Cruz (UCSC) draft assembly 
(http://penome. ucsc. ednf). The marker order within the contigs is in agreement with 
our order with the exception of two markers. Although the UCSC assemblies are 

10 improving, some contigs have incorrect order, orientation, or contig assembly. We 
believe that high resolution genetic mapping and perhaps focused hybridization 
experiments are still necessary to confirm accuracy of sequence assemblies. In 
addition, high resolution genetic mapping provides better estimates of inter-marker 
genetic distances that are also important for linkage analysis (Halpern, J. and 

15 Whittermore, A.S., Hum. Hered. 49:194 (1999); Daw, E.W., et al, Genet, 
Epidemiol 19366 (2000)). 

Final linkage results and localization 

Linkage analysis including genotypes from the higher density markers using 
the deCODE marker order resulted in a lod score of 4.40 (P = 3.9 X 10" 6 ) on 

20 chromosome 5ql2 at the marker D5S20S0. The reported P value is part of the 
output of the ALLEGRO (deCODE genetics, Inc.) program. It is obtained by 
comparing the observed lod score to the distribution of the lod score calculated 
under the null hypothesis of no linkage and the assumption that the descent 
information is complete. In this case, it agrees very well with the P value that one 

25 would obtain by large sample approximation. The allele sharing lod score is the log, 
base 10, of an one-degree of freedom likelihood ratio. Hence, with a one-sided test, 
a lod score of 4.03 corresponds to a Z score of sqrt(2*log(10)*4.03) = 4.31. Normal 
approximation gives a P value of 8.2 * 10" 6 . The locus has been designated as 
STRK1. With the addition of these extra markers, it was possible to narrow down 

30 the region to a segment less than 6 cM, from D5S1474 to D5S398, as defined by one 



3MSDOCID: <WO_02074992A2_l_> 



WO 02/074992 PCT/IB02/00565 

-66- 

drop in lod. Analyses using the marker orders based on publicly available marker 
maps gave lower lod scores, ranging from 2.78 to 3.94. 

To further investigate the contribution of this susceptibility locus to stroke, a 
range of parametric models were fitted to the data. However, all analyses were still 
5 affecteds only in the sense that individuals were either classified as affecteds or 
having unknown disease status. A lod score of 4.08 was obtained with a dominant 
model where the allele frequency of the susceptibility gene was assumed to be 5% 
and carriers of the mutation were assumed to have seven-fold the risk of a 
non-carrier. By inspecting the individual families, no obvious correlation was seen 

10 between families which contribute positively to the linkage results with the 
prevalence of hypertension, diabetes or hyperlipidemias. When the data were 
reanalyzed with the hemorrhagic stroke patients removed, the allele sharing lod 
score increased to 4.86 at D5S2080. Although this 0.46 increase in log score 
suggests that STRK1 is involved primarily in ischemic stroke and TIAs, it is not 

15 statistically significant based on simulations (one sided P equals 0.09). In order to 
assess whether such a change in lod score would be likely to occur by chance we 
selected 1000 random sets of 22 patients whose status we then changed to 
"unknown" in an analysis. The P value we present is the fraction of the 1000 
simulations which produce a lod score increase at the peak locus equal to or greater 

20 than that which we observed by changing the affection status of the 22 hemorrhagic 
stroke patients to "unknown". 

Identification of Allelic Association 

All microsatellite markers in the approx. 6 cM interval (Fig. 3, markers from 
D5S398 to D5S1474) were analysed with respect to allelic association. 
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Table 1 . The association of a fixed allele, with the stroke patients compared with 
population controls. 



Marker 


Location 
(cM) 


Allele 
(A) 


p-value 


Risk 
ratio 


Total 
no. of 
patients 


Patients 
with A 


Total 
no. of 
controls 


Controls 
with A 


AC022 125-3 


68.3 


0 


2.83e-03 


1.28 


749 


412 


504 


251 


D5S2000 


68.5 


0 


3.26e-03 


1.27 


717 


302 


555 


196 


D5S2091 


68.6 


0 


5.44e-04 


1.30 


757 


342 


534 


198 


D17-C 


68.8 


0 


1.91e-03 


1.34 


721 


436 


469 


249 


D17-B 


68.9 


0 


1.30e-03 


1.26 


680 


556 


509 


387 


AC008818-1 


72.7 


0 


3.26e-03 


1.42 


739 


379 


619 


259 


D5S1990 


73.9 


20 


3.68e-03 


1.68 


756 


75 


623 1 


36 



Comment: 

The alleles have conventional values resulting after subtracting the CEPH data. 



Identification of Microsatellite and SNP Haplotypes Within the Gene 

Fig. 5 shows a schematic representation of the genetic map showing 
microsatellite and SNP haplotypes in the region of the stroke gene. Seven 
haplotypes are shown from the association study of Icelandic patients (804 patients). 
5 The haplotypes indicated as SW-1 and SW-2 are from an association study on 
Swedish stroke patients. 

A total number of 804 Icelandic patients were analyzed for microsatellite 
single marker and multimarker association. The number of controls used in the 
analysis was 504. Each patient had 2 or more close relatives genotyped in order to 
10 derive haplotypes. The haplotypes were derived using ALLEGRO based haplotype 
analysis (results shown in Table 2). 
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Table2 
Icelandic Patient Association 



Markers 


Alleles 


pAllelic 


All 
rrq . 
Aff 


All 
Frcj 
Ctrl 


. pCarrier 


Carr 

rrq 
Aff 


Carr 
Vra 
Ctrl 


# 

aff 


# 

Ctrl 


All patients (n=804) 




















D5S2000 


0 


U2E-04 


0.24 


0.18 


5.36E-04 


0.43 


0.33 


744 


429 


D5S2091 


0 


5.28E-04 


0.26 


0.21 


6.10E-04 


0.46 


0.37 


770 


478 




u 


5 OA 


O H 

U.JJ 


0 27 


3 24E-04* 


0.55 


0.45 


774 


489 


D17-C 


0 


9.93E-04 


0.36 


0.29 


0.007 


0.6 


0.52 


756 


395 


AC008833-6 


0 


0.0013 


0.67 


0.61 


0.018 


0.88 


0.84 


781 


472 


AC008818-1 


0 


0.0014 


0.29 


0.24 


7.13E-04 


0.51 


0.41 


773 


482 


AC008829-5 


2 


0.0063 


0.03 


0.015 


0.005 


0.06 


0.03 


645 


474 


(1) D5S2000 
D5S2091 
D17-C D17-B 


0000 


0.0018 


0.17 


0.11 


0.004 


0.3 


0.22 


552 


325 


(2)D5S2091 D17-C 
D17-B 


000 


9.06E-04 


0.19 


0.13 


0.001 


0.34 


0.25 


597 


380 


(3) AC008829-5 

AC008S33-2 

AC008S33-3 


20 14 6 


0.0017 


0.01 


0.002 


0.002 


0.029 


0.004 


579 


431 


(4) AC022125-3 
AC008833-6 D5S2000 
D5S2091 D17-C 


00000 


0.00374 


0.17 


0.13 


0.012 


0.32 


0.24 


629 


317 


(5) D5S2071 
ACO0S879-2 
AC008818-1 
AC008879-3 


-2 00 0 


0.0031 


0.05 


0.02 


0.004 


0.09 


0.044 


489 


362 


(6) AC008879-2 

AC008818-1 

AC008879-3 


000 


9.25E-04 


0.29 


0.23 


5.82E-04 


0.5 


0.4 


621 


443 


(part 7) D5S2107 

AC008829-5 

AC008833-2 


420 


0.0097 


0.007 


0 


0.009 


0.01 


0 


540 


422 



5DOCID: <WO__02074992A2_I_> 



WO 02/074992 



-69- 



PCT7IB02/00565 ' 



Swedish patients have also been genotyped and microsatellite single and 
multimarker association has been analyzed using the E-M algorithm. A total 
number of 943 Swedish patients (stroke patients and patients with carotid stenosis) 
and 322 Swedish controls were analyzed (results shown in Table 3). 



Table 3 
Swedish Patient Association 



Markers 


Alleles 


pAllelic 


All Frq 
Aff 


All 
Frq 
Ctrl 


# 

aff 


#ctrl 


Swedish patients (n=943) 














D5S2000 


2 


2.39E-03 






912 


318 


(Sw2)AC022125-3 
AC008833-6 D5S2000 
D5S2091 


0020 


6.0E-03 


0.035 


0.014 


717 


284 


(Sw-l)AC008804-2 D17-H 
D17-G D5S2080 


-2 4 -2 10 


2.8E-03 


0.057 


0.053 


672 


113 


AC008804-2 D17-H D17-G 


-4 0-2 


3.7E-03 


0.056 


0.033 


700 


123 



SNP haplotypes within the PDE4D gene have been identified. A total of 95 
SNP's typed for approximately 500 patients and 140 controls and E-M algorithm 
was used to analyze the genotype (results shown in Table 4). Selected SNP's found 
in excess in patients (based on the E-M algorithm) were typed for a subset of 
5 relatives in order to derive haplotypes for haplotype analysis (results are shown in 
Table 5). SNP haplotypes 1 and 2 are located upstream of D6 exon, SNP haplotype 
3 is located upstream of D8 exon and stretches over it, SNP haplotype 4 stretches 
over LF1 exon. 
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Table4 

SNP genotype analysis based E-M algorithm 

All All 

SNP Alleles in Frq Frq 

haplotype Position Haploytpe pAllelic Aff Ctrl #Aff #Ctrl 



SNP-1 1273143- 122303 9.9E-03 0.32 0.25 505 155 
1269965 



SNP-2 1260358- 10323 2.8E-02 0.33 0.26 631 131 
1254849 



SNP-3 1399767- 2313002 8.9E-03 0.26 0.18 759 149 
1318510 



SNP-4 1422008- 111330 3E-02 0.56 0.48 344 128 
1410824 



Table 5A 

SNP haplotype analysis 

All All 

SNP Alleles Frq Frq Carr Carr 

haplo- Position in pAllelic Aff Ctrl Frq Frq # # Ctrl 

type haplo- Aff Ctrl Aff 

type 



SNP-1 1273143- 122303 4.27E-04 0.31 0.18 0.49 0.308 111 149 
1269965 



SNP-2 1260358- 10323 0.0043 0.32 0.2 0.508 0.35 114 128 
1254849 
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Table 5B 

SNPs in the identified SNP haplotypes 



Haplotype 


SNP 


Public name 
if available 


Polymorpism 


position 


Allele 


SNP-2 


1 


new 


T/C 


1254849 


3 


SNP-2 


2 


new 


A/G 


1257206 


2 


SNP-2 


3 


TSC0538885 


T/C 


1257624 


3 


SNP-2 


4 


new 


A/C 


1259581 


0 


SNP-2 


5 


rs244579 


T/C 


1260358 


1 



SNP1 1 rs35284 

SNP1 2 rs35283 

SNP1 3 rs35281 

SNP1 4 rs35280 

SNP1 5 new 

SNP1 6 rs35279 



T/C 1269965 3 

A/G 1270041 0 

A/G 1270553 3 

G/A 1272125 2 

A/G 1272910 2 

G/C 1273143 1 



SNP3 




rs255652 


A/G 


1318510 


2 


SNP 3 


2 


rs27547 


G/A 


1371388 


0 


SNP3 


3 


rs26695 


G/A 


1390407 


0 


SNP3 


4 


rs27773 


CT 


1391020 


3 


SNP3 


5 


rs!471430 


aG 


1391818 


1 


SNP 3 


6 


rs26705 


C/T 


1392198 


3 


SNP3 


7 


rs26701 


G/C 


1399767 


2 


SNP4 


1 


rs464311 


A/G 


1410824 


0 


SNP4 


2 


rs 1867725 


T/C 


1412604 


3 


SNP4 


3 


rsl53966 


T/C 


1 1414091 


3 


SNP4 


4 


new 


C/T 


1414804 


1 



Table 6 A and 6B show previously known microsatellite markers and novel 
microsatellites in sequence. Forward and reverse primers are shown. 

1 ,: V :' 
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Discussion of Stroke Locus Identification 

Genealogy, a comprehensive population based list of broadly defined stroke 
patients and non-parametric allele sharing methods have been combined to successfully 
map a major gene for one of the most complex diseases known. There was no 

5 correlation between the contribution of the families to the locus and hypertension, 
diabetes or hyperlipidemias and this locus does not match any known gene contributing 
to these risk factors. The types of stroke studied in this work do not reflect a rare or 
Icelandic-specific form of stroke; rather, the diversity of the stroke phenotypes in 
Icelanders as well as risk factors are similar to those of most other Caucasian 

10 populations (Agnarsson, U., et al, Ann. Intern. Med., 730:987 (1999); Eliasson, J.H., et 
al, Lcehrabladid, 85:517-25 (1999); Sveinbjomsdottir, S., et al, Systematic registration 
of patients with Stroke and TIA admitted to The National University Hospital, 
Reykjavik, Iceland, in 1997, XIII. Meeting of the Icelandic Association in Internal 
Medicine, Akureyri, Iceland (Lasknabladid, 1998); Valdimarsson, E.M., et a!. 9 

1 5 Lcebtabladid 84:921 (1 998)). 

The known genetic factors contributing to common stroke may do so indirectly 
by increasing the risk of some of its risk factors such as diabetes, hyperlipidemias, and ' 
hypertension. It is possible that there are genetic factors for stroke that do not influence 
susceptibility to the known risk factors, as has been suggested by epidemiologic studies 

20 for myocardial infarction (Friedlander, Y., et al, Br. Heart J., 53:382 (1985); Shea, S., 
et al, J. Am. Coll. Cardiol, 4:793 (1984); Myers, R.H., et al, Am. Heart J., 120:963 
(1990)). Epidemiological studies of the common forms of stroke have given conflicting 
results regarding the role of family history. Some studies have shown that parental 
history predicts the risk of stroke independently from conventional risk factors (Liao, 

25 D., et al, Stroke, 25:1908 (1997); Jousilahti, P., et al, Sfroke, 25:1361 (1997)) whereas 
others have failed to find evidence for such independent factors (Graffagnino, C, 
Sfroke, 25:1599 (1994); Kiely, D.K., et al, Sfroke, 24:1366 (1993); Lindenstrom, E., et 
al, Neuroepidemiology, 12:31 (1993). 
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The work described herein is the first reported genome scan searching for genes 
that contribute to stroke as defined as a public health problem. The data reported herein 
suggests that the mapped gene contributes directly to stroke without contributing 
indirectly through its known risk factors. This suggests that there may be other 
5 biological pathways contributing to the pathogenesis of stroke. 

EXAMPLE 2 IDENTIFICATION OF THE PDE4D GENE 

Sequence of the Candidate Region 

We have sequenced approximately 3 Mb of the area defined by one drop in lod 
(Fig. 3, the genetic map of the region). The BAC (bacterial artificial clones) sequenced 

1 0 in house are shown in Table 7A. We also used for the assembly the following publicly 
available BAC sequences from GenBank listed in Table 7B for the assembly. The BAC 
clones we sequenced are from the RCPI-1 1 Human BAC libraiy (Pieter deJong, 
Roswell Park). The vector used was pBACe3.6. The clones were picked into a 94 well 
microtiter plate containing LB/chloramphenicol (25 jig/ml)/glycerol (7.5%) and stored 

1 5 at -80°C after a single colony has been positively identified through sequencing. The 
clones can then be streaked out on a LB agar plate with the appropriate antibiotic, 
chloramphenicol (25 [ig/ml)/sucrose (5%). 
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Table 7A 

Sequenced at Decode 



(BAC name) Comment Accession number 

RP11-621C19 1 AC020733 

RP11-113C1 2 

RP11-412M9 2 

RP11-151G2 2 

RP11-151F7 2 

RP11-281M3 2 

RP11-421L6 2 

RP11-68E13 2 

RP11-379P8 2 

RP11-1A7 1 AC008111 

RP11-422K3 2 

RP11-116A3 2 



Key to "Comment" column: 

1= This BAC has a publicly available sequence, 

it was sequenced at Decode to make sure the sequence was correct 
2= Only BAC end-sequence available for this BAC publicly. 



SDOCID: <WO_02074992A2_I_> 



WO 02/074992 



-77- 



PCT/IB02/00565 



Table.7B 



Sequences available from 






GenBank (BAC name) 


Accession number 


Status of sequence 


RP11-621C19 


AC020733 


17 unordered pieces 


CTD-2003D5 


AC016591 


complete sequence 


CTD-2210C1 


AC008879 


7 unordered pieces 


CTD-2124H11 


AC008818 


complete sequence 


CTD-2301A11 


AC008934 


complete sequence 


RP11-16B11 


AC011929 


7 unordered pieces 


CTC-261E10 


AC026693 


complete sequence 


CTD-2027G10 


AC027322 


complete sequence 


RP11-1A7 


AC008111 


8 unordered pieces 


CTD-2122K7 


AC012315 


complete sequence 


CTD-2O85F10 


AC008804 


complete sequence 


CTD-2040J22 


AC008791 


complete sequence 


RP11-235N16 


AC020975 


16 ordered pieces 


CTD-2146016 


AC008833 


complete sequence 


CTD-2084I4 


AC022125 


17 ordered pieces 


CTD-2140K22 


AC008829 


26 ordered pieces 


CTD-2124D11 


AC020924 


7 ordered pieces 


RP11-731H6 


AC026095 


21 unordered pieces 



Gene identification 

The gene, human cAMP specific phosphodiesterase 4D (HPDE4D) was 
identified in the sequenced region (Fig. 3). Twenty-three exons have been identified, 
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eighteen of those have previously been published. See top of Fig. 4. Five new spliced 
exons have been identified (referred to as 4D6, 4D7-1, 4D7-2, 4D7-3 and 4D8) in three 
new isoforms (PDE4D6, PDE4D7 and PDE4D8). The genomic sequence is 
approximately 1,691,140 bases in length. 

The exon locations are indicated in Table S below. 
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Table 8 



Exon 


Start 


End 


(New) 4D7-1 

l X y VV 1 T XJ 1 X 


14^207 


142328 


(New) 4D7-^ 


444645 


444775 


fNFew'l 4D7-3 


641649 


641878 


4D4 


736254 


737226 


4D5 


861791 


862202 


4D3 


1044051 


1044190 


(New) 4D6 


1273404 


1273709 


(New) 4D8 


I354347 


1355128 


LF1 


1414511 


1414702 


LF2 


1436943 


1436979 


LF3 


1472965 


1473235 


LF4 


1449835 


1449542 


N3 


1539259 


1539302 


4D1/D2 


1591172 

X *J J X X I X* 


1591425 


ex3 


1636944 


1637037 


ex4 


1638406 


1638578 


ex5 


1639508 


1639606 


exo 


1640491 


1640655 


ex7 


1641818 


1641917 


ex8 


1653070 


1653224 


ex9 


1653943 


1654065 


exlO 


1654576 


1654758 


exll 


1655335 


1655747 



The markers showing the highest association are located within the PDE4D 
(Table 1, Fig. 3 and Table 5), as follows: 
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AC022125-3, 21 000 bp upstream of the LF1 exon 
D5S2000, 37 000 bp downstream of PDE4D6 exon 
D5S2091, 30 000 bp downstream of PDE4D6 exon 
D17-C, 21 000 bp upstream of PDE4D6 exon 
D17-B, 31 000 bp upstream of PDE4D6 exon 
AC008833-6, 35 000 bp downstream of PDE4D8 exon 
AC008818-1, 3000 pb upstream of PDE4D7-1 exon 
AC008829-5, 89 000 bp upstream of PDE4D1/D2 exon 

Haplotype (1) and (2) are located upstream of and stretch over the PDE4D6 exon 
Haplotype (3) is located upstream of and stretches over the LF2-LF4 exons 
Haplotype (4) stretches over PDE4D6 and PDE4D8 exons 
Haplotype (5) stretches over PDE4D7-1 to PDE4D7-3 exons 
Haplotype (6) stretches over PDE4D7-1 exon 
Haplotype (7) stretches over LF2-exons 1 1 

A contig for the incomplete genomic sequence of the PDE4D gene was 
submitted in November 2000 (GenBank entry NT_023193 by International Human 
Genome Project collaborators). The size of the contig is 614 481 bp (including gaps) 
whereas our genomic sequence for the whole PDE4D region (i.e., from the first exon for 
PDE4D variant) is close to 1,700,000 bp. The contig NT_023193 comprises only 11 
exons of the PDE4D gene (in Fig. 4, exons 4D1/D2 - 1 1) and the 5 f differently spliced 
exons are missing in the contig (in Fig. 4, exons 4D4, 4D5, 4D3, 4D6, 4D8, 4D7-1, 4D7- 
2, 4D7-3, LF1, LF2, LF3 and LF4). 

SNPs (single nucleotide polymorphisms) detected in the sequence and mutation analysis 

Publically available and novel SNP's in the PDE4D2 gene from mutation 
screening of all exons are illustrated in Tables 9 and 10. 
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Gene Identification 

The identified gene PDE4D is a member of the cyclic nucleotide 
phosphodiesterases (PDEs). Intracellular levels of cyclic AMP and cyclic GMP are 
mediated by the PDEs. Cyclic nucleotides are important second messengers that 
regulate and mediate a number of cellular responses to extracellular signals, such as 
hormones, light and neurotransmitters. Intracellular levels of cAMP play a key role in 
the function of inflammatory and immune cells. One of the mechanisms that mediate 
relaxation of vascular muscle in cerebral circulation is the production of cAMP. 

PDE4D Structure and Splice Forms 

Phosphodiesterases are the mammalian homolog of the "dunce" gene in 
Drosophila melanogaster, implicated in learning and memory (Davis, R.L. and B. 
Dauwalder, Trends Genet, 70:224-229(1991)). PDEs are members of a large 
superfamily of isoenzymes subdivided into 9 and possibily 10 distinct families (Conti, 
M. and S.L. Jin, Prog. Nucleic Acid Res. Mol. Biol., 55:1-38 (1999)), with several genes 
in each family and more than one isoform for each gene. The significance of the 
diversity of PDEs is not known but many of the isoforms differ in their biochemical 
properties, phosphorylation, intracellular targeting, protein-protein interactions and 
patterns of expression in tissues, which suggests that each of the various isoforms might 
have distinct functions (Bolger, G.B., Cell Signal, 5^:851-859 (1994); Conti, M., et al, 
Endocr. Rev., 75(5):370-378 (1995)). 

There are four genes that encode the type 5 PDEs (PDE4A, PDE4B, PDE4C and 
PDE4D), which is a group of enzymes characterized by high affinity for cAMP. The 
gene for PDE4D was assigned to human chromosome 5ql2 (Milatovich, A., et al. 9 
Somat. Cell Mol. Genet., 200:75-86 (1994); Szpirer, C, et al, Cytogenet. Cell Genet, 
69(l-2):22-\4 (1995)) and 5 distinct splice variants have been characterized (the short 
forms PDE4D1, PDE4D2 and the long forms PDE4D3, PDE4D4, and PDE4D5) 
(Bolger, G.B., et al, Biochem. 1, 328(Pt.2):539-54% (1997)) (Fig. 4). The sequence of 
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the human PDE4D variants show a high degree of homology to the PDE4Ds expressed 
in mouse and rat. The pattern of splicing and different promoter usage is highly 
conserved during evolution indicating an important physiological role (Nemoz, G., et al., 
FEES Lett., 384(1):91-\Q2 (1996)). The PDE4D variants are generated at two major 
boundaries present in the gene. The first boundary corresponds to the junction of exon 
2. Differential splicing in this region generates the 2 short variants PDE4D1 (586 a.a.) 
and PDE4D2 (508 a.a.)(Fig. 4). This splicing boundary is conserved in mouse, rat and 
between different human PDE4 genes. The splicing variant PDE4D2 is generated by the 
removal of 256 bp from the PDE4D1 sequence. The initiation codon in the PDE4D2 
variant lies within exon D1/D2. Data demonstrates that the expression of the short 
PDE4D variants is under the control of an internal promoter regulated by cAMP (Vicini, 
E. and M. Conti, Mol Endocrinol, 1 1(7): 839-850 (1997)). The second major splicing 
boundary is also conserved during evolution and is identical to that described in the 
Drosophila dunce gene. Splicing occurs at the intron/exon boundary at the LF1 exon 
(Fig. 4). 

PDE function 

The PDEs serve at least four major functions in the cell. They can (1) act as 
effector of signal transduction by interacting with receptors and G-proteins; (2) integrate 
the cyclic nucleotide-dependent pathway with other signal transduction pathways; (3) 
function as homeostatic regulators, playing a role in feedback mechanisms controlling 
cyclic nucleotide levels during hormone and neurotransmitter stimulation; (4) play an 
important role in controlling the diffusion of cyclic nucleotides and in creating 
subcellular domains or channeling cyclic nucleotide signaling (Conti, M. and S.L. Jin, 
Prog. Nucleic Acid Res. Mol Biol, 65:1-38.(1999)). Inhibition of PDE has long been 
recognized as an effective pharmacological strategy to alter intracellular cyclic 
nucleotide levels (Flamm, E.S., et al, Arch. Neurol, 32^:569-71 (1975)). 
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It has been reported that PDE4 is the predominant isozyme regulating vascular 
tone mediated by cAMP hydrolysis in cerebral vessels (Willette, R.N., et aL, J. Cereb. 
Blood Flow Metab., 17(2):210-9 (1997)). 

A recent study on mice with targeted disruption of PDE4D gene (Hansen, G., et 
aL, Proa Natl. Acad Sci. USA, 97(12):615\-6 (2000)) has demonstrated a crucial role 
of PDE4D in the control of smooth muscle contraction and muscarinic cholinergic 
receptor signaling but not in the control of airway inflammation. The lung phenotype of 
the PDE4D-/- mice demonstrates that this gene plays a nonredundant role in cAMP 
homeostasis. There is a significant reduction in PDE activity and an increase in resting 
and stimulated cAMP levels in the lung, indicating that other PDE4s (or other PDEs) are 
not up-regulated and cannot compensate for the loss of PDE4D. These findings support 
that PDE4D serves a unique, nonoverlapping functions in cell signalling. 

No clear link between an established inherited disorder and known PDE loci has 
emerged, with the exception of PDE6. Inhibitors of PDEs have been shown to affect 
airway responsiveness and pulmonary allergic inflammation (Schudt, G, et aL, Pulm. 
Pharmacol. Ther., 12(2):\23-9 (1999)). There are reports suggesting that altered PDE4 
function maybe linked to nephrogenic diabetes insipidus (Takeda, S. 9 etaL, 
Endocrinology, 129(l):287-94 (1991)) or atopic dermatitis (Chan, S.C., et aL t J. Allergy 
Clin. Immunol., 91(6):\ 179-88 (1993)), however no mutations have been identified. It 
has also been reported that that vasorelaxation modulated by PDE4 (not mentioned 
whether it is A, B, C or D gene family) is compromised in chronic cerebral vasospasm 
associated with subarachnoid hemorrhage (Willette, R.N., et aL, J. Cereb. Blood Flow 
Metab., J7(2):2\0-9 (1997)). PDE4D itself has not been linked to stroke before. 

PDE4D expression and cellular localization 

PDE4Ds are expressed in human peripheral mononuclear cells (Nemoz, G., et 
aL, FEBSLett, 384(1):97-102 (1996)), brain (Bolger, G., et aL, Mol. Cell Biol, 
13(10):655%-1\ (1993)), heart (Kostic, M.M., et ah, J. Mol. Cell CardioL, 
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29(77^:3135-46 (1997)) and vascular smooth muscle cells (Liu, H. and D.H. Maurice, J. 
Biol Chem., 274(1 5):\0551 -65 (1999)). 

Immunoblotting of rat brain has shown that the PDE4D3, PDE4D4 and PDE4D5 
proteins are present in brain (Bolger, G.B., et al, Biochem. J., 328(Pt 2J:539-48 (1997)) 
and are expressed in cortex and cerebellum from rat (Iona, S., et al, Mot Pharmacol, 
55(7^:23-32 (1998)). These proteins were recovered mostly or exclusively in the 
particulate fraction suggesting that these forms may be targeted to insoluble cellular 
structures. In addition a 68 kDa protein was detected which could represent PDE4D1, 
PDE4D2 or both. To verify this RT-PCR was performed on mRNA from rat brain and 
the results showed that transcripts for PDE4D1 and 2 were present. Their data also 
suggests that the N-terminal regions of the PDE4D3-5, derived from alternatively spliced 
regions of their mRNAs, are important in determining their subcellular localization 
activity and differential sensitivity to inhibitors and there are indications that there is a 
propensity for the long PDE4D isoforms to interact with particulate fraction of the cell. 

Newly identified isoforms 

Five new exons have been identified. Exon D6 was identified by deCODE (in 
silico) and verified by RT-PCR. The four other new exons have been identified using 
CAP-RACE amplification from cultured cells with an "long-form l"-specific reverse 
primer. Three of these exons are spliced to one another and together onto LF1 and this 
new isoform was given the name D7. The fourth new 5 1 exon was spliced by itself onto 
LF1 and given the name D8. These constitute two previously unknown isoforms. 

In terms of genomic structure, the D7 exons extend the known 5* end of PDE4D 
over 590,000 bp and the D8 exon lies between two previously recognized exons. The 
D7 isoform has an open reading frame extending into LF1, resulting in an additional 90 
amino acids at the N-terminus of the predicted protein. The D8 5' exon contains a long 
5' UTR, followed by an ATG near the end of the exon that extends an ORF into LF1 and 
results in a novel 21 N-terminal amino acids in the predicted protein. 
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Isoform 



Name 



Cell line 



Exon 



Size 



PDE4D6 
PDE4D7 
PDE4D7 
PDE4D7 
PDE4D8 



D6 
D7-1 
D7-2 
D7-3 

D8 



5' 122 bp SKNAS 

Internal 131bp SKNAS 

Internal 230 bp SKNAS 

5' 782 bp HeLa 



The sequences are as follows: 



D7-1: 

ATAGTTGGCGTACCCTGAGGCCTGCCAGTTCCTGCCTTAATGCATATGTAGT 
CGTAATTGAGTTCTGACACGGCCTTGGATGTTTCTGTCCTAAATAGCTGACA 
TTGCATCTTCAAGACTGT 

D7-2: 

CATTCCAGTTGGCTTTTGAGTGGATACGTGCAGTGAGATCATTGACACTGGA 
AACACTAGTTCCCATTTTAATTACTTAAAACACCACGATGAAAAGAAATACC 
TGTGATTTGCTTTCTCGGAGCAAAAGT 



GCCTCTGAGGAAACACTACATTCCAGTAATGAAGAGGAAGACCCTTTCCGC 

GGAATGGAACCCTATCTTGTCCGGAGACTTTCATGTCGCAATATTCAGCTTC 

CCCCTCTCGCCTTCAGACAGTTGGAACAAGCTGACTTGAAAAGTGAATCAGA 

GAACATTCAACGACCAACCAGCCTCCCCCTGAAGATTCTGCCGCTGATTGCT 

ATCACTTCTGCAGAATCCAGTGG (SEQ. ID NO.: 1 1; includes D7-1, D7-2 andD7- 

3) 



D7-3: 



3NSDOCID: <WO__02074992A2J_> 



WO 02/074992 



-86- 



PCT/IB02/00565 



New predicted amino-terminal protein sequence from above (PDE4D7): 
MKRNTCDLLSRSK^ASEETLHSSNEEEDPFRGMEPY^ 

LEQADLKSESEMQRPTSLPLKILPLIAITSAESS (90 amino acids) (SEQ ID NO.: 12) 
D8: 

TTCTCACTGCCCTGCGGTGTTTTGAACTGCCTTCTTACAGACGTCATACAGCC 

CTTGAGGAATAGTITCTGCCTGGTGAGATTGAATGATAGTTCTCATTCACAA 

AACCCTGGATTCTAAGCAGGGACACACAGAAATTACTTTCGCAGGTAAATC 

AGCCCACCCAGCCAAAGTGTGGAGAGATTTGTTCCTTGGCTGACTTCTTTGC 

TCCACGGAGAGGAGTGTTTTCCTGTGCTTGCCCTGAAATGGAACTTCCTTGA 

CAGCTCTCCCGTGTTACAGTACCTCCCGGTCATTTTCTTTTTCTCTCTCTCTAC 

CTGCGCTCTTCGAGTGTCAGAAACCTTTAAAGCTGTTACTATGGAATTGCAA 

AAAAGAGATCAAGTGACTCTTTCACTATGCTGGTTTCCCTTGTGACCCAGAT 

GAAGAATCAATTCAGAATTCAGTTCCTCCCTTGGCATTGCAAGACACAGAAG 

AAACTGTCACTTCCTAACAGCCTAGTACTGGAGTAAATTCAGTATGAAGGAA 

GAAAGCGCTCCTGCGTGTTAGAACCTTGCCCATGAGCTGGACCGAGGACAG 

GAGATGGACTCCAGGAAAATTGGATTTCTTCAAGCAGCCTCCCTTGGAAATG 

GAATATCTTTAAAATCTTCTTTGCAGAAAGACAGTTAGAATGTATTAATCAG 

AATAGTTGAAGACTTATTTTCCTTTTTATTTTTTT^ 

GAAGCCAAGATCCCGATCTACAAGTTCCCTAAGGACTGCAGAGGCAGTTTG 
(SEQ ID NO.: 13) 

New predicted amino-terminal protein sequence from above (PDE4D8): 
MSHMKPRSRSTSSLRTAEAV (21 amino acids) (SEQ ID NO.: 14). 
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Expression analysis 

The tissues below were examined by RT-PCR, cloning and sequencing. Tne 
presence (Pos.) or absence (-) of the isofonns transcripts is shown in tables below. 

Table 12A Original Cell Lines (SKNAS and HeLa) 
D7 D8 

HeLa - Pos. 

SkNAs Pos. Pos. 
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Table 1 2B Human tissue DNA panels 



cDNA panels D7 DS 

Spleen - Pos. 

Lymph node Pos. Pos. 

Thymus Pos. Pos. 

Tonsil Pos. Pos. 

Leukocytes Pos. Pos. 

Bone marrow Pos. Pos. 

Heart - Pos. 

Brain - Pos. 

Placenta Pos. Pos. 

Lung Pos. Pos. 

Liver - Pos. 

Skel. muscle - Pos. 

Kidney Pos. Pos. 

Pancreas - Pos. 
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Table 1 2C Human blood cell fractions 

B7 



D8 




Spleen Pos. 

Lymph node Pos. 

Thymus Pos. 

Tonsil Pos. 

Leukocytes Pos. 

Bone marrow Pos. 

Fetal liver Pos. 

Mononucl. cells Pos. 
resting 

CD4Pos. resting 

CD8Pos. resting 

CD14Pos. resting Pos. 

CD19Pos. resting Pos. 

Mononucl. cells 

activated 

CD4Pos. 

activated 

CD8Pos. 

activated 

CD19Pos. 

activated 



Pos. 
Pos. 
Pos. 
Pos. 

Pos. 
Pos. 
Pos. 
Pos. 

Pos. 
Pos. 



Pos. 
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Table 12D Cultured in-house endothelial and smooth muscle cells from patients 



L^en type 






D3 


D5 


D6 


D7 


D8 


Normal aorta smooth muse. 


Pos. 


Pos. 


Pos. 


Pos. 


Pos. 






Diseased aorta smooth muse. 


Pi-VC 

.rOS. 


-TOS. 




Pac 
X vJo. 






Pos. 


Diseased aorta smooth muse. 


j'OS. 


rOS. 




rob. 


ruo, 






Diseased femoral smooth muse. 


Pos. 


Pos. 




Pos. 


Pos. 




Pos. 


Normal aortic endothelial cells 


Pos. 


Pos. 


Pos. 


Pos. 


Pos. 


Pos. 


Pos. 


Diseased aortic endothelial cells 


Pos. 


Pos. 




Pos. 


Pos. 






Diseased femoral endothelial cells 


Pos. 


Pos. 




Pos. 


Pos. 


-/? 


-/? 



Isofonn specific primers were designed in order to better determine the 
expression of different PDE4D isoforms using RT-PCR on Epstein Barr Virus (EBV) 
transformed B cell lines from stroke patients and controls. The results are outlined in 
Tables 13 A and 13B below. There is a significant difference between the expression of 
D3 and D7 in patients compared to controls. 
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Table 13 A RT-PCR on EBV transfonned B stroke patient cells 



Patient 
Cells 


PDrAD* 


D3 


D4 


u5 


Do 


Uf 


JDd 


P-l 


Pos. 


Pos. 




Pos. 




Pos. 


Pos. 


P-2 


Pos. 


Pos. 




Pos. 


_ 


Pos. 




P-3 


Pos. 




_ 


Pos. 






_ 


P-4 


Pos. 


Pos. 


_ 


Pos. 


_ 


Pos. 


_ 


P-5 


Pos. 


Pos. 


Pos. 


Pos. 


- 


Pos. 


- 


P-6 


Pos. 




Pos. 


Pos. 




Pos. 




P-7 


Pos. 


Pos. 


_ 


Pos. 


_ 


Pos. 


_ 


P-8 


Pos. 




_ 


_ 




Pos. 


_ 


P-9 


Pos. 




_ 


Pos. 


- 


Pos. 




P-10 


Pos. 






Pos. 


Pos. 


Pos. 




P-ll 


Pos. 






Pos. 




Pos. 




P-12 


Pos. 






Pos. 




Pos. 




P-13 


Pos. 






Pos. 




Pos. 




P-14 


Pos. 






Pos. 




Pos. 




% expr. 


100 


35,7 


14,3 


92,8 


7,1 


92,8 


7,1 



*Primers designed for the common region of PDE4D identical for all isofonns 
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Table 13B RT-PCR on EBV transformed B control cells 
Control PDE4D D3 D4 ~ D5 D6 D7 D8 



Cells 



C-l Pos. - - Pos. - - Pos. 

C-2 Pos. - - Pos. 

C-3 Pos. - - Pos. 

C-4 Pos. - - Pos. 

C-5 Pos. - - - Pos. 

C-6 Pos. - - - - - 

C-7 - - Pos. - - Pos. 

C-8 Pos. - - - - Pos. 

C-8 Pos. Pos. - Pos. - Pos. 

C-9 Pos. .... Pos. 

C-10 Pos. - - Pos. - Pos. 

C-ll Pos. - - Pos. - Pos. 

C-l 2 Pos. - - Pos. 

%expr. 92,3 7,7 a 0 69,2 0 46,2 b 15,4 

a p < 0.09 using Fisher's Exact Test. 
b p = 0.01 using Fisher's Exact Test 

♦Primers designed for the common region of PDE4D identical for all isofonns 
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Table 9 

Publically Available SNPS; SNP ID No. from NCBI Database 



rs286155 


rs40512 


rs251726 


rs2042315 


rsl544791 


rsl355099 


rs286156 


rs35386 


rsl862589 


rs918590 


rs851284 


rsl396473 


rs2061250 


rs35387 


rs702556 


rs918591 


rsl396476 


rsl369285 


rs286150 


rs27221 


rs702554 


rs918592 


rsl 508860 


rsl435071 


rs206789 


rs27653 


rs441391 


rsl 115372 


rsl974850 


rsl435070 


rsl 823062 


rs26955 


rs446883 


rsl345782 
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Table 10 
New SNP's identified by deCODE 



Position in patent Variation AA Change Exon 


1268007 


A/G 


732790 


G/T 


1268187 


C/T 


735966 


C/A 


1268553 


A/G 


736226 


A/G 


1272669 


G/A 


736516 


C/T 


1272910 


A/G 


850001 


G/A 


1273023 


G/A 


S52776 


A/C 


1273220 


A/G 


853079 


G/T 


1273240 


A/G 


853575 


C/A 


1273543 


C/T 


856468 


A/G 


1288439 


G/A 


860845 


A/G 


1289730 


T/A 


870924 


A/G 


1290176 


G/A 


1027267 


T/C 


1293745 


T/C 


1027643' 


T/G 


1344605 


A/G 


1027757 


T/C 


1344864 


G/A 


1028146 


T/A 


1345135 


C/G 


1037657 


A/C 


1345286 


A/G 


1044016 


G/A 


1346112 


C/T 


1044045 


C/T 


1352976 


AT 


1254737 


T/C 


1354291 


T/C 


1254849 


T/C 


1354377 


C/T 


1255763 


G/T 


1354554 


C/A 


1257206 


A/G 


1354675 


T/C 


1258161 


T/C 


1355114 


T/C 
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1355693 


A/G 


1575634 


A/T 


1357081 


A/G 


1580088 


G/A 


1362985 


T/G 


1581078 


G/A 


1363021 


C/T 


1582418 


T/A 


1363827 


err 


1584580 


A/C 


1363911 


G/A 


1585955 


G/T 


1364061 


C/T 


1590608 


T/C 


1364066 


T/A 


15906 - : 


A/G 


1367904 


A/G 


1590673 


G/T 


1368193 


T/C 


1590837 


G/A 


1368217 


G/C 


1590936 


C/A 


1373349 


C/T 


1591011 


G/A 


1373384 


A/G 


1591047 


C/T 


1373415 


T/C 


1591306 


C/A 


1373979 


T/G 


1591583 


T/C 


1376149 


G/A 


1594788 


C/A 


1384931 


A/C 


1594994 


G/A 


1385093 


A/T 


1601831 


C/T 


1385107 


G/A 


1636902 


T/C 


1385445 


T/C 


1638550 


A/C 


1391418 


G/C 


1640663 


T/C 


1409210 


C/A 


1641954 


C/T 


1414804 


C/T 


1641960 


C/T 


1428284 


T/C 


1653881 


G/A 


1431800 


A/T 


1655748 


G/A 


1449904 


ATT 






1574301 


C/G 






1574615 


C/T 







Pro->Thr 



Dl 



Lys->Thr exon 4 



INSOOCID: <WO_02074892A2_I_> 



WO 02/074992 



-100- 



PCT/IB02/00565 



While this invention has been particularly shown and described with reference 
to preferred embodiments thereof, it will be understood by those skffleJ n the art that 
various changes in form and details may be made therein without departing from the 
spirit and scope of the invention as defined by the appended claims. 
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CLAIMS 

What is claimed is: 

1 . An isolated nucleic acid molecule comprising a phosphodiesterase 4D gene, or a 
fragment or variant thereof. 

5 2. The isolated nucleic acid molecule of Claim 1, wherein the phosphodiesterase 
4D gene has the nucleotide sequence of SEQ DD NO:l which may optionally 
comprise at least one polymorphism as shown in Table 9, 10 or combination 
thereof. 

3. A nucleic acid encoding a polypeptide having an amino acid sequence selected 
1 0 from the group consisting of SEQ ID NOs: 2-1 0, 12 or 1 4. 

4. An isolated nucleic acid molecule comprising a nucleotide sequence selected 
from the group consisting of SEQ ID NO: 1 which may optionally comprise at 
least one polymorphism as shown in Table 9, 10 or combination thereof, and the 
complement thereof. 

15 5. An isolated nucleic acid molecule which hybridizes under high stringency 

conditions to a nucleotide sequence selected from the group consisting of SEQ 
ID NO: 1 which may optionally comprise at least one polymorphism as shown 
in Table 9, 10 or combination thereof, and the complement thereof. 
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6. An isolated nucleic acid molecule which hybridizes under high stringency 
conditions to a nucleotide sequence encoding an amino acid sequence selected 
from the group consisting of: SEQ ID NOs: 2-10, 12 or 14. 

7. A method for assaying the presence of a first nucleic acid molecule in a sample, 
5 comprising contacting said sample with a second nucleic acid molecule 

comprising a nucleotide sequence selected from the group consisting of SEQ ID 
NO: 1 which may optionally comprise at least one polymorphism as shown in 
Table 9, 10 or combination thereof, and the complement thereof, under high 
stringency conditions. 

10 8. A vector comprising an isolated nucleic acid molecule selected from the group 
consisting of: SEQ ID NO: 1, the complement of SEQ ID NO: 1 SEQ ID NOs: 
2-1 0, 12 or 14, operatively linked to a regulatory sequence; wherein the nucleic 
acid molecule may optionally comprise at least one polymorphism as shown in 
Table 9, 10 or combination thereof. 

15 9. A recombinant host cell comprising the vector of Claim 8. 

10. A method for producing a polypeptide encoded by an isolated nucleic acid 
molecule, comprising culturing the recombinant host cell of Claim 9 under, 
conditions suitable for expression of said nucleic acid molecule. 

20 11. An isolated polypeptide encoded by a phosphodiesterase 4D gene, or a fragment 
or variant of said polypeptide. 

12. The isolated polypeptide of Claim 11, wherein the phosphodiesterase 4D gene 
has the sequence of SEQ ID NO: 1 which may optionally comprise at least one 
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13. 




5 

14. 
15. 

10 16. 
17. 

15 18. 
19. 

20 



polymorphism as shown in Table 9, 10 or combination thereof or the 
complement thereof. 

The isolated polypeptide of Claim 1 1, wherein the polypeptide has an amino 
acid sequence selected from the group consisting of SEQ ID NOs: 2-10, 12 or 

An isolated polypeptide comprising an amino acid sequence which is greater 
than about 90 percent identical to an amino acid sequence selected from the 
group consisting of SEQ ID NOs: 2-10, 12 or 14. 

A fusion protein comprising an isolated polypeptide of Claim 1 1 . 

An antibody, or an antigen-binding fragment thereof, which selectively binds to 
a polypeptide of Claim 1 1 . 

An antibody, or an antigen-binding fragment thereof, which selectively binds to 
an amino acid sequence selected from the group consisting of SEQ ID NOs: 2- 
10, 12 or 14, or to a fragment or variant of said amino acid sequence. 

A method for assaying the presence of a polypeptide encoded by an isolated 
nucleic acid molecule according to Claim 1 in a sample, comprising contacting 
said sample with an antibody which specifically binds to the encoded 
polypeptide. 

A method of diagnosing a susceptibility to stroke in an individual, comprising 
detecting a polymorphism in phosphodiesterase 4D gene, wherein the presence 
of the polymorphism in the gene is indicative of a susceptibility to stroke. 
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20. A method of diagnosing a susceptibility to stroke, comprising detecting an 
alteration in the expression or composition of a polypeptide encoded by 
phosphodiesterase 4D gene in a test sample, in comparison with the expression 
or composition of a polypeptide encoded by phosphodiesterase 4D gene in a 
control sample, wherein the presence of an alteration in expression or 
composition of the polypeptide in the test sample is indicative of a susceptibility 
to stroke. 

2 1 . The method of Claim 20, wherein the alteration in the expression or 
composition of a polypeptide encoded by phosphodiesterase 4D gene comprises 
expression of a splicing variant polypeptide in a test sample that differs from a 
splicing variant polypeptide expressed in a control sample. 

22. A method of identifying an agent which alters activity of a polypeptide of Claim 
11, comprising: 

a) contacting the polypeptide or a derivative or fragment 
thereof, with an agent to be tested; 

b) assessing the level of activity of the polypeptide or derivative or 
fragment thereof; and 

c) comparing the level of activity with a level of activity of the 
polypeptide or active derivative or fragment thereof in the absence 
of the agent, 

wherein if the level of activity of the polypeptide or derivative or fragment 
thereof in the presence of the agent differs, by an amount that is statistically 
significant, from the level in the absence of the agent, then the agent is an agent 
that alters activity of the polypeptide. 
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23. An agent which alters activity of a polypeptide encoded by phosphodiesterase 
4D gene, identifiable according to the method of Claim 22. 

24. An agent which alters activity of a polypeptide encoded by phosphodiesterase 
4D gene, wherein the agent is selected from the group consisting of: a 

5 phosphodiesterase 4D gene receptor; a phosphodiesterase 4D gene binding 

agent; apeptidomimetic; a fusion protein; a prodrug; an antibody; and a 
ribozyme. 

25 . A method of altering activity of a polypeptide encoded by phosphodiesterase 4D 
gene, comprising contacting the polypeptide with an agent of Claim 24. 

10 26. A method of identifying an agent which alters interaction of the polypeptide of 
Claim 1 1 with a phosphodiesterase 4D gene binding agent, comprising: 



a) contacting the polypeptide or a derivative or fragment 
thereof, the binding agent and with an agent to be tested; 

b) assessing the interaction of the polypeptide or derivative or 
1 5 fragment thereof with the binding agent; and 

c) comparing the level of interaction with a level of interaction of the 



polypeptide or derivative or fragment thereof with the binding 
agent in the absence of the agent, 
wherein if the level of interaction of the polypeptide or derivative or fragment 
20 thereof in the presence of the agent differs, by an amount that is statistically 

significant, from the level of interaction in the absence of the agent, then the 
agent is an agent that alters interaction of the polypeptide with the binding 
agent. 

27. An agent which alters interaction of a phosphodiesterase 4D gene polypeptide 
25 with a phosphodiesterase 4D gene binding agent, identifiable according to the 

method of Claim 26. 
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28. An agent which alters interaction of a phosphodiesterase 4D gene polypeptide 
with a first phosphodiesterase 4D gene binding agent, selected from the group 
consisting of: a phosphodiesterase 4D gene receptor; a second 
phosphodiesterase 4D gene binding agent; a peptidomimetic; a fusion protein; a 

5 prodrug; an antibody; and a ribozyme. 

29. A method of altering interaction of a phosphodiesterase 4D gene polypeptide 
with a phosphodiesterase 4D gene binding agent, comprising contacting the 
phosphodiesterase 4D gene polypeptide and/or the phosphodiesterase 4D gene 
binding agent with an agent of Claim 28. 

10 30. A method of identifying an agent which alters expression of phosphodiesterase 
4D gene, comprising the steps of: 

a) contacting a solution containing a nucleic acid of Claim 1 

or a derivative or fragment thereof with an agent to be 
tested; 

15 b) assessing the level of expression of the nucleic acid, derivative or 

fragment; and 

c) comparing the level of expression with a level of expression of the 

nucleic acid, derivative or fragment in the absence of the agent, 
wherein if the level of expression of the nucleotide, derivative or fragment in the 
20 presence of the agent differs, by an amount that is statistically significant, from 

the expression in the absence of the agent, then the agent is an agent that alters 
expression of phosphodiesterase 4D gene. 

31. An agent which alters expression of phosphodiesterase 4D gene, identifiable 
according to the method of Claim 30. 

25 32. A method of identifying an agent which alters expression of phosphodiesterase 
4D gene, comprising the steps of: 
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a) contacting a solution containing a nucleic acid comprising 
the promoter region of phosphodiesterase 4D gene operably 
linked to a reporter gene, with an agent to be tested; 

b) assessing the level of expression of the reporter gene; and 

5 c) comparing the level of expression with a levei of expression of the 

reporter gene in the absence of the agent, 
wherein if the level of expression of the reporter gene in the presence of the 
agent differs, by an amount that is statistically significant, from the level of 
expression in the absence of the agent, then the agent is an agent that alters 
10 expression of phosphodiesterase 4D gene. 



33. An agent which alters expression of phosphodiesterase 4D gene, identifiable 
according to the method of Claim 32. 



34. A method of identifying an agent which alters expression of phosphodiesterase 
4D gene, comprising the steps of: 

15 a) contacting a solution containing a nucleic acid of Claim 1 

or a derivative or fragment thereof with an agent to be 
tested; 

b) assessing expression of the nucleic acid, derivative or fragment; 

and 

20 c) comparing expression with expression of the nucleic acid, 

derivative or fragment in the absence of the agent, 
wherein if expression of the nucleotide, derivative or fragment in the presence 
of the agent differs, by an amount that is statistically significant, from the 
expression in the absence of the agent, then the agent is an agent that alters 

25 expression of phosphodiesterase 4D gene. 

35. The method of Claim 34, wherein the expression of the nucleotide, derivative or 
fragment in the presence of the agent comprises expression of one or more 
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splicing variant(s) that differ in kind or in quantity from the expression of one or 
more splicing variant(s) the absence of the agent. 

36. An agent which alters expression of phosphodiesterase 4D gene, identifiable 
according to the method of Claim 34. 

5 37. An agent which alters expression of phosphodiesterase 4D gene, selected from 
the group consisting of: antisense nucleic acid to phosphodiesterase 4D gene; a 
phosphodiesterase 4D gene polypeptide; a phosphodiesterase 4D gene receptor; 
a phosphodiesterase 4D gene binding agent; a peptidomimetic; a fusion protein; 
a prodrug thereof; an antibody; and a ribozyme. 



10 38. A method of altering expression of phosphodiesterase 4D gene, comprising 

contacting a cell containing phosphodiesterase 4D gene with an agent of Claim 
37. 

39. A method of identifying a polypeptide which interacts with a phosphodiesterase 
4D gene polypeptide, comprising employing a two yeast hybrid system using a 

1 5 first vector which comprises a nucleic acid encoding a DNA binding domain 

and a phosphodiesterase 4D gene polypeptide, splicing variant, or fragment or 
derivative thereof, and a second vector which comprises a nucleic acid encoding 
a transcription activation domain and a nucleic acid encoding a test polypeptide, 
wherein if transcriptional activation occurs in the two yeast hybrid system, the 

20 test polypeptide is a polypeptide which interacts with a phosphodiesterase 4I> 

polypeptide. 

40. A phosphodiesterase 4D gene therapeutic agent selected from the group 
consisting of: a phosphodiesterase 4D gene or fragment or derivative thereof; a 
polypeptide encoded by phosphodiesterase 4D gene; a phosphodiesterase 4D 

25 gene receptor; a phosphodiesterase 4D gene binding agent; a peptidomimetic; a 
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fusion protein; a prodrug; an antibody; an agent that alters phosphodiesterase 4D 
gene expression; an agent that alters activity of a polypeptide encoded by 
phosphodiesterase 4D gene; an agent that alters posttranscriptional processing of 
a polypeptide encoded by phosphodiesterase 4D gene; an agent that alters 
5 interaction of a phosphodiesterase 4D gene with a phosphodiesterase 4D gene 

binding agent; an agent that alters transcription of splicing variants encoded by 
phosphodiesterase 4D gene; and a ribozyme. 

41. A pharmaceutical composition comprising a phosphodiesterase 4D gene 
therapeutic agent of Claim 40. 

10 42 . The pharmaceutical composition of Claim 4 1 , wherein the phosphodiesterase 
4D gene therapeutic agent is an isolated nucleic acid molecule comprising a 
phosphodiesterase 4D gene or fragment or derivative thereof. 

43. The pharmaceutical composition of Claim 41, wherein the phosphodiesterase 
4D gene therapeutic agent is a polypeptide encoded by the phosphodiesterase 

15 4D gene. 

44. A method of treating stroke in an individual, comprising administering a 
phosphodiesterase 4D gene therapeutic agent to the individual, in a 
therapeutically effective amount. 

45. The method of Claim 44, wherein the phosphodiesterase 4D gene therapeutic 
20 agent is a phosphodiesterase 4D gene agonist. 

46. The method of Claim 45 wherein the phosphodiesterase 4D gene therapeutic 
agent is a phosphodiesterase 4D gene antagonist. 
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47. A transgenic animal comprising a nucleic acid selected from the group 
consisting of: an exogenous phosphodiesterase 4D gene and a nucleic acid 
encoding a phosphodiesterase 4D gene polypeptide. 

48. A method for assaying a sample for the presence of a phosphodiesterase 4D 
5 gene nucleic acid, comprising: 

a) contacting said sample with a nucleic acid comprising a contiguous 

nucleotide sequence which is at least partially complementary to a 
part of the sequence of said phosphodiesterase 4D gene nucleic 
acid under conditions appropriate for hybridization, and 
1 0 b) assessing whether hybridization has occurred between a 

phosphodiesterase 4D gene nucleic acid and said nucleic acid 
comprising a contiguous nucleotide sequence which is at least 
partially complementary to a part of the sequence of said 
phosphodiesterase 4D gene nucleic acid. 

1 5 49. The method of Claim 48, wherein said nucleic acid comprising a contiguous 
nucleotide sequence is completely complementary to a part of the sequence of 
said phosphodiesterase 4D gene nucleic acid. 

50. The method of Claim 48, comprising amplification of at least part of said 
phosphodiesterase 4D gene nucleic acid. 

20 51. The method of Claim 48, wherein said contiguous nucleotide sequence is 1 00 or 
fewer nucleotides in length and is either: a) at least 80% identical to a 
contiguous sequence of nucleotides in SEQ ID NO: 1 which may optionally 
comprise at least one polymorphism as shown in Table 9, 10 or combination 
thereof; b) at least 80% identical to the complement of a contiguous sequence of 

25 nucleotides in SEQ ID NO: 1 which may optionally comprise at least one 
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polymorphism as shown in Table 9, 10 or combination thereof; or c) capable of 
selectively hybridizing to said phosphodiesterase 4D gene nucleic acid. 

52. A reagent for assaying a sample for the presence of a phosphodiesterase 4D 
gene nucleic acid, said reagent comprising a nucleic acid comprising a 

5 contiguous nucleotide sequence which is at least partially complementary to a 

part of the nucleotide sequence of said phosphodiesterase 4D gene nucleic acid. 

53. The reagent of Claim 52, wherein the nucleic acid comprises a contiguous 
nucleotide sequence which is completely complementary to a part of the 
nucleotide sequence of said phosphodiesterase 4D gene nucleic acid. 

10 54. A reagent kit for assaying a sample for the presence of a phosphodiesterase 4D 
gene nucleic acid, comprising in separate containers: 

a) one or more labeled nucleic acids comprising a contiguous 
nucleotide sequence which is at least partially complementary to a 
part of the nucleotide sequence of said phosphodiesterase 4D gene 

15 nucleic acid, and 

b) reagents for detection of said label. 

55. The reagent kit of Claim 54, wherein the labeled nucleic acid comprises a 

contiguous nucleotide sequences which is completely complementary to a part 
of the nucleotide sequence of said phosphodiesterase 4D gene nucleic acid. 



20 56. A reagent kit for assaying a sample for the presence of a phosphodiesterase 4D 
gene nucleic acid, comprising one or more nucleic acids comprising a 
contiguous nucleotide sequence which is at least partially complementary to a 
part of the nucleotide sequence of said phosphodiesterase 4D gene nucleic acid, 
and which is capable of acting as a primer for said phosphodiesterase 4D gene 

25 nucleic acid when maintained under conditions for primer extension. 
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57. The use of a nucleic acid which is 100 or fewer nucleotides in length and which 
is either: a) at least 80% identical to a contiguous sequence of nucleotides in 
SEQ ID NO: 1 which may optionally comprise at least one polymorphism as 
shown in Table 9, 10 or combination thereof; b) at least 80% identical to the 
5 complement of a contiguous sequence of nucleotides in SEQ ID NO: 1 which 

may optionally comprise at least one polymorphism as shown in Table 9, 10 or 
combination thereof; or c) capable of selectively hybridizing to said 
phosphodiesterase 4D gene nucleic acid, for assaying a sample for the presence 
of a phosphodiesterase 4D gene nucleic acid. 

The use of a nucleic acid which is 100 or fewer nucleotides in length and which 
is either: a) at least 80% identical to a contiguous sequence of nucleotides in 
SEQ ID NO: 1; b) at least 80% identical to the complement of a contiguous 
sequence of nucleotides in SEQ ID NO: 1 which may optionally comprise at 
least one polymorphism as shown in Table 9, 10 or combination thereof; or c) 
capable of selectively hybridizing to said phosphodiesterase 4D gene nucleic 
acid, for assaying a sample for the presence of a phosphodiesterase 4D gene 
nucleic acid that has at least one nucleotide difference from SEQ ID NO: 1 
which may optionally comprise at least one polymorphism as shown in Table 9, 
10 or combination thereof. 

20 59. The use of a nucleic acid which is 100 or fewer nucleotides in length and which 
is either: a) at least 80% identical to a contiguous sequence of nucleotides in 
SEQ ID NO: 1 which may optionally comprise at least one polymorphism as 
shown in Table 9, 10 or combination thereof; b) at least 80% identical to the 
complement of a contiguous sequence of nucleotides in SEQ ID NO: 1 which 

25 may optionally comprise at least one polymorphism as shown in Table 9, 10 or 

combination thereof; or c) capable of selectively hybridizing to said 
phosphodiesterase 4D gene nucleic acid, for diagnosing a susceptibility to 
stroke. 



10 58. 
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>Contig_2 (1,1691140) 

CATTTTTTGAAAGAACATCTGAAAGACAAAATGGGGAATGGCGAGTCTGTCTAAT^ 

ttcatataaagaagtataaagaggactgttatgttgc^ 

CTTAATATCAGAAATGATGAAACTTTTAAAAGAAAACATAGGGTGAATC 

CAGGTTGCAAAAAGAAAAATATGAGAAAAACATAGAGGAAAATGATTCTGCCAATAAAGTGAGTTGGAAATAATTTTTC 
TGTTTTCACAAAAATCATTGCTAACAAAAGCAAAAACAAGTGTGGGACTATA 

AGAAAAGAATGAACCAATACAGAAGGCATCCAGTAGATTGGGACAAAATTATGGGGGATTATATATCTGAAAGGGTTGT 
TATCTAACATGTATAAGAAATTACCACTACTAAGTAGGAAAAACAAC^ 

GGGCAAAGAACCTGAATAGATGTTTCTGAATAGAAGACATGAATTTGACTACCAGGTAAAAGAAAAGGTTCTO^CATA 

CCTAATCATCAAGAAAATGTACATTAAAACTCACTGAGATATCT^ 

AAACAAATTTTTTACAATCB^ 

GAATTTAAGTCAGTATACACACTATGAAAAATAGTTGGAGTTTGCTCAAAAAATAAAATAGAACTATCATTTGCTGTAG 

TAATCCCAGCACTGAATATACATTTTAAGAAAATGAAATCAGTATATTGAAGAGATACGTGAAATCCTAC^ 

CACATTATTCACAGCACTCAAGATGTGGAATCAACCTACCTGTCCAGGAACAGATGAAGAGATAAAGAAAATGCAGTGT 

GTATACACAGTGGAATGCTCTTCACCATAAAAAATTC^CGGAATCATGTCATTGC^GCAACATGGTGGACAATGTAAGA 

AAAGCTCCCCGGAGAAGCTGTACAGAAGCTGCCTCCTCAGCAGTCAGGGCCAGGGACCGGAGCTGTTTTTACCCCAGGA 

CAGGGCCGGCCCCAAGTCATCCCAGAGCTGCCATGGCACCCCCTCAGTCGGGTCCTGAGGAATCCTACACAAGCTACTT 

ATATCAGTGATCACTAGGATAATCCATAGAACTTTTGGGAAA 

AAATTCCAACTGGATTAGAAAATGAAATGTTAATAATGCAAATAAGTACATATTTATATCrGTATATAAAATACAGTTG 
ATATTTGCCTGGTGTTTAGGTGTCTAAAGGACTTTCTAAGGAT^ 

TTGAGACTCTATGC^GGAAAGGGCATCATCACGTGCATGGATGAATCTGTATCTAATTTTAAACAATTTCCAATGGTGC 

CTGTTTCCTTTTCTTTGAAAATCTCTGGAGAAATAGTTCCTCTTGCTGTGTCTTTCTTTAGGCAAGAATTTTTACTAAT 

TGATGTGTAGTCTGAATCCTGGCTAAGTATAAACCTTTTATTT1TTATACCTGTTCTTAGTGAAAATGAAAOT 

TTTTTTTTAATTCCTTTTGTTGGTCT^^ 

CCATTGGCCTTTCAGGGAACTCCAGGCCGTCTCAAAAAC^ 

GCTTGCTCTTGACGTTGTACATGTTAGTGGAATGATCAGGACTACTTTGCAAAGATGAAAAATTTGTGTTTCTAGTGAT 
TTGAAAATAGAAATCTGATGTAACTATTAGATATTGGGAAAGAAGGTGACGAAGGTAGGTATCACCGAAAGCACTTAAC 
AATTCTGAATAATTCTGTACTTGATTG(^TTTATGTGTATCATAGGAACAGTTGGGTTTCCTTGAGTGTTAAATTATra 
ATTCACTTATTCGACTTCAAGCCAGCTAAATGATTGTTTC 

TGGTTGGATTGTTTATGCTCTTTTTATTATTTATTCTTATTTCACCAATGAAAATATCACTAAGTTCTTTGGTTTGTTG 
ACCTGATTGTACCTACTTTGAGAAATCACTGCCTTTCTGGACCCAGTTTTCTCATTAAGTGGCAGTGATAACCTG.TCAT 
ACTTACAGATATAAAAACATGAAAGTTAAAGTATTGGGTAATACTTTCCTCCTATCTTTTTTTTATTTTGAAAAAGATA 
AAAAATTGGCATAATGTATTAGTTAAGATGGAATAATCATATGTTGATATCCAGCCATTTCTTCTCTCAAATGATAGGA 
AGATTTTTATGTGAAACTACTTGTGAGAGATCTTAAC^^TCT 

CAAGAAACAAGTTAC CTTTGGGGCAACAGAGGCCCTTGTCATTTTCTCAAAAGAAGGAAGCATCAG CATTTTGATGATG 

ATGTTGAGATTGTAGAAATGATGAAGGTGAAAAAGTTATTCTAGCTTATGTTTAGCAAAATGAAATGAACCCAAATAAT 

AAAACAGTTACAAC^TTGAATCTCTTTGGGAGAAAAAAAAAAGATAGAATGCTAATGTCCTTCAGAACTTCTTAAACCA 

GAACCTTAAAAAAAAGAGAAGCTTTTAAAAAATCATAATAGTTTATGATCTTGAAGGGTTTAAAAGTATTTGATGAAGA 

TGTCTTTTGAATTTATTTGTAGGTCTTCTTGTGTATTTAAAAGCTAAGTTATCTTGTAATCATTTTTTTCTATACCTTT 

GTCAGTAACCTCTTAGTGATGAAATAAAAAAGATTAGGTAATCATCCAGCAATGGGGAAGAAGTTAAGGAACAAAGAGC 

TCAGATTAAACTAGTTTTTAGAATCTAAGCATTTCTGCATGAATTTGAATCATGGAAAACAAAATGTAGCACTCGAACA 

TTTGATGCAAAACTAAAAGTGGAATACTGCTTTGATATTTGAATGAATTGAAAAATAATTAACATCCTTGGAACTGTAT 

GTAAAGAAGGACTTCACAAGTATTATAGATACCCCCAACCTCAGCCCTTTTCCCATGTATCTCTTTGATCACATCCCTA 

CCTCATAGATCACCCATGTGCTGAAGACTTTCAGTTCTGTATCTTGATTCTAGATCTCCTGAACTGAAGATCAGAATAT 

CTTTCTGACTTCTGACTGTGTATTTCTGGATGTTATACAAGAACCTCAGCTCAAACTCAGTATTCCCTAAACCATTGTT 

TTTGAAACTTTATGTTGGATGTGAAATCTGTATTGTAGAATAACATTAAAAAAAGAAAGAATAGTATGCAAAATATCAG 

AGTGCATTGTATGTAGCAAGAGTAGGTATTTTCGTAAACTTTTTGTTTTAATTAAACACATATATATTTATTATTGCAG 

TGTAAAATGTATTTCTTAATTTGGATAAGTGTTAGTGAGGATGTGGATAAATTGGAACTCTTGTACATTACTGGTGGGA 

CTATAAAATGGC^CTGCCGTTTGGTAAAACAGTTTGGC^GTTCCTCAAAAAGTTAAACATACAGTTAACATGTGATATA 

GAAATTTCACTTTTAGATGTACACCCAAAAGAATTGAGAACATATGTTCACACAGCAACTTGTACACAAATGTT^ 

CAGCATTACTCAGAAGAGCCAAAAAGTGGAAACAACTGAAATGTC 

CGTACAATGAAATATTCAGCCATAAAAAGGAATGCAATGTTGTTGCATGCTACAACAACTTGGATGAATCTTGGAAACA 
TTATTCTAAGTAAAAGATTCCATTTTTATGAAATGTCCAGAATAGGCAAATCTATAGAGACAAAGATAAGTGGTTTCCA 
GGGGTTGTGGGGAGGAGAGAATGGGAAGGTGACAAAATGTTCTGGATTAGATAATAGGGATGGGTATAACTTAGTGACT 
ATACAAAAAAAATCACTAGAATCATATACTTTAAAAAAGATATTCCCATAAAAAAAAGAAG 

AAATTTGACTTTAGGAGTTAAAAAGAATATAGTATCTCAAATGAAAATTTTGCTGGATAGGATTAGGGGTAGATTAGAC 
ACTCCAGAAGTTAAAGATCAGTGAGCTTGAATACACACAATAGAAGCTAGTCTAAACAAAGCACAGAGAGAAAAAAGAA 
CAAAACAAACCTCCCACAACAAAACAAAACAAAAGCCAACCAAAAATACAGCCTCAATGACCTATGGGAAATATTTAGC 
AGTCTAATATACATGTAATTGGAATCCCTGAAGGAGGAGGGGGGTAGAATGTATCTTTTTTTGTCCCCTATGACTGCTG 
TTAAGATTTTATTATTGATTTTTAGGAATTGCATTATATCTTGGTGTGGTTGTTTAAACAGAGGTATAGCTTATCAACC 

Fig. 6.1 
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AATGGTGGAGCTAAAATAGAATACTTGAAAGTACTxATGGATGCACAGAATC^ 
CTTGTACCCTTGAGTATATGTGGGACCTC^ 

TAAAAAGTCAGGAAACAACGGATGCTGGAGAGGATGTGGAAAAATAGGAACGCTTTTACACTGTTGGTGGAAG 

TTAGCTCAGCCATTGTGGAAGACAGTGGCAATTCCTCAAGGATCTAGAACTAGAAATACCATTTGACCCAGCCATCCCG 

TTACTGGGTATATAACCAGAGGATTATAAATCATTCTACTATAAAGACACATGCA(^CGTATGTTTATTGCGGCACTGT 

TCAC^TAGCAAAGACTCGGAACCAACCCAAATGTCCATCAGTGATAGACTO 

CAGGGAATACTATGCAGCTATAAAAAATGACGAGTTGATGTCC 

CTCAGCAAACTATCACAAGAACAGAAAACCAAACACCACATCTTCTCACTCATAAGTGGCAGTTGAACAAT 

ATGGACA(^GGCAGGGAACATCACACACCGGGGCCTGTGTGGGGGGTCGGGGGCAGGGGGAGGGATAGCATTAGGAGA 
AATACCTAATGTAGTTGACATTACTTTGGTT^ 

TACCTGTGTTACAAACCTGCACGTTCTGTAC^^ 

CAAGK3GTGACATGTAATTAAGCAAAGCTCAGTAAATTTAA 

ATTAAGCTAGAACTCCAGGTCCAGATGGCTTACTGATCAATTTTACCCAACACTT^ 

GAAAGTCCTTTCAGAAAATAGAAGATGAGGGAATATTTCCTGAACCATTTTATGAGGCC^ 

AACCAACAAATACATTACACAAAAAAATTGTAGCACATGATATCCCTGATAAAACCAAATGC^ 

GCAAATTGAATGCAGCAGTAGATAAAAAGGACAATAATACATCATGGCCAAGTAGGGT 

GGTTTAACATCTAAAATCAATCAGTATAATTCAT 

GATTGCAGAAAATGTATGTGACAATATTCAACACCCATTAATGAT^^ 

TCCTCAGCCTTATCAAGGGTACCTGTGAGAAAATTATGGATAACATTTTTCTTAATGGTGGTAGACTGAATGCTTTCCC 
. CTATGGTCAGAAAAAGACAAAACTCATCACTGCTATACAACATTTC^^ 

GCATGAAAATGAAATAAGTGATTTAAGATTGGAAAGAAGAACTAAAACTACGTTTG CTG 

TCTGCCCCCAAAAAGCACTTATGAATTAATAATTAAACTTAACAAGGAAGCAGGATATAAGACCACTGTATAA 
ATTGGAAAACTAAAACAAAACCCCAAAAAACCCAACCTAATAATC 

AGGGATGAATTATAAGTAGGGATAAACAAGGTGTGTGCAAGACCTGACAATGAAAACTATTAAATGTTGTT.GAGAGGAA 

CTAAGGATGACTTAAATAACTGGAGAGACATACTATGTTCATGGACTGAAAGATATGCAATATTGATAAGAT^ 

CTTCCAAAATTGATACATGGATTATTTAGCTTGG 

AATTTATTTGGAAATACAAATAATCTGAATAGCCAAAACAATGTGGAGAAAAGGAGAAAAAATTAGAGAACTT^ 
CCTGTTTTTAAGACTTACTA^ 

TATTGATATTTAGTGTGGTGTTGGCATAAGGATAGATATTTAGGCCTATGGAATAGAATAGAGGGTCCAATAGTAGATT 

CATGTATCTGTAGTCAAGTGATTTTCAGCAAAGAAGCCAAGGGAAGGGATCATCTTTTCAGGGTAGTGTO 

GGATATCTATTATGGAAAAAGTGAACCTTTATACTGTATACTGT^ 

TTCAAATATAATAGAGATATCTAAAAACCTTCC^AAAGAAAGTATAGGAGAAAAATTCTTGCAAT 

GATATCTTAGTTCCTAGAAAAC^TAACCATAAAATAAAAATTACATCAAATAGACTTCA^ 

TCTTTGAAATATACTGTTAAGAAAATGAAAAGAC^^ 

TATGTAGAGAACACTTCAATACTAAGACAATGCAATAAAAAAACAAAAAAACTGGACACAACAAGAATATATATGA 
ACTCATAAGCACATGAAAAGATTATTAACATCATTAATCAT^ 

ATGTACACACTAAAATGGCTAAAGCCAAAGACACTGACATAAATTTTTGGTGAGTGTGGGGCTCCTGGAGCCCTCAGAC 
ATTGCTGATAGGACTGTGAAATGACACAGCCACTTTGGAAAATGAGTTCATCATTTCTAACTAAGTTAAACATACACAT 
ACCTTAATTTCATTCCTAGGTATTTATCTT^GGGATAAGAACACATGTGTTCACACAAATTGTGTGGTGTTCATAGCAG 
CTTTATTCATAATATCAAAAC^TTGGAAACAATCTACATGTCTATCAGCAAGTGAATGGAAAAATA^ 

CCATGCAATGAAATATTACCCAGCAATAAAAATAAACTATGGGTACATACAACAATATAAATGAATCTCAAAAATATGC 
CGAGTGATAAAAGCCATTCTGGTTCCATTTACATGAAATTCTAGGAAAGGGGAATCTATGGAGGCAGAAAGCAGGTCAG 
AGGTTGCTTTGGTCTAGGGGATCGAGAGGCCTTACTGCCAAACAGCACCAGTAGATTCTTTGGGGGGGCGGAAGAGTTT 

^S TTTTCATTGTTGTGCTGTTTACATGGGGATATG 
CATCATGTTTTATTTTTATTTTTTGCAGACAAGGGTSrAm 

GGTAATAAAGAAGTCAAAAGCACTATTTGTGAAAATCAGTATATCATATGACGGTAAGCATAGTTGCTATTCACCAAAA 
ACGTTCAGAAAACATTTGAATTC^TTGTCTGAAAGAGCTTAGGCTCAAGACTTGAATTACTAAG 

ATAATTATACAAAGATGAGTAATAACCAAAAACTGTTCTTTAATGCATGTTTGTTTTTCCTGAAAGC 
TTTTTCTTTTAATACTTTAAGTTCTAG^ 

ATGTATACATGAGCCATGTTGGTGTGCTGCACCCATTAAGTCGACATTTACATTAGGTGTGTCTCCTAATGCTATCCCT 
CCCCACTCCCCCTACCCCAGGACAGGCCCCGGTGTGTTATATTCCCCTTTCTGTGTTCAAGTGTTCTCATTGTTCAATG 
AGTGAGAATATGAGGTGTTTGGTTTTTTGTCCCTGCGATAGTTTGCTGAGAATAATGGTTTCCAGCTTCATCCATGTCC 
CTACAAAGGACATGAACTCATCCTTTTTTATGGCTGCATAGTATTCCATGGTGTATGTGTGCCACATTTTATT^ 
TTTATTATTTTTATTTTTAAAATTTTATTATTATACTTTAAGTTAGTGTACATGTGCACT^ACATGCAGGTTTGTTACAT 
ATGTATATATGTGCCATGTTGGTGTGCTGCACCCATTAACTCGTCATTTAACATTAGATATATCTCCTAATGCTATCCC 
TCCCCCTACCCCGACCCCACAACAGTCCCCGGTGTGTGATGTTCCCCTTCCTGTGTCAATGTGTTCTCATTGTTCAATT 
CCCACCTATGAGTGGCAACATGTGGTGTTTGGTTTTTTGTCCTTGAGATAGTTTGCTGAGAATGATGGTTTCCAGTTTC 
ATCCATGTCCCTACAAAGCACATGAACTCATTATTTTTCATGGCTGCATAGTATTCCGTGGTGTATAGTGCCAC^ 
CTTAATCCAGTCTATCACTGATGGACATTTGGGTTGGTTCCAAGTCTTTGCTATTGTGAATAGTGCCTCAATAAACATA 
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CGTGTGC^TGTGTCTTTATAGCAGCATGATTTATAATC^ 
GTATTTCTAGTTCTAGATCCTTGAGGAATCGCCACACTGTCTTCCAC 
GTGTAAAAGCATTCCTATTTCTCCACATCCTCTCCAGCACCTGT^ 
GGTGTGAGATGGTATCTCATTGTGGTTTTGATTTGCATTTCTCTC 

TTTTGGCTGCATAAATGTCTTCTTTTGAGAAGTGTCTGTTCATATCCTTCGCCTACTTGTTGATGGGGTTGTTTGTTTT 
TTTCTTGTAAATTTGTTCGAGTTCATTGTAGATTCTGGATATTAGCCCTTTGTCAGATGAATAGATTGTGAAAATTTTC 
TCCCATCCTGTAGGTTGCTTGTTCACTCTGATGGTAGTTTCTTTTGCTGTGCAGAAGCTCTTTAGTTTAATTAGATCCT 
GTTTGTCAATTTTGGCTTTTGTTGCCTTGCTTTTGGTGTTTTAGACATGAAGTCCTTGCCCATGCCTATGTCCTGAATG 
GTATTGCCTAGGTTTTCTTCTAGGGTTTTTATGGTI^ 

TTGTATAAGGTGTAAGGAAGGGATCTAGTTTCAGCTTTCTACATATGGCTAGCCAGTTTTCCCAGCACCATTTATTAAA 

TAGGGAATCATTTCCCCATTTCTTGTTTTTGTCAGGTTTGTCAAAGATCAGGTAGTTGTAGATATGTGG 

GAGGGCTCTGTTCTGTTCCATTGGTCTATATCTCTGTTTTGGTACCAGTACCATGCTGTTTTGGTGACTGTAGCCTTGT 

AGTATAGTTTGAAGTCAGGTACCGTGATGCCTCC^GCTTTGTTCTTTTGGCTTAGGATTGATTTGGTAATGCGGGCTCT 

TGTTTGGTTCCATATGAACTTTAAAGTAGTTTTTTCC^TTCTGTAAAGAAAGTCATTGGTAGCTTGATGGGGATGG^ 

TTGAATCTATAAATTACCTTGGGCAGTATGGCCATTTT^ 

TCCATTTGTTTGTATCCTCTTTTATTTCCTTGA^ 

AAGTTGGATTCCTAGGTATTTTATTCTGTTTGAAGCAACTGTGAATGGGAGTTCACTCGTGATTTGGCTCTCTGTTTGT 
CTGTTATTGGTGTATAAGAATGCTTGTGATTTTTGCACATTGATTTTGTATCCTGAGACTTTGCTGAAGTTGCTTATGA 
GCTTAAGGAGATTTTGGGCTGAGACGATGGGGTTTTCTAGATATACAATCATGTCATCTGCAAACAGGGACAATTO 
TTCCTCTTTTC CTAATCGAATACCCTTTATTTCCTTCTCCTTC CTGATTGCCTTGG CAAGAACTTCCAACACTATGTTG 
AATAGGAGTGGTGAGAGAGGACATCCCTGTCTTGTGCCAGTTTTC^^ 

TGATATTGGCTGTGGGTTTGTCATAAATAGCTCTTATTATTTGGAGATACATCCCATGAATACCTAATTTATTGAGAGT 
TTTTAGC^TGAAGGGCTGTTGAAATTTGTCAAAGGCCTTTTCTGC^TGTATTGAGATAATC^TGTGGTTTTTGTCTTTG 
GTTCTGTTTATATGCTGGATTACGTTTATTGATTTTCATATGTTGAACCAGCCTTGCATCCCAGGGATGAAGCCCACTT 
GATTATGGTGGATCAGCTTTTTGATGTGCTGCTGGATTCGGTTTGCCAGTACTTTATTGAGGATTTGTTCATTGATGTA 
CATCAGGGATATTAGTGTAAAATTCTCTTTTTTTGTTGTGTCTCTGCCAGGCTTTGGTAT(^GGATGATGCTGGCCTCA 
TCAAATGAGTTAGGGAGGATTCCCTCTTTTTCTATTGATTGGAATAGTTTCAGAAGGAATGGTACCAGCTCCTCCTTGT 
ACCTGTGGTAGAATTTGGCTGTGAATCCGTCTGGTCCTGGACTTTTATTGGTTGGTAAGCTATTAAT'rATTGCCTCAAT 
TTCAGAGCCTGTTATTGGTCTATTCAGAGATTCAACTTCTTCCTGGTTTAGTTTTGGGAGAGTGTATGTATCGAGGAAT 
TTATCCATTTCTTCCAGATTTTCTAGTTCATTTTCATAGAGGTGTTTATAGTATTCTCTGATGGTAGTTTGTATTTCTG 
TGGGATAGGTGGTGATATCCCCTTTATCATTTTTTATTGCATCTATTTGATTCTTCTCTCTTTTCTTCTTTATTAGTCT 
TGCTAGCAGTCTATCAATTTTGTTGATCTTTTCAAGAAACC^ 

GTCTCTATTTCCTTC7VGTTCTGCTCTGATCTTAGTTATTTCTTGCCTTCTGTTGGCTTTTGAATGTGTTTGCTCTTGCT 
TCTCTAGTTCTTTTAATTGTGATGTTAGGGTGTCAATTTTAGATCTTTCCTGCTTTCTCTTGTGGACATTCAGTGCAAT 
AAATTTCCCACTACAAACTACTTTGAATGTGTCCCAGAGA 

AATATCTTTATTTCTGCCTTCATTTTGTTATGTACCCAGTAGTCATTTAGGAGCAGGTTGTTCAATTTCCATGTAGTC^ 
AGCGGTTTTGAGTGAGTTTCTTAATCCTGAGTTCTAGTTTGATTGCACTGTGGTCTAAGAGACAGTTTGTCATAATTTC 
TGTTCTTTTACATTTGCTGAGGAGTGCTTTACTTCCAACTATGTGGTCAGTTTTGGAATAGGAGTGGTGTGGTGCTGAG 
AAGAATGTATATTCTGTTGCTTTGGGGTGGAGAGTTCTGTAGATGTCTATTAGGTCCACTTGGTGCAGAGCTGAGTTCA 
GTTCCTGGATATCCTTGTTAACTTTCTGTCATGTGGATCTGTCTAATGTTGACAGTGGGGTGTTGAAGTCTCCCATTAT 
TATTGTGTGGGAGTCTACGTCTCTTAGTAGGTCTCTAAGGACTTGCTTTATGAATCTGGCTGCTCCTGTATTGGGTGCA 
TATATATTTAGGATAGTTAGCTCTTCTTGTTGAATTGATCCCTTTATCATTATGTAATGGCCTTCTTTGTCTCTTTTGA 
CCTTTGTTGGTTTAAAGTCTGTTTTATCAGAGACTAGGATTGCAACCCCTGCCTTATTTTGTTTTCCATTTGCTTCGCA 
GATCTTCCTCCATCCCTTTAATTTGAGCCTATGTGTGTCTCTGCATGTGAGATGGGTTTCCTGAATACAGCACACTGAT 
GAGTCTTGACTCTTTATCCAATTTGCCAGTTTGGGTCTTTTAATTGGAGCATTTAGCCCATTTACATTTAAGGTTAATA 
TTGTTACGTGTGAATTTGATCCTGTCATTATGATGTTAGCTGGTTAATTTGCCTGTTAGTTGATGCAGTTTCTTCCTAG 
CCTCGATGGTCTTTACAATTTGGCATGATTTTGCAGTGGCTGGTACCGTATGTTCCTTTCCATGTTTAGTGCTTCCTTC 
AGGAGCTCTTTTAGGG(^GGCCTGGTGGTGAC^AATCTCTCAGCATTTGCTTGTCTGTAAAGGATTTTATTTCTCCTT 
CACTTATGAAGCTTAGTTTGGCTGGATATGAAATTCTGGGTTGAAAATTCTTTCCTTCAGGAATGTTGAATATTGGTCC 
CCACTCTCTTCCGGCTTGTAGGGTTTCTGCCGAGAGATCAGCTGTTAGTCTAATGGGCTTCCCTTTGTGGGTAACCTGA 
CCTTTCTCTCTGGCTGCCCTTAACATTTTTTCCTTCATTTCAACTTTGGTGAATCTGACAATTATGTGTCTTGGAGTTG 
CTCTTCTTGAGGAGTATCTTTGTGGCGTTCTCTGTATTTCCTGAATTTGAATGTTGGCCTGCCTTGCTAGATTGGAGAA 
GTTCTCCTGGATAATATCCTGAAGAGTTTTTTCCAACTTGGTTCCATTCTCCCCGTCACTTTCAGGTACACCAATCAG^ 
TATAGATTTGGTCTTTTCACATAGTCCCATATTTCTTGGAGGCTTTGTTCGTTTCTTTTTATTCTTTTTTCTGTAAACT 
TCTCGCTTCATTTCATTCATTTGATCTTCCAT 

TGCATTCATCATGTAGTTCTTGTGCTGTGGTTTTCAGCTTCATCTGGTCCTTTAAGGACTTCTCTGCATTGGTTATTCT 
AGTTAGCCGTTCGTCTGATTTTTTTTCAAGGTTTTTAACTTCTTTGCCATGGGTTCGAACTTCCTCCTTTACCTCAGAG 
TAGTTTGATCATCTGAAGCCTTCTGCTCTCAACTCGTCAAAGTCATTCTCCATCCAGCTTTGTTCTGTTGCTGCTGAGG 
AGCTGCGTTCCTTTGGAGGAGGAGAGGTGCTCTGATTTTTAGAGT1TCCAGTTTTTCTGCTCTGTTTTTCCCCCATCTT 
TGTGGTTTTATTTACCTTTGGTCTTTGATGATGGTGACGTACAGATGGGGTTTTGGTGTGGATGTCCTTTCTGTTTGTT 
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AGTTTTCCTTCTAACAGTTAGGACCCT 

CTGGGTATCZVGCAGCAGAGGCTGCAGAACAGCAGATATTGGT^ 
GTTTTTTCTCAGAGGAGTACCCGGCCATGTGAGGTGTCATTCAGCCCC^ 

GGGAGTCAGGGACCCACTTGAGGAGGCAGTCTGTCCATTCTCAGATCTCAAGCTGCATGCTGGGAGAACCACTACTCTC 
TTCAAGGCTGTCAGACAGTGACATTTAAGTCTGCAGAGGTTATTGCTCCCTTTTGTTTGGCTATGCCCTGCCCCCAGAG 
GTGGAGTCTACAGAGGCAGGCAGGCCTCCTTGAGCTGCAGTGGGCTCCACCC^GTT 

ACTCAAGCCTGGGCAATGGCGGGCGCCCCTCCCCCAGCCTGGCTGCCACCTTGC7VGTTTGATCTCAGACTGCTC 
GCAATGAGCAAGGCTCCGTGGGCATAGGACCCTCCGAGCCAGGCACGGGATAT^ 

ACTGTTGGAAAAGTGCAGTATTAGGGTGAGAGTGACCCGATTTTCCAGGTGCCGTCTGTCACCCCTTTCTTTGACTAGG 
AAAGGGAATTCCCTGACCCCTTGTGCTTCCGAGGTGAGGCGATGCGTCACCATTCTTTGGCTCACGCTTGGTGTGC 
ACCCACTGTCCTGCACCCACTGTCCGACACTCCCCAGTGAGATGAACC^ 
CGTCTTCTGCGTTGCTCACGCTGGGCACTGTAGACTC 

TTTGAGATTTTAAACTTGGGATGCCTTTGATTCATTTTATTCAAGTATTAAT^ 
AAGTATTAGCTGCAGTGGTGGTTTTGTTCTTCATAACTTTGCTCATAATAGCTTTGTTTATO 
ATTTTTGAGACAGGGTCTTGCTCTGTCACCCAGGCTGTAGTGC^ 
CCAGGTTCAAGTGATTCTCCTGTCTCTGCCTCCTGAGTAGCTC^ 

TTGTATTTTTAGTAGAGACAGGGTTTTGCCATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAGGTGATCCACCCGC 

cttggctgcccaaagtgctgggattacaggcatcagccaccatgcctggcc 

atttcatattttgataaataaatgcagtactcatatccagttgaaagggaaatacaacattatttaataaaca 

atctaaatattaaaaaattcctatcatatgataaatt^^ 

caaatataaactu^ctttacaaaactgaatggattagca^ 

ggctgaagcagaaggatcccttgaacctagcccaggca^ 

acaaaacagagacaattggaggaagacagaaa.ctagaaagaaagtgtaaa 

ATTAAAGTGATTTTTAAAAGTTGGGTTGTTTATTTG 

CAAGGCTCAGATGGGGAAACGCATGGTGCTGCTTTTAGAACCATGCTCAGAAAGATTTGGTGGAGTTTAAACAAACAAG 
TTCAGACTTCTGTTGCCCTCTTTTATAGGAGTGAAAGAGAAAGGAAGGAAAGATTTACAAAGGTGTAAATCCCTTTCAT 
CCCCTGGACCACAGAGGTGTAGCAGAGAATGGTTCCTGTAAGACTTGAAAACTGAAAGTACAACATAGGTGCAATTTGT 
GACTAAGTATCACTGGTACAAAGAACTTAACTGATTGAAATATAT 

GCTTAAAACCTCAGACCCAATTAATGGCAAAACAATGACCCTACATCTGTTTTTTATGTATACACACACACACACACAC 
ACACACACACACACAC^CACACACACAAATACATATGTAACAACCTTTTTTCATGGACTGT 

GAGGAAATAGTTGTTGAATGACTTCTGTGTGTTTCTGTGACATTGTATTAAGTATTCAAATACAGACTTAAAAAAGT 
CTTCCTCTTATGGCTATTATATTTTAATATTCCTGAGGCAGATCATTATCGATTACCTGTCAGTCTCCTTGGGGTTTCC 
ATGATATCCCCTTGACACATCTCTATTGTTGTCTTCCACATTGCTTTGTGATGGCTTCTGTTCGTTCATCTTCTTCTCC 
AGACTGTGAGCTTCTTGATAACAAGATCTTTGTCTCACTGTT 

TTATGCTCTTTTCAAACCTTCGTTGAATGAATACATTAATGATTCTCAAGTATATATTTCAAGTGTTGACCTGTCCCCT 
AAATTCCAGAGCTGCTATCATCATCTTCCTGTTGAATATTTCC^TGAGTCTACTATCTTTCACAAACCCAAACTGCTTC 
TCTTCCGTGACAAATCAGCAGCCCCTTCTGGCTCCACTGTTTTTGAAGTAGGCCCCCTTAAAGCTGAAGATTCACAGTT 
TATTTGTCCATAGTTGCCCTATCTTAGCACCCTATTTTAAAATGTGTTTTTGTTATGCAGACTTTGTAAGGGTCAAATC 
ATGGCCTTCAAATCGATTTAGAGAAATTGAAATCTCGCAATGAATATCTCATGAGAAGAGAAGCATAATGAAGACTACA 
AAAAAGCAATGCATTTAAAAAGTAGCATGTTGCTCCTGTGTGTGTATAGCACAAGAGAAGCTTAGAAGAGTGACGATAT 
CTCCCAGCTGTCACACTTTTATTTTATATCCTTCAGTTATTTGTGGCAATGATGGAAACCAGAACAATATGATTGACAT 
CCTTAGAGTATTCATAACACTATTCTTAGCTCGCATGTGACCTTGCATTCCCTCAGACCTTTCACCATTTCTCTTTTAA 

TTTCTGAACCATTTGAAAGTAAATTGCTAATCAAATGTTCT^^ 

TAGGTCACTTCCCTGCAGGACCCTCAGACAAGCATAAAAATCAGGAAAGTAACACTGATTACTTACTATTACTTACTAT 
TCTTTTTTTTTTTTTTTTTTTTGAGCAGATCTCAACAGTGGGCTTAAAATCTTCACTAAACCATGTGTTGTCATTTCTG 
GAAGACAGGTAGAATAGATGTAGCATAATTCTATTTTTTTTTTTTTTTTTAGGTGGAGTCTTGTGCTGTTGCCCAGGCT 
GGAGTGCAGCGGCACAATCTTGGCTCATTGCAACCTCCACTTCCTGGGCTCAAGCAATTCTCCTGCCTCAGCCTCCC^ 
ATAGCTGGGACGACAGGCACATGCCACCATGCCTGGCTAATTTTTGTATTTTTAGTAGAGATAAGGTTXCACCATGTTG 
GCCAGGCTGGACTTGAGCTCCAGACCTCAGGTGATCCACTCACCTCAGCCTCCCAAAGTGCTAGGATTACAGGCATAAG 
CCACTGCACCCAGCCAGATGTAGCATAATTCTTAAGGGCCCTAGGATTTTTGGAATGGTAAAGGAGCACTGGTTTCAAC 
TTCAAGTCACCAGCTGTATTAGCCCCTAACAAGAGAGCCAGGCTGTCCTTTCAAGCTTTGAAGCCAAATATCGACTTCT 
CCCTTCTAGTTACAAATGTCCTAGATGGCATCTTCTCCCATTAAAGGCTGTTTTTGTCTACATTGGAAATCTGTTGTTT 
AATGTAGCC7VCTTTCATTATGATCTTAGCTAGATTTTCTAGATAACTTGCTGCAGCTTCTACATTAACCCTTGCTGCTT 
CACCTTGCACTTTTATGTTATGAAGACAGCCTCTTTCCTCAAACCTCATAAACCAGCCTCTGCTAGATTCCAGGTTTTC 
TTCTGTAGTTTCCCCACCTCCCTCAGCCTTTATAGAATTGAAGAGTTAGGACTTTTCTCTAGGTTAGGGTGGGGCTTAA 
AGAAATGTTGTGATTGGTTGGATCTTCTATCTAGGCCACTOIAACTTTCTCCCTATCAGCAACACAGCTGTTTCACTGC 
TTTATCATTTGTGTGCTCACTGGAGTGGCACTTTAGTCTCTTTCAAGAACTTTTCTTTGCATTCATAACTTGGCTGTTT 
GGCACCAGAGGCCTAGCTTGTGACTTCTCTCAGCTTTTGACCTGCCACCCTTACTAAGGTCAATAGTTTCTTTTGATTT 
AAGGTGACAGATGTGTGACTCTTCTTTCACTTGAACACTTAGAGGCCATTGTAGGGTTATTAATTGGCCCAATTTCAAT 
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ATTGTTGTGTCTGAGGGAATAGAGAGGCCCAAAGGGAGGGAGAGAGACAGGGGAACCACC^ 

ACACACACATTGGTTGATTAAGTTCACAGTCTTATGGGCATATTGTGTGGTTCCCCCAAACACTTACAGTA 

AAAGATTACTTATTGATCATAGGTCATAATAATAGATJ^^ 

TGTGATACAGAGACATGGTGTGAGCCCATGTTGTTGGAAAAATGGTGGTGATAC^ 

AAACTTCAATTTGTAAAAAACATAATACCTGCAAAGCAACTA^ 

TAATAGGTGACTCCAATAAAGACTTCGGTAATCTATAACAAGGAGCCAACT 

CTCACTGAAGCTAACAAAAACATCTACAAACTTTCAGCTGAAAAATCAAAAAAGTTTGAGTTGTATAGGACATTCTAAC 

ACCAGGGAATGAGACATATCTTTTTGTATGTAATAATAATGCAAGCCTGAT^ 

CTGTGACAGAGGCTTTCTGAATTACACATGGTGAATTTTACAAAAACAT^ 

ATCTTCTTCCATACTATGTAATGTGGTTCTACAAATGTTTAGGTAATTAGGGTTTAGGAGGGTATAATTAAATGATTTA 

TTATTCAATAATATGCTTGTGTTGGGACATTGTGGAATTTTACCTGCTATTGTTGTGAGGCCCGGAGCCAAATTTAATC 

TTATCTATTAGTGCACAATATATTTCTTAACCAGATTTTAAAGAAAATCTAGCCAAAGTTGTATGTGATTCATGTTGTA 

TCTTCCTCCTGATGTTAGTTTTAATGCTTTAAGATAGTAGTAGCTATGATTGATGCCACTGAAACTTTTAGTTCACTTG 

ACTCCTCTATATAGCCCATGGATACCCAGTGTAGTACATTGATTTGGTTTTATGACTATTGACACCATTTTCTGATTTA 

TGAAGGTTGACTTGTCCACAATCGGTGAGAGCTGGGATTTAATC 

TCATTCTTATCCTTCATTCATGTATTCATTCATTC^ 

CTATGATGTACCAGGTATTTTTCTAGCCATGGGAGGCATATCAACA7UVTGAAAATGATAAGAACCCCTACCCTGTGGAG 
CTTACATTCCAGTAGGGCAGAGGGGAAACAATGGCAGATAACATAATAAGTAAATTCTGTAGTATATTAAGTGGTA 
ATGTATACTTGGAAAAAAGTAAGCAGGTAAATGGAATTGGGCATACCAATTTTATACCTCTTTGGAG 
TAATTTTTCAATTTTATCTCATAAATTATGT 

CAAGTGTTCTGCTCTTCTCCTCTCTCCCCACTACTCAGAACATTGCTATAAAAGATAGCTAAATTACAAGATCAACTTA 
CAGAGTCCTACTTAATTCATTATGTAGCTCAACTGTGGT^ 
TGGGTTTTCTCCCCAGTCTGGTAAACTGTATTCCATGCTCCAGCTC 
CTTTTAGCTTTGGGAGTAAGCAACTCCCTCTCCTTCCACATT^^ 

GATACTGATAGTGGCTCCTCCACTGCTAGAAGCAGGAGGATGATCTTGGGGAATGATTATGGATTTAAAGGAGGAAGAG 

ATCAGTGACAGGAGGGAGGAAAAGGGAGGCCCTGGTCTCACAGGAAGGTTGAGTTATTGGGATGTTTATGAGTCAAGGA 

TGGTCGCTTATCACCCAGTATGTAGGTTTCTGTAGATAAATTCCTGAGATGAATTTACCTATGCCTTCTTGCTTGATTT 

CTTTTTTGCTTTTTCTTTCTTTCTCCCTTTCCCTTTCCTTTTCCTTTCCCAGGGTATTGCTCTTTTGCCCAGGCTGGAG 

TGCAGTGTGCAATTATAGCTCACTGC^GACTCAAACTCATAGGCTCAAGTGATCGTCTTGCCTCAGTCTTCTGAGTAGC 

TAGGACCACAAGCATGCACCACTATGCCTATCTAATTTTTTAATGTTTTTGTAGGGATGGGATTTTGCTATGTTGTCCA 

GGCTGGTCTTAAGCTCCTGGCCTCAGGTGATCCTTCCATCTTGGCCTCCCAAAATGCTGAGATTATAGGTGTAAGCCAC 

CATGCCTAGCCTCATTTAATTTTCATAAAGTCTGAAATTATTATCTACTCTAAGTTTGGC^GCAACTGGTTGTTTAGA 

GTTTAGTAATAATTTTTTGAAAAGATATAATGGATATAATTTTTACATATTTGTTTAATAGCATCCTCACAAAGAAATT 

TTTAAATTTCTTTTATAGAATTCTGATTATTTTACAGCCCTGAGGTACTCTTAATTTTAAAATATATTTCTTT^ 

ACATTATTTTTCATAAAGGCTTTATAATCAGCATGCTTTTATTTTTTAAAAATATTGTACTACTAATATTGTTGCATAA 

CTTCAAAAATTATCATTTAGTAGCCATATAATACTGGCTAATA 

TAATATATAGTCTATTGATAAATAGGTATTTGAGTGTTTATCTGTTTGCCTTGTATTATACTAGGAAATGTGGCTTGCC 
AAAATAAATGCATTATGCTTTCGGTTAGCTTGTAGTCTCATTCATAAAGCAATGTAGATACAATGCAGTAAGGATAAGG 
TGAAATCTGCCTTTGCAAAGGGATTTTTAATTTGGAAAAAGAAGGGATTTGTGGGACAATGAGATAGAAGGCTTTACAG 
AAAAACTAGATGGCTTTGTGGAGAAAGAGAATTTAACTAGTTATTACCAGTTCAACCGCTACATCCCCATTCAGACCAT 
CAGCATACTGTGTGTCTTCCTTTTTCCCTGCTTTCCCCTTGCAATCTATTTGCTATACAGGTGCCACAGTAAAAAGCAA 
TTCAGATCAAGTGACTCCTCTGTTCAGAACCCACCAGTGGTTTCTCAGGTCATTTATAATGAACCCCTCAGTCTTTAAT 
GATATAGCCTACAAAGTTCTGCATGATCTGCCCCCTTGGCTGCCTCTCTAACCTGATTTCTGACTTGTGTTTTCCTTAC 
ACACACTGTCTCTTGATGCTGGACGCATTCCTGTACGTCACACACTCCCAGCATGCTCTCACATTACAATGTTTGTAAT 
TGCCATTCCCTCCACCTTGAAAGTTTGTCTCTGCAGTATTTCCCTGGCTTGCTCTCATTTCCTTTGGATCTCTGCTCAC 

CTCTCCAGTGTATTTTTCTCCATAGCATCTTTCTGCCTGACCTTGTATTTCTATATCTTTTTGCTTTTTATCTTCTGGA 
AAACAAGCTCCATGAGATCACACAGGGATTTTGCTTTATTCCTCACTGCATGTCCCCTCCTAATACAGTTCCTGGAATA 
CAGGTGGGGGTTCATAAATATTTGTTGGGTAAATGAAAGAATATATTAAAATATTATCATAAACCTTTTTTCTTTCCAT 
GATTTGATGATGTGGAATTGAAAACAGGTCTACATAGATGATAGTGATATAATCAACAGCATTCCTGAGTACGTCTAGG 
ATCAGCACTTGGTCTAGAAAAGATCTGTCTTCTGCCCTCCTTTCCCGTCCATGCACATCCACTGCCTTTGGGATCAAAC 
CCAATCTCCTTCCTCTGGCAGTCAGGGCCTTCTGAGACCTCATCTCTGTTGATCTTTCTAGCTTTACTTCTACCAAGTC 
ATTCCCCTCATAACTGCATGTCATACTGAGTGGCTTATAGTTCCCCTCCTGTGGCCCTTGCAGATATTTCTTGCATTGC 
TTTTCATTTGTCACTTATTTGTTTATGGGTTTCTCCTCACAGTGCATAAGCTCTTCAAAGGAAGAGGCCTGGTATATCT 
TTGTATTTCTGGGATCTAGCGCAGTTCTTGTATATTGTAGATGGTCAGTAAATACTTATTCAATGTAAAAGATGTTTTT 
TGCCTTCCAAAGACTAGTGGTAACTTGAAATGGTTGGATATAGGACAGATAAACTGATAGAAGCAGTTTTACCTCATTA 
GAGGGCTTGGATATAAGTATGTCCAGGGACAAATATAGTAAAAAAGAGAGCAATATTATAATATCCTTTAAAAAAAAAA 
AAAGAGACAGGTCTTGCTGTGTTGCCCAGGCTGGTGCCATTATGGCTCACTGTAACCTCAAACTCCTGGGCTCAAACAG 
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TTCCTGGCCTCAAGTGATCC 



TTTTTTTTTTTTTTTTTGTAGAAATGGGTTCTCACTATGTTGCCCAGGCTGGTCTCAAA' 

TCCCATCTCAGCATCTO^GTGCTGAGATTATAGGCGTGAGCCACTGTGCCTOGCTAGAA. TCCTAACTTTTAGCAA 



^ A nr AGT ^ cTGAGAGTcATGcAAGGTCGTGAGccTG 



^^caaggatttgcttaaacaaagagatgccacccctgtgtgatggctttggta^cgSS 

™^™ CTTAAAAG ^^ 

c^taatgagaaatggagacttgagtaggggcagactctgtagagagatctg 

^ATTAA^GArrCA^^ 



^ A ^nf ACAATATATOATTATAATTGTCGTCACCGTCC 

aaaaaatgtctttgagcaaaactggtgcttcagtggaatgtatgtgctt^ 

ctggggattcactggcccagttttagaagtaatagagtgag^ 

tctata^ti^ggagtgagtggaiggttagagaggctaataga?^ 

TTCTGCATATAAAATACA^TGCAAAACTTTGCATG^GTTTCAt^ 

jGTCAGGAGTTCTAGACCAGCCTGACCAACATGGTGAA 
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ataAtagtagttaatatttacctc^^ 
catgtgaaatgctcacaataatgtttatcacat^ 

attgttatattattccataataatattattggcaacatagtattccataatatggatataccataatttatttaaatg^ 

TACTTTTTGGTTGGTATTTAGATTGTTTTCATGCT^ 

TAGATTTTTTTTGGCTAATCTGTGATTATTTTTTAAGAATAAA 

ACATATTTTAAGTATCTATAGCATATTGCCAAATTTAGAATGAT 

AGTGTTCATTTCTTTGCCCCTTTGCCTACTTTGGATAT^ 

GAAAAGTGTAATTTTAACTGCTGTTTTAGTTTAATTTT^ 

AATGAACAGAAATACTTCACCAAGTTTCTGCAAGGAAATGTTATAGCAGTGTATTAGTCTGCTCTCATGCT 
AGACATACCCAAGACTGGGTAATTTGTAAAGGAAAGAGGTTTCATTGACTCAGAGTTCAGCATGGCTGGGGAGGCCCCA 
GGAAACTTACAATCATGGCAGAAGGGGAAGCAAACACATCCTTCATGAGGCAGCAGGAGAGAG^ 
GGAGAfJ&GCCCCTCATAAAACCATCAGATCTCATGAGAACTCACTCAC 

CTGTGATTCAGTTACCTCCCATCTCCCA.CAGCAAGGGGATTATGGGAACTACATTTCAAGATGAGATTTGGGTGAGGAC 

ACAGCCAAACAATATCAAGCAATAACTGTGTTGCCCTGTATACTTGCTAGGTTTGTGTATTCACATGCATAGCACAGGC 

ATATATTGTAGTAACTTAGCCTTGTGAGCCCTTTGCTATTACTTGAAGTTCAGAAGGCTGAGCTATGGTGATTAATTTA 

ACTGCAGGTAAACATGATCTTGTTAAGAGACACTGCAGTGTGCTCTGAATAAAATCAGTAGTGATTCATTTGTCCAGTT 

ACCTTTTCTCTCTTGCAAGTACATATTAGAATTGCCAAGCACCTGTTCCATTCAGCCCTCAGAACCTATAGATCTTTGT 

TCTTTTGATTAGGCTCCTAAGCCTCTACACTGTATCACATTTAGGGGAGTGCTTCTCTGAAAATGCAGTGTTGCTTGGA 

TTATTCCAGTGATTGTTTTAGGAC^GTTTCAGGGCTGACCCTGGGATACATTATTAGGTAGGCAATGTTTTTGACA 

GCCTTCTATGATCCTCATCTGCAACCTTCTATTTCAAAGGACTCCAGGCTCTGAAATTAAATATTTTTA^ 

ATTTATTCACAGGCCTTGGTTTCClTrTTCCTCTTATTTCTCTCTTCTCCCTTATCCCTTCTGCAATGTCTGCACCTTT 

GTTGTTTTACTTGATTCTCATGGGTAAGATGTTAGGAAATGATTGTAGTACCCCTCTCTTCCTAAAAGCTTAGCTAAAT 

GCNTGCCACTACCATCCCCAAGGCATTGAGAATCACACTCTTCAGATGTGGGAATGCGCCTGGATAGTTCCAGTGGATA 

TCCAACATTATCAATGTTTTGAATCANTTTAGTCAATGTGTTTAATTTATGCTTGAATTTCAGATCTTGTTAAAAGAGG 

GAATGCCGAGACGAGCTCGGTCGTGGAGACCCTAACCCAGTGGCCCTAGAGGAAT^ 

CAAATATAGAATGTGGAGTGGGAAATCAGGGGTCTTACAGCCTTCAGAGCTGAGAGCTTTGAACAGAGATTTACCCACA 
TATTTATTGACAGCAAGCCAGTCATAAGATTTACTAAAAGTATTCCTTATGGGAAATAAAGGGGTGGGTGAAATAAAGG 
GAAGAGCTCTGGCTAGTTATCTGCAGC^TGAACATGTCTTTAAGGCACAGATCGCTCATGCTATNGTTTGTGGTTTAAG 
AATGCCTTAAGCGGTTTTCCGCCCTGGGTGGGCCAGGTGTTCCTTC^ 

TGGGCATCAAGGCCATCACGAGCATGTCACAGTGCTGGAGAGATTTNGTTTATGGCCAGTTTTGGGGCCTGTTCCCAAC 
GAGGGCACAAGCTTTTTTTGTTATTGAAATGGCTCTTGGGTTTACAAAGGTAAAAATCCAATTT 

AATAATAATATTTTGAAGTTATGGAAATACTTTTACTTTTCAATATAGAGTTTCCCCCAATCAAATTTTGAGGACTAAC 

ATGGCATTGCTACGGTACAAGGAGATATCCTGTATTTGATCTAAACTAATTCTTATAATTTATTTGAAAATATGCTATA 

TTCTTTCACTACTAATCCTTTTGCCTCAGATAAAATACCCAGGAGCTGATATGGATATCACTTTATCTGCTCCATCATT 

TTGCCGTCAAATTAGTCCAGAGGAATTTGAATATCAAAGATCATATGGCTCTCAGGAACCTCTGGCAGCCTTGTTGGAG 

GAAGTCATAACAGATGCCAAACTCTCCAACAAAGAGAAAAAGAAGAAACTGAAGCAGGTAAAAGGATATTCTTTATAAG 

CCATTTTTTCTCCTCCCTACTGTTTTTATGTTTTTTTTTTTATTTTAATAGGCTTCATGTAAATCTC^ 

ATAGCAGTTTTCTAAGTATATTAGTTCATACATTCTAGAAGTCTCACTGATTTACACACTTGTGGTCAGTATCCTAGAT 

CTTTATTCTTCAGTGTAAATCTGTTACCATTGCCAAACTCTTCATTTTTGGAGCTATTCTCTAATATTTGTCCTTTGTT 

TTGGTATGTGGCATGATGTGAATTAGCAGAGCATCTGCTTTAATCTCAGAGAAGCTATCAGTGAGGGTGGATTTCTTTT 

CATGTTTTCAAAAGGCAAATCAGATGGAATTCACAGGTGTAAAATGTTTAGAGTTTAAAAGCCGTTGGTTTTAGATAGC 

GACTATGAAATTAGTTTCTTGCCTCAGGTATCAGTACAAGTTTTTAGTTCCTCTTATGTTAGGGGAACACAGCTTAGGG 

TTCCAGCGAATCGTTTTTAACTCACAATATGTTACTTTTGACTATTCATAAAGGTTGATCCATGATCAGGTGAGTGGTT 

TTTGTTTTTAAAGACTGAACTCTACATAGTTGGATTCAGGGAACACCGTACATGTGGGATTACACACAGAGCACCAGAG 

TTCTGGGCTTCTGATCATATTATTCTCAGAGTAATTTTGGAGGAGAGTTTAGTGGTAAAGATCAACAGAAAGTATACTG 

CCTCTCTTTTAAGCTTTTCACAAAGTAATATACACCAGAATATTCCCTCTTCCATTTGAGCAGAAGCTGGTGGGGCTGA 

GTTGGAGAAACAGAGAAATGATGAAATGTAATTGGGCCAAAATTTTATTTAACTGTGTAGAACAGAAGTTATTTTGAAG 

TCAGAGTTACTTGTGAATATATAAAAAGTGAGGTCTATTTATAGTTGGCAGTGGGGGGAATTTTCAGAAACATGATTAA 

AAGGGGAACTTATTTGAAGCTTAGATCAAAGGAAAGATGGATTAGCTCTATAGAAATTGGAATGAAATGTTTTAAO\AA 

AATAAACAAAAACAGGAAAATACAGGCTCAGAAACTCTTAAAATTTGG 

TTTTTACTCTTCTTGGACCATTCATTTTTTTAGTTTCAGAAATCCTATCCTGAAGTCTATCAAGAACGATTTCCTACAC 
CAGAAAGTGCAGCACTTCTGTTTCCTGAAAAACCCAAACCGAAACCACAGCTGCTAATGTGGGCACTAAAGAAGCCTTT 
CCAACCATTTCAAAGAACTAGAAGTTTTCGAATGTAATAATACTTCCACAGCAACAGGTGCTAGAGACCACTGTTGTTG 
TTTTGAGTGAATGGTGGTTAGGAGAAAGACTTTGGTGGTGGAAGAAAGAAAAGCATAAAACAAAGACTACTGAAATATA 
GATAAAGATTGC CTTAGTTTTTAAAAATGTTTGG CCATTAGTATTTTTATAAAACTCAATGCTAGTTTTAAAGTGTATA 
AATTGGTTAAAATTTATGAGTCAAATATATAGTGATAATGTTAACATGTTTGTAATTGCTACAGAATTTAAGGGTATTT 
TTATCTCTGTGCTTTCTTTTTCATGGTGTTTATTAAATAATTGTGTATATACATCCTAGCTACTGATATCTTTATTATA 
GCCTTAAGACTTAATTTTAAGTCTTAAAAATAGCGTGTATACTTGAATAAGAAAGACACTGGGTACTGTTACTGTGATG 
CTATTGACTTAGTAGCCAATTATCATTTCTCCTGTATAAATTCCAGTTTTTATTGCTGCACATAAATTTTTTAATGTCT 
TATATTGTGATAGCTATGTCTTTTATTGCAGATTTATTGGATGTTATGACAGATTTTACTAAAGCTAGTGTTTTTATAA 
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CATATATATTAGTTGATGTTTACCTATAAGTGGAGTAGATTTTCATCTGCCTGCAATGGTATi^TTTCAGTCTTAGCTA 
AAAATGGAAAGTTGAACTGGATAAATTCTTTGGGTACCCTTAGACC 
AAAATGAGACTACTTCCTTTATAAATATATTTTCATCCT^^ 
AAAATGCCATACCTCGTGTTTCTTTTTTGGCATT^ 

TCTTCATCAGTCATTTATTTCTATGAGAAAATGAAAAGTAAGATTTGGGCTTTTGTACTGACTC 

CTTTGCCAATTTTTTAGCATTGCTTTGTCCTT^ 

CTCTGAGCGCAATTACCCAGAAAGCTGAGAGCAACACCCACT^ 

GCACTTAAGATTTGCTCCTGTTCTCTTGTAGCAAAATACCTCCTACATCTGATGCAGATTTTGCTTTTAAAAA 

AAAGTATTCCTATTGGTTTGGGTACCACCTTACATTCCAAATACATAATGTAATGGGAGATTTTTAGTGTTTCAGGATT 

CATTCTCAGACTTTGGCATTCTGTTTAGAGCC^^GAATAATTCTTCTTTCTGCTCTATTTTCACTCCGAGGTAGAGTTT 

ATTTTTCAGAATCTCTTTTCCTGTTGCTTGTCTTTGGAAGTATATGTGGTTGTTTTCTTTCCTTTTTT^ 

CTTTTTTAAAAAAATATAACATATTTATGGAGAGATCATAAAACATAAGCACCAATTAAGTGTGAAATTGATGAATAGA 

TAATAGCAGTTATCCAAAGTGGTTGTCCCAATTAACGCTCCCATTAACAGTGTATGAGAACTCCTTTTGTTTAATATCC 

TCACCGAAACTTGCTATCGTCAGAGTTTGAAATGTTGTCAATGTGGTGGTTATTAATAGTGTCTGATTATGGTT 

TTGCATTTCCATGATTATTAATATGGCTGAACATTTTTTT^ 

TTGATTGTATTATATGTATAAATCAATTTGCAGAGAATTGCTGTCTAG^TATTAGGT 

TTACCTTTCCMTTTATTTGAAATAAATGAGAAAAAAAGTTGCTO 

TTGTTCCCAAGTATTTGATACTTTAAAAAAAGTATC^ 

TACTCAGCTGATCAATGTTGACGTTTAATTCTTTTGTAAATGCTGGTGTTGTAAATTTCCTTATAGTGTTTGTTGCTTC 

TGTATGGTATAAAACTGATTTTTCCTGAGTTTTGTTTACAGTGAACCTTGCTAGACTTGTTAATTCTAAACATTTAGTA 

TGATTCTTTGGCATTGTCTACNTATTAGGAAAAAAAC^ 

TCCTCAGTGATCCTTGCCTCCTGGTATTTAATGC 

ACATTTCTAAATAATAGAATATATCATCAGTGATGGGGTATCACTTCTCAGATTAGATTCCAAAACTCTGGCTTCCATC 
TTGCTTGTCTTCCTTCTTATTCTCTCCCTGGCTTGCTCTGAGGAAAGCCAGCTGTCATGTTGTGAGCTGCCCTTTCaGA 
GGCCCACCAGGCAAGGAACTGATGTCTCTGGCCAACAGCCAGCGTGGACATGAAGCCTGCCAACAGCTTTACGAGTGAT 
CTTGGAAGTGGATCTTCCCTTGGTCAAACCTTGAGGTGACTCTACCCTAGCTGACACCTTGATTGGAGACTTTTGAGAA 
ACTCTAAGCCAGAGGACTTAGCAAAGCTGTGCCTGGATTC 

TTTAACCCACTTAGTTGAAGAATAACTTGTTATAAAGTGACCTAGATACAATATACTTTCCAATCrCC^ 

TCCCTTCCCTTCCGTCCCTTCCCTCCCTTCTCTCCCTTCCCTTCCCTTCCTTTCCTCCCTTCCCTCCCTTCCCTCCCTT 

CACTTTCCTTCTTTTCTTTCCTTTCCTTCCTTTCCTTCCTTCCTTTCCCTGGCTCCCTCC^TCCTTTCiCTTCTTTTTTG 

TCTCAGGACACTGGAGATCTTCAGTACAGCAGTTCCCTGGTTCCCATTTATCTGCTGTTTCACTTTGTACAGTTTCAGT 

AAGCCACGCTCAACCACAGTCAGAAAATATTAAATGGAAATA 

TTATAGCATGATGAAATCTTGGACTGTCCTGCTTTGTCCACTCTGAAAATGACTTATCCCTTTGTTTCATGGATCCATG 

CCTGGTAGACCAGGTAC^TTGTNAATGAGCAGTAATATTTTGAAAGGAATCTTTTTTTTTTTTTTTTTTTT^ 

GCAGATCTCAATAGTGGGCTTAAAATATTGAGTAAACTATGCTGTAAACAGATGTACTGTTATCCAGGCTTTGCAGAGC 

ACAGGCAGAGTAGATATAGTGTATTTTTTAAGGGCCCAAGGATTTTTTGAATGATAGATGAGCATTAGCTTCAGCTTCA 

GGTCACCAGCTGCTAACAGGAGAGTCAGCTTGTCCTTTGAAGTTTTGAAGCCAGGCATTGGCTTCTTTATAGCTATGAA 

AGTCCTAGATGACATCTTCTGCCAATAGAACGCTGTTTTATCTACAGTGAAAAGCTATTGTTTAGTGCAACCACCTTCA 

TCATTGATCTTAGCTAGATTTTCTGGATAACTTGCTGCAGCTTCTCCAGCCTTTGTTGCTTCACCTTGCACTTTTCAGT 

TAATGGAGATGGCTTCTTTCCTTAAACCTCATGAACCAGGCTTTGCTTGCTTTCAACTTTTCTTCTGCAGTTTCCTCAC 

CTCTCTCAGTCTTTATAGAATTGAGGAGTTAGGGCCTTGCTCTATAGTAGGCTTTGGCTTAAGGGAATATTGTCGCTGG 

TTTTATCTTCTGTCCTGACCACTCAAATGTTCTCCATTTCAGCAATAAGGCTGCTTAGCTTTTGTATCGTGTGTGTTTA 

CTGGAGTGGTGCTTTTAATTTCCTTCAAGAACTATTCCTTTCC^CTC^CAACTTGACTAACTGTTTGGCACAAGAGACC 

TAAACTTTCCTTCTATCTTGGCTTTCAACATACCTTTCTCATTAAGCTCAATCATTTATAGCTTTCGATTTAAAGTGAG 

AGGCGTGCAACTCTGTTTCACCTGAACAGAGGCCATTGTAGGGTTATTAATTGGCCTGACTTCAATATTGTTGTGTCTC 

TGGGAATAGTGAAGCCCAAGGAGAGGGAGAGTGATGGGGGAATGGCTGGTGGGTAGAGCAGTCAGAACACACAACATTT 

ATNGATTAAGTTCTCAGCCTTATATGGGCATGGATTGTGACACCAACAAACAATTACAATAGTAACATCAAGTTCACTG 

ATCACAGATCACCGTAACAGATGTAATAATAATGAAAAACCTTTGAGTATTGTGAGAATTACGRAAATGTGACTCAAAG 

ACATGAAGTGAGCACATTACTGTTGGAAAAATGGCACCAAGAGACTTTCT 

TGTAAAATATGCAGTGATCTGGATACAATATACAATATAATCTGTGAAGTGCAATGAAACCAGATATGCCTGTGTATAT 
AGTGTTCAATACTATATGGTTTCAGGGCCAGGCATGGTGGCTCATGCCTGTAATCCTAACACTTTGGGAGGCCAAGGCA 
GGCAGACTGCTTGAAGCCAGGAGTTTGAGACCAGCCTGGC(^CCTGGTGAAATTCTGTCACTACTAA?^TTTAAAAA 
TTAGCCAGGTGTGGTGGCGGGCGCTTCTAGTCCCAGCTACTCTGGAGGCTGAGGCACGAGAATCACTTGAACCTGGGAG 
GCAGAGGTTGCAGTGAGCCCAGATCACACCACTGCACTCCAGCCTGG 

AAACAAAACTATATGGTTTCAGGCACCTATGGAGGTCTGACATATCCCTAGCAGATAAGGGGGAGTTACTGTTTAATGT 
GGAATAGAGTGGGGATCGCAGCAGCATCATCTTGCTCCTAATTTCAAAGAGGAGGTTTTTAGCATTAGAGTATTTGTAG 
ATACCCTTTTATAATTTTAAAAGAAGTTATTTTCTA 
ATAAGTTGATGTTGAATCTTAATCAACTACCTTTCCTAC^ 

GGGGTTATATTACATTAATTGATTACTAATATTAAGCCACTTTGCATTCTAGGAGTGGCATAAATCTAATTATGATGTA 
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TTATCATTTGAATATATATATCTAGAT 
TTGGCCTGAAAATTTCCTTCTCTTACTATCTTTC^ 

TTTTTCTATATATGGTTGGAATTATTTCTTTCTTGAATCTTGGGTGAAACTTAGTTAACTTTTAAAAAATAAATAATGT 
AATTACACCGAAGTCAGAAAAATGGTTTGTATAATTTCAAGTCTT^ 
TATGGTCAATTTTTGTTAATATTCTGTACACATGAAAAGA^ 
ATAAAATCTTGTTTAAATTTCCTACAATTTTACTGATT^ 

TGTGTGTGTGTGTGTGTGTGTGTGTATGTTTTTTTCCCCCTTTTCTTTTTAGAGACAGGGTTTCACTCTG 

CTGGAGTGCAGTGGTGCAGTCATAGCTCACAGCAGCCTTGGCCTCCTGGGCTCAAGTGATGCTCCTGTCTCAGCCTCCC 

AAGTAGCTAGGACTAATTATGCTCAGCTAATT^^ 

ACTGGTCCCAAACTCCTAGTCCTAAGTGATCTTCCCACCTTGGCTGCATTTATATTTATTATTGAGAGAATT 
ATTTCTGATTAAATTCATTTTGAATTTTCATATTTATCTGGTGGA 

CTTTATCATTAGTAATGTGTTTGTCTGTAGTCTTTCTGTATTATATTTTAGGTGTATCTCTTATAAACAGCATGTAGTT 
TATGTTTTAAGAAGCCAGCTTCAC^GTCTTTATTTTTAATTGTAGCATTT 

AATTTTGGGTATAAATCTACTCTAATTTTGGGTAAAAGCACCTTTACTGATGCTTTCTAACATTATCTTCACT 
CCTTTGTTTGGATTTTGGAAATAATTTCATGGTTTCTCCTGCTAATTTTGAAACTTATGCACTGTTTCCAGTC 
TTGGATTCCCTAGGAATTATGTCTTTTATACTAACATATCAAAGTTTAAAGTTAGTCAGTATCTTTTCCCTC^ 
ACTATTTAGGGACCTTAATGCAGTAAGAACACCCTTCCAATT^ 

AAACTTCATAATATATTGTTGTTATTTTATATAGTCTTTGTTTACTAGACTTACCCATGCATTTTACCACTTTTTTTCT 

TCTTAAAGTAAATTCTTTAGAATTTATCTGCAGTAAGGGA^ 

TTATTCTTTTTAACAGCTTTATTGAGATATAAGTCACATAA 

TTTGGGGTATGTTACTTTTTTTTTAAGTTGTGGTAAAAT^ 

AATTTAGTGTAAAGAATGCCATCATTGTTTAAAGATAGT^ 

AACTCATGTGTTGAAATCCTAACCCCCAAAGTGATGGTATT^^ 

GTAGACCATGAATAGAATGAGTGCCCTTATAAAAGAGAACCCACAGAGCTCTCTTGCCCTCTTTCTATCGTGTGGGGAT 
ACAATAAGAAGTCAGTAGTCTACAACATGGAAGAGAGCCCTCACGAGAAATGGACC^ 

TTC CAG CCTCCAGGATTATGAGAAATAAATTT CTATTTATAAGCCACCCAGTGTATGGTACTTGTTATAG CAG CCTGAA 
CTGACTAATACACTGTGTATAGAA.TTCTAGGTTGATAGCTATTTTATTTCCATATACTGCA.GTTATGCCTTTGTTAGCT 
GGCTTCCATTACTGCTGTTTAAAAGTGAGCTGCCACTCTAGATATCACTTCTTTATCAATAA 

AGGCTGCTTTTCTCTCTGTCTTTCGTGGTCTTTCATTGATGTTGCTATATCTTGGTGTGTACTTTTTAAATAATTATCC 
TGCTTGGGATTTCTTGAGCTTCTTGAATCAGAAGTTTGA 

TCCTCTGCTTTTGAATCTTTAATTAAATATATGTTAGCTCTCACTCTGTCTCTTAATCTCAATGTATGTCTGTATTTTN 
GTGTTTCTATGCTGCTTTCTGGATAATTTCTTCAGAA^ 

ATATCCACTATTATGGATTTTACATTCATTTTACTGTCCATTTTACAGCTCAGGAAACTGAGGCTCAGTCAGGTTGTGT 
AATATNCCTAAGATTACTCAGCTTGCAAGTAAAATAGATGGG 

TCCTGACTAATGTGTTTCCAGTGAGCAATGTTTTATGGTTTTTAGCACATTTACTTTGGATACTTATGTATT^AGCTCAT 

TTGTCATTTTTCAACCTATACTTTAAAAAATTTAAGA 

CCAGCTTTGCCAAATTCATTTCCAATTTCTT^ 

CACAAATTCCCACAAAAGATACTGCAACAGTGATGAAAACAAAGTCTTTCTTTGATGCTCTATAGACATAAGCATGTAT 

TTGTTTTATTTTTAGGTATGATTTTTATAGTATTTTTCATTTTTATGTATAATTGCTTTTATTTTTA 

CAAAAATGTCATAGGGAGTATCATTGCCCTAAGAGACTCTGGTAAGAAATTTATCAAATGAATGTTCCATACAGAAAAT 

TTTGAAAGAGTACTACAGCAAATTTTCAAGGTTGAAGACACTCTGTATGAGCAGGGTGATGGAATTCAGCCATTTCTCA 

TTTTTATTTCTCACACGTCTTTGTGTTCCTGCATCTGCCTTCAGGGAAGTCGTGTCTGGGAGTCTAGCAAATTTAATAG 

ACATATGGGTCACGACTTAGCACTTATGTTATCCAAGAGTTTGGTTTTGATTCCCACATATAGAAGAGTTTCTGCACAT 

TGTTATAGGAAATATAACTTTTAAAAAGCTGATGTTTGTGAGCTGCTTGTGTACAGGAAGAAGAAACTAAAAATGTCTT 

ATGTTTGGAAAGTCACACAAATCTTAAATCATGATTAAAAGAGGAATCAGTTAAAATGGTCCCTAGTTATATGGGTGTG 

GCTGTGGTAAATCATTACTTTTACCCTCAAGAACAAAACCCTATATATGTCAAAGACCTAGGGAAAAGTAAGAGTTTTA 

TTACCTATCAAAAATCAGTATTTAGGAGAGATTCAACTGTATTTATATTCATCATC^TAGTATTTTGAAGTACTCACTT 

CAGCATGAAACATAGGAAATTCCAATTTTACAGCATTTGCGATC 

AGTGTAATACCTTGACATCACTGGGTCTTCCAAACAAGTTGCCGTAAAACATAAACTATGATTATTGAGTCTTAAAGAA 
ATTATTTGCTCATGGGTACTCAAGTGATTTGAAAGTTGGGATCTAAGACCACGTTAATGAACAGAATTTGCTACTTTGT 
ATCAACTTGGAAATATATTTCTTATTTAATTTTGTAGAACAAATATACTTCCTGGGATAAGTGGAGGATATATTAAGTA 
CCCTCTGATGAATTTTTTCAGTGTCTAGTTAACTTAACGTTTAAATTTTCAATTTGAAGAAATAAACTGGGAACAGTAA 
TGGGACAACAGGGTGCTAACCC^TAAAAAAAGTCACTTTCAGTTTC 

ATAATTAAGTAGTGAATCTAAGTTAAAATTCTGTTTACAGTTTTTGCAAATTTCACCTTGGAGAATTGTTGAGTGAATT 
GTTTGCTTCATTTGAGGATGTAGAATAAATTATATTTTCC^ 

TAATTATGTATGTGGCTAGGTCTACTCACTTTGTAATACCTCTTTTGGGGCTCTTCTGTCAGAACTGAGGACACTTACA 
GTATCTAGAGCCTTTTCTAGGGAATATAACAAAAGCTTTTCTCCCTCTTCTAGCCCCCACAAATTTTACATCTTGCTGC 
CAGCGTATCTTTCAAAATAATAACAAGGTAGTCTTCTTGAGTAGTTTATAATGGATTTCTTTCTATGTTTAATAAAGCA 
AATGAAACTTAATTTTTAAAAAAACTAGAGGACTAA?^TTATTTTCATGAGAACTAAGTAAAATATAATTGATATTTG 
TATTAGTCCATTCTCATGGTACTATGAAGAAATACCTGAGACTGGGAGATTCATAAAGAGAAGAGGTTTAACTGACTCA 
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CAGTTCTGCATGGCTGGGGAGGCCTTAGGAAACTTACAATCATGGTC 
GCGACAGGAGAAGAAGCGCCGAGCAAAGGGGGAA^AGCCCCTTATATAACCATCAG^^ 

GAGAACAGCATGGGGATAACTGCCCCC^TGATTTGATTACCTCCCACTGGGCTCCTCTCACGACACGTGGGAATTATGG 
GAACTACAACTCAAGATGAGATTTGGGTGGGGACACAGCCAACCAC^ 

ATTAGTGTAGACTAATACAACATGCGAATGTAGAGGCCTTTTGCTCACTCTTCCCACTAAGAACTCAAGACCTTTGAAG 
GGTCCTGACAACAGACATTTCAGTGATAATTTACCAAGATAGCAGAACTGTTTGTTGCTAAAAATAGTTATGCAGGATA 
AAATGCAATCTATAATTTTATGAGAACCTGTGATTCTAGTTTACCTCCAATTACTAATATCCATATCTATGTTTGTATA 
TTTTTTAATCAGGTGTGTTTTGGACTCAGA^ 

AATCATGTAG CTGATT CACATG C GTTATTAG ACC ATGATAAGAAGCACAGAGGAAATATAACAAATGAAATC AG C CTT C 
TTGCCTACTGATTCTGCATAATTTTAAAAATTAAATTTGGGTTTTTGTCCATATGCAAATTTG 
CTTTTGAAAGCGTTTTGATACTTAGAAAAAAAAATTTAAGACTTTTCTAAATAGAATATACAAGATGGTACAA 
TGGATAATAATGCATCAGTGTTCTAAGTTAATAATTGTCTA 

TTCTGAATTTTTTTCTACTTTCTACTTATCAAAATGCCAAATATAATTATACACAATTACTGCTTAAAGATGATGAAG 

TTTTGATTTCAGAAAGTTCATCA.CTCTTACCTTTTCACAGAGA 

CTGATTTAGCATATTTGACTATTTTCACAA 

GTGTTGATAGTTATTGTATCAT^ 

CCATTAATTGTGGAAGAAAGAAACTTAT^GATTGGTCATCTTTATTGTAACAAAAATTACTGTGGGTAATATTTTGGGT 
CCrTTATTACCATATGTTTTCCTCAAAAC^^ 

TGGTAGAAATGAACAATTATCTAAACGTAGCAACAGATAATT^ 

ATATTTCTTGCAAATTTCAGTTTGAGAAGAGAAACACAGAGGTAGGATAATTTGACGCA 

TCTTCTCTGCAATATGGGGACAACTGTGCTTGTTCT 

TTGGTCTATAAACCGAGAATTTTATAATAAATGCGGAG^ 

TTGGAGTTGTTGATGCCAAAATACAATAAGCAGTCAAACCAGCATAGCCCAGGAAACATCTT^ 

TAAATGACTTTACTGGAGGTAGATGGTGTGATGGAAAGAGC&GTGTGTT^ 

GAGGAGGCTTTAATTTCCCACACCTTAAAT^ 

AAGACTCCTAGTTCCTTCTTTCGAACTAAATTAT^^ 

TAGAAATCAGAATATTTGGATTTTAACTTGTG^ 

AGATTTGTCTTTTTCTCAGTAAAGTGAAGGGATTGGATATGGAAGGAACAAACTCCAGTGTTTTCCAGGACAG 

ATTAGAAGTTGCTGAGAATGGAGGGGTCAGTGGAGAAATGGAGTGTGCAGACCTTACAATAAGGTATCTGATAGAAACA 

AAGTGTTGAATGCTCTATGTTGGCCAAACTTATGCTTTATGTAGAGGTGGGCAGACAGATGCAGGTAAGAAAACTG^ 

GAGAGGTGCCCAGTTACAAATGCAAAACTTCAACTCTGGTCTTCTGTCCGATGATCTGGAGTTCTTCCCACTTCGCCAC 

ACTAAGTCTTGTCGCTGACAGGAGTGTGTGGGCTTGATCTAAGCAAATCTCTGAAAGAGAGGGCTTATATTTGGTTCCC 

TTTATCCTCCATCTATGCCCCTTCTTTATTTTTTGGGTCCCTTTCTCTTTATCCACTACATCCTTAGI^ 

GTTTCCTGAGCATGAGCTTTGTAGGCGAGACATTTCAGGAGCTGAAAGAGCCCAGACCCCACCTCTCTTTTCAGG 

CCACTATGATGTTGACATTTGCCCTCCACAGAGCTTATACCAGGCTGCATTATGTTTCTTCATGAAGACTAGTTAGCTA 

AGCAAGTACTTAGAGCCCTTTCATTCATTCAGTTTATTGTAGAGCCTTAATACTGCAGATGCTAGGCTGGGCAATGATG 

AAGGGAGAAAGACGGCTTTAACTCTGAAGGAGCCTCAGCCCAATGAGGAAAGC7VATATGTCTACGTGTAACTCTAGATG 

ATGAAATCAGACCCCTGTAGTGTGCAGGGTACACAGAGGAGAGATAATTTTTCCAGGGCAGTGGAGGGATATGCAAGGT 

GTTACTGAGGAGCTAATATTCAAGCTGAACCCTGAAGAATGTGTCCACTAGTGAGGAAGGCAGGGCAGAGGCATTTTCT 

CAGAGGAAATAGCATGAAATAGGATCTGGTGACAACTAGAAATGACTTACCATTCCATGTGGTCCAGGTAATGCTAATA 

CTTCAATATAAAGTCTGACATGGCTCTCTGTAAAGGACTGAGTAATAAGGGGATTTCATGAACTGTGGCCAGGCAGGCA 

GCGGACTTATTTTTAAGTAAGGAGTTTTTTGGCACCTGTCAAATAACATCTCCGAGATGGCTTCCTTTACATATTCCAG 

GTCAGTTGATCCAGATCTCAATGCTCTTTGCAATTTTTGGATTCTTAGTAGGTTGCTGCTACACCATGGTTTCTCTTTC 

CACATTTTCACAGGGCATTCCTGCATTAGTCTGTACTGATGAGTTTACAATGGTTGCAATAATTGTTGGTGTTGATG^ 

CCTTCCTTGCACTTTATGTAAAAGAGTGATCCTTTTATTGCGAGTTTCTATTTTT 

CCTCTGGGTCCATACTGTTCCATTTCATAACATTTAAT^ 

GTTGCCTGCAGTGAGATGCTTTTAATATTTTCTCCACATGTGAACTCAGTGTTTTCCTTTAGGTTTTCTTTAATTTCCA 
TGTGGTTAATGTCACTACTGCAGGGAGCCTGGATATTTATAGATTTT^ 

TGCATTCAGTGAACACATCCATCACAATAAATGGTCCTTTTCTCATTTGTATTGACTTGCATTTATATAAACCAGACTT 

CCTTTTTATAGTATTATCAATGTTCATGGCAATTTTCAGTAGCTTGGGGAGCTGGGTATGAGAGTTGGCACAGAGCTGC 

AAGTTTTCAAATGACTCATGTCATGATGCCTGGTTTCAAGCTTTATCATTAAGTCAAGACCAAAGTTATATGGGTTTTT 

TTCCTTAATTGCCTCAATATT^AAATGAGAGTATTAAATAAGCATCTCTAAATTATTCCCAATTTCATTAAAATGTTCT^ 
GATTTGATAGCCCTTTTGTGCACTGAAAGATG^ 

TATAAACTTGTATAGCTCCTAGTAGAAATAAACAGGGAACTGAGTTATATACAGTTCATATTGATCATTCTTAGATGCT 
ATTGCTTTCTGATAGCTCAATTTATTTTAACAGAGTCTAC^^ 

TATATTCTTTTAATATAAGTTAATTTTTTCCTATCACTGTGCATGTCATTGGTTTGCAGATTGTTGGGAAGAATATCAC 

TGGCAGGACTTGTATTGCTGTTCTTTAGGCAAAAGCAAACTGGTCAACCTAATCAAACTTTTTCTAGCTTGTGGAAGGC 

CTCTCAGAAAATATCTTTCAGAAGTAGCTCTGTGTGCTCAGACCCCTGGAACCAGTCATTCTGCTGCAACAGAGGCCTG 
TGCTTTCCTATTGCCACCCATTTTCACTGCTGAGTGGCCTC 

ATGCTTTTTTGTTTCTTACCTATGCCACTTAAATATTGTGACATTTTGGGAGCACTTAAACATTTACTTCAAAACTTCA 
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CATCTTTGTGGTATTTTTCTATAGTAACT^ 

TTAAATGTGGAACATTGAAACTGG AC C CCTTTCTTTCAC CAT AT AG CAAAATCAACTCAAGATGGATTAAGGATTTAAA 

TATAAAACCTAAAACTATAAGAATCCTAGAAGAAACCCAGGAAATACCCT^ 

TGATGAAGATTCTAAAAGCAATTGCACCAAAACCAGAAATTGAC^^ 

AGCAAAAGAAACTCTAAACAGAATAAACAGACAACCAACAGAATAGGAGAAAATATT^ 

GGTCAAATATCCAGAATCTATAAGTAACTTAAACAAATCAACAAGCAJ^^ 

ATGAACACTCATCAAAAGAAGAGAGATGAATGGATGAATGGCCAATAAGCATATAAAAATGCTC^^ 
TAGAGAAGTTTAAATTAAAACCACAGTGAGATACCGCTCATACCAGTC^GAATG 

ATAACATGCTGGTCAGGTTGCAGAGAAAAGGGAATGCTTATACAACTGCTGGTGGGAGGTAAATTAGTTCAGCCACAGT 

GGAAAGCAGTTTGGCTATTTCTCAAAGAACTTAAAACAGAACTACCATTCAATCC^^ 

CCCAAAGGAATAGAAATTGTTCTACCATATAGACACATACATGCTTATGTTCATTGCAGCACTATTCGCAG 

ACATGGACTCAACTTAGATGACCGTCAGTGATGGACTAGATAAAGGAAATGTGGTTCATATATACC^ 

CAGCCATAAAAAAGAATGAGAGATCATGTCCTCTGCTGGAAGATAGATGGAGCTC 

ATATGGGAGCAGAAAACCAAATACCACATGTTCTCATAAGTGGAAGCTAAACA^ 

GAACAAGAGACACTGAGACCTAGTTGAGGGTGGAGGGTGGGAGGAGGGTGAGGATTGAAAACTACCTATGGAGTACTAT 
GCTCATTTTCTGGGTGATGAAGTAATCTGTACCCCAAACTCCTATC^ 
TGTACCCCCCGAACCTAAAATAAAAGTTGGAATGGCAAAAAAAGAAATGC™ 
AGCTCTTACAGTAATTTTTTTATCTGTGTGGCTTTTTTGGGGGGTATATCT 

TTTTGTTTTCTGGATTCAGTCATCTTTACTACCATATTAAATTATTTCGAAGACATATTTTTTTTCT 

ATCTCTGAAACTAGAATGCATCTTTGAATTAAGGATGTATCACAGTTTAATTGGAAGCATT 

AAATTAGTTGTGTCCTAGATTTAATAAAATGTGGCATT^ 

TTTGTTTATGCTTTGAGTAAGCATTCCTGAGTATTCTCTGAGCTTCTTTTCTGTCCCAATCTTTTCTATGC^ 

CTTCTATCTTGTTCATTTATTTATTCATTCTCTGGAATTAGTAG^^ 

TTTTACTCTNCTCTCCTAAATTTCTATGCATATGACTTTATACCTGGTCAGGC 

G GGAG AAGGAGAAATTATGGGAATAGTGGTGGGATTAGGACTTTTATAAG^GAATGCAAAGAAGA^ C 
TTTTAATTACTGTAGGATGTTTCTAATAATGCTGGCAAT^ 
AAATTTCTTTAAAGCTCAGATATGTAGTAA^GAAAAATTTCTA^ 
TAGAAAGAATGATTTGGATTAGAGCAAGTAGATGCCCTCCCCTTTTGGTCTCATG 

TAAGGTCCTTGCTTTTCCCCTTCTTAGGACTGTGTCTCAAATGGGGTGAATGTAGAAACATCAGGAAAGGCATGGAGGA 

GTCTGAGAACATTTGAGCTAGTGGTCTGCTCCTCTGTCAAAGCATGAGGGAGCACACAGAGA.TTAGTTGGCT 

AGGCTTCAGGTCTGGGACACT^TCAATAGTGAGAGAGCAATGACATGGAGGTAACCTTGGAGACAGCTAGAAGGATTGA 

TTCTACTGCCTCAGGGACCTCTGAGGCCAACAGATCAGAAAAGGCTGTATCAGAGTGAAGAGACTGTAATAGAAGGAGC 
CTTTAAGACTAGAGGCCAGGATCAGTTTCTAGTAGTGTTTGTCAGCATTTTCCACCCCAAAC 

ACTCATTGTAACTGGTCCAGGGAGCTGAGCAACTTACCTACCTGCAGTAGAATACAGTGGAGATTCAGAGAACATCTCT 

TGAATCTGAGGTCTGCCTCTCTCTGTCTCTGTCTCTCTCTCTCTCTGTCTCTCCCTTACTCTGTCTCTGTCTCCTTCCA 

AAAAGAATAAAGTAAATGTCTTCACATACCTAGATGCCATCTTTGGGAGGAGAAGAGGGTAGGGACAGAACTCTGAAAT 

GCAAGTGTATCTGTTTGGGTTCAATCAGAAGATAGAGAACATACAGTAATCTGAACAGGGGAATTTTAATATAAAGATA 

ACTATTAATATAAATATAATTACTAAACAAAAATAAAAGAGTAGCTATAAGATGTAAGAAAACACATTATTG 

TGACTGAATGAGAGTAGTCAGGAAAGACAAA.CTCGGAAGGAGAGCCCTCTTCTTGAGGCTGGAGTTCAGACCTCACTGG 

AGAACACGAGATGCAGATCTCTGGATGTTAGAGGAGTTTCCCTGGTTTGCCCATGCCAGAGCTGGTCTGTAGTCACTGG 

GCAAGCAGAAGTAATCCTCTGGAGTGCAGGTGGGGCACAGGTGAGCTGCAGCTGGTGGCTGGGTGGGTACGCATGTAGA 

GAGAATG.GGGATGCTGGTGGCAACCCTCTGGGGAGTGGCAGTTTTCAGTTACCCATGGCTGTGTAAGAGGAGTGTGCTG 

AGGGTTTGGGGGTACCAGTGTAGGCAAGAGGCCTAGAGTGTGCAGTATGCAGATTGTGAGGGTGTGGGAAGGTGATCAG 

GAGTCCTGGCCTACGCTGTAAGGTGGCCAAGGGACTGCACCTTCTGGACTAATGGCTGAGGCAGAACACCACTGGAGTC 

CTCACACCCACACCGCTGGCCCACTGTGCAGCAGCAAGAAACAGCAGAAGAGTCATTTCCTCCGGCATTGCCCCTCCAG 
CACCTTTAACTGTGAGAGTTTAGTATCATAC^CACTAT^ 

GCATGTATTGAATGGTGAATTTGGAACTGAAAGGTGGTAAGTTGATAACTGGCACAATAAATCTTTATTCAGAAGAGAC 
TAAATCATCCAAAAGAAATTCTAACAGCTGGCACTCTTTTAATGGGCTTCC 

GCATTCTGTATCCTCCATAAAATTGTATATAGATTCATGTCCACTGTGTGGTGTTGACTCATAGCCAGTTGGCTGTGCT 
CTAGTATACCATTGTACCTATGTTTCCATACCATTTGGGAGCTGTGTTT^ 

AGTATCTATTTATTCGAAGTCTATTTATAGTAGTTGTATTAGTTTTCTATTTTCTAACATATTTTTATTTC 
AACAGATAATCTGAAAACTTAGTGACTTAAAACAACAATAAC^CAGTGGACATT 

CTTGAATTCTGTTTTGCATAATCTGGGTAGTTCTGACTTGGGGGTTTCTCAGATGTTGCATTCGAGTTACTGGATGGGC 

CTGCAGTCATCTGAAGACTTGACTGCAGTTGTAGGAAGGAA.TTCCAAAATGGCTGACTCATGTGGTTGAGAAGCTGATG 

AGGGCTGTTGCCAGGAGCGTCAGTTTGTTGCCATGGAGATATCTCCACTAACTGAGTACCCTCATGACATGACAGTTGG 

CTTACCCCAAGTTGGGTGATCTTAAAGATAGTGAGGCAGAAGCCACAATGCCTTTTATAACAGTCTCAAGAAGTCACGA 

AGTGTCATTTCTGCAATATCCTGTTGGTTACACAGCTCACCCTTTTTAATGTAGAAGAGGACCAC7VCAAAAGTGTTAAT ' 

ACCAGGAGAGGCCACTGGAAGCTGTCTTGGCTACTGGCTACCACACTAATATCTGTTATTGTAATCACAAAATTTAATT 

AAATACCATAAAAACAATTGAAATATGAATATAAAAGTATTTTTTTATAAAAACT^ 

Fig. 6.11 



SDOCID: <WO__02074992A2J_> 



WO 02/074992 



PCT/IB02/00565 



17/375 

AGTATAAAAAAATCTGTTC^^ 
™ ACAA ™ CCACATCA ^^ 
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CAGAACTCTCCACCCCAAATCAAAAGAATATACATTTTTTTTTTCAG 

ATAGTTGGAAGTAAAGCTCTCCTCAGCAAATGTAAAAGATCAGAAATO 

TO^CTAGAACTCAGGATTAAGAAACTCACTCSU^CTGCTC 

CTACTGGGTACATAACGAAATGAAAGCAGAAATAAAGATGTTATTTGATACCAATGAGAACAAAGACACAACATACCAG 

AATCTCTGTGACACATTCAAAGCAGTGTGTAGAGGGAAATTTATAGCACTAAATGCCCACAAGAGAAAGCAGGAAAGAT 

CCAAAATTTACACCCTAACATCACAATTAAAAGAACTAGAAAAGCAAGAGCAAACACATTCAAAAGCTAG^ 

AGAAATAACTAAGATC^GAGCAGACCTGAAGGAAATAGAGACACAAAAAACCCTTCA^ 

TGGTTTTTTGAAGAGATCAACAAAATTGATAGACCGCTAGCAAGACT;^^ 

ATGCAATAAAAAATGATAAAGGGGATATCACCACCAATCCCACATAAATACAAATTACCATCAGAGGATACTACA^ 
CCTCTACACAAATAAACTAGAAAATCTAGAAGAAATGGATAAATTCCT 

GAAGAAGTTGACTCTCTGAATAGACCAATAACAGGATCTGAAATTGTGGCGATAATCAATAGCTTACCAACCAAAAAA^ 
GTCCAGGACCAGATGAATTCACAGCCGAATTCTACCAGAGGTACAAGGAGGAACTGGTACCATTCCTTCTGAAACTATT 
CCAATCAATAGAAAAAGAGGGAATCCTCCCTAACTCATTTGATGAGGCCAGCATCATCCTGATACCAAAGCCTGGCAGA 
GACACAACCAAAAAGAGAATTTTAGACCAATATCCTTGATGAACA 

CCAAATCCAGCAGCACATCAAAAAGCTTATCCACCATGATCAAGTGGGCTTGATCCCTGGGATGCAA^ 
ATATGCAAATCAATAAATGTAATCGAGCATATAAACAGAACCAAAGA^^ 

AAAAGGCCTTTGATAGAATTCAACAACCCTTCATGCTAAAAACTCTCAATAAATTAGGTATTGATGGGACGTATCTCAA 
AATAATAAGAGCTATCTATGACAAACCCACAGCCAATATCAT^ 

ACTGGCACAAGACAGGGATGCCCTCTCTCACCACTCCTAGTCAACATAGTGTTGGAAGTTCTGGCCAGGGCAATTAGG^ 
AGGAGAAGGAAATAAAGGGTATTC^TTAGGAAAAGAGGAAGTCAAATTGTCCCTGTTTGCAGATGACATGATTGTATA 
TCTAGAAAACCCCATNGTCTCAGCCCAAAATCTCCTTAAGCTCATAAGCAACTTCAGCAAAGTCTCAGGATACA 
AATGTACAAAAGTCACAAGCATTCTTATACACAAAT^ 

CAATTGCTTCAAAGAGAATAAAATACCTAGGAATCCAACTTACAAGGGACGTGAAGGACCTCTTCAAGGAGAACTATAA 

ACCNNTGCTGAATGAAATAAAAGAGGATACAAACAAATGGAGGAACAT^ 

ATGAAAATGGCTATACTGCCCAAGGTAATTTATAGATTCAGTC 

AATTGGAAAAAACTACTTTAAAGTTCATGTGGAACCAAAAAAGAGCCCGCATTGCCAAGTCAATCCT 

CAAAGCTGGAGGCATCACGGTACCTGACTTO^AACTATACTACAAGGCT^^ 

CAAAACAGAGATATAGATCAATGGAACAGAACAGAGCCCTGAGAAATAATC 

ACAAACCTGAGAAAAACAAGCAATGGGGAAAGGATTCCCTATTTAATAAATGGTGCTGGGAAAACTGGCTAACCATATG 
TAGAAAGCTGAAACTGGATCCCTTCCTTACAGCTTATACAAAAATTAATTCAAGATGGATTAAAGACTTAAATGCTAGA 
CCTAAAACCATAAAAATCCTAGAAGAAAACCTAGGCATTACCATTCAGGACATAGGCATGGGCAAGGACTTCATGTCTA 
AAACACCAAAAGCAATGGCAACAAAAGCCAAAATTGACAAATGGGATCTAATTA^^ 

AGAAACTACCATCAGAGTCAACAGGGAACCTACAAAATGGGAGAAAATTTTTGCAACCTACTCATCTGACAAAGGGCTA 
ATATCCAGAATCTACAATGAACTCAAAGAAATTTACAAGAAAAAAACA 
GACAAATGGGATCTAATTAAACTAAAGAGCTTCTGCACAGCAAAAGAAACTACC^^ 
AATGGGAGAAAATTTTTGCAACCTACTCATCTGACAAA 

CAAGAAAAAAACAAG CGACCCCATC AAAAACAAAAGCCAAAATTGACAAATGGGATCTAATTAT^ACTAAAGAG CTTCTG 

CACAGCAAAAGAAACTACCATCAGAGTCAACAGGCAACCTACAAAATGGGAGAAAATTTTTGCAACCTACTCATCTGAC 

AAAGGGCTAATATCCAGTATCTACAATGAACTCAAACAAATTTACAAGAAAAAAACAAGCGACCCCATCAAAAAGT 

TGAAGGACATGAACAGACACTTCTCAAAAGAAGACATTTATGCAGCCAAAAAACACATGAAAAAATGCTCACCATCACT 

GGCCATCAGAGAAATGCAAATCAAAAC CACAATGAGATAC CATCTCACACCAGTTAGAATGGCGATCATTAAAAAGTCA 

GGAAACAACAGGTGCTGGGGAGGATGTGGAGAAATAGGAAAAGTTTTATACTGTTGGTGGCACTGTAAACTAGTTCAAC 

CATTGTGGAAGTCAGTGTGGCGATTCTTCAGGGATCTAGAACTAGAAATACCATTTGACCCAGCCATCCCATTACTGGG 

TATATACCCAAAGGATTATAAATCATGCTGCTATAAAGACACATGCACATGTATGTTTATTGCAGCACTATTCACAATA 

G C AAAG AC TTGGAACCAAC CCAAATGTC C AAC AATGAT AGACTGG ATTAAGAAAATGTGGCACATATATAC CATGGAAT 

ACTATGCAGCCACAAAAAATGATGAGTTCATGTCCTTTGTAGGGACATGGATGAAATTGGAAATCATCATTCTCAGTAA 

ACTATCACAAGAACGAAAAACCAAACACCGCATATTCTAACTCATAGGTGGGAATTGAACAATGAGAACACATGAACAC 

AGAAAGGGGAACATCACACTCTGGGGACTGTTGTGGGGTGGAGGGATGGGGGAGGGATAGCTTTAGGAGATATACCTAA 

TGCTAAATGATGAGTTAATAGGTGCAGCACACCAGCATGGCACATGTATACATATGTAACTAACCTGCACATTATGCAC 

ATGTACCCTAAAACTTAAAGTATAATAATAAAGTAAAATAAA2^ 

TGTAAAGATCTGTAGAATTTTGAACTTGAGAGAGATAATTTAGGGTATCTGGTGGAAGAAATTTCTAAGCAGCAAAGCA 
TTCAAGAGATGGCCTGACTGCCTCTAAAAGCCTAATTCATTTGCATAAACAAAGAAATGACCTGAAACTAGAACTTGTA 
TTTAAAAGGGAAGCAGAGCATAAAAGTTTGGAAAATTTTCAGCCAGACCATGCAGTAGAAAAGAAAAACAATTTTCTAG 
GGAGGAATTCAGGGCTGCAGAJiATAAGCATAAGTAACAAGGAGTCGAATGTTAATAGCAAAAACAATGGGGAAAATGCC 
TCCAAGGCATTTCAGAGGCCTTTGTGGCAGCCCCTCCAATCATAGTCCTGGAGGTCTAGCAGGGAAAAATGGTTTCATG 
GACCAGGCCCAAGACCCCGCTGCTCTCTGCAGCCTTGGGACATGGTGCCCTGCATCGCAGCTGCTCCAGTTCCAGCTGT 
GGCTAAAAGGGGCCAAGGTATAGCTTGGGCTGTTTCTTCAGAGAGTGCAAGCTCCAAGCCTTGGTGGCTTCCAAGTGTA 
TTGGGCCTGTGAGTGTGCAAAAGGTAAGCGTTGAGGTTTGGGAACCTTTGCCTAGATTTCAGAGGATGTATGGAAACTC 
CTGGATGTCCAGGCAGAAGTGTGCTGCAGGGGTGGAGCCCTCATGGAGACCCTCTTCTAGGGCAGTGCAGAGGGGAAAT 
GGGAAATGTGGGGTTGGAGCCCCCACACAGAGTCCCTCCTGGGGCACTGCCTAATGGAGCTGTGAGAACGGGGCCACCA 
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TACTTCAGACCTCAGAATGGCAGATCCACTGACAGCiTGCTCTGTGTGCCTGGAAAAGCTGTAGGCACTCAACACCAGC 

CTGTGAAAGCAGCCATGGGGGCTGTATTATGCAGAGCCACAGGGGTGGAGCTGCCCAAGGACTTGAGCCCACTGCTTGC 

ATCAGTATAACCTGGATGTGAGACATGAAGTCAAAGGAGATAATTTTGAAGCTTTGAGATTTAATGACTCCCCTGCTGG 

GTTTTGGACTTACATGGAGCCTGTAGCCCCTTTGTTTTGGTCAATTTCTTTCTTTTGGAATGGGAGAACTTACTCAATG 

CCTGTACTCT(^TTGTATCTTGGAAGTAACTAACTTGTTTTTGATTTTACAGGCTTATAGGCAGAAGGGACTTGCCTTG 

TCTCTTCAAAGAGTCTCATCTTTGTCTCTCATAAAAGATGAGACTTTGGACCTACACTTTTGAGTTAATGCTAGAATGA 

GTTAAGACTGTTGGGAAGGCATAATTGTGTTTTGAAATATAAGAAGGATATGTGATTTGGGAGGGGCCAGGACAGAATT 

ATATGGTTTGGCTTTGTGTCCCCACCCAAATCTCATGTTTAATTGTGATCTTAAGTGTTGGAGGTGGGGCCTTGTGGGA 

GGTAATTAGATCATGGGGGCTGATTTCCCCCTTGCCATTCTCATGAGACCTGGTTGTTTAAAAGTATGTAGCACTTCCC 

CCTTTGCTCACTCTCCTGCTCCACTATGGTAAGACATGCTTGCTTCCCCTTTACCTCTGCCATGATTATAAGTTTCCTG 

AGGCCTCCCAGCCATGCTTCCTGTACAGCCTGCAGGACTGTGAGTCAATTAAAACTTTCTTCTTATACCATTTGATCCA 

GCAATCTCATTACTGGGTATATACCCAAAGGATTATAAATCATTCTACTATAAAGACACATGCATACGTATGTTT^ 

CAACACTATTTACAATAGCAGAGACATGGAACC^CCTAAATGCCCATGAATGATAGACTGGATAAAGAAAATGTGGTA 

CACATACACCATGGAATACTATGCAGCCATAAAAATGAATGAGATCATGTCCTTTGCAGGGACATGGATGAAGCTAGAA 

GGCATAATCCTCACC^AACTAACACAGGAACAGAAAACCAAATATCGCATGTTCTCACTCATAAGTGGGAGTTGAACAA 

TGAGAACACATGGACACAGAGAGCGGAAAAACACACATCCAGGCCTGTTGGGATGTGGGGGGTGAGGGGAGGGAACTTA 

GAGGATAGGTCAATAGGTGCAGO^CCACCATGGCACATGTGTACCTATGTAAGGAACCTGGACATTCTGCACATGTA 
TCCCATTTTTTAGAAGAAATCAAACAAACAAAC^AAAAACTCATTO 

ATAGTAATGTAAGAAAAGACTAACATCAAAGGTCACTATTCACAGTGCAGTACTGGAGTGAAATGTGTTAAGAAAAAGA 

TTTCCTAAACTTGGAAATAGCCATATTGGAGAAATGTGCAACAGATCC^TCATTGATGATTTAATTATTTAAGGCTGT^ 

AACTTTGATTTAACGCTATTGATTGGGATATTTACAACTCTATGCATAGATGGTGACTTATGAAAACTGAGAGTGGTGC 

AAATAAATTCTTCCCAGTAGAAAAGAACACTCCAGGGGATATAGTTAATGCAAGACATTAACCAGTTTTATATCTCTTT 
TAGCATTTTTTATTCAGTCATCTTTTTTCAATAACTATAAAT^ 

CTATTTTATTGGTTCCCATAATAATGAGTTAAATAAATCTTTGATACATGCTTACTTTATTTTATATGAGAGTCAGGTT 

TTTAAAATTATACTTTGACAAATGAAAGTCCTCAGTGAACATGTACTACATCTTGAAAAAAGGGATGGCCTGGGGCTGA 

TAATACTATAAAACAAGAGTTGACAGACTATGGCCCCATGGGTCAAATGCACTTGTAAGAACGTTTTATTGGAACATAG 
ACACACTCMTGATTATGTCTTGTCTATGGGTre^ 

GCCCATAAGGCCTAAAATATTTATTATCTGGCCTTTTACAGAAAAATTTTGCTAAATTCTGTTATAGGAAATCCTGAAT 
TTTAAGACTAATCATGAACATAATTTGTTAATCGTTCTCAG 

ATAGAATATTTAATTTGATTTACTAGAAAATTATGAATAATGCAGAATAATATATACTCTGAATTAAACTTATTGATCT 

CAATTTGGAAAACAGAAAACAATGAAGAGATATAATCAAATCTAGAGCCAAAAGTGGCCAATAACTACCTAAATATTAC 

CATATATTAAACATCAGATGGAATCAACTGTCAAGAATATAATTAAAAAGGTGGAAGGACTATGCTGTGAAAAAAATCT 

ATCATCTTAACAACTTGAACTCATTTTTATTAAATGTATATACATTTAGTTTAAATGAAAATATAGTAm 

TACTTTATTTCTCACTTTGACTTTTTAArTAAATATGTCTTGATTTCATCAGATAAGAAGGCATCTGGTGTATTAAGTT 

TTGTTAATTGAAAAATCTCAACTTTTTTATTGCCCAGCAGGGTAGAGGCTTGCTCAGAAGCTTGGACTAGCAAACATAA 

CTAGCTTTTTTTTTTTTTTTTTGTCTTTCCTTCTCTTTTCTCTCCTGCCACCTTAATGTAGGGTGAATGAATTTGCCAC 

CTCAAAGCTATCTACAATGGGTCAGGCAAAATAACCACAATATGGGTTTGTACATAATTTGGGAAGGAGTTCTTCTCCT 

GTCCCTTCTTCCTTTGGCAATGCCTCTTAAATCACAGTTGTGTTGGTTGAACAGCTCTATGAATATATGAAAAGCCACT 

GAATTGTGCACTTAATTGGGTGAGTTGCATGGTATGTAAAATACATCTTAATAAAGCTGACACCCCAAGAAAATCACAG 

GAGAAAAAAAATCGTACCGAGTTAATGGTATATAATGAAAAAGAAAAATTGATGTTCAGTGCCTACTGTGTACTAGAAA- 

CTTACAAATGGACAGATATATGAGTATCAAAATCAAAAGTGCACAGCAACCTAAAACAGCTCTGTCACCCAGGCTGTAG 

TGCAATGGCCTGATCATGGCCTATTGCAGCCTTTGCCAAAGGAGCTCAAGGGCTCCTCCCACCCCAGCCTTCGGAG-AG 

CTGGGACTACAGGCATGCACCACCATGCCTGGGCTAATTTTTTTTTTTTTTTTTTTGTAGAGATGGAGTTTTATCATGT 

TGTCCAGGCTGGCCTTGCACTCCTTGACTCAAGCCATCTGCCCATCTCAGCCTCTCAATGTGCTGGGGTTAGAGGGATG 

AGCCACCATGTCTAGCATAGAGTTGTATTTTCTAGGTTTAAAGTAATTAAATTATGGATCTGCAAGCCCAAATAATTTT 

TATAAGTTATAATTTTTCTTATTAATTATAAAGTATTCCCAGGGACTCTGTGAAGTCCTGTTATGTCTGGGCTCACGTA 

TGAGGCACACAAGGCAGGCAGTAATGAGACTGCTTTTAATCTGTAAATATATAAGTAAACATTCAAATTAATTCCATTA 

TTTTAAAGAGTGAGATTAAGAAATGTTAAAATGCACTCATTTTAACAATGTTTCCATTGTGCAAAACATTTTTGGCATT 

ATTTGTCTTTTTCAGGCAGGAAAACCAGTGTCAAAACTTTATAATCATGTCTTATTTCTGTGTGTATGTGTCCACATAA 

AGTATTAATTAGCATCATTGCTTGTTTCCAAATGCCTTTTGTCTGTTTCAAAACTCAAATCTACCATTAAAGGAAAAAA 

AAATTCACACAATTGAGAATATTCCAAAGAATGGGCCTAATGGGGATCACAGAACTGATTGGAAGACTGAGACTGAAGA 

TCTAGGCTCAGAAATTTGGCATGAATCTTGGCAGTAGGTGACACAGTTCAGGTCACACCACAAAGCAATCTGGTGTAGC 

ATGTCTCACTGGCATGGCCACCATTAGACTTTATCCTCACTAGCACCAATTGGCAATGGAGTGTTGTACCACTTCCTTT 

AGATGCAGTCATCCCAGGTGGGAGTGTTCGTGCAAGCCAAGCTTATGTGCCATGCACCAGATGTCAGTGGATGGGGGTG 

TGTGAATCTGTTAGGTAGCAGAGCACAGTTTGCCACCAAAATATAC^CAATGTAGCATTTCCCCACAATTGCCCATTAA 

AAATCTTTTACATTAAGCATTACTGACATTATAGAAGTGTCTTTGGATTCTTTTATTAGTTAAGGTGAGCATATATTAr 

GTTTGTAATTTTAAGTCGAGTACATAATAATTATAAAAGAGAGATTTTTATTCTTTCAAGTTTCAGGTACAGAGATAGT 

CTCTTTGCTTCGATATAGGGTACACTAGAGAGGGTTGTACACCTCAGTTCATTGCTCCACACTCTCCCAGCAGGGAGCA 

TAGAACCTTGACCTTTAGAACATTCCACTTAATGGTGCAATAACCTCTATGCAGTGTAAGCTGGTAGGAGAAATCAAGT 

AAGAAGAGGAAAGAAATGGCCATAAAATGCCCACACATTTCCTCTTCGCCCCCACCCGCCCCTCCAATCATAAGTGATG 
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CTCCATTGGGCACTCTTTACCTCAACT 

GAGACGGAGTCTTGCTCTGTCACCCAGGCTGGAGTGCACTGGTGCGATCTCGGCTCACTGCATCCTCCCTCCCAGGTTC 
AAGTGATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGATTACAGGTGCCCGCCA^ 

TTAGTAGAGACGGGATTTCACCATGTTGGCCAGGATGGTCACGAACTCCTGACCTAAGGTGATCTGCCCTCCTTGGCCT 
CCCAAAGTACTGGGATTACAGGCGTGAGCCACCGCGCCCATCCAAACTACATT^ 

GAAACAAAAGTTGGGAAGGCAAGTGTTCTGTTCCATTTCATTAGGAGGCTGACTCTCTAGGAACCTCTCCTGGTCGCTG 
GGACCATTGTTACAAGGTTGAGAACTGTGAGTGTACGGAAACCCAGGGGi^^ 

AGAGGTAGGAATAAGGCATGGAAAAATATAAATGAGTAAATATAATCCTTGTTACCTTGGAATT^TTGGTGATAAAGTG 

CAGGTGCATCTTATTTTCATTCTATCAAGTCGT^^ 

TTCACTCCTATTTTCTTGCTACTATCCTGTTC^ 

AATATATCCTGGTGTTATAAGCTCATTAAATTTC 

TTTTGCAATGTAGAACCTCTCTTTTGTGAGAGCCATGGAAGTTCCTTATTTGATAATTAGTCTCTTGCTTTAGGCAGTG 
CCATTAAGAACTCCATATAAGCTGCCAACACTTTGTGGATGTGCAGAACCCCGTAAGCTTCCTATAGCTACTATTGCAA 
GTAAAATTTTCAGATGCTTCTGAAGTCTTACCCACTTATCTTGGCGTAGAGGTTCTCAAGCTTCAGC^CTGGAGGATCA 
CCTGGAATTGCTCGTTAAGACACACATTGCTGGGATCCACCTCCAGGGTGTCAGAGTCAAGTCTGGGGTGAAGCCTGAG 
AATGTGCATGTCTAACCAGTTCCCAGGTGATGCTGATGTTGCTGGTTTTGAGACTATATTTTGAGATTAAGAACTGCCT 
TGGATTAAGAGCTGACCTGCGATCTACAGCTCAAATAGTGAA 

GAGTGATTGAATTACTATTTGTTCAATATCACAGAGAGCATAGTATTAC^TAAGGGCTTTGGGGAATATTTTAGGTAAG 
TATATATAACTCTTGCCACCTAGGATGTTCATAGTAACTATAAC^ 

CTGTAGATCCTCTTCCTTTTTGTATATAATATCAATCTAATAGTTTCTTGTTTAATATAAAAATGAAATCTTATT 

AGAAGGAGCAAGCAGCTATTTTTTGAGATTTTCCCC^ 

GCTTCAAAAAAAGCTTTGCAAATATGTTC 

TGCTTATATTTTGGGTCCTGCCTTCTATAAAATGCTCAGATTTGCTTTTATTAAGATCATACACTC^ 
CCAGATGGAGGTTATAAGCAGCTCTTTAAGGCTTCAGAGCTTAGCCTAGAGAGTCAAACAGCTCTO 
CAGCTCTGTCATTTAGGCAAATTGTTTATTTTCTC 
GTTTTTTATTTATTTGCATTATTTCATTGAT^^ 

ATAAATGCTTAGATCATTGATTATCAAAATTGTGTCTATTCTAATATATATATAATATATATATGATAAGGCTATACAT 
TTTCCCCTTAGCACAGCTTTAGTAGCCTCCAACAAATTTTGATGTGCTGTGTTTTTATTATAAATCAGTTTGAAATATA 
TATTCTAATTTTATTATGATTTCTTGAGCCTATGGATTATATAGAAATATATTTCTTAAATTGTAAAGATATO 
ATTTGATGTCTCTAAGCCGCAGATTTCCTATTTTATTTTATTTATTTATTTTTTATTATTATACT 

ACATGTGCACAATGTGCAGGTTTGTTACATATGTATACATGTGCCATGATGGTGTGCTGGACCCATTAACTCGTCATTT 
AGCATTAGGTATATCTCCTAATGCTATCCCTCCTCTCTCCCCCTACGCCACAACACTCCCTGGTGTGTGATGTTCCCCT 
TCCTGTGTCCATGTGTTCTCATTGTTCAGTTCCCACCTATGAGTGAGAACATGCGGTGTTTGGTTTTTTGTCCTTGCAA 
TAGTTTGCTGAGAATGATGGTTTCCAGCTTCATCCATGTCCCTACAAAGGACATGAACTCATCATTTTTTATGGCTGTA 
TAGTATTCCATGGTGTATAGTATTCCATGGTGTATATGTGCCACATTTTCTTAATCCAGTCTATCACTTTTGGACATTT 
GGCTTGGTTCGAAGTCTTTGCTATTGTGAATAGTGCTGCAATAAACATATGTGTGCATGTGTCTTTATAGCAGCATGAT 
TTATAATCCTTTGGGTATATACCCAGTAATGGGATGGCTGGGTCAAATGGCATTTCTAGTTCTAGATCCTTAAGGAATC 
GCCACACTGATTTCCACAATGGTTGAACTAGTTTACAGTCCCACCAACAGTGTGAAAGTGTTTCTATTTCTCCACATCC 
TCTCCAGCACCTGTTGTTTCCTGACTTTTTAATGATTGCCATTCTAACTGGTGTGAGATGGTATCTCATTGTGGTTTTG 
ATTTGCATTTCTCTGATGGCCAGTGATGGTGAGCATTTTTTCATGTGTTTTTTGGCTGCATAAATGTCTTCTTTTGAGA 

GATTGTGGATATTAGCCCTTTGTCAGATGAGTGGGTTGCAAAAATTTTCTCCCATTCAGTAGGTTGCCTGTTGACTCTG 

ATGGTAGTTTCTTTTGCTGTGCAGAAGCTCTTTAATTAGATCTCATTTGTCTATTTTGGCTTTTGTTGCCATTGCTCTT 

GGTGTTTTAGACATGACGTCCTTGCCCATGCCTATGTCCTGAATGGTATTGCCTAGGTTTTCTTCTAGGGCTTTTATGG 

TTTTAGGTCTAGCATTTAAGTCTTTAATCCATCTTGAATTAATTTATGTGTAAGGTGTAAGGAAGGCATCCAGTTTCAG 

CTTTCTACATATGGCTAGCCCGTTTTCCCAGCACCATTTATTAAATAGGGAATCCTTTCCCCATTTCT^ 

GGTTTGTCAAAGATCAGAAAGTTGTAGATATGCAGCATTATTTCTGAGGGCTCTGTTCTGTTCCATTGGTCTATATCTC 

TGTTTTGGTACCAATACCATGCTATTTTGGTTACTGTAGCCTTGTAGTATAGTTTGAAGTCAGGTAGCATGATGCCTCC 

AGCTTTGTTCTTTTGGCTTAGGATTGACTTGGTGATGCAGGCTCTTTTTTGGTTCCATATGAACTTTAAAGTAGTTTTT 

TCCATTTCTGTGAGGAAAGTCATTGGTAGCTCGATGGGGATGGCATTGAATCTATAAATTACCTTCGGCAGTGTGGCCG 

TTTTCACGATATCGATTCTTCCCACCCATGAGCATGGAATGTTCTTCCATTTGTTTGTATCCTCTTTTATTTCATTGAG 

CAGTGGTTTGTAGTTCTCCTTGAAGAGGTCCTTCACATCCCTTGTCAGTTGAATTCCTAGGTATTTTATTCTCTTTGAA 

GCAATTGTGAATGGGAGTTCACTGATGATTTGGCTCTCCGTTTGTTATTGGTGTATAAGAATGCCTGTGATTTTTGCAC 

ATTGATTTTGTATCCTGAGACTTTTCTGAAGTTGTTTATGAGCTTAAGGAGATTTTGGTCTGAGACGATGGGGTTTTCT 

AGATATACAATCATGTCATCTGCTAACAGGGACAATTTGACTTCCTCTTTTCCTAATTGAATGCCCTTTATTTCCTTCT 

CCTGCCTGATTGCCATGGCTAGAACTTCCAACACTATGTTGAATAGGAGTGGTGAGAGAGGGCATCCCTCTGTCTTGTG 

CCAGTTTTCAAAGGGAATGCTTCCAGTTTTTGTCCAT^ 

TTATTTTGAGATACGTCCC7VTCAATACCTAATTTATTGAGAGTTTTTAGCATGAAGGGTTGTTGAATTCTGTCAAAGGC 
CTTTTCTGCATCTATTGAGATAATCATGTGGTTTTTGTCTTTGATTCTGTTTATATGCTGGATTACGTTTATTGATTTT 
CATATGTTGAACCAGCCTTGCATCCCAGGGATGAAGCCCACTTGATCATGGTGGATAAGCTTTTTGATGTGCTGCTTGA 
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TTCGGTTTGCCAGCATTTTATTGAGGATTTTTGCATCAGTGTTCATCAAGGATATTGGTGTAAAATTCTCTT 

TGTGTCTCTGCCAGGCTTTGGTATCAGGATGATGCTGGCCTCATAAAATGAGTTAGGGAGGATGCCCTCTTTTTCTATT 

GATTGGAATATTTTCAGAAGGAATGGTACCAGCTCCTCCTTGTACCTCTGGTAGAATTCGGCTGTGAATGCGTCTGGTC 

CTGGACTTTTTTTGGTTGGTAAGCTATTATTATTGCCTCAATATCAGAGTCTGTTTTTGGTCTTTTCAGAGATTCAACT 

TCTTCCTGATTTAGTCTTGGGAGGGTGTATGTGTCCAGGAATTTATCCATTTTTTTCTAGATTTO 

TAGAGGTGTTTATAGTATTCTCTGATGGTAGTTTGTATTTATGTGGGATCGGTGGTGATATCCCCTTTGTCATTTTTTA 
TTGCaTCTATTTQATTCTTCTCTCTTT^ 

AACCAGCCTCTGGATT(^TTGATTTTTTGAAGGGTTTTTTGTGTCGCTATTTCCTTCAGTTCT^ 

TTTCTTGCCTTCTGCTAGCTTTTGAATGTGTTTGCTCTTGCTTCTCTAGTTCTTTTAATTGTGATGTTAGGGTGTCAA 

TTTAGATCTTTCCTGCTTTCTCTT3TGGGCATTTAGTGCTATAAATTTCCCTCTACACACTGCTTTGAATGTGTCACAG 

AGATTCTGGTATGTTGTGTCTTTGTTCTTATTGGTTTCAAAGAACATCTTTATTTCTGCCTTCATTTTGTTATGTACTC 

AGTAGTCATTCAGGAGCAGGTTGTTCAGTTTCCATGTAGTTGAGCGGTTTTGGGTGAGTTTCTTAATCCTGAGTTCTAG 

TTTGATTGCACTGCGGTCTGAGAGACAGTTTGTCA.TAATTTCTGTTCTTTTACATTTGCTGAGGAGAG 

ACTATGTGGTCAATTTTGGAATAGGTGTGATGTGGTGCTGAGAAGAATGTATATTCTTTTGATTTGGGGTGGAGAGTTC 

TGTAGATGTCTATTAGGTCTGCTTGGTGCAGAGCTGAGTTCACTTCCTGGGTATCCTTGTTAACTTTCTGTCTCAT^ 

TCTGTCTAATGTTGACAGTGGGGTGTTAAAGTCTCCCATTATTATTGTGTGGGAGTCITAGTCTGTTTGTAGGTCTCTA 

GGTTGCAACCTGTGACTGTTTTTGTTTTCCATGTGCTTGGTA 
CTCTGCACATGAGATGGGTCTCCTGAATACAGCA^ 

cctggttattttgctcgttagttgatgcag^^ 

rp^ GCA r TCOTATATGTAAAGTATxraA ^ cTcOTcAcT ^^ 

GGTTGAAAATCCTTTTCTITAAGAATGTTCAATATTGGCCCCCACTCTCTTCTGG^ 

ccgctattagtctgatgggcttccctttgtgggtaacccga^^ 

TCCTGAATTTGAATGTTGGCCTGCCTTGCTAGATTGGGGAAGTTCTCCTGGATAATATTCTGCAGAGTGC 

TACCCTTTCTTCCAGTT^TCGAATCGGCTACTGAAGCTTGTCGATGCATCACTTAGTTCT^ 

TCCATCAGTTCATTTAAGGACO^TCTACACTGGTTATTCTAGTTAGCCATTCGTCTAATCTOT 
CTOCTTTGCGATGTGITCGAACTTCCTTCT^^ 

TTAGAATTTTCAGCTTTTCTGCTCTGTTT^ 

^^ G . AG " TGCTGGAGGTCCACTCTGGACCCTGTTTGCCTGA ^^^ 
rn G S C ™n AGGTGTCAGTCTGTCCCTACTTGGGGGTGrc 

CATTTAAGTCTGCAGAGGTTTCTGCTGCCTTTTGTTTGGCTATGCCCTGCCCCC^GAGTTGGAGTCTATAG^^^ 
AGGCCTCCTTGAGCTGAGATGGGCTCCACCCAGTTCGAGCTTCCCAGCCACTTTGTTTAC^ 
GGTGGGGCGCCCCTCCCCCAACCTTGCTGCTGCCTTGCAGITCGATCTCAGACTGCTGTGCTAGCAA^^ 
CG t™^ GGGACT ^ 

agtattagagtcggagtgacctgattttccaggtgccgtctgtcacagcttcgcttggctaggaaSggaa^ 

CCCCTTGTGCTTCGCAGGTGAGGCGATGCCTCACCCTGCTTCAGCTCACACTCGGTGCACTGCA^^^ 
CC r GGAGTGTAGCAAAGCTTCAAATGTA GATAGCCAGAAGTCAGTCTG^ 

AAATTGTTTTCATTGATTTCTACTCAAATTTGAAATTCTTTCCTGTCGTCAACATGTTTGAi^ 
ACAAA I TCACTATACCA ^^ 

GAAAC f GCTGTCATAATAGAAACAA TATGCCTACATCTCCGTCTCTCTTTC T GTO^^^ 

n CC ^ GATGAAATGGCAAACATTATTTCCAGCAATGTGATA ^ 
^CACCAATAAGTCAATATATGCA^^ 

^ AGG jp^ GAGAG ^ A ^^ATCACTTTTAAATG CATTTG CATTTCT(^TGGGTGAGGgSaGCAAA^CTCATCTG^GAA 
ACCAAATCCAGCCTACTGTTTTATTTGTAAAAAArTACATTTGAACACAGTCCTACcS 

^^ GG r TTGTTCTAGAA ^ GcAGAGTTGAGTAGTTGAAA ^ 

CCCAGCACTTTGGGAGGCCAAGGTG ° ATC ACTAACTGGTCACTAACTCTTGG 

AGGTGTTAGTGACCAGCCTGGGCC^CATGGTGAAACCCTGTTOCTACAAAAAGTACAAAAAT 

rS™^ AGTCCCAGCTACTCGGGA ^^ 

GAACTGAGATCATGCCACTGCACTCCAGCCTGAGTGACAAAGTGAGATCCTATCTCCAAAAAAAAGAAAAAAA^ 
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ctgtaatataagaccccc^tgtcaaaaatatttactatctgatc 

gtatgctttgatttcatattaattatatcttatc 

tatatatttaagaattattcactatgccacaaactgtagatacaaaa 

tggaaagaaagaaggctagcagaagcttcaaaatatcaaaaactctct^ 

gctcaaaatcatgaagataggaaaaagaatcaagacaaccaaaaaatatggttaataaaaatgaag 

agatgtttatgagaaccagggtcctttcaaacagggggtgaaaaaggagtgagaagatgtgcatggcagtgaagaagaa 

cttaatttgcacacagtcaacgggggggtgggcaggagggccaacacagctgcatttct^ 

aagtactgtcatcttttgttatgagccatatttcattcaacagtgtttaatg^ 

tatttactgagaatcaaacagaacttacaatagaaaaaagagat^^ 

tcgtgtgacaagacaaccaaagagtagtcagctaaacctatagaaatgaagta^ 

taacacaatattttatttttctaaagatcttgcagtgtttgtcatctttatcaccttttaaa^ 

cacttttaaaatttttaaataaatgtccattttgtatctatcattctgtgtctttatgtaatagtatctaatattctat 

at ctg tat caaatattctgtatgtactt catattcattttatcttattttatttatttatttatttatttatttattta 

tttattttagacagagtcttactctgtcttccaggctggagtgcagtagcacaatct^ 

cccgggttcaagcaattaccctgcctcagcctcctgagtagctggggttacaggcacacgctaccatgtccaggtaatt 

tttgtatttttagtagagatgggttttgccatgttgaccaggctggtctcaaactcctgacctcaagtgatctc 

cttggcttcccaaagtgctggaattacagatatgagccaccacatccagccccattttaccttaa 

TAATTATATTTATAATTTTATTCATTTTATATTAATTTTTCTATTTCTTAAAGGCTAAATCTCTAGTTTCC 
TITCAGGTAGAGGATTTTAATTCACTGAGTACCTGATCATTTTAC^TACCTAGTCAAATAAA 

T AAG ATTAAGTTTTAAAAATTCTTAAGTGCATACAAT C CATTGAAGAAAACAAAAATTGCTTAAGCAG TTTTTAAAAC C 
TTGATAAGAGGTCATCAACATGATTTAAATGTGAAATTAGCTAATGTAAG 

ATTTGGAGGTATAATGGAAAACTCTGGTGAGGACTCTTTTATTGCACACCAAGAGAAACATGAGAAAGAAAAATGAGTT 

GCATTTTTCTGCATTTTTCCAGAAGTGAAATGCTTTGCAACATCCTCAGAAAGAAAGAGAATACATGAGTAATATGAA^ 

GAAAACTATATA^GGATTTAATTATTTCCAAATTGCCTGGGTGTTTTTTTAGTGCCTGCTCT 

TAACTGTAGAAACTTTTATTTATTTATTTTTAAAGGAATGGTTACTATTCTTAGGAAAAGTGGCAGTAAATATA 

TAACGGTAATTATAATTTTATAAACTCATTCAAAAGTCTTGATTTTAAAGGCGATAGTAAAAAAAATATAT^ 

ATCTTGTTCCCTGAAAAATGGTAGCACTCCTGACC^CTGAGAGACTGTTCTCCTCGGCATAATTGA 

CATCATACTTCAGTATTCAATGTCAAAGATTTATTTCGATTTG 

CTCTTATGACTTATAAGATAATATTAAC^TCTACAT^ 

TGAGACCCTCTGCCTCAACAGCCTCATTCATAGATGAGAGAAGCCCAGAGAGGTGAGGACGCCTTCCAAAGCTCTAGCA 
CTTGTTTCTAGACATGGAACCAGGACAGCCCTTGGCATTTCCCACCACATTTTCCTGCTTATTAT^ 

TCTTTAACACTGAATTAGAATTATTGCACATTACATTGCATTCATCAAGGCCTACCCTTCAGGCAGTCTGATGTAACAG 
TCTATTATAAGACATCCGAGAAAAACCATCCACTATCCTTTCAGATGTTCTCAAAA 

AATGAAACAGAAAATGCCAGGTAAACTTTTTAAAATAAAGATTTTGTGATTCATTGGGTTTAATTATTGG 

AGCATTACTTTGATACATTTCATGAAGTATACAGACAGAACTAAAGCCACATTTAAAAGGCAATTA^^ 

ATTATGATATAATTTACATACA.TTTAGATATATTTAAAGTGTACAGTTCATTTATTTAGTATAACCAC 

AACATC ACCACC ATCTAATTCTAGAACATGTTAGAAC C CCAAAAGAAACTTCATATTCATTAGCATGTTG CATTCCTGG 

CAGCTCCCTCTTGCCACCCTGTACCCTCAGTCCTAGGCAACCACTAAACAACTTTCTGTCCTCATAGACTTGTCTATTC 

TAGACATTTCCTATAAATGGCATCATACGATATGTGGTATTTTGTGACTGGOTCTGGCTTCTTTCACTTAGTATAATGC 

TTTCACATTTATCATGTAGCATTTGTAAGTGTCTTTCCCTTTTATAGCTGAGTAATATTCCATTGTATGTGTATTCCAC 
ATCTTTATTTATCCATTC^TCACTTGATGAATATTC^ 

AACATTTGTGAACAAGTTTTAGTGTGGCATTATGTTTCCATTTCTTTTGGGTACATATCTAGAAATAGAATTACTGGGT 
CATAGGGTGACTCTATGTTTAATATTTTGAGGAATTCCCAGACTGTTTGCAAAGTGACTGCATCATCTTACAATCTCAC 
CAGTAAGTATGGCATGAGGATTCC7VATTTCTTCACAGCCTTGTAAAAAGGAAAM 
AAATTCAATGAATTTTTTGAGCATCTATTTTGTGAAAGGTCTTTTTTGAGGTGCTATAATTTT^ 

TTGTGGAAAAAATTAGAACTTTTCTAAAGGACATTATTTTTAAAGTTTATTACTTATTATTTATTAATTTTTATTAATA 

CATAATATTGCTATGTATCAGGTACATGTGATAGTTTGATACATGCATACAGTATATAATGATCAAATCAGCATATTTA 

GAAAATCCATTACCTCAAGCATTTATTTCTTTGTGTTTGGAACATTTCAGAACTTCTCTTTCAGCTATTTTGAAATATG 

CAATATATTTTTTGTTAACTATAGACACTCTATTGTGCTATTAAACACTAGAACTTATTTCTTCCACATAACTGTATGT 

TTGTACCGATTAACCAATCTGTCCTCATCCCCCCAGCCCTTTCCCAGCCTCTGGTATCTATCATTCTATTCCCTACC 

CATGAGGTCAACTTTTTAGCTCCCACATATGAGTGGGAACATGTGATACTTGTTTTTCTGTGCCTGGTTTATTTCACTA 

AACATAATGACTTGCAATTCCATCCCTGTTGCCGCATATGATGAGATTTCATTTTTAATGGCTGAATAGTATTTTGTTG 
TGTATATATACCATATTTTCTTTATTCATTCAT 

TAGAGCAGCAATAAATATGGGGGTACAGTTGTCCCTTTGATTTATTGATTTCCTTTCCTTTGGACAGAGAGACAGTAGT 
GGGATTGCTGGGTCAGATGGTAGTTCTATTTTTAGTTTTTAAAGACACTTTCATACTGTTTTCCATAGTCGTTGTACTA 
ATCTACATTCCCAACAATGCATAAAGAGTTCCCTTTTCTCCACATAATCACCAGC^TGTGTTATTTTTTGACTTTGATA 
ATAACCATTCTAACTGGGGTGAGATGGTATCTCATTGTGGTTTTGATCTGTATTTTCCTGATGATCCGTGATGTTGAGC 
AGTTTTTCCTAAACCTGTTAGCCATTTGTCTTTTTAGAAATGTCTATTCATGTCCTTTGCTCACTTTTTAGTGAGATTA 
TTTGATTCTTTGCTGTCGAATTGTTTTGAGTTCTATGTATATTCTGGATATTAGTCCCTTGTTGGATGAATAGTTAGCA 
ATTTTTTCTCCATTGTTCATGTTATCTCTTCACTCTGTTGATTGTTTCCTTTCCTGCGCAGAAGCTTTTTAGTTTAATG 
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TCGTTCCATTTGTCTATTTTTGTTTTGGTTGCCCCTGCTTTTGAGATCTTAGCCATAAAATCTTTGCCTAGATCAATAT 

CTTGAAGCATTTCCTCTATGTTTTCTTTTAGTAGTTTTATAGTTTCAGGTCTTGTATTTAA CTTTAATCCATTTTGA 

ATTGATTTTTATACATTGTGAGAGATAGAGGTCTAGTTTCATTCTTCTGC^TGTGAATATCCAGTTTTCTTAGCACAAT 

TTATTGAAAAGAATGTCCTTTCCTCAGTGTATGTTCCTGGCAACTTTGTCAAAAATTGGCTGGCTGTAAATATGTGAAT 

TTATTTCTGGATTCTCTGTTCTGTTCCACTGGTCTGTGTATCTGTTTTTATACCAATAGCATAGTGTTTTGGTTGCTAT 

AGCTTTGTAGTATATTCTGAAATGTGTTAGTGTGATTGCCTTCAGCTTTGTTCTTTTTGCTGAGTATTGCTGCTATTTG 

GGCTCTTCTATGGTTCTATGTGAATTCTAGGATTGTTTTTTCTATTGATTCAAAGAATGTCATTAGTATOT 

ATTGCATTAAATCTATAGCTTACCTTGGGTAGTATAGTCATrrTTAACAATATTAATTGTTCCAATT 

ATGTCTTTCTATTTTTGGTATCCTCTTCAATTTTGTTCATCAGGG 

CATAGAAATClTTCACCtCCTTGGCTAAATTTATCCCTGAGACTTTTTTGAAGTTATAAATGAGGTTGCTTrc^ 

TCTTTTTCAGATAGTTGGTTATTGGTGTATAAAAACACAACCGATTTTTTATATTGATTTTGTG 

GAATTTGTAAAATCATGTCATCTGAAGTAGAGACAATTTGGCTTCTTCCTTTrTTTTTTTTTTC 

CTGTCATCCAGGCTGGAGTGCTCTGGTGTGATCTTGACTCACTGCATCCTCTATTTCCCAGGCTCAAGTGATCCTCCCA 

CCTCAGCCTCCTGAGTAGTTGGGACTACAGGTGTGTGCCACCAC.-.CCTGGCTAATTTTTGTATTTTTCATAGAGAC^ 

GTTTCATCATGTTGTCTAGTCTGGATTTGAACTCCTGGGTTCAAGCAATCTGCCCACCTCAGCCTCCCGAAGTGCTGGG 

ATTACAGGCTTGAGCCACCACAACTGGCTGGCATCCTGTTTTCCAGTTTGGATGCCTTTC^TTTCTTTCTCTTTCCGGA 

AAGAGAAAGTCTGGCTAGGACTTCCAGTATAATGCCGARTAAGAGTGCTTAGAGTAGGTGTCCTTGTCTTATTCTAGTT 

CTTAGAGGAAAGGCTTTCAGTTATTCCCCATTCAGTATGATGTTAGCTGTGGGCTCGTCATATATGGCCTTTATTATGT 

CAAGGTATGTTCCTGCTATACCTAATTTGTTGAGAGTGTTCATCATGAAGGGCAGGGTGAAAGGGATTCTTTTCTGAAG 

GAGGTTGTGTCACTCAGTGTCTGATGAGGATATAGAAGTCAGTGTTTGGTGAGAGATAGTAATTTGAAGAGGGAACATT 

TACTATAAAGAATTATTAACTGGCAAAATGTGATAAACTACAAAAGGGGTAAATTGTATGCTAAATAACACAGAAATA^ 

CAAACATAGGGAAGAGCTGCTACTTCTAGGACTGAGGGAGGATACCCAAGAAAAGAACAAACATGGAAGGGTCTTTCAC 

ACCTWAAGGCTGAGATTCAGACCrTGTTGGAGAGGGTGGTGCTGTGGCCCGCAGGATAGAAAAGTTCTTTGAGGTGCCA 

CAGGCCAGGCCTGGTGAGTAGGGTACTGGCTGTTGGGTGCCAGTGGATCAGCACTGTGGTCAAAAAAGTGCCTTCTAGG 

GTGCTGGAAAAACCCACTGGAAGGTGGTCACCATTGGGTCTCCTGCATACTGCTGGCAAGGAAATTGCCTGCTCGGGTG 

ACAATAAAACTCAGTAGGAAGCCCTCACTAGGTGCTGGTGGAACTCACTGTAGGGTGACTCTCCCATACACCACTGGTG 

GCGGCCACAGGTAACAAGAACCAGGAAGAATCAAGAAGGAATGCTCCTTTATTTGCTATACCTTGTTTTATTTTATTTT 

ATTTATTTATTTTTTTGAGACAGAGTTTTGCCTTTTTTCCCTGGCTGGAGTGCAATGATGCGATCTTGGCTCACTGCAA 

CCTCCACCTCCCAGGTTCAAGTGATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGATTACAGGTGCGTGCTAATTTTGT 

ATTTTCAGTAGAGATGGGGTTTTACCATGTTGTCCAGGCTGGTCTCAAACTCCTGGCCTCAGGTGATCCTCCTGCCTCT 

GCCTCCCAAAGGGCTGTGATTACAGGCATGAGACACCGCATCTGACCCCTTTACTATACCTTGTAGTGTCTCCCCTACA 

CTCTACCAGCAACAGATGACATTGCACTGGCTGACCGAGGAGCCAGATTAGTATCGTGGAACAGGGCAAAGAAGGGTGG 

ATTTGGAGCGGAGAGGCAATATATTGATAACTGTCTTGGTGAACTCCTTTGGCTTCTTAGCTTCCACATGCACCATTTT 

ATATATATATTTGAACTCTGTATAACACAAAGTCAACTCTGTTCTTCAGAGAAATGCAGAGTTCTCACCCCTTTCCCCA 

AATGAGGAGACACACAGTTCCAACAGTTATCGTAGTCTCATCTGGCTGTCTTAAATACTCCTCAAATCAAAGTCCCACT 

GAATATTCTCTTACCTAAAGGCTAAATTGTAGAGTTTATATTCAACAACTTTCATAAAATAATGAAGAGAGAAAAAGGA 

AAATGGTTAATATATACAAATACACAC^TATACATCACATGCAAAGAGGAAATACACAAAACTGTCAGAATTCTCAGTT 

TTGTAATTGATTGAGAGGCCATAGTTGGTATCTATGGCTTCGTTCTTCTACTGCCTATTCTGTATTTCCATTGCCCTTA 

AATGGTCAAGGTTCTTTATCTGGGGAGTGATCCAAACTTTCATTTCTCAACAGCCTGAATCCTCAATAATCCTGCCCCC 

TCCTTTTGACTCCTGCGGTTTCCCATTAACCTTTATTTCACACCTTGAGTCCAGGTTCCAGGGAGTTAGCTAATATTGG 

AGATGACGCATCTGGTCGTAGGCAGGTGTCTGGTGAGATGGCTGTTTTTCCCTTTGGTCCTGGTCCTTGGACCTCATAr 

ATTGCTGTTGAGCCATTGCTTGTTTCTGTCTACATGGCATATTTACCTCAGGAGGCTCTTTCCACTATCTTCATGTGAT 

ACTTGAGGGAGCTGCATCATCACAGTTTCTTGCTTCTCCAAAACGCTGGGGTGGAGGGGGAAGGGCAGTGGGGTGGGGG 

AAGAGGGATCCAGAATCCCTGCACGGACTCCTCTGGCTGGATGCCAGATGCAGCCACTCTCTTCCCCATCTCTGTGCTC 

CTTTTCTGGGTGGTGGTAGGGTGAGGTGGGAAATTACTTTCTTGTTGGTCTTGGATACTTTGCAAAGACATCAGTACAT 

TTTGTTAGCTTTAAAGGTTTAGTTCTTAGCACTTTGCCATCCTGGGAAATCJ^TGCCAGCAAATCCCATAGAACTTGTC 
TOOTTTTGCTTCA^^ 

AAAAAATGAAGAAAATATATCTCACAACTCATTTCCCATCTTTTAATAAATAGTGATAGACTTAAAATAGCTAAGATTG 

AAAATGATGCCTATTTGAAAATTTACTAAGTAATTACATTCTAGCAGTTATACATGAGATATTTATTATATATCACATG 

TACTATAAATCTAATTATCTGTGGTATAAATAGACATTCCTAATCACTTCCTTTTAAGCATTTTCTCTTGAACTTTCGA 

CATTTGAATTGGATTCAGAACACGGAACAAGCACAACTCTTAAAAGTGTCIAGACATGCTAGAT'ITCTTTCTCGCTCCCA 

TGGAAAAAGTAAACaCAGCATAAAACACTCATCAATTTTTAGAAGTTAAGAATGTGCTTTATGTAGTTTATCCTAGAAA 

AATCCTCAAGTTATATAAACTTTTAGATTATGAATGAGTTATGGTCATTTGGAGATGGCAACAGAGCAACTGGCAGGTT 

CAAGAATTTATACACAAAGGTGAAAGGCTTTTTGAAACAATCAGAGTTTTCTTTCAAGTCTAACTTCCTGAGTAATTTA 

TCTGAGAAATTGTGAGATGACATGCAGGAGGACTTTCAAAATCATCCCAGTGTCCCTCAATCAATCTGGTTCAAATATG 
CAGAATTGGAGGACAGGTCAAGAAAGCAGACGCTGAAACAGGAGG 

GAAATATAATTITCCTGGCCACACATCTTCCT(^TTAATTGTCTCCAATTCCTTACAAAAGAA^ 

CATTTTTTTCTATTATAAAATAATTTCATAGTTGTATTTACCAAATGTTTAAGCATGAATGTGGTAACTGGTGAAAAC^ 

GCTTAATCTGTGGTGGCATGAAATGATGAAAAAATAAATATATTTTCTCTTTTTTTTTTCTGTTTTTATTCTCCAl^CA 
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CATCAACTGAAGGGTAGCTAGATGGTTTTGTGCAGAAGTCTGAGTGTCCCTTGTGCCAGGAGATGCTTTTGTTACCTAG 

ATCTGTGCTTCTGGAGCTACTTCACTGGATTGATGTTTAGGGAGGACTAGAAAGTTGAAGGGGAGAAGTTGAATCATGG 

AGGATGTTGGAGTGCTAAGATCCCTGAATGTGGTACCTGTAGATAAATACAGTGACTTTGAGACGCAGAGCAAAGACTC 

CAGTGGAGTCTGTTATTCAGTGAGCAACAGCGTCACCCACCATGGi^^ 

GGTTCTGTGATTAAAGATTGTGGGACACACCA^^ 

GGTGGGTGGGGTAGATGGTGGCCAGAGAATGACTGAGATTGGGTTTTCTGTCAACTCGAATGGGAGAGGCTCCTTCAGT 
TGGAATTAGATATGTAAAAGGTAAAGAAATGTGTTATTT 

ATTTGTTTCAAAAGCATAAATAGGCCCTGCCTTCTGCCTTTATCTACTCTACACGTATAGTATGGAACAGTATGATTAA 

GCCAGTATGATTTGAGCCAGAAGATTAAGTTCCATAAAAAGTGAAGAAAAGTCAACAATTTAACACAAGA 

CGACTAACTATTCTATGCCAGGTCTGGGAGTATGAGGAAATAAATGTGACATATCCCTTGAGAAAGCAGAAATAATCCA 

AAGAATTCATACATATACAAATTATTAATTACATCAGTAAAAATCTTTATGATGGGTGTGGCCAGGTCTGGGGCTGGAA 

GGCCCACCTCAGCATTGCAAAAGAATTAGTCTTCAGTCCTG 

TATACCCCTGAATATGA.TTAOTTGAAGAAAAAATACACATTTCCTTTGGAAGAAAGTAAA^ 

CTCTCGAAGAAAATC^GACCTGTAGTTCTAACCAGTCAACTGACCTTAGTTGAGAATGTTAATGTGCCAGAGAAACAAA 
TGAATGCTC^CCTTTCCGAGGAAGACAGTAGAAAATAACCCGCTTGACTATCTTCAGCTGGAAAAAAGAACTCTTTTTT 
TTTTTTTTTCTGTGACGGAGTTTCACTCTTGTTGCCCA 

TGCCTCCCGGGTTCAGGCAATTCTCCTGCCTCAGCCTCCCGAGTGGCTGGGATTACAGGCGTGCACCACCACGCCCGGC 
TAATTTTTGCATTTTTCAGTAGAGACAGGCTTTCACCATGTTAGTCAGGCTGGTCTCGAACTCCTGACCTCAGATGATC 
CACCCACCGCAGCCTCCCAAAATGCTGGGATTACAGGCGTGAGCGACC^ 

ACTATACCTAACCTTTTACTCTCTCCTTTAGATTTAAATGATTAACTTCTGATAATGCTGCAGACATTTTTTTT 

AAGATTTGTTAATGAATGGATTCCTTTTGAAAGAAGTCCAGGCAAGAGCACAGAAAAACAGAGAGTTCCAATGATGACC 

AACTGTGAAACATACTATGCTATATAAGAATCCTCTAGAGATGTAACTGTAAGACCAAGATCAAAGCACAGGGGACTGT 

ATCAATGCATTTCCCTGCAGAAGATAGGACTCTATAAAGTGJ^GGGCAAGTAGC^TGTGGAAGAGGAAGGACACTGGGA 

AGAGCCCTAACTGCTGACGGGAGAGCCTAGTCCAGCTCTGGTCCTTCACTGGTCACTGTGAGATCTTAGGCAAATCACT 

TGCTTTTCTGGGCCTTCATTTTCTCATCTGGAACTGAGGTAATCGAATTAGACCCTTCTTTAAGTCCTAAGATTCCAAA 

ATCTCCAATGCAGGCACATATTAATATTGTACCAGGTAGrc 

TTTGTCTCCCATCCAAAAGTCTGCAGATTCACTAAGGAAGT(^ 

CTACAGGAGCTATTCTTTATTCCTGGGTAACTCTAAGCCAGAAGATGGAGAAGCTCACCTAAAAGCTCTGCCATCAGGT 
GTGTGGGTGGTGTTGTACTATGGTGTGGAGAGAGGAGAATGTCTCAGGAGACCAGGTAAGGGTTCCTATGATTGCAGAA 
CC^CCAAAGAGCCTTGGAGGCACCAATGATGATGATTTTCTCTAGTTCTTCAAAAGCCAGGAACTGGGCCATATTGCT 
TTCTTTGAAAGAAAAGAAAAATAAGTGAAAATGCTTCACAG 

AGTTTTAGAAGATGGAGGTAAAGAGCTCATCTGTATAAAGGTCTGAAGATGCAC^TATCATCTTGGAAAAAAAGAGGCT 
GTTATTCCATCATTTCCACATACACGGTTTTGTTACAAATATAATTGAAAATTCAAGTCTTTCAAAAATAGAATACATG 
GGTACTGGAGATTAGGTCAC^CATAATCAAATTCTAAATTTCTTTTCCAGCAAAGTCGTCCCTACTGAGGTCAGAGTAC 
AAASAAGAGGGGATGGTAGGCTAAACGCCAAATGAATGAAAAGGGAAG^^^ 

ACATGCTGCTGATATGAAAGGACTGACCACTGGATTGAGCAACATGAAGGCATGTGACCTCAATACAAGCTTTTTCTGT 
GGTTGGAATGAGATAAAAGAGAACAGGGAGAGAAGTGGAGTCACCAAGTGAGGACAACTCTTTGAAGGAGGTTTGTGGA 
CCATTTGTTGTTATACAGAGGGAAATGCACAGGGGATTTTATGATGAGGGAACAGCTCTGTTTAAGAACTGGGTGTAAT 
TGCTTTTGAGTCCACAGAGAGTCAAGGTTCTCTGTGATTTAATTATTCAGGAAAGAGGCTTCCTAGAAAGTTTACACTT 
TCTTCAAAGAAAGTCAGTTTCTCTCATTTGCATGTCTCTCATTTCTAAGTGACTTAATGAAAATTCCTTTCCCCACTAA 
CTTGAGTTTTATATACCTTGTATGGAGTAGACATAAGAAGTGCTGGTTGGCCTGNTTTGGTGCAGGACAGGATCCCACA 
AAAAGAAATTTCAGCCTTNTAACCTTTCTTCCT^ 

TTCCTTTGCTGTAGTGTGGTGAGCCTCATCTCTTCAAACAAATTGGTTCACAGGCTGGGGGATGGTGGGCGGGAGGGAT 
GAAATCATTGTTTTGCTTCAATGTCGGTTCTCCCCTGAGAGGTCTTTCACAGCAAGGGAGTCTGTATTTTTAGAATTAG 
CATGTTCTGTTTCAATGTTGTGAACATTCATC^ 

CTAGTTTTAAACCGTCACCTTCTACTTGGTTAATCAAAACAGTCCCTACCACC^GC^GGGGAGACTGGCAATTTCAGTC 
ATACAGCCACACCTGGTGAGGGCAACTGACAAAAGCAATTCCATTGCCTGAGTTCAGCATCTTCAGCACCCATCCAGCC 
CTGTTGTAGCCCCTCTTTCTTTCAGTAAGACTTTCCTGCAATATACCCTCTGTGGACTAGGGCTGGGGGGATGTGTCTG 
CTCTGATGTCTGTGGGGAGTGTCTTTTCTTCCCACACAAAAATCGTGATTATATTTTCCAAAATAGCACTCAGGAAACA 
ATCTCTCTGTGGCATTTACAGATATGTGAGATGTTGAGGAACTGCGGTCTGAATGATGAAATTTCTTGGATTTTTCAGC 
AATGTCATTTTTTCCTTCATTTACTCACTCACTTCTGGAAGGGCCAGTCTGAGAGCTGGGCTGAGGAGTCCAAGGCTGA 
TGCAGTCATGGATGAGTCTGAGGCAGGGAGACCACTAGCAGGAGAATGGGCAGTGCCAACTGGCTTTAAAAATACTCAG 
ATACAAATATGAATTTTGCACATCCATTTAGTCATTTGGCAAATATTTATTGATTGGTTGTGGGATAAGCCATAGAGCC 
TGACACTAGTTTAGTGAGAGAGATACACAGGAATAGGAAAAAAATTATCATAATAAATGCACAGCTACAGAGCGAGAGC 
TCTGAAGGATCATTTTATGAGTATGCGTAACAGGAACCTGATGTGATTGATCAGTGAAGCAAATTGGTGCTTGAACTGA 
GATCCACAGTGGTGCTTCCCAAATTTTATGTGCATATGAATATCTGGGGATCTTGTTAAATGCAGATTCCTGTGCTGCT 
TCTGGGGCTTGGGGAGGAGCCTAAAATTCTGCATCTCTAATAAGCTGCCATGTGATGCTGATGCTGCTGGTACCAAAGA 
TTCTAAAGGACAAACATAACGGAAAGCAGGGGTTGGGGGAAATAAGTTTCACAGGGAGGGAACAGTTATACACAGCAAG 
AACATAGTCTGCATGGTGCTCTTCTGGTCCCTAACCACTGAAGCAAAGGTCAAGTAATTGTTCTACCTTCTTCCATGAC 
TAATTGGCAGGATATATGTTCCCCTGATAGGACATTTCCCAACTTTAAGGCTGCTCTTTATGTTTACTTCAAAATTCCT 
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TTTACCTCTTGTAAATATTG6GATTTCCATTTAAAAGGTCAGACAAAAGATATGTCTTCTACCCTTCTCCTTAGAATTT 
GCCAGAAAACAGGGACAGAAATATGAATTTCATATTTC^ 

AGGCTCTCAATGCAGTGAAGATCAAATATGGGTGCACAAAGGCTCCTGGAGGGAGTGCTTGGGAACACAGGTCTCAGAT 
AAAGCTGGCAGGAAACTGTTTTCTTAAGTAGATGGCACTTTGAGGGCAAAACCAACCACCCCTTCTTCGGAATCAOIGQ 
AAAGGCAGGTACATGGAGGGTAGGGTTGGAGCATCCCTTTACCGCATTTGACCTCACAGGAAAGTGGAGCAAGCAGAAC 
TGCAGAAAATGTGCAGAAATGCTGCAATCAGTCTGTGTCCTAGTCAGGCAGGGTGGAGGAGAGAGGCTGAATTGCCTCC 
TGCTCTGTAGCTGCC^IATGCCTGTTGGCTGGAGAGAGGTAAAAATTCAAACAACCCGCACATATAGTCTTGTCATCATG 
AGTTTGTCCCTGAACCAGGGAGAATTCTTGCTAGCCTGGAACTGCTCATCCCCTTCTCAACAAGACCCTGGATCACTTC 
CAACATCAGGAAGAACACACTTCATTTAAAGATGAGTAACAAAAAGGCAACTAGCACAGGATCTATACAAATAANTTAC 
AAGACAAAAGGAGGAAGAGGACAGGGGAACATAAAGAATCCTCACCAATAACAAGTTGCCATTAAGTAGAAAATTATGA 
CAAA £! A ^;!; GTCT ^^ 

C^^AAATGC^GCATACTGTAATAAACACTAAGAAGAAACACTGCTGACATCACAGTGAGGAATA^ 
™ GA ^ CA J A ^ CAA ^^^ 

A ™ GAAAACA ^ GAA ^ GC ^ CATATGCATTAT ^ TATC ^ 

CTOTTAGAAATAAAATAAGACTTGAATCTA^TGGAAAGGGCATACTGTAGCTC^G^ 

TCAACATTGAGAGGTATCCAAGTAAACATACTGGCCT 

AATAAGAGTGAAAAATTAAGTTGGCATC^TAACAAAATAGACTATGTAGTGGAATATC^ 
TAACATAAATGAGAGTACAAC^TTTCAACATATTACCATAAAAAGTOAAA^ 
TACAAAAAAGGGAAATCAAATTATTTGTAATATGTGAGATGCATCTAAAACAACGAA^^^ 
AAAAAITAGGCAAAGACATGCAAAGCAAATGC^AAAAAAAAAAA^ 

AAA^CATGAAATAAGACAAAAGGGGAACTTGATAATAATAAAGGATGTAACTCACAATGC^ 
AA^GGCATGGAAAACATGGTGTCIAAAGCTA^GAAAATAGGAATAGGCAGAAATCC^^ 
GCTTATCTTTTAACTATGGAGAAATCATATGGAAAAAAAGCAAGGATAGTTTTAATAGCTTTACAACAAACTAra 
A ^ GACAGATOAC ^^ 

A ^ GCAATGCAGTCGATCACATAGAAATAGTACAGACAraATCT ^^ 
AAAAAAAATAACTTTACCTCCTGGAAATTAAAGAACACTCTCTATATAATTTTTCAG 

AAAAATGCAGAATATTTGGAAAGCAACACGAATTAAAACACTATATTAGAGACTATGAGATOT 

^ GGAAAGTTCATAACmAAATAC ^ TAACAAATAAGAAT ^ 
GTAAAATAAAGAC^GGCAGAATAGAAATTAGTAAAGATAAAAACAGAAAT^^ 

CAAAATAAAGTCTATGAGTTGTGTTreAAAAATTTTTAAGTAAAAATGTGTGCTATGCTCTTTIT^ 
T ^TGCAAATGTTGTACAATCATCACCAGTACTGATTTCTGAACTTTTTC^ 

TGT^CATATAAGTGGAATAATATAATATTTGTCATTTTTTGTITGGCTTAITTCACTTAG 
^°™ A I GTATG ^ TWACTCTGTTGTACAT ^^ 



™ GATGGTTCTACCmTAGCT ^ 
ATGATATAAGAAAACAAGAATTC^GAAATAATTATAGATAGAGAAAATTAAAGGAGATTATAGG 

aagcaaataaatgtaaaaacctggataaaatatgtaatttctagaaacgataaagitctJgS 

TCGAAAATCTAAAGAGACCAATTACAATAGAAAAAACAGGA^ 

TA^TTTACAGGTGAGCTCTTC^TAACClTAATGACTCAATCACTCTAAAGCTTTiA^ 



^ G ^ C I C " GTGACTATCAATACAAACATC ^ G ^TAGAATACTAG 

^°^ CAGGAAAGGAAGGATAGTW ^ TATTAGGAAATCTAT ^^ 
AG ^ CCATATGCCCGCACTCATGG TTGCTGAAAATGTTTGCTATAAAATT^ 

^^™^ ACT ^ CATOAAATTCGGACAAAGATCCCATTAC ^ 

ACAMCTTTTAGATAAGATAAAGAAGAGTGGTATGTACAAGTTGGAAAGGAGGAGGTAAGATAATCAT^ 

A ^ CTCTGTGCCTTGAAAACCCAAGAAAA 

GAGAATTGAGTAGTGTGGCTAGAATAGTCTTTACAC^CATAAACAACAATTGGTGCTAAGA^ 

^ GC S CAGAGAAGCTAACTCTACAGATTATATGGAAAAATG 
ATAGTAATGAGAAGCATGAATGCTCTGATGAACACATATTA^^ 

CAGATAGCTACATCAATGGAAC^GAGGAGAAAATTCATTTTT^ 

C^TCCTATGTATGTCATATGTAAATTTTACAT^^ 

GAAGTATATTCAAGAAATGTAAC^GTTGTTGGGTGATGGGGTAGGAAGTAGTGTTATGTTTCACTATM 

cctttgaattttgcactatttgtggtattatttc^^ 

GAATATTAACAAAGTAGATAATACA^^ 

ATTCACATGGTTGTGTTTGGAAGCTCCCAGGGTCTAAACACTGTAAGATTTCGGAGATTTATOCCAGAT^ 

aacatttgattttcctc^tttttcaagattttttcccctctggcctttcatttattS^ 

CAGGGGATGGCTTGGATTTAGGGGCTTAACCACCTCCATCTTCATCAGCTCCATTCAG^^ 
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TGAAAAGATCCCAGGAGCTTCCCAATACATATG 

GCCTCCTACAGCAAGTATATAAAAAGGTGCTCAATATCACTAATCAGGCAGATGCAAATCAAAAC 
ACACCTGTGAGAATGACTATTATAAAAAACACAAGAGATAACAAGTC 
ATACTGTTGGTGGGAATACAGAGGCCATTGTGGAAAATAATATGGAGGTTCT^ 
ATGAGCCAGCAATCCTGTTTCTTAGTGTAGATCCAAAGAAAATGAAAT^ 

TCAAAGCATTATTCACAATAGCCAAGATATGGAAACAACCTTTGGCTGTCAATAGATGAATGGATAAAGAAATTGTGTG 

TGTGTGTGTGTGTGTGTGTGTGTGTGTACACAC^TAC^ 

TTTGTGTCAA(^TGAATGGACCAAGAGGAAAATTATAATATGTGAAATAAGC 

GTCTCACTTATATGCGAAATTAAAAAAAAAAAGAAACAAAATTCAAAGATGTAGAAACAGAGTAAAAAGGTGGTTA 

GGGGTAGGAAAAGTGGGGGAGTGGGGAGATGGAGGTCAAAGGGTATAAAGTTTCATTTATGTAGAATAAATAAGCCTAG 

AGATCTAATGTATAGCATGAAGACTGTAGTTAATAATATTTTATTTCATAAGGGAATTTGCTAACAGAGTGGATTTTAG 

GTAATTCTACTACACACACACACACGCACACAGAAAAGGTAACTGTGTAACATGATAGATATGCTAATTTGCTTGATGT 

GGTAATCATGTCATTATGCATATTGTTAAATAAAATTTATGGAAGCTCTCATTCTAGATCCCAACAAACCAAAGCAAAA 

TGGAGTCCCACACGCTAAGTGCCACATGATTAAACTGAAAT^ 

TTTTGAAAACAGAAGATTCACAGAAACCAATTAGAAAGGGCCCAGTCAGCCTAAGTCAGTATAATAAGGAAATCTCCAC 
AGTTTTAACCCTTATAAGAAAAGTAACCTGAAGTAATCTC^ 
TGTTCCCACTTTACAAAAACCAATTGTTCTGCCATGCCCAGTC 
AATTCTAGAATCACAAATAGAAGCCAATTAGATCTTAAAACTAAATCT 

TCAAAACATCGTGTTAGGTATTGTCTTAGTCTGTTTTCTGTTGCTATAACAGAATACCACAAACGGCAATTTATACAGA 
AAGAAGTTTATTTGGCTTACAGTTCTGGAGGCTGGGAAGTCCGAGAG^^ 

AGTGAAAGGGTGGAAGGTGGAAGTGAACACTAGAAACAGAGAGCAAATGGAGGCTGAACTTATCCTTTTATCAGGAACC 
CACTCATGGGGCTCTGCCCTCGTGATCTAATCACCTCTTAAAGGGCCCACCTCCCAATACCATTACATTAGCAATTA^ 
TTTCCACATGAGTTTTGAAGGGGGCATTCA^TCATATCAAGAAAAAAAAAAGTC 

GTAGATTCCTGCTTCAGTCCCTTCCTATATAGAAACTCTGGAGTTTCCCCTACCTCATACTATTGCCTGTTTTCCATGG 
CTCCAAGAGAAAAGGAATATTCTCTTTTCTTCTGAAAAAGG^ 

CAGTTTCAGATGGCAACTCACACATAGATGTGTTTATGTTGCCCT 

GCAACAGAAGTGGCTAAACAGAATAATTCCAGGCTTGAAGTTCCTTTTTCATCTGGTTCCCTCTGGGAAAAGGCTATGA 

AAGCTAAGGGTGGTGGCCAAGTCCCAAAGGCCAAGGTCACCATCAAACATTTTCTGAGAATCTACCAAAAAGACAGGTC 

TGTATTAGGTCAATATGCACACAGTTGTGCTGGGAAGGAATGAAGCTTTCAAATATGAGAACTGTACCTGAAAAATCTT 

TGCCATCAGTTCTTTGAAATGAAACTCTAAGCTGGGAAGAACTCTCTGCTTAGGGGAAGTAGGACTAAAACTTGACTTT 

TGATTTGGAGAACATTCAAAAGACTCTAAGCTCATGAGTGCTCAACT^ 

GGGTG CAGTTAGACCTGTAATCCCAGCACTTTGGGAGGCCAAGGTGGGTGGATCA^ 

GCCTGGGCAACATGGCGAAACCCCGTCTCCACTAAAAATACAAAAATTAGCCAGGTGTGGTGATGCATTCCTGCATGCC 
AGCTACTCGGGAGGCTCAGGTGAGGGGATTGATTGAGGCTGGGAGATTGAGGCTACAGTGATCCGTGATGGCACCACTG 
TACTCCAACCTGGACAACACAAAGACCCTATCTCAGAAACAACAACAACAACAAAGAAGCAACAAAAG 
TTTTAGCCATAGAGCCTTCAAGTTTGTTATAACCACTC^ 

TAATCACTGATTATACATAGAAAATTTACTCAAATGAAAACAAACCACCACCAGATTTTACCTTTAAATATATTTT 

GGTATTATTTTAGGTTCTGGTAGCAAAAGGTGCAGAGATAAGGACATGGGTTAATGACATGGGTTATTTATTGCACTCT 

GCATACAGCAGCAAGAATGCTTTTCCTAAAAATTCTTTTTGCTGAAGTCCCTTTTTTGCTTATGTCTCTTTTCCTAAAA 

AATCTTTTTGCTTAAGTCCCTTTGTTGCTGCCCACATCATTTGATTTCCCACAGCAAATTATTATAAGCCTGCATTATC 

CTGTTTCTCCTCCTCCTCTGAATCTTCCTCTCCATCAGCACGATTTCTGTTTTCTTTCTTTGCCAACTAGCTGTGTGGC 

TAAGAGTAAGTCACTGGAGTCTCACTGTCCCTTTGTCTGTAAAACTATGGTTTTGGAATAAGAAGGGTCCTGGCCTGCT 

ATGGGGTGTATCAGAGTCAGGGTGAAAGGGTCTTAAGGTATTTGAAAATAAAGCAGCAGATAAGCTTGACATGGAGAGT 

AGCCTACCTCTGGCTCTGTTTTCTCCATTTCCTTAGGAGTGAAAAGCTGGCCGTCAGC^AGCAGATTCAGTGCTCACAT 

TGTAGCCACATAATCAAAGGAAGAAATACATATCTTTTTTTTTTTGAGATGGAGTCTCACACTGTCACCCAGGCTGGAG 

TGCAATGGCACAATCTCGGCTTATTGCAAGCTCCGCCTCCTGGGTTCATGCTATTCTCCTGCCTCAGCCTCCCGAGTAG 

CCAGGACTACAGGCGCCTGCCCCCACTCCGGGCTAATTTTTTTTTTTTTTTTTTGTATTTTTACTAGAGGCGGGGTTTC 

ACCGTGTTAGCCAGGATGGTCTCAATCTCCTGACCTCGTGATCTGCCCGCCTCAGCCTCCCAAAGTGCTGGGATTACAG 

GCGTGAGCCACCATGCCTGGCTGAAATACGTATCTTTTAAGATCTAAAGAAAATCGTTTTAAAGTTACTGTTGTGTCCA 

TCTTGTTTTCTTGTTACTGAACTTATTTCAAAAATTTAAATAACATTAAAGGAAGGTATAAGATTTTTATGGCTATCCA 

AAAGCTGCATTAAAAAAAAAGTAACTTAAGGATTTCCAAGTCAATTTCCGGCTGTGAAAATCACACTGTGTCCTGAGTT 

GGTGGGTTCTTGGTCTTACTGATTTCAAGAATGAAGCCGCAGACCCTCTCAGTGAATGTTACAGTTCTTAAAGCCAGCG 

TGTCTGGAGTTTGTTCCTTCTGATGTTTGGATGTGTTCGGAGTTTCTTTCTTCTGGTGGGTTCACGGTCTCGCTGGCTC 

AGGAATGAAGCTGCAAACCTTCGCAGTGAGTGTTACAGCTCTTAAGGCCACATGTCGGGAGTTGTTCGTTCCTCCCGGC 

GGGTTCGCGGTTTTGCTAGCTTCAGGGGTGAAGCTGCAGACCTTCATNGTGAGTGTTACAGCTCATAAAGGCA 

ACCCAAAGAGTGAGCAACAACAAGATTTATTGCAAAGAGTGAAAGAACAAAGCTACCACAGCATGAAAGGGAACCTCAG 

CAGGTTCCCACTGCTGGCTTGGGCAGCCTGCTTTTATTCTCTTATCTGGCCCCACCCACGTCCTGCTGATTGGTCCATT 

TTAAAGAGAGCCGATTGGTCTGTTTTACAGAGAGCTGATTGGTCTGTTTTGACAGGGTGCTGATTGGTGCGTTTACAAT 

CCCCGAGCTAGACACAAAAGTTCTCTACCTCCCCACCAGATTAGCTAGATAACAGCATCCATTGGTGTATTTACAAACC 

CTGAGCTAGACACAGAGTGCTGATTGGTATGTTTACAAACCTTGAGCTAGATACAGAGTGCTGATTGGTGTATTTACAA 
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TCCCTTAGCTAGACATAAAGATTCTCCAAGTACCCACCAGACTCAGGAGCCCAGCrGGCTTCACCCAGTGGATCCCGCA 

CGGGGGCCGCAGGTGGAGCTGCCTGCCAGTCCTGrGCTGTGTGCCCGCACACCTCAGCCTTTGGGCGGTCGATGGGACT 

GGGCGCCATGTAGCAGGGAGTGGCGCTCCTCGTGGAGGCTCCGGCGCGCAGGAGCCCATGGCAGGGGCGGGCGGGCGGG 

GGTGGGAGGAGGGGAGGCTCAGGCATGGCAGGCTGCAGGTCCCGAGCCCTGCCCTGCGGGGAGGCAGCTAAGGCCTGGT 

GAGAAATTGAGCACAGCAGCTGCTGGCCCAGGTGCTAAACCCCTCACTTCCTGGGCCTTGTGGGCAGAGCCTGCTGAGC 

CCACGCCCACCCAGAACTCATGCCCAGCCCAGAACTCGGGCCCACCCAGAACAAGCGCCGTGCCCAGCCCTGGTTCCCG 

CCAGCGCCTCTCCCTCCACACCTCCCTGCAAGCTGAGGGAGCTGGCTCCGACCTTGGCCAGCCCAGAAAGGGGCTCCCA 

CAGTGCAGTGGCGGGCTGAAGGGCTCCTCAAGCACGGCCAGAGTGGGCGCCAAGGCCGAGGAGGCACCGAGAGTGAGCG 

AGGGCTGCAAGGGCTGCCAGCACGCTGTCACCTCTCAATACGATCTGTGAACATGTGCCCTTTCTCAGTTCAGAAAGCC 

ATTTAGAGCAAATGTACTTATTTACTTTATCCAGGCTCTGCTTACTCCTCTCCTCTCCACAGCCATCTCCTCCATTAGA 

AATGCTTTTCCCTGCCATTTTTGACAGACCCTGAGCCTCCTGGCCTCCCTGCCTGAGACGCATTATAGTCTCTCTGACC 

TGGACCACTGCATGCAGCTTGGGAGCCTCCCTGTCTTTAAGGTATCGGACAAAATATAGATGAGAGTAGCAAGGCATTA 

GGAGTAGTAGTAATAGCAGTACAAACAAGAATAATAATTTTTATGATAATAGTAGCTAACATTTGTTGAACTCCTTTTA 

TGTGCCAAGCATTTTATGTTTATTATCTTACCACCCTTGACAAGGACCTTATGAGGTGGGTACTATCAACCCAGTTTCT 

CAGAAGGGGAAACTGAGGCTTATAAAGAATATAC^CTTGCTCCAAGTGGTAACTAGTGGAGAGAGGATTTAAACCTTG 

GCTCTTCAACATCCCATAACCTATGCATTTAGTTGCTGTTCATAAATAGTCACCTGCATATGTTCATCTTGCTT^ 

TGTGTTCaTCCCATCTTTTTTGTGAAACTCCTGGAAGGCAGGTCGTGTCTTCTTTCATTCTTTTATACCATCTCAGAGG 

GCTGTAACAATACATGCTCAGAAAAC^TTTCTGTTCAACCTGCATGAAGTACAAGG<^GG 

ATAAATTACACTGAGGAAGAGCAAATCCTTTC^TATAACTTTTTCCTGGCATTACCTCTTAGGGGAAAAGAATrOT 

GCAAGCTGTAACTGAGCTGGTTACCAAAATCAGAATGAATTCTCCCCAATCACGGGGGACATTCCATAAGCCTTTGGAG 

TGAGGTCTATTTTAAGGATTTTGTTCAAGTTCCTCCTTCTTGTTTCCTGGCCACACTGCCCAGCACT^ 

TAGGGATTCTGAATAAGAAAGATA(^GGCAGCTCACTTGGAAGTTACGTTAAGGACTAATAAAGATCTTGGAGTGATTT 

TCAACAAGATAAGATCAGCATCCTGGTATTGAGTTATTTTGCTACATTAATTAATTTCAGTTTGTTCTA^ 

GCCTCCTGCTTAAATGTCAATTGAGGO^CAGATTAATTCCCCTTAAATAGTGGCCTGTCATGTCTTGTTACTTAGTTC 

TGGGTTTTATAAAGTAAGAACTAAGATGGATATTTATCAATGGAG<^GATTTCTGTGTTGTGTCCTCTAAAGCCCTTGG 

GGTCAGTGTCTCACTGTAGC^TCACTAACACCTTTTATGGAATCAAGTGATTAATAAATGTGTCCTCATGAGACTGTGA 

TGCTTCTGGGTGTTCATTTTAGATACCTTAATAATTAGTCTCAAGAGTAGCTCAGTTATTAAGTGATTTTGGGGTTGCA 

TCATGTCAGGGAAACAATCAAGAAGAAACTATTTTAATAGCATAAATTTCTCTGAGATAGTGAAGATAAAAGAATGCTA 

CCAGTTTACCCACTCCTTACTGTCTGAGTCAGGAAGAAGGTGGAACATCCTATTCCTTCTTCACCTCTATTACCTCATT 

TAGAAAATTTTGACTATTTCTTCTTTTAGCTCCCTTTTTACGGTCCACCATTTTTGGAAGATGACTTTCTCCCTGTCTT 

CTTAGAATAAAAGGTCCAAAGGAAGAAAAGAACAAGATATGCTCAGGAGTTACCTGTGATGACTTCCTCTCCCTTGCCT 

CGGGCACTGGCCCACCACTCCTTTTTCTATTCTCAGTTCTTTATCTATTTACTTTTCTATTCCCTGCTCCTTTCCTATT 

GTCCTGACTTGCATGACACTGGCAAGCTACAAAATGGGAACAATAGCAACTGCCTTAGAAGGCTGACAGGATTCACGGG 

AAGCACCCTGAGCAGAGTCTAATTCCTAATGAGTGGTCCTTACATATTAGGATCATTTTCTTTCCTTTTGAGCTTCTGG 

TTTCTTGGCCTCTGGCCTTAGCCTCTTTCAACATATTCTACATAGGTAATCAGATTCACCTTCAAACAATGCTGTTTTG 

ATCTTGTCATCTGGTGAAGAAAAAATAAAACCTTCAGTGGCTTTCTAAGACGATGAAATCAAATTCAAAGTCTCATCGT 

GGTATTCAAGGTCTTCTGTAATCTCCCCTCAGCCTGTGGCTCTTACTGATGCCCCATTCTTCTATTGCTCAGGGTGCTT 

TGGGCTGTAGCCACTAGGTTGACGAGCATCCTCTTGACGAGCATCCTGATGATGCTGATAAAAGTGCTCAAGGACATTT 

TGGGAATTTTTTCTTTAGTGTTATCTAGGATAGTACTGTATACAATGCATATTTTTATGTATAAATCTTATTTCTGTCT 

ATGTTAGTTGCCTTGAAACAAAAACTGGGCCTTTGTATCTGTGCAGGCTACAAAGGCTTGACACTGCTACCCTTAGAAA 

GGCCTGCTTGCCAGGTTAGCCTTTGGTTGGTAACTGGGAACTGAGCCCTTGGAGGGCTCTCAGTCAACAGTCAATTGAT 

AAGTGTGGTTCACTGTGCCTAGACTTTTGTGCAAACAACACAGTTTATGCTTGAACACCTGCTCCCCTGTTTGGAGTCT 

GGAATATTTTGATGTGCTAGGCAGAGGGTGCCTATGTGATCAGCTCCATGAAAAACCTTGGGCACCGAGTTTCTAAAAA 

GAAGCTTCTGTGGGCTGAAACGTCATATACAAGTTGCTACATTTTCCTTGCTGTACTCTATGTGATCTCCCGTGGTAGG 

CAGAAGCATAAGGAAATCTGCACGTAAAATCATTCAGACNCTGCCTGTGGCTCTCCCTTATGATCTGGCTGTGTATCCT 

TATTACATCACTAGAATAAATCTTAGCTTTAAGTACTGCCATACACTGAGTCCCATGGGTCCTTCTAGTGATGTCCAAA 

TGTAGGGGGCAGGGGTCTTGGGTACCCCTGACACAGTATCTCTTTCAAAACAAATTCTTAGAGTAGGTTCTTAATAAAT 

ATTTTGTGATTGAGCATCTCAAATCTCCCAAACATTGTAGATGCTTAAAACATTTAAACACTTTTGTTTCTTTTTACCA 

™ GA ?^ TTTGGGCACOT ^^ 

TGTTGTTTTACTGCCTACAAAGAATTGTTCTAGTTTTGCCTATTTATTTTCTTTTACTTCCCGATATTTCAGACACTGT 
^™ C ^ GC ^ GAGCAGTTCTTTTGGGCmTGTGATACAG ^ TCACTC 

GACGTGACCAOITGAAAGGAAGGGGCTT^^ 

ACAGAAAGAGAATTTGTTATTTTGAAATGACTTCCTGGCGGCTGAGTTGTTTTCATTTGATAACGACCCCTCTCT^TA 
CCAAGTCATGGTTTGCAGTTTACGTCTTAGGGTTTTCACAGATTTTATTTGATGGTAGGAACCACATCATTTGTTOTAG 
ATTTAGCATGTGAAATTCCCAGTAAATTCTTGGTGACAATGACTGATTGCTTCATTCATAAACATTTATTGAATACTTG 
^^ G o G f AAGCATCGTCTGTAGAGGATACAGAGATGAGC ^ 

ACTCAC^TGCACACATTTCCAATCAGATATGGTGAATACTAGTGGTGGAAGGTTAGGAGCCCAGAGGACAGC^S 

ccactgggaccttgcttcctacgaggcttgtcctgc^tttc^tggccttaaat^caccaatgtagttatctaS^ 

CTGATAAATCACTTATAATTAGTTTTTTATTGTCTAAGTATCAATTTTAGCTGCTGTTTTTTTAAC^ 
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CTGCCTACATAATTTCCTTAGAATTA 

CATCCATCAGCAAAGGAGGCCATTAGCAAAGTCCAATTCAT^ 
TTAGCTCACAGTGTGATTTTCCCACGGTCACAC&CCTAGTTC 
TGCATGTATCTCATTTTATTTGTATTCTC 

GTTTTTATTTTTGTGTCCCTAGTGCCCAACATATNGTCTAGGGAGGAAAATACTTGTTAGATAAACAATTAGAT 

ATTAGGATTCTGTAGAGAAACAAAACCAATAGGAAATATATAGATACATAAGAGGAGATATATTGTGGAAATTGGCTCA 

TGCAATTATGGAGGTTGAAAAGTCTCAC^UVrATGTC 

TCTGAGTCCAAAGGTCTGAGAACCAGGGGAGCCAATGGCATAACTTCCAGTCTGATGCCAAAAGGCCTGAGAAACTTCA 
GGGGAGAATCTGAAGTCCCAAGAACTAGNAACTCCAATGTCAGAGCAGGAGAAGATGGATGTCCCAGCTCAAGGAAAGA 
GAGTTCACCTTCTTCTGCCTTATTGTTGTATC 

gattttctttatttagtctactgattcaaatgc 
tttaccagctatctgagcatccctaagcccaacc^gttc^ 

GAAAAAACTTGGATTTCTGCTTTTTGGTCTTCATGAGATATTTTCCTCACTGTATCTCTCTTCATGAGATATTTTNCAC 

TATATCACATGGATATATTTTCCACTTCGATATAGTAGAAAATATGCATGGAAAAATGCATCTATTATTTATTGAGC^ 

ATATTATACTTGAGGCACTCTGCTAGGC^CTGTATTGAACAAAGATGATTAAGACAGTGTACCTTTCCTAAGGCACAGA 

AACGATAAGATAAATATACAAATGACTGTAGTGCAAGGTAG^ 

GCTTTCACACATTGTGGGAGAATGAGAGAAAGCTTCATGGAGGAGGTAACT 

CTGAGTTCCAGAGGTTAATTAAAAAAATGAAGGCAGAGGGAGAGAGGGCAGGGTGGGC 

AAATGTGAGTCATTTTTGGAAAACTGTGGGAAGTCTCTTTTAGGTGTGGTGTATGAAGTGTGTGTATGTTGGGGGAATA 

GAGCAAAGTAAGGATTAAAAGTCAGGTTTCCAGGCTATGTTGCCTGGCC^^ 

CATTGATATGTTTTTTGTTTTGTTTTGTO 

CTCGGCTCACTGCAACCTCTGCCTCCGGGTTCAAGCAATTCTCCTGCCTCAGCCTGCCAAGTAGCTGGGACTACAGGTG 

TGTGCCACCCCGCCCAGCTAATTTTTGTATTTTTAGTAGAGGCTGGGCTTCACCACGTTGGCCAGGATGGTCTCGATCT 

CTTGACCTTGTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCTCCCGGCAGCACTT 

ATGGGTTTTAAATATGAGAGTGACAACATCAGGTTATTGGGC^^ 

AGGCAGTGAGATAAGTTGGGAGGGGCTGCAATAGTTCAGAAACAAGGT^ 

GATG AAGAGGAAGAGGCAG TG TG AC AGCT CTGTTGCATGACACAACATGGGAAACGCAGGATTGAGAAGAGCCAGAGGT 
GATGATGCCATTAGCAGCGTGCATTTAGTACTTATCACAACCTA 

CTGTGATCTCCTAGAGGAACAAGTCCCATGTCATTCTCATTGACAAAATGAACATGGCAGATACTTGGTAAATGTTTGC 
TAGTAAGTGAATGGAAGTCAGGCGAGTTGGCTTGGTGATGGCAGCTGGG 

GACATGATGGAATTTGGGGATGTGGTCTATTTGTTAGATG^^ ' 

ATGACAAACTTATGTGTATGTGAGGGCAAGATAAAGAGTAGAGAGATGGTATAGTTGGGTATGGAGAGAATGCTGTAAC 

TGAACTGCTCCCTTC^GATGTCAGGTAAGATTGGAGAGAAAATGCAGGATAGC^TTTGTCACAGGTAGTTGGAATGTG 

GAGGGAAGACTGGAAGGATGAGAAGGACTGAGGTGGACCTGTGGGCTGTGTTAGCCGGTGAAAGTTGGAGGGAAAGGGA 

AATGGGAGGCAGTAGAGCATGGAGTTACATATGC^GGCACT^ 

TGGATTTGTTATGTGACTTTACACGCTCTCTCTTGCCTCAAGTTCCTCTTCTGCAAAATGAGGTTAATAATAATACCTC 
CATAAACACATGCACAGCACACAGAACAGAAGCTGGAATGTGATAAGCACTTCATAAGCATTAATTCTTCTTACTGAAA 
CTCACTAGGGTCACTTTGTGCATATTATCCTATTTAATCCTTAGTAACTGTATAGGTAGGTGTTATTATCTTCATTCTG 
CAAATGAGAAAACTGAAX3TGCAAAGAAGTTTCATAATT 

ACCTAAGCTAGAGTCTTACCTGATCCATCTGGTGCCCGGGCTAGTGCACTTTCTCCTATAACACTCAGCCTAAGCTAGG 

TAGATATGGCAAGACCACTGGCTGAGGCAACTCAGATGTGATCAATAGGTAGTAGGGAACTGTGGCTGACTTGGGGGCA 

GGGGAAGCAGCATGCTGGAAAGATTCATCTGGTATGTTTATAGAAGAGAGCAGGCAGCAGGCATGGGGGGCTGATGATT 

CAGAC CAG AAATGG CTGAGGAAATG GTG AGGTC TGG CAAATG TC AGAGGAGCTGTGAT AGAAGAATG AGCAG AATTT AT 

GACTGATGCAAATAAGGTAGATATGATGGTACGTGACAGAAACTGACTAAGAAGTCTGTATGCAGTGGGTGCAGCTTAG 

AGTTTCAACTTGAAAGTTTCAAACCTGGGACTCTAAGAAAATAGTCTGAATGGTAATGAGAAAGTTGTCACTTTAGTAT 

CTGCTTCCCTTGAAGAAAAGCACCTTTAGAGGAACCAACTTGGAGAATAGTGTCGCATCAAAGTGGGACACTTCATTAT 

TTTTAGTGGCAGCATGGTTCTGATGAGCACACCGTCGGTAACCTTTACTTCACTGTCAGTCCAGCTCTGTCAATCCTCC 

TTTATTAAGGAAGGAAGCTGATGGATCTTTCCTTTCTTTCTTTCTTTCTTTCTTCCCTGGAGTAGGATGTTTTCTGTAC 

ACAGTTAGCATGTGAACTTCTTTTTAAAAAGAAGTTTACATTTTACTCTAATTCTCATCCATAACGGAGTGTGGTGATT 

TGCATTTGGGCAGTTAGGAAAATCAGTTCTGTTGACTTCCTGTTTTCTATTTCTGGCCTCGAGCAGAACTTCCCA 

AGTGGGACCAAGAAGAGCATACAAAGCTGAAATGTTCTCCAGAAGTTGATTTCCAATGGGGATAAAGTAAGTTAATGGT 

CTGAGGTGTTTGTCTCCCCTTGCCCCCGAAGCTTGCCCTTTAGTTGCTCTTGTTTTTAAACTACAGGGAATGAACTGAG 

GGAAGCATTTTTTTTTTTTTTTTCCTGCAGGTCAGAGTC 

AAACATGCTGCTTAGGCTGAGCTCTTGGCCAGATTTGGAGATTCCAATGTCTTCTCCCTTTGACAGTTCCTAAGAATAT 

TTTATTTGGATCCTTTTCTTTAGGTTTTTCTGTCTAAACATTTTATTTTACCTAGTGTGAAGGGGTGAGGGAGGGCAGA 

TTGTTTCCTTTCTTCCTCCTCTCCCCTTCCCCCTCCCCTCTCCCTTATTCTCTGTTTATAATTTAAAAGGATGCTCACT 

TTCATTTTCTCATTTGCTTCCTTCACAGCACCCTGTGAAGCTGATATTGTTATCCCCCTTTGACAGAAGGGGAAACTGC 

AGTTTCAGTGAATTTCAGTGACTTAGTCAAGTCACTCAGTTAACAGTGCTGAGAGTGAAGCCCTAGTGTTCTGCCTTTA ' 

GATCTCTTTTTCCCAGTACCATACTGCTTTTCTGGTGGAGGTTGTAGTATATAGGATGATGTCAGAAAGGAGAGGCTGG 

GAAGCCTGAAACGATCACATCGACAATTGAATTGTCTGTTTTTTCTAATAAAATAGAAAATGTTAACTA^TATATTGC 
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CATGCAATTCTTCAAGCATATAGGACTTTGGGTCCTTC^^ 

TTTACTATATGCAAGGAGAATAGCTGAAAAGTCAGGGTAGGCCAGCAGTATTTCATGCTTTGTA 
TTTTTCTGTTGGAGGTTCAGCAGAGGATGGTAGCAAAGTGACATTT^ 

AAGTGGGTGGGGGAATCGGTTGTGAGTAGGTGTTAATGACGAGTGTCTGGACCTTGACGTCTTCTCAGTCCTGGAGTAG 

GGAAAAAGGAACAGAATTAGTGCTGTTTAGAAGAAGCTGGTGATGGAGGTCTGCTTAGGAATGAGTGCAGATTAGGACA 

GGGGCAGTGAGGGAGGCCCACAGAGACTCTGGCTGCCTGTCTTTCCTGGCATGTCTGTGGAATGACCTTGCTCTGCCAG 

GACTCTGGGAGGAAGCCTTTGATTTTGGGGGAATCTTTAGGACTATGCACATAACCAGACTTTCCTGATGGGAATCTCC 

AAGGGGGCCTCCTGGGCCAGGGCCGTGGGCCAGCAGGTGTCTTCCTAACATGGTCTGTGAATAGTGCGCAACCTAGGCG 

GTGCCTTCTTTTCCTGAATCAAGCCCTTTCCTCCTCAGTGCCAAAGCAGAAGTGGCTGGGTGGGTGAAGATCTGAGTGC 

TGGCCCGGGGCCACAAGCCATGGGCCACTACCCATATTGCTGTGAGATCCTGACCTTTCTCTTTTCTGGACTCACAAGA 

TAAAGAGAGTGAATGAGGAGGAAAATCAAATATTGTGGCAGGGAGGGGCTGACAAACACAGGCATGGCCAACAGAAGTC 

TCCCACCAAAGTGAGGAGCTGAGAGAAGGATTTGGGGAGGGAATGTCAGAAGTCTCACTCCCAGGCAAAGGATTCAACA 

AAGGAAAATCCGACTCTGGCTTGAATATGGTCCAGGTGTGGGGTTAGTAGTCCATGTTACTGTCTGACATGGGAGAGCA 

TTCCACTGTGATGGAAATGGGGTGGGTTGGGGTACAGGAGGAACCATAGAGGTAGAAGAGAAAGGAGGTGAGAAGGAAC 

ATAGTCTGGCAGTTGACCAGAGTGTATCTGGCTGTATGGTGTAGTCCCCATAACAGGGCACCTATGTCTGTACATTGCA 

CAAAAACAACCATCCAGTGTGTTCTTAAAAGTCCTGTGAAGGTACATTGTAATTTGAACTATATTTTGAAGATATCAGA 

GGATCCTATCATTTAGAAGAATCTCATGGGAATTACTTTTTAAAAAGAAAATAATCATTTTAGGGAATA^ 

CAACGATTGGTTTTGAATCTCTGGGTTTTAAATCCATTTACTCCAAGTAGGATTCAGTATTTCACTCTTTCACTGGCA 

TGGATTGTTTTTTCTCCTACATATATGGCTTGAAAGCTCTTAACAAAGGATAGTAATTAATTATTTCCCAGCTATTTTT 

ACCTTTGACGTATTAAAAGTTGGAGGAAACTATTTCATTTAAC 

GGTATTCTGCrGTGCTTTTTCAAGGAAAAGCCTCCTCCAAAGGCACTTTTGGAGACAGTTACCAAAGGAAAATCCCACC 
CACCAA(^GAGACACTCAGCCTCTAAGTTTGGCTTTTGGAAAATGAAC^ 
GAGATCAGTCATGTACACTATGAAAATAATTGGTGTGCATTAGTACA 
GATTGGATTCAAACCAGCACATTTAAAGGTCAACTGGTTGTT^ 

GGATTTTAACCAAATGGCCATTTTAGGAAGGAGAGAGACTGCATACTGTGTTTTAACTTTCTGACC1TTTTGTTCTTAA 

ATTTTTTGTAAAGTTCTCAGGGATTTCCTATGGATGGAAAGGGTCTGAGAAATCAGTTCTCAGCTGGCATTTGGAAAAG 

GGTGGAAGTAGAAACTGAGTTCTTTTTAAACTGCTAAATTTAGGTCAGGGCTTTAATACGACTGTGCACATCACATAAG 

CAATGTCTAAATGTCAGGCTGAATGTTCTCTCTCTTTTAAATAAGTACTTCAAGTTCGTTAGTAATAGCTAGCCCT 

TCTCTTTCTTGCTTCTCCTCTCACCTTTGAGCAACTTTTTAAGTTCCTTTAACAGCTCTGTGGAGAAACCACCATGTAA 

TGATCAATATTTAACCCAGNTGG1TGACGTTAGCCCCGTTTCTGGAATGGGTATTTCACTGGGCTTTGGGGTTTTGATG 
ACGTTTTCTCCCCAGTGACTGTGGATGCATGGATTAAATT^ 

GCTGTATTTCCCAAAATAAGGTAGGAGACTGATGTGTCTCAAATAAGCAGGGTGAAATTTAGTCATCTGATGATAGTTT 
CTTGGGTTGTGCATTAGTGTCCTGATGAGCCCCTAGCAACTTTCAACATTATGAAGACTAGTTTGGAAGCCTCAAAGGC 
AGTATCTTTCTTGAAGAAAAAAAAATAACACCAGGCATTTCCACA 

GGAGTTCACGCATCTGTTTACCTTGAGTGTGTGTATGAACTCTTGTAGTTCTAACTAAAGGCAAATGGAAACTGTATAG 

AGTCCCATTTTGTCAAGCTGACAATTCAGTATCCTCTTCTTTCCTGGTTGCTTTATAGCCCACTCTTAGTTGTTNTCTT 

TCTATATTTCCTACAATTTTTAGCTGTGAGGCTGTGTATTCGTTGCTTAAAAATTCTGTGCCTCATCTGCTTCACTTGC 
AAAATGGGGAAAATGTCACAGGATCCTTGGGGTGTTGCTO^ 

TGAGTTTTGCTCGGGCCCACTGGGCTGGTTCTGCCCACTCAGCCTGGGCAGGCTGTGCTGGGCTCACGCTACTGGCCCA 

GATCTTATGCCTGCCAAGGGTGAGCCAGGCACAAAAAGGCAAGGGGTATGTGAACAAGGGAGCTGCCCATTGTGCACAG 

CCAGTCATGCCAGCTGNAGCAGGGCAGGCAGCTCCAGATGCCGACACAAGTGCTAGCTCCCTGTGAGGCTGTGGCTGGA 

CCAGGTGTACCACAGATGGCTTCCACTGCTGGCACCCGGGAATGTGGTGGTGCCTGGAAGCTTGGAGACGCCAGGAACT 

ACAGAGCCCCAAAGAGGGTGTCACATCCCTGGCTTGGGGAGCTCCCAGGTCTGGGCTCCCTGAAGGGCTGCAGTTCCTC 
TCTTCTTCTCTCTTCTCTCCCTCTTCTCACCTGC^ 

CTCTTTCAGTCCCACCATTTAGTGGGTCCCAAGTTCTTGTCCTGTGTCCTGGAAGAATGAGGTACAGGGACAACTGGAG 
GGTGAGCAAGGCAGAGAGGAACTTTATTGAGCGACGGTACAGCTCCCAGGAGACCTGAAGTGGGTAGCTCCTCTCTGCA 
GGCAGGTTGTCCTGTCAAGCCTGCAGCTCTCAAGAGAGAGGAGACCCACAGTGGGTAGCTCCTCTCTGCAGGCAGGTCA 
TCCCTTCAAATGTGCAGCTCTCAGGAGAGAGAAGACCTACAGTGGGTAGCTCCTCTCTGCAGGCCAGTTGTTCCAACCT 
CTGCCCAGTCTGGCTGAGTCCAGGGAGTTTTATGGGCTTCAGAGAAGGGGAAGTGAGTGCTAATTGGTCTATGGACAGC 
TGTGGGCAGCGTAAGTTCTCACTCCAGTCTGTGGAACTAGCAGCCTGGCCCCCAGGCTTCAGGCC1ATCCCAGGCCTAAC 
GGTGGGGCTTCACGGAAACTGCCCCTTTCTGTCCAGGAGTCCGTCTGCCTCCCGCTGCCATCAACCTGCTGCACTGGCA 
CCCAGGCTGTTCATGCCAAGGGGCACCTGCAGCCCATACTGAGCCACTCTCAGCTCCCCCTTGGCCCCCCTCCCATGCT 
CCTTGGTGCACAGAGTCTGGAGGGGGCCGAGGCAACAGGGGGCTGGTGTGTCAGTGGTACTCTGAGCACGGGCATACAC 
AGCTGGGTCGTGACAGTGCCCCAGCTTGCACTTAACTTTGCTCTGAAATTGGAGTGGGAGCTAGGAGTGGGGAGAGGCT 
GGGCAGTGGGAGCAGGCATTTCTGAGCCTGTGGGGGTAGGGGGGTTTCCTGGGCTTCTGAGAGTACAGGGATGCCTGGG 
TCTGCACCCACAGCTGGGTGGCTGCAGCTGTGCCCAGGAGGGCAGGACTCCCACCCCTCACACTCAGAAGTGGGTGGGG 
CTTCTGCCTGTTCCCAGCTCCCAACAGCTCCATGGAATGTGCAGCCCTGGCTGCGCCTTGCCTGCTGCAGCTGGCGTCT 
TC T ^AGCAGCCACTCCAGATGGGCCACCACTGTCATCAATTACATTACCTACCTTAGTGTTATTGTGAAAATTAAATGA 

g: -^atccatgtaaaatgctgggaacaatgtctggcataacatagaagctcaataaatattaattctcatta^ 

TA.CCATTTTTGCTATAATTTGAATCTTTTACATATTGTTGTGACATATGGAGGTTTTTGACCTACAGGGTTTCTTCTGA 
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GTGGCATAGCTCAGGGTAAAGTGGCTCTCCTCACCTCTC^TACCCTACTGTCTTTTGCCTAAATTCCAGTTAAGGATG 

GCTAGAGACATCATATGGGAAAGGGTGGTCCTGAACCAGAGAGATGGGAGAGCAAATTGCTAAGGTGGTTCTTGAGGGT 

AGGGATGGAGAGCO^GACAGAGACAGGTGTCCTCCAGACAGCTGTCCTTTATCATTCACTCACTGCCTCTGCAGCTCCT 

GCTGCCTCCTTCAGAAAGCGAATGTATGTTGCCTCTAATGCCCTTCCTGAGCTAAAGCCCAGTAGTTCTCAAACATCCT 

CTTTCAAAGACACTGAGCCCTGGTAACCTTCATTACATTGTTGTTCTCATATTTTTCTC^GTTAACTCACTCATAACC 

TACAGTTTCTTATTACATTGATATATTGATTATGAATCTTTCACCATTAACTTTTGTTCATTTCTATTCCATCGCAAAC 

TTAATATTCACAAAACAGGCTTAATCTGAGC^ 

GGTGTTATAAGATGATGACACTTAGAATTTATAGACACT^ 

GAGATAGATTTCAGATCACAGTCTATACAGATGTACATTT^ 

GTCATGAAACAATGTTCAACCTATTGCACACAATGTACTTTCATGATTTGTATTCTCTTCTTTTTTAT^ 
CTGGTTTGTAACCCAGTAAACACATAACCTAC^GTTTGAAAAACCCTGATCTAGAGGAACATCCAGTGGGTGCCTCTTG 
AGTTCTTACGC^CTATCCACATATCATCCGTATCATACATAATGGGTTGTGGCCATCTCAGTTTTATTTTGAGGCACTG 
CCTCTTCTCATCCTGAOVGAAAAAAA^ 

TTATCTTAAAACATATAATCTCTCCTTTACCTTATGCTCTTTCCTAATAACTATTCTTTTTCGATTGTCCAAAAGAAAC 
CACTCTAATAACTTATAACACCATGTATTAGAAATTT^ 
GGGACTAAATTATGCATGGATAGAAAGACTATTTATTATAATGAC^^ 
AAAAGGGTCAACAGTCTTTATTTTATAATGGAGACTCACAA 

GAAGAGGCAATATAGCCCTAAAGTAAAAGAACACGGAGGAAAAACTTAAAACTATCTGATATCAATACTTACTATAAAG 
TACAATACTTAAGTGTGGTACTGACACAAAGAAAAATGGTTC^ 

TGTATGTATTTGATATTTTTGATGCTGTTGCAAATTTTATTGTTTTGTAATTTTTACCCTGTTGCAAGTATCAGAAATA 

CAGTTGATTTTTCTATCCAGGAAACTTGCTAAA 

CACAATCACATTGTCTAAGAATATTTTTATTT^ 

GCTTTATTGCTTTGGCTGAGATTTCCAGTGTCAAATAGAAATGTTGATGGTAAGCAriTX^'Tl'CTCAiTCCTGATTT^ 
ACATTTAAAGAGTTTTCTTCTGTTT^ 

TGAATCTGTTGATATAATAGAAATTTCTCCCTCATTCTGTTAATCTGGTTAACTATATTAAATTGATATTTTGAATGTT 

AAACCAACTGTATTAGTCTCCAACCTTGTAGTAACTAAACTGAATTTAGTTACACTGTGTTTCATTACTGG 

GGTTAACATTTAAGATTTTGCACTGTC^CATGTAAGAGAGTTCT 

GGTTTTGGTGTAAAGGATATGCTGACTTCATAATACAAGTTGGGAGTGGTTCCTGTTTTTCTCTTCTCTGTAGAGTTTA 
TGTAAGATTACTGTTAATTCTTCCTTATCTGTTTGGCAGAATTCAACAGTGAATCGTCC7VTTTCATATAAACAAGTTTA 
TTTGCTTAAGGTTACTCAGAATATAATTTTAATATATCTGAAGGATCTTCAGTTAATGTCCCTTTTTCATTTCAGATAT 
TGGATATTTGTACCTTTTGTTATTTCCTCCTTTAT^ 

AAGAACCATCTGTTGGCTTTTTATTGATATTCTTTATTGTATGTTTTTAAAATTTTCATTGATT 

TCATTTCATTTCTTCTTTTTCTTTGGACTTAATTTGCTGTTCTTATATAATTATAATTATATAATTTATTGAAATATAT 
GTTAAGATAATTGATTTTTAGGCTTTATTCTCACTTAATATTTACATTTAAGACTATACATCTCCCTCAAAGGCTGGAT 
TTAGCTATATGGCACAAATTTTCTACTGTAGGATT^ 

TTTCTTCTTTGAGCTACATGTTCTTTATAAATATATTACCTAATTTCTAAATATATGGGGATTTTCCAGTTGTCTTTTT 
GTTATTGATATCTAGTTTAATTCCACTTTGGTCACTTTAAGAGAATTTGAATTCTGCCATTACTAGGGCTGTGTTCTAT 
ATATGTTGAAGTTTTAAAATCATGTTGTTCCCAT^ 

AAGAGGTGTGTTAAAATGTCTTATGATTTGTGGGATTATCAGTTTTTGTAATTCTGTTCATTTTTGCTTTAAATAATTT 
AAGCCTCTGTTATTAGGAGCATATACTTTTAAAATTATTATATCTTCCTAGTAAATTCAGCCATGTATTTCCTCCTCTT 
TATCTATTAATGTTTTGTCTTAAAATCTACTTTGTATGGTGTGAACATGGCTACTTCAGCTTTATTCTGGGGTAGTGCC 
TGCATAGCGACCTCTTTCTATTCTTTTCACCTTCAATCTTATATATTTAAGAAATGTCTCTTGTAAGAAACATATAGCT 
TTGTTTAATACAGCCTGGCAAATTTCGTCTTTTGAATAAAATCTTAATGTTTGTGATTTATGTAATTATTATATTTGTG 
TTTTGTTTAAATCTATCATTATTATTTGCTCTCCATTTGTCTCATCTTTTGTTTCCCCTTTTTTAAAATCTTTTTTACT 
TTCTTTGTCTTGAGGTTTAGAAAATTTATTATTATTTTCCACTTTTCCTGCTCTGTTGACTTCCACCACTCCCAACTTA 
TACACTTCTGTTTATGTGTTTTCATTTGGCATCAATATTAACCCCCTCAGGACATTATTATCAAAGACAGTCAATATCT 
ATTTAGATATACCCACATAGTTAGCCCCCTTTTTGACTCCTCGTTTTTTCTGTATCTCAGTTTCCCAGCTGCGATCATT 
TCTGTCTGCCTGAAGAGTACCTGCAGTGCTTCCTTGAGTACGTGAAAGCTGCTGAGGAATCTCTCAGCTTTTATTTTTC 
TGAAAATGTCTTTATTTTAGCTTTGTTTCTGAAATACATTTTCACTTGGTATAGAATTCTAGGTTGAATTTCCTTTTCC 
TTAGGCATTTGAAGATGTTTCATTGTTTTCTGCTTCCATTGCCATCCAAAGTCTTCTAAAACTTCCCTAGGTAGGTAGG 

TAGATATTTAGTATAAAGTATTTTTACATCTGCAGATTGAATGCAGATGATCAAAGGAATCAAGTATTTGATGATTCAA 
AATAGAGACCTTTGTTTTACATATAGACTAAGGGTTGGTCCAGGACTATCAAAACAATTCTAGGAAGTATTTTTCTAAC 
TCTTGAAGAGAGAGAGAGGGAGCATAAAATGTACATAAACCTAAGTTAAAAGAAGTATGTAAAAGTATGTTAAAAATAA 
TGCAAAAAGCATATATGCATATATTTTGCTTGAACTTGATTTCCACTGACTTGGAGTAGTTCATTCTCTAAGAATCTCA 
TGTCATATTATTTTATATCTTTCTCATTTGTGAAGTCATTCAAGAGATCCTGCCTTGTATGTGTTTTCCAGATAATTTA 
CACTTTTATTTTTAC^TAGATGTTGATTAGCTGTGTTTCATTGAATATTCTCAGTTTTGGGTATCAGTTTTCAGCAAAA 
CAACTAAATGTGACACCTTCCTACTGAGCATATTGGGTCTATACGTGTGCATTTGACTTACGACTTATATTTTGACCTA 
AAAAATATTTTGGATACAATATTAAATTCTTTTAGCATTAATAGAGTGCTTGAAATATGAACTTAGTGCTTTTACTTTT 
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AAAATATTTTAAAATTTTGATATTTAAAAATTTGATAxTTTAAAATATTTTTTCTGTACTAAAATGCACTACAATATAA 

TGTGAC^ATTATGAATATGGATTTTAGATTAAGACAAACCTGGGCTGGAATAGTAGCTCTGTTCCT'' , 'VCTAGTTG T 'GTA 

TCCTTGGAAAAACAACTCCAACTTTOTAAGCATTAGTTTCCTTATCTGTAACACAGGGTCCATAATTOCTAC 

TGCTGTTTTAAGAATAAACGAAGTGGGAAATGAGTTAGTATCATATTCATATATGGCAGCCATTATTATTATTATTATT 

ATTATTATTATTAAATTTCTATAGTATGTTATTGCCTAAGTTTGTTCATAGAATAATGTATTGGCAAATAATATTCCAG 

TAGGAGAATTATTCTTATAAAATAAATTAAAGTAACTTACTTTATTCTTTAGAGTTTACCAAGATAGGTATATTTAGTG 
AACATGGGAGTO^GCNTATAATAAATTCTGTATTC^^ 

AGCAGTGTTTAAAACACCATGGCAGGGCTGGGCATGGTGGCTTATGCCTGTAATCCCTCACTTTGGGAGGCCAAGGTGG 

GAGGATCACTTGAGGTCAGGAGTTCGAGACCAGTGTGGTCAACATAGCAAAGCATCGTCTCTACTGAAAATACAAAAAT 

TATCTCGGCATCMTGGCAAGCACCTATAATCCC^GCTACTTGGGAGGTTGAGGCAGGAGAATTGCrTGGATCA 
^GAGGTTGCAGTAAGAACTCGCCACTGCACTCCACT^^ 

CAAAACAAAACAAAACAAAAAAACTACCACGGCAGGAGGAATTTCAAGCATGTGAAAGCTGTTACCAAGG 

acagtagctgccttaccacttaactcccatttattgtctctccaatccatcctttatactttttccagaaattatctS 

CTAAAACAAAATCATGCCATCATCATTCACACATTCATAGACAGCTGTTGTCTGTGGAAAACACTT^ 

ATGTAAGGCCCTCCGTACTCTTGCCCTTCCAGCTGTATCACCTCCTCTTTCCTTTCCTGCAGCCTATAC^ 
^CTAATTGCAAATCTCCATTAGTACCG^^ 

™°5 CAAAAOTGTACT ^^^ 

GAATTCGAGTGTTAAAAGCAAGAGGTGGGCGTTGTAGTGTTCTAAGGTAGGGAGACTAGGTATAGAAAGAAACCTT^G 

ATGGAAACCAAG^CAGAGAAACTTTTGCAGAATGCTGTCTCTOTGGGCTGCCTGCC^ 

TCTTCCTTTCTa^^ 

°£™ AGCTGCTOCTTA ^^ 
^ACCTCCCCTATACGTrGTCTTCCCCTTAGCT^ 

Sp^ C ^ CTGGCACCAGCCCTGACCCGATOAATTCCCTO 

^ Accc r cTAGGAGA ^ 

GGTCAGGTACAACTGGGAGAGAAAAATGCAGAAGCTGTGGGCATGCAAJGGCCAGAAGTGTAG^ 

AGGTGCGAGAAATGATCTAATAATAGTTGAATGGAGAGAAAATCAATGTATGGTCAATCTTCATTATCACAGA 

^ C f ATCCACCTACTTOCTAAAATTTATCTGT ^ TCCC ^^ 
° ACGAG ^ G t AGCAOT ^^ 

ATCGTGTTTCAGCCCTCATGCTGTAAGCGAGGGTCCTTTCCATGATACGrTTAATCCTGTGTTTTTGA^C^ 

^cactggtgattttgtcatgtgaaatggcttccaag^^ 

GGCTGTAATAAGAAGAAATCTGGCCAGGTGCCCTGGTGCATGAGACCAGCCTGGCCAAC^TGG^ 

GC T GAACCCGAGAGGCGGAGG ™^ 

^ CAA ^ TAAATAAATAAATAAATAAATAAA ^ 



C * A * C *? TAAATAGAA ^^ 

^°^ A ^I ACATTTCCCCTGGGAGCAATGGTTCAGTAT 
^ G ! GCCACAAATAACAAGAATCAACTCTGTAA ACATTTTTGTT^ 

A ™ G r G f cccAAG ™^ 



ACTCTAAATAAAATCCTCTTTTGTTCTGGTTTATTTTAGCAGATGTTTACTGGTGTTTACTGGCAAATG^' " 1 " ,r "' *PTZ i 
G ^ AGG r AAAGTTGACCTAGACACAGTOTTTGCTCC ^ 



AACAAGGAACCCAACGTAGGTTCACAAAATAACCACATATTGTCCATAGAGTAGGTGTCTAC^ ] G , GGT 



TTCCACTTAGGTCAGATGTTTATA 



TGCGCTCGAACTAGTTATTGGAGTCCCGGCTTAAAATGAGCTCATGTTCCAGAAA' 
ATAAATTTTCATGTGATTCTCAAAGGAGTTCATGATTCCAAAAAGTCTAAGAACTTCTGTGCTTATTCT 

mTTTTTTTAAATAAAGAAAATGCTCACTCTTGGCTAGGATGTGGTGAAACAAAACTTCCTATATTGTCAGTrrr 
ATAAATTGGTATGAATTTTCTAAAAAGACATTTTCCACT^ 

^ AGC ^ C ^^ GGAAGGCTGAGGCAGGTCGATGGG CTGAGGTCAGGAGTTCGAGACCAGCCTGGCCAA 

tgtctctactaaaaatacaaaaatcagctaggcatagtggcgggtgcctgtagtcccagctac^ggS^ 

GGAGAATAGCTTCAACATGGGAGGCAGAGGTTGAGCCGAGATTGTGCCACTGCACTCCAGcS^ 

Fig. 6.\Z&~\. 
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CTCCATGTAAAAAAAAAAAATCACTTAATATTATC^ 
TATATAGCATAATCACAATTTGTTTATC 

AGGTGTTTCTTTTCCTTTTTATTTTTTCTTTTTGTATTTTTCAAATT 
GAAATATTGCAACCATATTTTGTCCCAOTTGAA 
CATTTTAAAATGTCTCATCATTCATTTTC 
GCCCTTCTCTTCCCACAGTATCATTTCATCTT^^ 

CCATTCCTTTTTGTTCTTTCTCTGATTAAAAAAAAATACTAAATTCTGTCTGCTTTTCTTTGACAGCATTAGCCTTTTT 

TCTCCTCTGCTCAGAATATAATTTTTGCTATTCAGT^ 

TTTTTAATTTTGTAAGGTAGAGGAAGCMTC^^ 

TAATTAAAAAGTATGTATTCTTTTTGGGATTTCCCAAAGTATTTTCCCATTATATCAGGAACACATGTGTATATGTGCA 
TACATAGGGTATGCATGAGAATGAGTGTATTCACGTGTGCATGTATC 

TGTGCAAGTTGGTGTGC^CTTGTGAGTGAATACATGTTCCAGTTCTTC(^GAACAGGAACTGTGTCCTTTCCTATATGC 
CCTACGCAAGTAGACACTGCAATGATGCTGACTGCCTGTT^ 

TGGATCTCAGACAGTATGCAGAGGAGAGGAATGTTCTAATCCACCCTGGTACCAACAGGCTGGCATCTGTACTTTGAAA 
GCTTTGATGAAGAAGATGCAAATTGTGTTGGCTGTGTGGGCT 

ATAACTTTTAATCTCTCCAAAAGCCTGCCAACTGGCAAAGAGATACATGTATTAGATAAGATGGTGGATCTCGATTTAT 
ATATGTATGAATGCAGACTGAATTAAAATGGCACCCTAAGGGAGAAGCC^GGACCAAATCAGGAGACCCTCTAACTGA 
GTCAGAAATCAAGGCC^GGATTTATAGGATGAACATTTTTAAGTGTACATTAGAATGTAAAGTAGGTATTTGTAATTGA 
AGTACTATGCTTATTTTATTTCCATAAACCTAAGGTCTGGCTTCGAAGTGGCCTCAGGGTATATCCGTCAGCACTGAGC 
CTTGTAAATTTGCCTGCTAAATCAAACCTATGATGj^^ 

GTGGCTGTATTATAGAGTGCTCAGCTCAGTGTTTCACAGTGGAGAAGAACGTACGTTGATATGCTTTCTGGGTTTGAGA 
GCTCTTCCTTCTTCATCCAGAAGACAGAGCTGGGTAGAGAAA^ 

ATATGTTTAAAACTCAAAGAGATATGGTGAAAATGGGACTTTATTAAATTTGCCTGATTGGAAACAAACATC 

TACAAGATTCCTAAATGTGCCAAAATGGCAAGGAGAGAGCCCTGACGAGCATGGAGAATAGTGAGTAATGCTTATGTCC 

TAACAGTGCCCCTTGCCTTCATTGACCTTTGGAAATATTGTGAAAAAGTCAACCTTTTCTATTCTGTCTGTATAGTCTT 

ACAGTGTTTCCTCTCTTTTTCTCCCTCTAGGGAGT^ 

TCAATCAAGCACACCTTTGAGCAAATGTAAGATTTATGCT 

ATTTTGGAANAAAATGAATGTCACCTACATGCAGACAGATGAGGCA 

GGGAGCTCTCCCATTTGCAACCCGGCTTTAAACCCCACGTGGCATGAAGAAATC^TTAAACAGACAGAAACTCTTCTG 
GGATTGGGAATCTGGCTTCTC^TTTAAAAGAATATCCC 

CCATTACGTCAATTTTAATGTO^TACATTTTAAAAAGAAGATGCAGACTGTTGAAAAGATGGTGGAAATGATTAC^ 

CCTAAGCTTGGAGCTTACTGAAGTCAATCAACTTCAACCTGGAGCTTGCTGCAGTTCCGACTGCACTTAGATGGTTTTG 

CTTTAGTTTCCCCATTTTAGTGTAGCAGAGGCTGTTTTGTTACCTGATCTTTTTTTGTAGAGAGAATGAAACTGCCTGA 

GGGACAATACAGTGCACTGGAGAGGGATGAAATAAAGTCTCAAGAGCTGCTTGTACTATACCACCTACCTCAAACAGCA 

GATGTTACAGAACTGCTTTTAAAAAAATGTTGCCTTTCACATGTCATGCTAAAAATATATACCTAAAAAGACCTAAAAA 

AAAAAACCTTAAAAGAACTAGAGAAGCAGGCTGTAGTTATACAAAAGCTATATGCAAGATCATGGAAGCAAAAA 

TGCATAAAGACATATTAGAGCTTTCTTAAGTTCCAAGGGAGCTTTTGATAATACATTCAAAACATAAATGGGA7U\.GTCA 

TCAGAGAATTGCATAGTCCCCAGGAGACTGCAGAAGGCTTTGAAATGGATTTAATAACATTGATGGGTCGGATAGGAAG 

CCCTTATTCCCTTTGACTTATCATCTTTCTTTTCTTTTTAAAATTCACTTTCAGGAAATAGTTACATGATCAACTCTAC 

CTGGCTGACTCAAATTTGGTTCTCGGTTTGAACTCTAGTTATCTGTATATCTTACAGCTGTCCCCTTCAGTTGCTTATC 

ATGTGACTTGTCATTCTGACTGGGTTTGAAGCTTACAAAGGTCAAGAAACACATCTTTCATATCTTTGGAATTTCCTCT 

GTAATTTTGATACCCTGATTGTGTTTGCAGATGGTGTTTAACAAATGTTGCCTGGCTCACTGGATACTTCCAGATTTTA 

AAAAAAGTTAAGA.GAATGATCTTCAACTCTGCTTCCATTGTTAATATTTATGTGCTATATTCTGATAAACCCGTAGAAG 

ACCAGATAAGACAAAAGCAGGAGAAACAAGTTGTAGATACAATAGTGAGCGTGTAAAAGGCATTTAATAATGCCTTGAC 

ATGAATAATAAACATACCAGTAATAAAGATAC^CAACCTTACGTTTCCATAGATTCTTGATTCCTCTAAAAGCACTTT 

CATATAATAAAGGACAGAGGGATAAAGGGAGGAGTAAATATAAATGCAAGGAATACCAAAGGAATGTAGACATGAAAAA 

GCAAGAGGACCAAAGCAAGACAAAGAAAATAATAGCCAAGAATAAAGAAATTGAGGGAGAACTTACTAATAACTTGGAA 

CAGTTGTTGGCTAAACAGCACACATAGCAGAGTATCAAATAAATATTGACAATGTTGGTGTTCTTGTAGTGAGTAGAAT 

ATCCTATAGACAGAATACTCTAGGATATTCTATAGACAGAGTATTCTGTCTATAGGGTATTCTGCCCTGTTTATGTTTT 

GTCTTGTTTTCTGCTGAGTTATTAGGGAAAGGAGTATCGTGGATTCCCTCACTTTCTTTCTCTTCCATTTTTATTCGTG 

ATGGTTAATATTGATACTAGTATGGCTATCTTTACTCCAGATAGTCAATCCACATCATCAAAAAGATATGGACGTTTGA 

GTGATACTCAACTTCAGTAGCTTAGTTCAGTGATTTCACAAAAGCTCAGTTAGGCTTGCTGCTGAGAGCATAAGTGAAT 

TTTGCCCTTGTTGTAAGGTTCTAAAAATTTCCTAACCTTAGGAGGCAGGTCTAAAATTATTGTCTATAATGCTGAATAT 

AGTAACTTATTATAAAGAAATTCTAAGAAAATAAGACATATCAACTATGTTATAGAACTGATATTAAATCTAGAACTGA 

AAAAAATACAGATAGAAAAGTTCTGCCTGTCATGTGCTAGAGGCTACAAGAGATCCCTAAAACACTTTTATTACTGCTT 

TGAAGGGATAAGCTCCCTCCAAAAGCATGGATCAACTATTTTAGAGATTTAGAGATTGACACTGCTGTTTTGGCAATAA 

TTCTACCTTCATACTTTCAGTTCTGGATCAGCACAGAAAACTCTCTCCTTTGTCAGATTGAAAACCTGTAGCAGGGGGA 

CAGCCAAGATGGCCGAATAGGAACAGCTCTGGTCTACAGCTTCCATCAAGCTACCAATGACTTTCTTCACAGAATTGGA 

AAAAACTACTTTAAAGTTCATATGGCACCAAAAAAGATCCCGCATTGCCAAGTCAATCCTAAGCCAAAAGAACA 

GGAGGCATCACACTACCTGACTTCAAACTATACTACAAGGCTACAGTAACCAAAACAGCATGGTACTGCTACCAAAACA 
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GAGATATAGATCAATGGAACAGAACAGAGCCCT 
TGAGAAAAACAAGCAATGGGGAAAGGATTCCCTANTTAATAAA 

CTGAAAC TGGATC CCTT CCTTACAC CTTATACAAAAATTAATTCAAGATGGATTAAAGACTTAAACG TTAGACCTAAAA 
CCATAAAAACCCTAGAAGAAAACCTAGGCATTACCAra 

AA^GCAATGGCAACCAAAGCCAAAATTGACAAATGGGATCTAATTAAACTAAAGAGCTTCTGCA^ 
• ACCATCAGAGTGAACAAGCAACCTACAGGATGGGAGAAAATTTTCACAATCTATTCATCTGACAAA^ 
GAATCTACAATGAACTCNAACAAATTTACAAGAAAAAAACAAACAACCCC^TCAA 
ACACTTCTCAAAAGAAGACATTTATGCCACCAAAAAAACACATC 
GCAAATCAAAACCACAATGAGATACCATCTCACA^ 

TGGAGAGGATGTGGAGAAATAGGAACACTTTTACACTGTTGGTGGGACTGTAAACCAGTTCAACCATTGTGG 

TGTGGCGATTCCTCAGGGATCTAGAACTAGAAATACCATTTGACCCAGCCATCCCATTACTGGGTATATACCCAAAGGA 
CTATAAATCATGCTGCTATAAAGACACATGCACACGTATGT^ 

CAACCCAAATGTCCAACAATGATAGACTGGATTAAGAAAATGTGGCACATATACACC^ 

AACATGATGAGTTCATGTCCTTTGTAGGGACATGGATGAAATTGGAAATC^TCATTCTCAGTAAACTATCGCAAGAACA 
AAAAACCAAACACCTCATATTCTTACTCATAGGTGGGAATTGAACAATGAGAACACATGGAGACAGGAAG 

ACACTCTGGGGACTGTTGTGGGGTGGGGGAAGCGGGGAGGGATAGTATTAGGAGATATACCTAATGCTAAATGATGAGT 
TAATGGGTGCAGCACACCAGCATGGCACATGTATA^ 

TAAAGTTTAATAATAATAAAATTAAATTAAAAAAAAAAAGAAA 

GGTTGAATGATTTAATCTATTTCAGCCTCAGTTGCCNNAGCTGTTAGAGGAGTTAATTATATCAGTCCTGCCTTA 

CATAGCAATAATTCCCATTTCCAAATGCCTGCCATGGGTCAGGTTCTTGCTATGTCTTTGGCACATAT^ 

CTCATCAACTCTGCAAGGAAGGAACAATTGTCATTCACAGTTTACAGCTGAGAAAGCTGAGGCTCAG 

AGCTGCCTGAAGTCATGCAGCTAAGTGGCAAAGCCAGGATATAAACTTCATATGTATGTTCACAAAGTCCCCGCTTAG^ 

CCTCCATGGAATTTTTAGAGTTATTTAAAATGACATGTGTGAAAGTGTTTTGAAAATAGCAAAGTTCCTTC 

TGTTATTATTATCATACTGATGAATATAAATTACTTAACATCTATTTACCAAGTTCCTTATAG^ 

CAGTTTTCATTTTGGACAATCTATGGAATTAGTTATTTCTCTAATGTAGTATTACATAAGATGCATTATAAAT 
TAAATATTTTCAAGTGGAAATTTCTTCCATCCTTGGG 

TATTTTTTTGAGACTGGGTCTCTGTCACCCAGTCTGGGATGCAGTGGCACAATCATGGATGGCTCACTGCAG 

CTTTTGGGTTCAAGTGATCCTTTCTCCTCAGCCTCTCCAGTAGCTGGGACCACAGGTATGGCCACCACACCCAGCTAAT 

TTTTTTATTTTTCTAGAGATGGTGTCTCA.CTATGTTGCCTAGGCTGATCTCAAACTCCTGGGCTCAAGTTATCCTGTTT 

CAATCTCCCTT^AGTGCTGGGATTAGAGGTATGAGCCACCACACCCAGCCTGGGTTTTAGTTTCTTTTTGATCATATTTG 
GAGAAAAAAAGAAAAGAAGGAAATTTGCTAATCAAAATTGAGTC 

CAACCTTGAGAATCAGCAAGTAAAAACCTCTGAAGCCAAGAGGGCTAACAGGAAAACTGAAGGAGAGGAGAGAAATATA 

CCATAAGCATTTTCAAACCTCTGCTTCAAATTCTTGTATTTATAAATGGTCTGGGCCAGCAGTG 

CGCTCTTTGTTGTTTATTTTTTGGAGTCTTTAATGACCAATCGGGTTGCTGAAATTTACOT^ 

TCTGAGGTATAAGATTTTCTGTGTGAAGATGGCTGGGAATCCACACAACTCTCCTAAAATAAGCACCAAGTTTTGGAAA 



TAACCGCCC 

CCAACCCAAGGAGAAAGCTGAGGGC3AGTCAGTCTGTGAAGCAGCCAGGAATCAACTTTCATGACAGTTTTAACATTCAA 
GGCAGACTTTTCCCTTGGTCTTTTGGAAGAACTGCTGAAATCTCAATGAAAGTTCATGAAATTCTGTAGAGGAATCAGC 
TGAGTCTAGAAATAAGCTGTTCCTTATTGTTTCCTCTGTTTCCTTATATATAAAGAGTGGGTAAAAAGAAGCACCTTGG 
AAAGTCATTGTGAGATTAAATGGCATAATGCATGCACATCTCCTGGCACAAACTAATCACCACTGTTGTGTTCTAAGCC 
AGTTTCCTAAATACACAGATCCAGTTGTTTTTTAAGTCTCAGTGTGAACTGTTTATTCTGTTTGGCCCATGTGGATATC 
TAAAGGGTTCACAAAAATGCTTTCAAATTGATAAAATATGGAGGAAGCCGCTTTTCTAGTCTTCATCAAGGATCTGCGT 
TGGGTGGAATAGAATCTTTGTTTGGGTTTGGTAAGAGTTTCATGATGCAGGATTTTATAGAGAGGGAGCTAATGCCATT 
GGGTGGCTGATCACCTAGGTGGAATGAATGTGGGGCCACTCATCCATGCATTTTTCTGCAGGTGAGATGGGATAGGTAG 
CCCTTGTACAGTTCTTCTGTCAGAGATCTTGGTCACATTTGAGTCTCTGCTGGGCTAAGGCAGAAGCCCTTATAGGAGG 
ATAGGACCACTACCTGGCCAGGCTTGGTTTTCTTTAGCTCAGAGCCTGGAATTGGCTAAATTTGAACAGACAAGATTAA 
AAAAAACAAGCTGATTATACAAGTGATATTGTAAAGAAAAAGCTAGATACCATAAGAGCTGGATACCAGCCCAGTGTTG 
CTGTTTGGATTTGATCATACTCTCTTGAGTACAGGAACAAGAGGGCAGCCTAACATTGTCCCTGAAGCCCTCTGCCCAC 
AGCCAGTCAGATCCATGTCCAACCTTAGCAGCTAGGATGCTGGCCATCCCTGTGGCCCAGGCCCCATTTGTACAAGTTC 
TGGGACTGGGGTGAAGGTATTCTTGTTATAATGCCTTTTTAACACAATTCTGGCCTTTTGGGAGAGAGAGTCAATGTTT 
* ACA ^" GGGGANTCAACTOGT ^ 

CAGTGGACTGCTGTTTGCTGGTTGATTTTAGACAAGTTACTTTATGTTTGTGGGCCTCATTTTCCTCTGAGCAAAGACA 

TCTCTAACCTGAGTCACAGCACAATCTTTGTGGTCTGACTCTGTCTGGGGCATGGAAAATTGTGTGTGTGTGTGTGTGT 

GTGTGTGTGTGTGTGCATGTGTGTGTCTCCAGTCACTGGTTCTGGGGATGTTCCTCCAAACTGTTCTTGCCTTCTTTCT 

GTTATCCAAACTTTTCTGTGCAGAAGAACAAGATTTAAGTTTGAATGGATCATTGTTTCTTTTCGGCTAAACAACTGCT 

GATAGTCAGAGGATGACCTATTTCTGAAGCAGACGACCAAGGAGAAATTTATGGATTTCTATTCTTTAGACTTAACCAG 

TGTTCCTTCTTGGAACATATGTTATGGAACTTGACTAATCGCCCTGGCAATATGTTGCCAAAGTTTTCCTGGCAATAGA 

TCAAAGTCTGTAATATACCAGCACATCAGCTTTGCAGAGCTC^GACAATGAGAAAACAGGTAGGGGTGG^ 

TTGCAATTAATTTTGGAGTCAGATTTTGATAGAAAAGTAGAAAGAGGATAGGACTAATTCACTTCTG^ 

GTGGCTGGTGTGCCCCATGACTCACACTGTAATCTAAATACTTTGGGAGGCCAAGGTGGGAGGGTCTCATGAGGCCAGG 
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GGTTTGAGATCAGCCTGGGGAACATAGTGAGACCCTGTCTCT^ 

GTGCCTATGATCCCAGCTGCTTGGGAGGTTGAGGTGGGAGGATCACTTGCAACTGGGAGGTTGAGGCTGCAGTGAACCG 

TGTTCACACCACTGGACTCCAGCCTGGACAACAGAGC^ 

AAGACAAAAAAGAATTGGAAGCGGCCAATAGATAAGAGAAGATGCCTO 

TAAAGATAACAATGCTATCATTTCCCCACATCATTTTGGCAGAAATGTGAATGGATGGTTAAACTCGGTGTGCCTGTGA 

GTTTGATGAAATGGATGTGCTCATACAACTACCTGATACAACCTTTTGGAGGGCAGGTGGCTGATACTTACTGAAATGT 

GAAATGTATAATCTTCTTGCCCAGAAATTCTGGGTCTAGGACTTATCCTAAGAAGACAACTATACAAATGTAAAAATAC 

ATTTATGTAGTATGTTTGCAAAAGCATATTCATGGGGAAAATGAGAAATAACTTTAATGTTTATCAATAG 

ATAGTAAATTATGATAAATACCTACTGTGAAATCCTGCATAGTCAATAAAATGATGGTGTAAAGCTTC^ 

TGAAAAATTATTTAATGGTACAAAACAGGTTATGAAACACAACAATCAC^ 

GGGAAGTTGTTAATTTAAATCTGAACAGTTAGAATTTCAGGCTAC^ 

CCACCTATCAACTCTATGTCCTTAGGGAAACTTAT 

CTTAGAGGTTGTTGTGAGAATCAAGCAATAAAATACATGTCAAGCACCTAGT^ 
CATACACAGTTTCCTTTTTTTCTTTGA.TTATGTGAGTACAAACAGCTGTGTTCCT 

CTAAGTGGGCTTTTGAATAACTTCCACTTATTTTAATGCAGGGAAAGCTCTAGTTCCAAATATGTGGAACAGTATTTTC 
CTAAGGCTGCAATGTGTCAGAAAAAGACCATATTGAGTGATTGTTTTCTGAAGCCAAGACAGGAGATTGAGAGACGGA^ 
GCTGATGGGCAGCCTAAAATAATATTTCATTCTTGTCATCCT^ 

CAGTTTCCCTCTCGGTTTGGAAGAACAAAGCTTTTGTTATTTATGTTCTTAAACAACAGCGCTTTGTCCTATACTCAGG 

AGCGTGC^UIAGCAAACAGAAGATTTCCTGAACGGCCATCCCATT^^ 

TACTCAGCTGCAACCATCTGCAGAGGGCCCACATTGGCAGCA^^ 

AGTCAGGTTTGGGATTCACTTCTCTGATACTGTGCCAAAGTTGGTGGACTCAGCCATTCTGAAACTCACTGTO 
GGGCCTGCTTTGCACAACAAAACAAATAGCCCTGTTTTC 
TTGAGTGTTTTTACATTGGGAATTTCTGGTCCATAGATAAT^ 
GAAAACTGTGGAATAGGGGATAATTAGGGCTGAAGAGATTTCATTAA 

TATCCCTCTTCTTATTTCTCTTCCTGCACTAAAACAACTCCTGGCTTGCTACCATACTTCCGCACCCATGTGCAATO 
CACTTAGGAAAAGGTCAAGTCTAAGTAGAATCT^^ 

CATTGAAAATTTGTACCAGGTTTTCTGTTAAGTAGTCTGCATGCACTATCTGAATGATTCTTAAGGAGTGGTCCATAGA 
TCACTGGCTTTACAAACATTGACGCATGGTGGTGGGTGTGGGCAATGAAAAGGCAGATTCCTAGATTCTACTCTAGATC 
CATGGGATCAGC7VTCCTGTAGTGGGAGCCAGGGATCTACCATTC 

GACATTCGAGAGCCACTGTGTTATTTCCTAGTGCAACTGTGACTCAGTGTAATCTGCTTTCTTTCCACTCCTCTGATTT 
CTGTGTGTAAATTTTCATGACAAAAGTTAGACAAAATACCATGGACTGAAGTTAGATATAGAGCAACTC^TGTCTCTTT 
TAGTTGCTGGTGATTGCAAATNTATCTCCATGGCGAAATTGCTTTTGAGGCACTATATGTGATATTTATCTGTATTGTG 
GGAAGGTTAAAGAAGTGAGAACTCTTTCCTTGCTTAGTGGTGGCCTGTGCTCTGGAGGTAGAGAGGAAGACACAGGGGC 
CATGGAGGTGGGACTTACAGGTGTGGTACAGGTTGTATAATCATGATGGTGACCCTGCATGGAGAAGGGAAAGCTTGAC 
CTTTTCCTTGGCTCAGGGCTATGCAAATAGGGCTGGCCCATTTCTGAGAGGGGAAGGTAGCTGATATGCAGGTGTGATT 
CCCTAGGGCCCAGAAAGACCTGCCTGCCTTCTGCCTTTGTTGTCATGCTTCATGAGGCCTGAAATGTTCACTGGTGGTT 
ATTTCTCTGGTTCTCAGCTTTAGCTCTAGAAAGCCCCTATTGAAATGACATGCCACTTGGAAGATAGCAGGACCATTTA 
CTTATATTTTCACAGACTGCTTTAATCTGCTACTCTGGGGATGGCACACAAAAAGATTTAGTTGATGGGAGGGAGGTTA 
GGCCCCTTTGTGGGCCACAAAGAAGAATCTGGGGAGCCCAGGGAGACTATTCTGGGGGTAGAAGTGAGGAGGAAAGGCT 
CTAAAGACAAACTGGACCTATGTCACAGTTCCGAGGGCTGTCCTCCAGAATACATTGTTTTCCTGAAATTCTCCAGCCC 
CTTCCATCATTTTCCTCTCAGTGAATGTCCAGTGCTGAA.TAACTGCCCCCTTAGTCACAGGACTGGACTGCAGCAGTGC 
TGCAGGTGGTGAGGCTCAGTGGCACAAGTGGCTCTGGGAGGGAATCTTGATGTCGGATTCTGTAGCTGCACCAGCAGAG 
GGGGAAGAGGGAGATAATTACCCACCTCTGAGTCTGAGATCCCCCTACCCCCAGTGCATTCTTCTGCCAGGAGCAGGAT 
CATTAGAATAAGTGAGACTTAGCTTAGCTCATTCAACTCCTTGCCAGGCCCCATGCAAAGCTTTCAAACTTTCAAATAT 
ACGATCATTTCTAGAGACTATGTTGGGATCCCCTGCATTTCTTTATCCATTTGTTGAGAAGGACCAGAGATGATGCCTA 
ACTTTAGCC^GAGTTTGTCTGTGGGTCCGATAAGCCTCACATTTGATTTTATTGGAATTTTAATCTTGCAGAAAGTAC 
CCTATGTTTCAATTTTAAAGCATTTTTTT^ 

GTGCTAATTTATGTGGTAAGTGGTACTGGTTCATTAATTTACTCAGGAGGGTGTAACCACCTTTCATGGAGAAGGGGTG 
GCTAGGAAGGGGTTTCTAGTGAAGGAATTCATTTTTCTTGGTCTTCATGGTGGGTGCTGGGGAAGGGTGTGCAGTCAGA 
GGGGCTGCATTTGCAGAAACATGGCTCTGTGTGTGAGCCTGGGTTCTCAGGAATAGGAAGCAGGTAGGTGCAGTGGGTG 
GGTATTCATGTGACAGTGGAGGAAGATAAGGACAAAGATCATGCATGAGTAGTGAATGAATGAATGAATGAATGAATGA 
ATGAATGAATGAATGATTGTGTATAGAAGTCCATACTCCTTCTCTGGGGTGGCTATTCCTTCACCAAGCAGACTCTGTT 
CTTTCTTCTGCTGCTTCTTAGTGAGCACGTCTAAGTCTCAGTTGATATTCTCTTGCTCTGAGAAATTTCTCATCAATGG 
GAGGAGAAAATATAATTCGCTTCAACATAGCTCATATTTAAGCTGAGAATTCAGCATGAATTCCAGACATGGTTCATGT 
ATTTTGGATAATCAGCATAGCTGTTGATGATCGGTAACCCTCTTTTTTCTCCTCCTTCAAATCGTTTTTGGTTAGGTTA 
CCATGACTGAAGATTAATGACTTCCATTATTTTTTTTCCCTCATGCAGGAATGTTTAAACTAGTCTAAACTTTGTACCA 
ACTATCATATGAATCATGTCTACTACTGTTACCCCTTGTGTGTCATGTCCTGGGTTAGTGTCCTTGCATGACACAGCAA 
AATACAGGGCAGGGTTAAAAGTGTCAATTGAGAACCAGGCAAAAAACTGATGATTAATAGTGACCAACACACTTCACTG 
TGCTGTTATCTTAGAGGCCTTAAGGCAAAATCTTACTTACAAATATTAGTTGAAATGCAATATGTGATGTTAGTAGACA 
CATTTCACCACATCTGGCAGTTCATTAATTCACCTTCATTTTTTTTTTCTTTTCTTCTTTTTTTTAATCTTTTTTTTTT 
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atactttaagtactagggtacatgtgcacaatgtgcagatttc 

acccatcaactcgtcatttatattaggtatttctcctaatgctatccctccctcagccccct: ccactgacaggccct 
cgtgtgtgatgttccctgccctgtgtccaagtgttctcattgttcagttcccacctatgagtgagaacatgcggtgttt 
ggttttctgtccttgtgatagtttgctgagaatgatggtttccagcttcatccatctccctgcaaaggacatgatctca 
tccttttttatggctgcatagtattccatggaattcaccttcattttcaatattgtgtatatttattgcagtgagctta 

ATCCTAATAAAAACAATTTTATTTCTATTTATTTATC 

TGAGGCTGGAGTGCAATAGCACAACCATAGCTCACTGCAGCCTCCAACTCCTGGACTTAAGTGATCCTCCCACCTTGGC 
CTCCCAAGTAGCTGGGACTACAGGTGTGTGCTACCATGCCCAG 

GGGTCTTGCTGTGTTGCTCAGGGTGGTCTCAAACTCCTGGATTCAAGTGATCCTTGGCCTTCTAAAGGGCTGGGATTAC 
TAAAGGGG CGAGC CAC CATTTCTAGCTGACAATTTTCTTTTTTTTTTTTTTTTAATTATACTTTAAGTTTTAGGGTACA 
TGTGCACATTGTGCAGGTTAGTTACATATGTATACATGTGCCATGCTGGTGCGCTGCACCCACTAACGCGTCATCTAGC 
ATTAGGTATATCTCCCAATGCTATCCCTCCNGACAATTTTCT^ 

AGCATGTATTTGCCCATTTAATCTTCACACCAGCCTAGGAGGTAGTTACTGTGTGTGGCACCCTTTTATATAGGAGGAA 

ACTGAGGCATAATGCTGTTAAGTAGCTTGCTCAGGGTCTAACAAITAAGAGTCAGAGCTGGGATGTGAACCCAGGTGGC 

CTGACTCCAGAGTTTCTACCAACCACCATGTTATACT 

ATTAAGAATGCACTCCCCACATTTTTCTTATT^ 

AGAAACTTAGAC^AAGAGCAAGACCACAGATAAATGGATCCTTCTGTTCAGGTCTCATTACCTAGAAGAGTTTTGA 

CAATATATGAGTACTAAAAGTTGATGGTTTATGCTAATTCT 

TANTATGATTTCATATTGATGGCCTTAGGA^ 

ACAAAAAATTTCCCCCATGTGCCAAGAGCAAATTTTGAGGTCGA.TTTATCCAGATAAAGTGTTTTGT 

GAACATGAACTTTATCTTTATAGTGACCACAGACTCCCATCTCTAGTATCATGATTTTTAATTTGAATTAAAGCATTTT 

TTTTTGCTTTGTTAAGATGAGGCAGGCCTTCTTGCT^ 

AGGCATTGGCTCCAACTGTCAGCATTGAAACTGTCAGCAGTTCCCTACCAGGAAACTGGTTCCAAGGTCTAGGGTTTCC 
TTAGGTAGAGGCTGGCACTGTGAAAATAATGGGGCTCTTTATCCATGTCACCTGGAATGGAGTTAATACCCTGCCAGTC 
TTAGTTGATTTGACATACTAACAGGATGGGTCTGAACGTTT^ 
TAAATGGCAAGGCCAGACAAATTAGCTTATGGACCTAGCAATCATTCT^ 

CCATAGTTGCTCTAATACCTGAGATTTGCTGACAGTGCTTGGTTCAGAAAAAGGTTCAGTTTCCTGAGCAATTTTTCTT 
TTATTGGGATCATCTTAATTCTTGTTTGCGGGGTTAAGATGAAGGAAATATGAGCAAGGACTGCACTCAGCTATTTGGG 
TGACCCTTGTATACCATGAGCTTCTTAGATAGGGCCTGATGTGATCACCAGAAAACATTAATTGATCGTGATGACAGGA 
GATAGTCTCTCTAGCCAGAACCTGCTAATACAAGTCCTGATGAATTGAGAATGATGCCTGAAGGAAGCAGACTGACGTG 
GTGCATTAGTAATTTTAGGCAAAAGAAGATAATGGTACTAGTATGT^ 

TTGCACAGGCTGAAGAAAATAAATGTAAACAGCATATTATGGTGGCTCAGGGTGGATAATAATGGGACATCACTTCCTT 

TGTTTCAGTGTGAGGTTGCCCCTGCTATGTGACAGCTCCAAGGACTAAAGATTTCAATCCCCAGAAAAATGTCGAGTCC 

CAGTAACATGTTTCAGGTTATCATGATTATTATGATTATAGGAGGGGAAGAGCAGTGCTGGTCTTTTAGAAAGTTCT^ 

TCATGAATGTGTTCTGGAGTGAACATCACTTACTAACAGATGAGCAGCTTGAAGTTGAGTCAAACAAAACTTTTAGTGT 

TTGTAAGGGTCAGGGAGCCAGGGGACAGTCTGTAACTCAGTTGTATATTGACACAGAGAATGTACAAAAGCTGTGAAAG 

CTTCCACTTGAATGACTGCGGATGGTTGCTGGTGACGGTCTTGGACAGTAAGGGTTTTCTTCGGAGTTGTAGGAGGTGA 

AGTCTTCCTATGGGAAATTTCTGGACAAAAATACAAATGAAATGACTTGCAGGCCTCAGTTTAGAGTATTGTTGGCTTT 

GTCTGTCAACAAATGGAGATTTGAACATGGGAGTTCAAGGGGATTTTAATGAAATTTTATTAAGGAGATGAGAAGCAGG 

GAGTCTGTGTTGAAAATTCAATAAAGGGCTTGTTTTCCATCTCAGCCTGGATAATCTATGTTATCTCTGAGTAAAGGGG 

GTAACAATTCTAACAACCTGGCTTCCTTAGAAGTTTCCATTCTCATATAGTCACCGAAGGCAGCAGCACTGTCAAATAA 

ACAAAGGTTTAATTAAATAAAAACTATTTAAACAGAGCAGAAATATTCTTCCCTGGCTAGTCACAGATTGGAC7VATTCA 

AAGAACAAACCCTGGGGGGAAATTGCCAATGGATTACTTTTTCTGTTTTCTGTCTATTGCAACGTTTTTCTTTCTGGTG 

TCAAATCTCAAGTTGAATTCAGTCAATTATCTACAGCCAAAAAAAGTGCATAAATGTCTCTTCTGTTACTGTTTATATG 

TCACCACTAAATAAAGCAAAATTTTCTTCTCAGCTTCTTGCCTTAGGATTTTATAAGTCCAACAAAACAAATAAAATAT 

TATGTATATTCTATCGTCACTATGAAAGCATAAGGATTGATTTAGTTATGTACAAGTTTATTGCCAAAGTTTT^ 

TTGCTAATGTTACACTTGCTACAAAATGTATTAAAGAAACAGACAATTTGCTAAGGATTTGGAAGGATTTGTCATTGGG 

TTAAGTACATTAAGTATCTAAGGGGTGTGGTGTTCTGGTTATGTGTATGTCAGTTTCACATATTTTTTTGCTTTCTTAT 

TTTAGTTGCCTCTATAATCATTTTGACTTTAAAATGTTTTCTGCAGATCCTTTAATAACTGCAAATGTAGAAGTATGGT 

GTAACAAGTAATTGGTATGACTAACACTAAAATGTAATGGGAAATAAGGATACTATTGTAAAGAAAACAAGAAAAACCT 

GGGGTAGGGGAGCAGTATTGATTCTCTCTTAGGATTCCTAAGATTCTCTGTCCCAACCCTTCTACCATGGAACATTCTT 

ATGTGGTCTAAGTGTCAAAGACCAGAGGAACTGGGCAGTAACTTATCTTCTCAATTTTCTCTCTGAACATAGATATTTT 

CTTTAAGATACGAAAAACTTTTAATTGTGCTCCTGAAACCCATCCCTGTCCTGTCTCAGCCCCGTTGACTCTTCTTTCT 

GTGGGTGGGTGAAAAGCCTACCCATCTGCAAAGGTAGCTCTGAAACTGTTCTGGAAAATCCTGTATTTTCCTCCACAAA 

TGATCGTTTTAGTTTCAAGTTTATTTCAGGTACATTAATTCTCCCCCTCCTCAGACTTCATAA.CAAATGATCCTGCACA 

CGATTAGAATAGGAAAATGTAAAATAAAATCGAAGCATATCTAGTTGCCTCAGCGACTTTATGCTTATCACTTTCAGTC 

TGCATTATTCTACTAAAAATAAAAAGAAAGATGAAAATTACCTCAGGCGTTTGCTGCCGTGCCTGCCCTTTGGTTTCTG 

GGACGGCTCGGGTCCCGTAGCGCCGGCACAGCTGAGATTGCCAAGCCGGGAAGAGACCTTGCTCCAGGTGTAGCTGCGT 

TTTCCCCAGATCACCTGTCCTTTTCCCCTCCGACAAGGAAGCTGTGATTTTTCTCTGGCCTTTAGAGGCAAAGTGATTC 

CAGATAAGTAGATTAATGTGTAGAATATCTCATCTGTGTTGTTCCAGTGCAGCCCTTTCAGCTTTCCAGAGCCAGTTAG 
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ACTTGTTATGAGGAGCTAAGTGATTGGCTGGCTCTC 

AGTCCTATAGTTGGCGTACCCTGAGGCCTGCCAGTTCCTGCCTTAATGCATATGTAGTCGTAATTGAGTTCTGACACGG 
CCTTGGATGTTTCTGTCCTAAATAGCTGACATTG 

TCAGTAAATTAATTACATGCCCTGGGAGGGAGTGATTGTAAGTAGAAAATACTGAACTAGCAGATGATTCGTTTTTAAG 

GTGCTATACTATGTGTATCAAGTTCAAGACGATGAATCTTAAAGCTTCTAAGAACTGGCAGGGTTATTCCAGCTTTGTG 

CCATGAATCACAGTCAAGCTGCATTTTGAAGGAGGCTGTTTGATGCATTTGCTAGCTCTGTTTGTTTTATGGGGTCAGT 

AAAGTGGCAGAGGTCCAACAGGAGCAGGTTAAAGCAGGATGCTGGGATCAAAGCTTAGAGAGCACTTGAGTCAGGCAAG 

TTTTAAGTTTTCCCACCCCCAAGCATCTCAGTCCAAJ^ 

CAGGGGTACACAGCAGATAGGGCACAGTAACAGGAGAAATGTAAAATC^ 

GCAGCCAATTGAAGACATACACTATGAATAACTAAAACAT^ 

TGTGGTAGAGGGCTGAATGAAAAACCATGCGCTTGTTGTAAAAAAGCCTTATAAAAAGTACATTAAACACATACAGAC^ , 
CAACCATAACAGAAGAAAGTATGTGGATTGGAATTTGTGATT 

GTTTGTATGATTGCTGGGGGGTAACTTCTGTTGCTGACAAGGTTTAGGATAAAGCTGGAGCAGATTGAAGTGGAAAACC 
AGAAAACATCAGCATTTCATTACCTTCTATAGCATACACTGCAGGGTAGAATTAATACTGAGTATAGACTGGTAAATGT 
GAGCAGTTTACTGTTTGCTTTTAAATCATTATTGATTTCCCCTAGCCTATCATAAAAAATAATAGGGCTTTTGCCTATG 
AAATTAGTGCTTAGAAATATTTTTCTTCCTCC^ 

TAAAAATAAAGGGGTTCCTTTTCAAGTTGCTTTTTGTCTAATTTTTCCTCTTTAGACCTGTAGATACAAATGTATGTAT 

TTGTGCTATGTATAACTCTCAAGCATAAATCATTTGAACAGTATTTAAAATCACAGGCTCCTGTGGCAAATATAAACTT 

TTAATAGCTATAGTTGGCAATTACTTGCCAATTCCTATAAAAATAACATTAGTGGCTTATTTTTGATTGCA 

ACTGGCATGATTTAGCCAGTAGGAGAGAAATATTAGTTGTGTTTTGCATAATTTTGTGTTTAGATCACACTGGAAATAC 

AAAGTTTTGTTGTTAAAAATATTTTTGCT^ 

AAAGAAAGAAAAGTAGCCAACGTAGACTCCTTTTCTGTAT 

TAATTTTAATACATTCCTTTAGAAACACATTTACTTCATGAAGAAACAGTATAATGAGTTCATTT 

GTGAGTTGATTTATTGAGTTTCTGTAGCCATAGACACGAATAGTAATGGTTGGCTCATTCTTAGCTATACATTCCTAAC 

TGACTGTATTAGTGGGAGAAAGGAGTGCATCTATAAAATAAATATAATCCCATCCCTCAAGGTGGTCTGGAGCCCATCT 

AAGAGTAAGAAGTAGTAGAGTTGAAGCTGCTTTATCTGAATCAGCTCCTGACTTCAACTCAGCTCCTCTTTTTCCTTAG 

GTCCATGTGGCCCACTTGGTGTAGTATTCACATCTCCTTCCACCTTTTTATGCCTTCATTGTTTACATTACCTTGCTTG 

GGCTCTTATTGAGATGAATCACATAAAAATGCTTAATTA^^ 

TAAAACCAAGGCTCT^GGAAATTCTGGTGGGTGTATACTAGGAGTATTTACGTCTTGCATCGGTACTTTCCTCTGGGAC 
TTCCATCACTTCAGTTCTTCCTGAGATGCCAGAGTCATATCTCTTACTTGTGAAAGAACAGAGCTTTAAGAAATGGAGT 
CTAGAGGTGCCAGGTGCCCAGTGGACAGTGGGCTGGGGGCAAGGCATGGTGGGGAAAGCAAAAAAAATCTCCCAAACAG 
C^TAGTTGATCTTTCTTCTATCCACTCCTCTCAATTTTCTAAAACC^TTTTTGTCTAACTGTGGAAGTTCTTTTGCAG 
ATAAGGTTCTGTAAAACTATGCATATCTGCCATAGACAGATGGATTTGACGAAAGATGTATCCAAAAAGGAATGTATCA 
CATCATGAACTTGCTAAGTGTTCATGAATACACACTGGCATTTGGAGACTATTAACACTACCTACTGAAGCAAAGACAT 
AAATCCAAATTGAAGAAAATATAATTTTTTGATTGAATTACATTTTCCAGTGGGTTTTTTTTTTTTTGGTGAATTTTGT 
TTTTGGAAAAATTTGCTCTTCCCTCCAACGTTTTTCCTGTGTTATATATAGGACTGATTTGATTTCTTCAGCTTGCCCA 
AGAATTTAATAATTCTTACTTTGTGTTTTCAAAAGAGTTGCTGTCTACCTTGAGCATGTTTTTAAAAAAGCAGAACAAA 
ACGAATGAAACAAATGTCCCTCTTC CCACAGAAAAAGCACAC CACCAAGGAGTTAAATGCCCTACATTTCTTTAAGTCC 
CTCCTTTTGTGGAGCTAGACACTGGTAGAAGAGGAGCTTTCATTTAATTTCAAGACAATCAGTGATTCCAACTTAACTA 
TAACTGTGTTCCTCTAATATCTGATTTCAAGAAGCAGAACATTTTGGTGAATTAATCTTAGAGTCAACGGGACCACGCT 
CAGGCCATGAAACGTTTTCTAAGCCTCAGTCTCTATGTCTTTAAAATGAAAATAATGATATATGTTCTGGTATTTTACT 
AGATTGGTGAATATCCACATCACAATGAGAAAGTGCTTGTCAAAAGAACATTGTAATGTGTAATTTGTAATGTGCTGTA 
CATGTACACTATTATTATGACTGTAGCTCATCACGCTAGGGTTAGGACTCTTTACTTCTAAAACATATTCCCAGTAATG 
GACAAAACTTTTGAAGCAAAGAAAATCTTCACTGTTTGATCCTAATGTTATGAAGGCTTTTGGACCTTACATTTGTTTA 
AGCTCCCATTGAAGCTCCCATTGGAGCTTCAATGCTGATCCATCTATTACTTGAGTATTAAAAATACCGATAGGTTTAC 
TGTGATAAACGAATGTGGCATTGTATGTGAAAACATATTTAGTAAACTTCCATGTGCCATAGTCGTATAAATATTACAT 
ATTGCAACAATTATCAGTATATTAATAAAAATTCTTTC 

CTTATTGATTGGATTGACTAACTTTCTAAGCTATGTTTGCTTCCCTCAAACAGGATGAATGTTCCTGTTGGTTAAGCTT 
TCTTTCCACTTAGATACAGCACTAAGCCAATAGTTAGATAAGCATTCCTTCACAGCCTACATTTGGAGCTGCCAATGAC 
GAAGTTTTAGAGGACATATTTTCCTCACAGGAAAAAGTGGGTTAGGAAATTTAGACTGACAGATGTTCTTGGGTTTTTT 
TTTTTTTTTTAATTCCTGTCTTGACTCTCATTATTAAATTTTGCTAAGGAAATAATTATGTAGGTTTTGAGGTGATGCT 
TATTCCTAGTAGTCTTTTCATCTC&GGGATG^^ 

CAGTTTTGAATCCCAAATTTTTAGGTGGTTCTGCTTCAGAAAATCATTATGCTTTTTGGAATAATGTCCATAGCTGCAT 
CCTACATTTCAGTGGTTTCAGCTCACTGCTGTTATAGTTTGATGATTTCCTAACAGCAATATTGGTTATGCTAAAGCAG 
TTCCCCATTT CAC CTGTTGAACCCTTTTTAAAAGATAGAAGAAATTATAGAGGAATCACAATAAGTAAAACGTATTAAA 
ATGGAGTGGATTATCTCCACTTTTATCTCACACAGCTCACCCAGAAATTCATGAGAGAACTTTCTAGGAATGAAACAAT 
TTCATTTGTAGTAGTATTTGT^AAACTGGATCTAGGGCCATTGACCTGACTTTTTTGTGCCTTTGGTGATTGGATAAGAA 
CACTTCTTCAGTAATTTAAAACTATAGTGAAATAATGTTTTTTTTTAACTTCTCAATAGGAATTTATTTATTCAGCAAA 
AATCAGGAGTTAGGTGCTAGAAACACAAAGATGAACAATACATGGTTTCCTCAAGGAGCTTATAACCTACTAGACATTT 
ATTTCATGTTGGCAGAACTTTTAGGATAATTCTCAAAGAAAAAGGGTTATTATGAGGTTGCTACTTTTCTCCTCAAAAT 
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ATTTTCTATGTTAATJUlTGAAGGAATGACCAA.TCTGTAGTATATGCAAAAAGTACTGGGTAGAAATATATrAATTTTCT 

TGGCTGGGTGTGGTGGCTCACATCTGTGGTCCCAGCTACTTGGGATGCTGAGGTGGGAGGATCACTTAAGCCTGTCAGT 

TCCATGCTGCAGTTGAGTCATGATTATATCACTGCATTCCAGCCTGGGCAGGCAACAGAGTGAAACTCTGTCCCCCACC 

CACCCCCAGAAAAGAAACATAAAAATTTTCTTATAAAATTTTACTTTTTAGAGTCTCCAGCCTTATTTAATTCAGTTAC 

CATATTTGACAAATAAATGGTGGAACCAAGATGTTACCAGGTTTAAGTTTCATATACAGTAGAACTGTGA(^GGAACCT 

AGAGTACCTGGAACTAGAATCCAGATCTCTGCCCTTTCAGTTTAGGATGTACTGACAATATATATTGCTACTTAAAATT 

GCTAAAACAAAATTTATAAGCATCTATATATTTTGCAGCTAGGACAATTATCTACAAACATGATATTTAATGGAAGATA 

TGGTAATAACATCTGAGATATACAATTATGTTATAAAATCTAAAATCAAGAAGAAAGGAATAAAGTTGTACCATTCCAG 

GAAATACATTTCCAGAGCTTTAGATATCCTTATTAGATTCTACATGTTAGTTTTGGTGATGTTAACTGCCATAACATAT 

AAAATCTGAAATCTTGTTGACTTAACTGAGAAGTTTATTTCTCACTCAATCAAAGCCTAAAGTGAGTATTCTTGATGGG 

CAGATTCTTCTCATTCATTCAAGCAGTGTTCTTGTGACTCCACTCTTANCACCTTGTTGTCACNACCAGCTTCCTGGTG 

TCTGTGCTTTGGCAAAGGAGAAAACTCATAGAAGTCTGCTCACCTTCTATTGGCCAGAGCTTGGTCACATGGCCCCATA 

TAGTGAAAGGGAAGCTGGGGCTATAGTCCTATTTGTGTCTGGGAAGAATAAAAAGTTGGTTTGGTGATTGTCTTAGTTC 

AGGCTGCTGTAACAAAGTATCATCAACTGGGTGTCTTATAAACAACAGAAATTTATTTTTTTTTTACAGTTCTGGAGrr 

tagaattctgagattagtgtgccagcctggtcaggttctggtgagggctgtcttttgggttgcaagtggctgact™ 

CTATTATCTTCACATGGCAGAAAGAGGGTGAGCTAGCTCTCTGGCTTCTTTTTGTAAAGGCACGAACCCCATTCCTGAT 
GGCTCCACTCTCATGACCTAATTATC^ 



ATGAATTTTGGGACGATATGAACATTCAGTCWACAACAATGATCCACTAAGCTATTTCTGCC^TACCTTTTTTTCTTTT 
CTCTTTTCTTTCCTTACTGTTCTTCAGTATGTCTATGTAGAATCTATGCCTTGTAACCAA^ 

ATAATATTTACCATCTGGAAGAAATTAGGAAAATGATTTTACTTTTAAATTCTTGATCCATATGTTAAAAAATTO 



AAAAAGNTGGGGAGAAAATGAACAATTGTCIAAGGAAGATGAAATGGCTAATCAAAATTCATTCATTCTCCATAGTT^ 

^^T TAT ^ CTTTC ^ GTAAATGCTAACCTCTTATTGGGGAA ^ 
TTGGAGAAATTTTTCTTGCATGGAGTTGAGCAAATGGTGCATCTAACATAAGCOT 

A ^ AAGATCTTTCTCCACTCTGAACTTCTAG ^TCAACAAA^ 
A ^ CTCAGTAAACAATT ™ TOCA ^^^ 

CATCAGTTTCAATAAAAGTCATAAGCCTGTCAAACCAATTTTAGTCCTTTATCTTGGATATAGTAGGTTAAAATA1TOT 
TG^GGGTGTTAAGCCAATAATAAACTCAGCTATTrTAACAACCAAATTATTTTCCTCCTATAAACCA^ 

aagctacttaagaaataaagacaacaaatagaaactgttttaatcttcatatcctgacctaaaaaatagaagSc 

TCATGTCACATTCTCATATTTATCTGATra^ 

CAATCTTTTTATTTTGGTGAAACTGAACAATAATAATAGGCACTTGC^TTOTCAC 

ATGTCTCAGTTTTAAGATTCTGAAGATTATATTCTATTTAATAGATATTTTAAGTATATGT^^ 

^™^ TCCA ^ TATA ^ TATAAAGTAATGCCTCAG ^^ 

AAAGTAATTGTGGTTTTTGTCATGAAAATGGCAAGAACTGCAATTACTTTTGCATCAACCCATAACTCTGT^ 
GAGCGAGA " GCCTGGGTTCAGATCCCAG ^CTGCCA^^ 

gtacctccawtaattatctggaaaatgggataacaatagtacctatctggttgggttgttgtagIga^ 

AATATACGTAAAATGCTTTACATTTTACGTATATTAATTTCAAAATTGCTTCGAATGATGCATA 
TAAATGTTrGTCATCTTATTATTATTTGGGGAACTGATTArrTCACAAAATATATTTTCTAG^ 

^cagjttcaaaacttctagatatagccagttttca^ 

™™ ATTAAATGGAATOTC ^^ 

^ aggaagagtgtttccccctgcactaa ctggcccagactgctctactgcatcagccctctggc 

^^^ GTCTACTGCCTATACTAGTACCCTTGCTTOAAAATTC 

AAAATAGCCTAGrTTCTAAAACCTATGTATAAAATGAGAGAATAGGTGTCACTCAGGGTGTCAGT^^^^ 

AAATAAGACGTGACTGCATTTTTTCCTTCTGGGTGAGGGTTATGTTTTAGAGCAAGGGTTGG^ 
^ GCCAAATCTCTTTTTTGTAAATAA AGTTTTATTGT^^ 

C ^ CA ^ TGTA ^^ 

AGAATTTATTGCAGTAGGCTATGTTGGATAAAGAACAAACAGCCCTCAGTAGCACATTGTGAATATTAA^ 
S^™ ATAGCTraCTGTTGTGTGCTGTAGAATGTTGT ^ 

ATCCAATTATTCAAAGTAAATGTAAATATGTCTGTTGTCCTTTTCTTTTACATGAAMCTTCCCCCCTCcS 
TAAGATTCAGAAGCATAGTGTACAGAAAAGGATCTTGAACTTGGGTTTGAATCCTGACT^^ 
AACATCAAGTTACATTGCCACCGCCAGCCTCAGTTTCCTTGCCTGTAAAACAGAGGTGGGA^TCcS^ 
ACAAAAGGAGGAC ^^ 

CTCGATTTGGTTCACTTTCTCCTC^TAC^AAGATGTGTATGTTTATO 
fAATTGTCAACTGCACTGGGTATGAGTCTGCAAGCATGAA^^^^ 

ATTCCTCTGGTGTCTGCTTTATTATTCACTTCTCTAATGTGAAAGTTTATGCTTTAGTGCA^^^ 
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CAAAGAAAAAAGAAiWSATAACCTTGG 

TAGTTGCTGGTTTCTTTTAGCTGTAGTTCTTTAAGTGAATCTGGTATATATACAAGAAGGTAGTTAATGTTTTAAAGAT 

GAAGGAAGGAATAGTTTCTTTTAATGAAAATAGACTCTAGTGCTACGGAAATGAGAAGTCCCCTGTGATGAGGCTAGAG 

GAGAATTACTGAAGGATGAAGTGAACGTACGTGGCTCCATTTTGTTTTTCTTGGAGGCCATAAAGAAAACCAGACAGCT 

TACTCAGTGTAAGTTATTTATACTTGTAAAAAAAATC^^ 

TGGATTGCAATTAC^TTAAATGTATTTTCTCATAAACTTGT^^ 

AATTCTTTTGCTGAATTTGTTTTTTAAATGCTTTAGATAAA^ 

ACTCCTTCAACCTCCTCTTTTAATCTCCTTTGTTATTTGGAGGGAATTATCCAAGTTGTOT 

TAACAAACAGTTCCAAAACATAGTTTTGGATTAAATGGATAAATGATTAAAAGGATAATCATGGAAGATTTTCATGAGT 
CTACCAGTTGGCTGGGGAGTTCTGGTTATCTAAGCAGATTCTGAT^^ 

AGCTGGCAAGCCAAGATGACCTTCCTTGGTAAAGTCAATGCTCCTTCCCATGTCTCTCATATCCCTCCAACAGGCTAGC 
TC^GGGATGTTTTCACAGTGGTGTCTGGGGTCGAAG(^TGGGCAAGTCCAGTTGTGTAAAATGGTAGTTGGCAAC^CAC 
ATGCACTTTTCAAGTCTCTTTGTGTGTCACATTTGCT 

CCGAGTGGAGGATTGTAAAGTTATGAGTCAAAGTGTGCATACATAGGAAGGCCATGAGTTGGGCCATTAATACACTCAG 
TCTACCAGAAGTCATTTCACCTTTTTTCCTCCATCTTAACAGCCTCCCTTTTGGAAATTTAACTTTTACATACTGTGTA 
AAATCAAACCAAACAAACAGAAAAATCTCAACTTACCTGGTTACT^ 

AAGTTGTTATTACAGGCTAAAATTAAAATTTTGCTTATTTACTTACACACTTCTCCCCTAACTCCTCCTTTTTAAAGCA 
AATTGAGTTTAAGCCACAAACTGTTGAATAATGAAGTTGGTTCTTTTTCAGTTT^ 

TTCTGCCTCTAATCAATTTCTGTATTTTGGAGCCGCTATTACTATAGCATTTGCTGGGTGAGTCCGTGGGGTTTTGATC 
ATGCTTTCATATGTTCTTGCTGTTTGATTTCCTC 

TCATAGAGGAACTTCAAAOTGGACGTATTTTAAAGAATACTGGTTATCCACTTTC 
ACAAATATATATTTGTTGAGTGACTTCCATACTATTT 

GGCCATCCTAGAGTTTATAATCTAATGGGGATTGACAGACATTAAACAAATGTGTGAATACATAATTTAATGCTTGGCC 
GTGATAAGGGTTATTGAGAAAATAAAGCAAGGTGAGCAGAAAGGGAAT^ 

GAGGGAAGGCTTCTGAAGTGAGGGAGTGAGCCATGACAATCTGGGCAAAGTGTGCTGCACGCAGGGGCATTAGTGGATG 

CAAGGCTGTCTGAATGACGTTTGGTGCTGCAGCAGCTGTACTTCCAATGGAAAGAAGGGTAGGAAATGAGGTGGGGGAG 

ACAACAAGGGACCAGATCACGCAAGGCCTTTGTAGACAACAGTAAGCTCGTTACATTCTTTCTAAGTGCCATGGCAATC 

CATTGGTGGATTTGGGGCAGGGGAGAGACATGGTCTGATTCTGGCTGCTGCGTGGGGCACAGGCTATAGGGAGCAAGGG 

TGGAAGTTGGGAGGCTATGACAGTCATGGCAGGGGCTGTGTTAGGAGAGTAACAGTGGAGATTGTGAGAGGATGGCAGA 

CTGTGGAGCTCTCCAAAATGTGTTTCATTTAAAGAAGCCAAATTTAGATACTGTGATCAGTTCTGCCAAGTCGAGCCTG 

TGGAGAAGTATCTCCCAAAGTAGACCCAACAGACTTCCGGTGACATCTCAGTTACTTTTAGGTGCTATGTCACATGCAT 

GAACTTTTAAATTTTAATAGTTACTGATGATTTTAATGTGGATTAGAAATATATAAAACTTGCATGTGAAAACTATGAT 

TTTACAGTTATTACTTGGAATGAGGAAAAAGTATTGAGTGTAGTGCAGACTTGAATGCAGAAATAGCAAAAAT 

GGTTATATCTGAATGATTGGATTTAGAACATGCTGACAGGATTATTTGTTAGATTGAGTCCTGAGGGATAGTGAAGGAT 

AACTCTGGTAAGTATGTAATCAGATTTAGTTATTACCCCTTATTGATTATCTACTGAATGTCACTCTATGTTAGGCACC 

TTCTATANGACATTTCACTCAGCTTTCCCTGCAACGCT^^^ 

TCATTTAACAGATGAGAGAAGTGAAGTTCATAGAGAATAAATAGCTTGTTTTAGGAAGTCTCTGATTTTTCAGATATTA 

CAAGATTAGCTCTGGTAAATTCTCTGCAAACAGGAACTTAGTCTGTTTTGTACACTACTGTCTCCTTAGAACATAGAAA 

CATTTCTAGTATATAATAGAGATTAATCAATACTTGCTAAATGAATGAAAGGAAAAAGAATGGTTCTTGTATTTAGAT^ 

TTACTCAAGAGTGGTATATTTTGTTTTCCTTATTATAGAATGAGGTTTAGGAAGTAATCTCTTGGAGTTTAATGGAAAG 

CCATTTTCGTCATAGGATGACTTCCTGTGTCCCCTAAGTGCAGGTTTCCCAATGTCCAGACCTTGGCCTTATATTTTTC 

TCCTTATTCTCCTTGAAGGACCTGGCTCTTCTGGCTATAACTACATGTGCAATCCCCAAATCTCAGTGTTTGATCCTAA 

GCTCCAGTTGTAGGATGTATAAACCCACTAACAAGCCTAGAGCCACTTTAGGGCAACATAACCTTGGCCAAGTGACTTA 

ATTGCCCTTGAGCCTTAGTCTCTGTCAGTAGAAGGAAGAGATGGAAGAAGAAACTGAGCCTTGATTTGAACAAAACCTA 

TGGGCACTAGAAGAAAGAAAGACAGGGTGCTTAGGGAGCATAACATTAGGGGGGAGAAGACCTAGAAAGCAAACAATTG 

AATTTCTATTCCTTTTGAGCACCCTTATTTTGTCT 

TAAGTTT-TTTCAAAAGGCTTAAATTTATTTO 

GAGTCCTGGAGAAGCTCTAACCTGCAGCTAGAGCAGCTTCACACACATCCTTTCGCTGCCAGCAGCAGCTGC^ 

TTGCTGGAAGGTCTGAGGCAGGGTGTGACAAACTGACCTGACTGAATGAAGGGGCTTCTGGAAAGGGGAGGAGCTCCAT 

ACAGGAACATTGTTGGGGGTAAGGTGAGCCTGTGGAGGATGTCTCTCCTCTCTGCCTTTCCTTGCAGAGCTGGGAGCTG 

TGGAGAGTGGAAAGTGTGTCTGAATGACTTCGCATGTTTAGTGAAGCTCATTGCCAGAACTGCGACTTCCCCTGTTGCC 

TTGAATCTGCTGATCAGCCCTGGCAGCACACGTTTTTTAAATT^ 

ACATTTTTACCAGCCTCTGCAAACTCCTAATTTGGTGGGTGAAGGACACATCAATGAAATTTCCAGTATAAGGAGTGGA 
GGTAAGTGCTATAGTCTGAATTTTTGTATCCCTCTCAAATTCATATGCTGAAACCTAATCACCAAAGTGGTGGTATTAA 
GAGGGGGTTTGGGAGGTGATTAGGTTGTGAGGGCTCTCTCTCCATGAATGAATTAGTGCCCTTATAAAGAGTCTTGAGG 
GAGCCTGTTTGCCCCTTCCATCATGTGAGGACACATAGAAGGTGCTGTCTATAAGGTATGAGCCCTCACCAGACATTTA 
ATCTGCTGGTGCCTTGATTTTGAACTTCACAGCTCTCAGAACTATAAGC^TAAATTTCTGTTGTTTATAAATTGCCCA 
GTCTAAGGTTTTTGTTATATATATATATATATATATATATATATATATATATATATATACACATATATATATATGGCAG 
CTCAAAGGGACTGAGACAGTAAGCCAGACACAGAGGTCAACACCTGCCTTGGGAAGATAAAAAAATTCCAACTGGGTGG 
ATCTGAGTGATGACTTGGAAAGAATAGGATTCAAATTAGGCCTTGAGGCAAGGATGTGACTGATGCTTATCTTTAGGAA 
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A^GCTTGTTTTACTCTAGGTAAAGGAAGTAGCCTCTTCAAAGGCTTTGAAGCAGAATAATGCGGCGGGCGGGGGCT 

GGG ^ GGGGTCAGGGGGCATGGTA ^^ 

™™ ACAGAGGTGAAAG ^^^ 

°° GAGGCA ^ GACACmGGTG AGAGC^TCTGAGGAGTG(^GTGG 

'TAC CAAATGTG 
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GAGACCTGGGATAGTGATGAGTGGGTTTCTTAGTGACCATAGTGAGAA^ 

ATTTATGGGGCTCAGGAAGAATGGGAAGAAAGACNTGGATTTTATAAATGTGTGCTATTCCCTTAAGCAGATTGGCAAT 
AAAAGGAAGGAAAACTTTGAAAGAAACAGGGTAAAGAAATGATCTGTCTCC^ 

GAGGTAAAGGCAAAGGCTTGAAGATGCAGGAAATGGTGGGGACGATGGAGAGAGCTGGCAGGGATAGAATCAGGAGCAT 
GGCTGGAGGGATTGGTCTCAGGAAGAAATAGAGACACTGCTTCAAGATTGGAGGGAAGGCTGGGCACAGTGGGTGGCTC 
ATGCCTGTAGTCCCAGCAATTTTGGAGGCTGAAGTAGGAGGATTGCTTGAGTCCAGGAGTTCAAGATCAGCCTGGGCAA 
CATAGTAAGATCCCCATCTTTGCAAAAAGGAAAAAAAAGTTAGCCAGACATGGTGGCACATGTTTA 

TTAAAAAGTAACCCTGACTCTTAAAAAAAAAAACTGAAGGCAA.GAAAGAGACTGTGTGTGATGACCTATGACATTTCAT 
A * GAAGGAAGGAA ^^ 

GAAAGTTAGAAGTATATTTGAGAATCTGAAAGGGCTTGAAAAGTTAGGATGTAGACTGGGCATGGTGGCTCATGCCTGT 

AATCCCATCTTTATTAAAAATATAGAAATTAGCCAGGTGTGGTGGCACTCACCTGTGGTTCCAGGTACTCAGGAGGCTG 
AGG * GG ^ AGAAT ^ OTGAGCCC ^ 

™ GAGCAGGACCTTGTCTCAAA ^^ 

GATGAAAAAGGGGACTGTCCAGTGAGGGAGGACCAGCATTTGGACTGGTTGAGTGGCTTGGTTCTACAAGGTATTATCA 
TAGGACTTTCCTTAGTGACTGATATGGTTTGGCTCTGGGTTCCCACCCAAATCTCACATCRAATTGTAATCCCTATGTG 
TCAGAGGAGGAGCCTGGTGGGAGGTGATTGGATCTTGGGGGTGGATTTCCCCCTTGITGTTCTTGTG^ 

^ctcacgagatctgagtatttaaaaatgtgtagc^catcccc^ 

TTGCTTCCCCTTCACCTTCCATCACAATCATAAGTTTCCTGAGACCCCCAAGTCATGCTTCCTGTTAAG^ 

TAGAGAAAATGTGACACCCCAGAATTAAGGC^GAAGAAATGGATTGGGCCAGTGTAAGNAT^ 
AAGAATACTAGGAAATCTCAGAGTTCAGAGAGAATTCAGTTGGAGATGGTTGAC 

ctgaacaaggttcctgtgaaatatccataatgac*gag^ 

GAAGTTGGAAAATTCTC^GTCTTAAGTTTTAACTTTAAAATATTTAAAATTCCAGG^^ 

TGTAATCCCAGCACTTTGGGAGGCTAAGGC^GGCAGATCACAAGGTAAAGAGTTCAAGACCAGCCTGGCGAA 

AAACCCCGTCTCTACTAAGAATACAAAAATTAGCTGGGTGTGGTGGTGTGTGCCTGTAATCACAACTACTCGGGA^OT 

GAGGCAGGAGAATAGCTTGAACCCAGGAGGTGGAGGTTGCAGTGAGCAGAGATCACGCCACTG(^CTCCAGCCTG^CA 
ACAAAGCAAAAATCCATCT(^AAAATAAATAAAATAAA^^ 

^^^^^^ 

^™ A ^f GCCTATACTGGGTGGGGGTGGGCTGGG ^ 
™™^ CAkAATCAACTACTGAGMCAACGAAGM 

GAAAAATTTGAGACTGGCAGATCTTGAAAATGAGACAATCCTAGTTGATAATGAGCTCCAAAGTGTAATCAAGA 
* CCAAGTGATGGAGATAA ^^ 

TACAAAATTTCTCTCTTGTGGTGCACAGAAAAAATATTAATOT^ 

^tatttttaaacattgtcttgaagtcagagagaga™^ 

TCTGCCTCCTGTTGTACAATCTCTAAGAAAAGTGAGAGCAARaanaaPTaTziBBs A6GGAACATATTTGGTA 
GTAATTTTI 



TCTGCCTCCTGTTGTACAATCTCTAAGAAAAGTGAGAGCAAGAAGAACTATAAAATTGAAATGCCAATTGTGATATraa 

TOAACAACAAGCAGCCAATTTGTGGAATTAGTGGCTGTTTCAGGAGGGTAAGTAACCTCTCATTTAT^ 
CCTATGTTTTAAAATAAGATTGTGGACAAATACTTCCATTCAACCTA 

aacaatggataacaatagcaaaagaaatgatatagtcagaagtctaatgttagccattSSc^^ 

CAGTCAGTTCCCAACTCATGATGGTTCGACTTAGAA.TTTTTCAACTATTTTTATGATGGTGTC 

TTTTTTTTTTCACTTTCACTGCAGCATTTAAAATTACAAGAGATATTCAGTACTTTATTATAAAGTAGGTTTTGT 
GATGATTTTGCCCAACTGTAGGCTAATGTGAGTTTGGAGCATGTTTAGGTAGGCT^ 
GATAGGTATATTAAATGCATTTTTGAATTAATGATATTTCAACTTACAATGGGTW^^ 
G^AGGAGCTTCTGTAATTATAATATCAGATATTGATAGCTTCCATTGGTAAGTAAOT 

CTTGGACCATCTTAAATGAACCAATGGGAATGTCAC^ 
AATTTATGCTTATACAAGTGGAATAATATGTATGTTATGTCTTATGT^ 
ATTTAGTCTCACTTTTAAACTAACTTAGGAAAATCATCTAAAGCATAGTGAAAAGAA 
TC^AGTTTAATGAAATAGTTTAGTGAAATAATGCCAAGGACTAATATATTGAAGAGA^ 

ttcaggaagcaagcgggtgcatttaataaattaaatttttatttaattatttatttttattStSS 

TGAAGTTGTGCTGTCACTTAGGCTGGAGTGCAGTGGTGCGATTATAACTC^CTGCAAC^ 

aatcctcccgcctcagcctcccaaatagctgggactacaggc^tgtgccaccatgcctagSS 

AAGTTTATAGAGATGGGATCTCACTTTATTGTCTAGGCTGGTATTGAAATCCTGGCTT^ 

cctccgaaagtactnggattacaggtgtgagctgccatgcctggcctggccttgctt™? 

CTCCATATCCTCTAATCCCACCACAGTATGATGAGTGG^ 

gaggaggcaccactatcacgctatgttgagtttttggcagccaagatcagag 
gagatctgtgggaataacacaggagacaggcactgactgcttcca^ 

caagctgagtatcgctgaacttcaaaacagtgcc^gaggagtagagtttttt^^ 
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^ATTTCTGATCACACTATACCA^^ 
™ G SATGAATCAAAGATGAC^^^^ 
^CATGGCTTCCTGGAGACMTGATTTGTTC^^^^ 
^CACAGATCATTGTATGAGTGTGTGTGGGA^ 



SS55SSSSS55SSS5^ 



ctccatggtgttgggcagcac^tct^ 
cktttttatagtcatctggattgtttgtttactaagg^ 

CTGTGGGCSAGCTGCTTGGGAATCTGTATGTO^^ 

^tgagctggtgtcccat^ 
g ^ccgtgaggataggaaacagagagaggagI^ 

TCCC^TTCCAGGCTCACCCCTAACATTTGArrr^^^ 

=SSSS5SSSSSSS 

™ g ctggagmgggcaggagagggSS 

• CCTTTTCACTCCTGCTTT^^ - 
TCTG -^GTGTTTGGGTTAAGAACGTTTCTCATGTGAaT^^ GAGCATCTCAGTA AAGCAAGCTTCCTATGCCAT 

TGSTCTGATAGAAATcccTTGTCTrcSra^ 
taaactgtatcagttaatg™S^^ 

AT ^TTCCCAGATACTTCTGAATCTTGAATAA™?A^r^ CGTCTGATGTGA TTACAGAATCAAATATTtJ 

tggattgaactagcccgcagggcaacacaatattattt^ 

^GMTGGACATTTATGCTATTAAT^^ 

GCTCAATTTTAACCAATAAATCTT™^ 

™K»CTTCCCXa^^ 

ca ™atgaagtacaaaatgaaataga<^gact^^^ 

GACAAACTCTGCCAACCATTTTTTCAGAAGA^GTCAGAA^ 
TCAAGCATCCACAAGTGTCTGCCCTGCraS^ 

atttgaagatattaaatcaggttacagS?St™ 
aaagaatttcatctgaatgagS^SS™ 
tgaaatgttcatctggaaaggatttgatS 
^cagagagcttctttacctggt^ 

GATArrTGGTCAAACTCATTACAGTACTACTTGOT^^^ 



3NSDOCID: <WO_02074S92A2J_> 



*> ' * V WO 02/074992 PCT/IB02/00565 



42/375 

GCTCTACACCTVTGGTTCTCAACTTATTGCAGAAT^^ 

5, ttatccctttctgtctgaac^aaaactgtatggaatc^ 

TTCATTCTGCTGGAAGCTGGAGGGTGCTAGGCCCCTGTGTAGTAGTGCATAGAATTCTAGCTTTTTCCOT 
GTATCTTGGGCTTAGAGAGTACACGGTGTCTCTATGTGAATATGGACAGTTAGCATTTACCAACATGTATCTGTCTATT 
TTCTCTTGTTTAAAAAAAGAAAAAAACTAAAAAACAAAATGGGATT^ 
TTGGGTAGGTTAAGTGGGCATTTTGACAAC^TGGCTTCT^ 

TAGTTTAAGATGACACTTTTAAAATAAATTATCTCCTAATGATGACTTGAGCCCTGCCACTCAAAGGGAGAATCAGAAG 
AACCTGTAGGATCTTATTTGGAATTGAGTTTCTCTATTC 
C^CTGTAAAGGAAAGATGATGCTCAGTTTTAAACGTGAAAAGTAC^ 
ACATAGAC^C^CACAC^CAC^GACACAC^CAC^ 

CTGGAAAGGTGCTCTTTGTTTTCGAGCTTCAAAGAAGCTCGTCTTCTTTTATTTGACTGTCGCTAGGGACTCCACTGAG 
\ CAGGAATGACTATTCTGATATTTGCTTGTTACATTTTTGGTTTTCAGAGGTGGCATATTGAGGAGGTGCACTTATGGAT 
TGCAGCATAAGTATCCATGAGTCCGGGTGTGGTGCGTGTGCTCACTCATTATCTTGATGTGCTGCTCACTACCACGTCT 
CTCCTTTACACTATTGGAAACTTTCATTCTTAATA 

AAAACCAGACTTGATGAAGTCCAGATATATTTTAATTCTCTTCTATCAAGCCCAAGGGAGAATTTCTTAGCGACTATGC 
TGACTTATGTCTTGAAAAAACTTTAACTTTGGGAATTTTGATGTATAATGAAGCCAGGAGAGGGAGACGTGTCATTCCA 
AAATGCTGCGAATAGAATTTAAGCAAGCS^CATGACAGACATTC 

TTTGCAATGAAGTCTCACCCTGTTGCCCAAGCTGGAGTGCAGTGGTGTCATCTCGGCTCACTGCCATCTCTGCCTCCTG 
GGTTCAAGTGATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGACTACAAGCATGTGACACCATGCCCAGCTAATTTTTT 
TGTACTTTTAGTAGAGATGGGGTTTCACTGTGTTGGCCAGGCTGGTCTCAAAATCCTGGCCTCAAGTGATC 
TTGGCCTCCCAAAGTGCTGGGATTACAGGTGTAAGCC^ 

AGGGAGAACACTAGAAAAGTGGTAATTTGAAAATAGAAACTGTCCAGTAGCAACTGGATGGCTCATAGCTCCAGTGGTT 
CTAATAAGCGCTCAGTGGAGAGTCTGATACATATTAGGTGCTCAAGAAAATATTTGTTAACTGAATAAACAAATCAATC 
GGATCTTGTTCAGAGAAATTCCAAAGCAGAGAATATCTGCCACAAGTC 
ATGTTGTTTGCTCTCGCAGAAAGGGATTTGATTTGGCATTTGCT^^ 

TCGGAAGAGTTAAATAATTTCCTCA(^GCTACTAAGCACTAGAACTAGAATAAGAATGTGTGCTTTCTGACTCTGAGTC 
TAGGATTCTAGGACTTCAAGGGTTTCCTATCTTTTTGAAGTCATGGGGCAGAACAATATAAAGGAACAGCTGGAAAAAC 
TGAAATGAAATTACTATTCACTCTTACATAGGAAGAATAAAGATAACTCTTGAGGGCCCTGATATATTATAGTAATAAA 
AACAAGACTGAGGTAGCAGAAGCACATGGACATGCAGGGAACACTTCCAAACATCCTTCAAAAGGCCTAACTTCTAAGG 
ACAGGAAACATGAGGAAGCAGAGAAGGAAGGAAATGTGTCTAAATTCTTCC^ 
• GCCTTCTATCTCTTAAATCAAAATTTCAGGGAAAGCTTATGGCAGATGAGACTTTTGGGAGTACATTAGAAA 
GGAAAAAGGCCTTATTACTCACTGATTTGTATCCTTGTGTTATTTTATAATATTATTAAAGCTCTTTCCATGTTATATA 
GATTCTGTCTCTCAGCTGTACTGCAAATCTATTAGGACAAGTCTCGTCTCTTTTATGTATTCCTTCTACTGTGTCTATA 
TGTGGTGGTCTCTCAGTCGAGCAGGCTGTACAGTTTATTCGAAGTGTTCCAAGGAGCTTGTGTGCCTCCACTGCTCTGA 
CCTCATTTTTGCAATGTTAATTAAGTTGGGTAGATGACCTATTCGACTGATAACACTCACTAGCTCACTAGTATATGGT 
AAGTAGTTTATTCTCTTAGTTAGTTGACCGTGACCAGATTAAAGCCCAAAAAGACAAGAAAAAAAATCAGGTGGTAGAG 
AGTGGGGAACAGAGGTATAGGACACTGTTTTGGGAAAGTGGATCTTCTTGTGTTCCTACAGAGGATAACTCGGGCNTGT 
CAGGATGAGGTATTACAAGAAGAGAGAACAAGAGNGGAGGCTCACCATTAAATTTGGCTTCTGGCCTTGGGTCAGCCTT 
GCATGATGTTTTGTAGACTGAGAGTAAGGAAGGAGAAGTTGAGACAAAAACTTTACTCTCTGTTTGGTCACTGAGAGTA 
AAGGTTCTCTTTGTGCTAGCTTATTCTTAAGCAGTATGCATGAGGCATTTAGGGGTTTATTGCTGAAGAAAATTCATCC 
TCTTGTGCTAATTGGGCAGGGATTCCAAGGGATTAAAACCAAAATCATTTGACCACCTGAGTTACAGTAATTTTAGAGC 
TTAGGTTGTTTATTTTCACTGTATAGCACAACCAAATACTATTCAGTCTGGCTGCATGGAATGAGATATGGCTAATTAG 
ATTTC CTGGCTAACCCAGGTTAAGGCAGAAATGC CATGTTAACAGTAG CACCCTTAAACCTGGGGAAAGAGG CTCTTGC 
CTCGTGTCACTTGCTTTAGAGGGCCCTACTGGTCTTCCTCCACTGTGCCATGCCTTATGGGGAGACGATTCTGCAGAGC 
CATGTGGATATTGTCAATCCAAAGCACCCCATTCCCTCTTCTAAACCACTTGGTACCCCACAATTCCTACCTAAGTGAT 
CCCAAGATGACTTCCAGGGCCTACGTGGGTCTCTCTTGAGTTCTCATCTCCCGAAGGTGAACTGTACCACTTGTGTTGA 
GCACTCCTAGGACCAAAGAGTGTGGGGCTGTGCATGAATCTTAGATGTTTGGGCTGAGATGTCCTTGGGGGTGTGTGCA 
AGGCCCCTCACTGCAGAAAAGAACTGAAGGTGGGGAAGAGAAGAGAAGGGAGTGGGCTACTGGCTGGAGAACCCTGGCT 
CCAAAAATTTTAGGCATGGGCTGACATTTCTAACTCTCCAGTGGGAAACCATTTAAAGCAGTCAACACATTGACTACGA 
AGTGCAGGCACTACTTTGAGTAACTAGACTTGATCGCAGAGGTCCTTGAATGGCCTCCTGGTCTGCATGTGTAACAACA 
GTGGTTATTGTTCTCTGGACTCTAATGCTGTAGGTACTAGATGTGACTGTTCTCCAGAGACATTCCTAGGGAGTTGCTA 
ATGGTGGTGGTGGTAATTGCTATTATTATTTCATGAACATTGAAATCTTTTATTTTTTTGTAAAGTTGTCTCCTTGAAT 
ACTGGACTGTAAAGGTGTGTGGATGTGTTCTAGCAAATTGAGAATTGTAGTTAATTGAGTTCTGGTTATTTAACTTTTT 
ACTGTAGTTTGTACTTGTTGCTTGTTCAGAGTCTAGGCAATTTTACATGGGCTTATTTTATCCTTTCTCCCTATCTCCA 
TTAGTCTTCAAGATCAGGAAAATGATTTATGTCATTTTAAAATAGAGCCTTCCTCTGTCTCTCATTTTCCTTCTTCTCT 
CTCTCTAAGGTATATTATTGCCTACTATATCCTGTGCCCTGTGCTGGAATTTCTCTTGTGCTAATTTTTATTGATAACA 
TATGATGGCTTAAAATGTCATCTAGTGTTTAGTAAATTCATAATAGAAAATAACTTTGTTCCCTCACAAATTTTTACAG 
ACATTTAAAATTAGC^CTTCAATATCCAAGTATTTTGCTTTTTCTTTTCTGGAGAGAAACTAACACCTGTAGGTATTTG 
TTGACATGCAAAAAATGCATGC^GAATTTTAAAATTTTATACCCTATAATTGGTTGTATACTATTAATTAGACCTCTT 
CTTTAGCTCTCTTACTGTATACACTCTTCTGTTTTCNCAAATTCTCTCCTCTTTCTCTAAATTCCTCACCCTGTTCCCC 
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ACCCTTTCCCTGCClTGTCTCTGGGTTTTTGTCTCTCITGCCTCATTlTTCCTTCTTTCTCTCTCACTrTCTTCCCC^ 



— aw a w 

A^TGTGTGCCATGGTGGTTTGGTGCACCTATCAGCCCATTACCTAGGTATTAAGCCCCGCaTGNGTTAGCTATTTATC 
CTQATGCTCTCCTT0CCCTCACTGCCTCCC3^ 

TGTTTAGCTCCC^CTTACGAGTGAAAACATGTGGTGTTTGGTTATCTGTTCCTGTGTTAGITTGCTGAGGATGATGGCT 
TCTGGCTTCATCCATGTCCCTCCAAAGGAC^TTAra^ 

ACCACATTTTCTTTATTCAGTCTATCATTGATCGGCATTTGGGTTGATTCCATGTCm 
' ^^ CATACG ^ TCCGTGTATCTTTAT ^ TAG ^TGATTTATAATCCTTTGGGTATATACCC^^ 

GGGTCAAATGGTATTTCAGGTTCTAGATCCTTGAGGAATC^CC71CACTGTCTTCCACAATGGAACCAAC(^TCTTTTAA 
AGTAACAAATGACATCTAAGTGTGAAGTCCGAAGTCAAAGAGCTAGAGAGTCATACAGm 

GATGATTGATTCTCTGGCAGGGTCGTCCTCATT1TGTACCTGAAAATATAGTTCTAGTGAATTATATCACTTGTCCAAG 

CCCACACAATGACCAGGCTTCCTAGCCCTGATTTATCAGTCCAGTCCTTTTCTTAAAAATAGTTTCT 

GTAAAAATAATAAATAAGCCATCATAAGTTACAGACATGTA^ 

AAGGCATGAACATAAAATAACACAGGTGCACTTATACATTGTTTCTTCAAAAGATCATGAAAGGA^ 

ccagtaagaactatgacaaacaagctcagac^gttactgcagagaggagtgtacttaaagtSgaaa^ 

°^^ GACTTGAAGTTCTCATGTGTGTTGAAATCGAA ^^ 
^ C ^^ TAGATCTATCATOTCTCAAAA ^ GATTATAAA ^ 

AAAGGTAATTTGACCAATGCACATGTACAATGATGTAAGGTTCTCTCACTTTCCATTTTAATCTCA 
ATTTGAACCTAGCTTTCTCACAGAGAATGGAAGAAGTTTGACT^^ 

GTG^TAGTTGAATGAAAACATGAAGATGCTACTTTTAAACAAITITTTAATT^ 

gctttattgtctcagatctgtttaatcacctggaatactttttcgagtgatttttaaaatggcaI 

TTGCJTCATGTTATGGTAATTTGGC^TC^ 

^ G r CTOTTAcccTGGGcTmc ^ 

ttg^tctgagagtgggcagacatgtggcgggctattgctggataatgtgctcataatatcct 

? C ™ TGGA ^ TGAAGTGAAAACATGCATCTGCAGTC ^ 

GATCAATTACATTGAAAATAATTGAGAAATGAGATGACACTTA 

TCTTTGGATAAGTAAACTTTTAGTGTTTTCTGAGAGATTTAOUUVATTCCAGGGGCTGTGTATOC 

TCCAAATCCTGAGGCTTTTCTTCTTATCATTTCTCATTTAACTGCTTATTAATTCTTTC 

ATGA^TTTTTGCTGTTAATTGAACCATCCCTTA^^ 

TTTCACTTTTACGTAGCATAACETTTCAACAAACCTG^ 

r CA ^^ TGCTGT ^ GACATTATOGAGCCGATAATGTAACTGGTC ^ 
S G ^^ AGAGGGTCCCATGGAAGTAGGGATAAAAGGGAATTCTT ^ 

aaacttctgcaagttttcctccttgggagatatggagtggttccaacatccttaatatcIg^gcct^^ 
£ G ^5jr AAGA AGAA ^ ATAACTO 

G ^ A ^ ATAGAAGTAGCAAAGAGG CCAAAAAAGAGA(^GG 

GTTTGAGCTGATGGATATCCCAATTTTCCTGACTTGATCATTATACATTGTGTACAGGTATT 

T^™ ATGTACAACTATTACATGTCAATAAAAACAOT ^ 

TATGTAATTTTCATCGCMTTGAGC^^^ 
Sr C ^ G r ATCTCCAGAACTGTGGGGTGT ^^ 

AGCACTATCTTTAATGCTTTGAAGATTATAAGTTCTATITTTGACCCATOTCTATGTTGG^ 



lAATCATT 
.TTTGGCC 
ATTTACT 



rTTGGCC 



TTTGTCCCTCCCTTCTCCAAGTAAAACAACTAACCCCTATTTTTCAGTTTGTTGTGAATTCAGTTTGTCCA^ 
^ GGG f TAGGraAATTAAATAATTA TATAGTGATTAACATGGGGlTAGAAT TT A TC 

TTGAATACCTAGAAGATAGTGAAATGTACTTAATACTAACATTGTCATGAATATCAATCACAGGTOTA 
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ATATATATGAGCTAAATATGGGGTTGAATCCC 

TCAGCTGCTTTATTTTATTTGTCTCTTTCTCATAAAAATGAC^TAAAATTATGGTATGTGAAC TCTGATTATTTAGA 
TTCCAGTTAAACAGGATTTTACTTTAGTTTCTTTTTTTT^ 
TATATAGTTCTATATATTTTAACACATGTATACATTCATATAACC 
CCTCAAACTCCCACATATGACTTCTTTTTTTT^ 

GTGCACAATGTGCAGGTTAGTTACATATGTATACATACCATTTGACGCAGCCATCCCGTCACTGGGTATATACCCAAAG 

GACTACAAATCATACTGCCATAAAGCCAGGAGAATTTCTTGAGCCC^GGAGT^ 

GAGCTTATCCCTAATTTTATTTTTTATTTTATTTATT^ 

CATGTGCACAATGTGCAGGTTAGTTACATATGTATACATGTGCCATGCTGGTGCGCTGCACCCACTAACTCGTCATCTA 
GCATTAGGTATATCTCCCAGTGCTATCCCTCCCCCCTCCCCCCACCCCACAACAGTCCCCAGAGTGTGATGTTCCCCTT 
CCTGTGTCCATGTGTTCTCATTGTTCAATTCCCACCTATC^ 

AGTTTACTGAGAATGATGATTTCCAATTATTATGAAGAGAGAGAATAATGGTTTCTCACTTTTCAATTCC^ 

GAGGTTGTTTCTTTCAGAACACCAAATGAAGCTTTCTCA 

TCTGAATTTGGGACATTTTAAAATCCT^ 

TTAATGGTTTCTGTGTTTAACTCTTTTAAAACATATTTTCATGATCGTGTGTGTGTGTGTGTGTGTGTGTGTGTGCGNG 

GGCAGTTGGGGGGGTGGGTGAAGGGGGATATGGGGAGAACAAAGAAT^ 

TTTTCTACTAACTTATTTGCTAATAATTATTCAGGC^ 

TCAGGCTTAATATATTTGGATCATAAATAAATATCAGATACCTTTTGGAGGCATTAGAAACTAAACATTATGCAAAGGC 
TACCCTCTGTTGCGTCAGGAGCTTGAATTGTTTTCATTAAAATATCTGCTATGAAAGCACTGAGATTAGATGGGATGCT 
ATCAAATGTCAGAGATTTGTATTCTTGGTAGAAACTGAGATT^ 

GAAGCAACA.CTCCTGTTCCAGATTTGTATGCTTGAGGTAAGTCAGAAAAGGAATTTCGGTGAGGCATGAGTTTGTTGAT 
GAAACGTGGGGGAAAACCAAATGGACATCTTCAGAATGAAAGTGTACGTCTTTGTCTGTCTGAATGTGTGAGAAAGAAG 
AACACTGAACACAGTCTAAACCTCCTGCTGGTGTGATTATTGAGTAGTGTTGATGGCCAAAATATGAATGAAGGTTTTT 
CTGTTGCAAAATGCTTTATGTTATGTGCAGGGCAGACATCTGTGTGCCTGCCTTAAATTTATGAACTAATAACATTCTG 
TTCCAAGAAATCCTGTCAGGTCTTTAACGGTACCATTTTGTTCTGAGTTATTCTGGTAAATGAATGATTTTGCTTTTAA 
GTAATTATTTTTTGAATTTTTAAATATAAAGTCACATATGGTTTAATGTATGGAGAGGATGCCTTTATCATCAATGAAA 
ACTTTAAGAATTGACTGATTGCATTTTATTTT^ 

GTTCCAATCTATTTTGGATTCAAA.TGAATTTTGAATCAAATAGATTTAAAATGAATCTATTTTGAATCAACAAAATAGA 

TTCAAGCAAGTTTTATGAGTGAGATTACAGATGAATGATAAT^ 

GTTAGACTATACTATAAAGAAAGTAAATTTAAAAACATM 

GAGGCTACCCTCCTAGtATAGTAACGGTAATTCTGCTGAAACCAATTAGGCACTGTTGAAAGCAACTTCTCGCTGCCGA 
TGAAGGGACTGGATCCTGTAGCTTGGTGTCCTTGTCAAGTCCTCAGTGTGTACTCAGCTTGCCCCTGCTAATACACACX,, 
GGTCTTAAATAAAACAGAGTGGCAAATATTTAGAGTGAGTTTTATGTGTCTTTGGGATTTTTCCTTCCCCGCCATTGGT' 
AAATAGCACGTTTCCTCTGCAGATCTGTGACCTTTGAGATAACT 

TTGTTTTCTTTCTTTTTTTTTTCAAAAGCTATTCCTTCTTTTCTACTTTATATTCAGTTGCTTTCAACACAGAGT 

TCTTCTGATGAATCTCTTGTCTGTAGTTTTGAAAGGAGGGGAGAAGCAAAGGAATTAGCAATCACAAAGATAAACCTGC 

AAAGGCAAACTAAGTAGAAACATGTTTTTCCGTTGCAAATTATGCTTAACTACTATAGGCTGTAATCCCTATGCTGACA 

TATCTCAGAATAAAATGTAAGTTGCTTGAGATGCTATTCTGAAGCATGTGATATGGTTTTATTGATTGATAAATTTATC 

CATATGATGATAGTTGTAGATTTTCAGAGGCCCCATATGGACCATTTGAAATGAAAATGTTATATTGGCAATGGATGAG 

AACATGCCACTTGCCCTGCTCCATACAAACTTTGATTCCTAGCAATCAGCACATGTTAGAGAGCTGGAGGCCACGGTAT 

GGTGTGCAAGTGCTCCTGTGCTGAAGTGACACCAGAACAATCACCACATTGCCATCAGGCCGTCCATCTGAGGTAGGGT 

TTTCCTTCTTGTTTCAATCTTTATCATTCCTGGAGAATTTGCCAAGGCCCCCAGGGCAGTGCTGAGGCCTCCAGCGCCC 

CCTACAAATCTCTTTTTCTGTCCCTTCAACATTTTCAGGTCTAACTACCTGTAGTTTTCCTCTCTAATTTCTGGGCCAA 

AGCTTGGCAGGGGGCAGGCGCAGAATTAGGTTGAAGAGGCCAGTATGAGCAGGCATACCAAGGTCCATTGTGCTATACC 

AGAGGTGTTACATTAGACTAATGAAGGGATTATAGAAACTTAGCTCTCCATCTGAATTCTCTTATTAACACATCACTGT 

GAATCAGCCTGCTGCTTTCGGTGTTGTGTATTTTTTCCCTTTGTTACTTCTGTTACTGCTAACGATATTGGTATCATTT 

GTTGTATCAATGCAACTGACTTGTACTTCAAATTAATATCTG^CCAACCTAGAATTTCTTGTCTAGCTATGGTAGGTA 

GTATGGGGTGGTAGTGGTGTTGTCTCAGGCTAGTATATGATAATATGATTTTGAAGTCTGTTTTCCCCCCCATTTAACG 

AACTAGTGTGAACATCTATCCA1GCCTTTTAAACACTTTTCTCCAAGATAATTTTTTATAGTTTTTTAATGGTTAAATA 

ACATTAACTTAGCCAATGAAATTTAAAATATTTTGCTACTGTAAAAATTATTGTGTATCTCCTGGTAGTTAAATCAGGA 

TTATTTCCTTAGGATGCAGAGCTTGTATGTTAAGGAGTATAGTTATTCATAAAGGTTTGATTTTTTTGGCCAAATTGCT 

CTC CAGAAAGTTTTTTTC CC CTTCAGTTTATTCTCCTACCAGCAGTGCATGAGAGGGCACATTTTCC CGTATCTTAAGT 

AGTGTTGTTTTCTAAAAATGTTGCCAATCTGATATGGGGAAAATGGCATTTCACTGTGGTTTTTCTGTGTTTGTTAAGT 

CACTAGTGAGGTTGGGTAGTTTTATCCTTTGCAAATTGCCTATCAATGTTCCTTACTTATTTTTCTTTTGAGATG 

TTTTCCAATTAATTTTACTGACAATTTTTATATAGTACAGATAGTAATCCATGTGTCTATAGGTTGTTTATAATGTAAA 

TATTTTTTTCCAAGTTTCTTAGTCACTTTTTGACTTTTTCCCTTGGGTATATTTTTACATGAGAAGTTTTTGTGCATGT 

GATTGAGTCTTTTTTAATTGTGGTAAGAACATTTAACATGAGACTTGCCCTTTAAAATGTGTTTATGTCTATAATACAG 

TATTATTAACTATGGGCATAATGTTGCCCAGCAAATCTCTAGGACTTAATCATTTTACATAACTGGAACTTTATACCCT 

CTGAATAGCAAATCCCCATTTCCCCCTTCCCCAGCCCCTGGGCAGTGGTTGAGTCTTTGATGTTTTCCTTTTAAAGTTT 

CTGCCTTTGGAGTTAGTTTAGAAATGACTTCATCATCCCAAGATCACACACACTTTTCCTACATTTTCTTCCAGTTTCT 
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TTATTTTACATGC&AATCTTAATC^ 

TCAGATAGTTTTCCACTTGCC^GTGGAATAATGATTTGTTGAATAATCTATCCTTTGCTTTTTAAGTTTTACCTTGAAA 
AAACATAATATAAAATTTTGGATCTAGTTTTTTA^^ 

TTTAATTACTGTAATGCAGTTAAACATCTGATAGCTTGAATCArrCTTATClTTTTCAAACATTTC 

TCATCATCTCCTGACCAGATGGTCGTCATAATGTCTTAATTGCTCATTCTACCATTGGTCTCACTTGCTTCTAATCCAT 

TCACAACAAAGTTGGCTGAATTGTTGTTCTAAAACACAAATTGGATCACGTTACGCCCTGCTTGTTGTGTATACATACT 
TCCAGCTATTTTTATCAACTAAAAATGAGCCCTTTC^ 

TTCAGAGTGTTTGTAGACACCATTTCGGTGATTTTTTTTTTTTTTTTCTGAGTAG 

GAAAGAGCCATGACTCCAAAGCATTAATAACCTCTGTGCCACAGGAAGAAAGTCAGACCCCCCAGAACGGCTTGTCAGT 

AGCAGGTCCTCCCCTGGTTGACATTTCTTTCTTACCTGCCTGCCCTCTCCCTGACCACTCTTCCACATCCCCACCCTTC 

CCCTCCTGGACTGCTTGCAATTGTCTATCCAGTCTGCTGTTTCACACCCCAGTGCCTTTTTACATGTTATTCCTTCTGC 

CAAAGTGTTCTCCCACACATACCTCGCCCATCTGGAAAATGGTTCCTTGTCCTTCAAACAACAATCAAAGAGCCTCCTC 

CTCTATGAAACTTTGTCTGATCCCCTTAAGCAATGCTGATCTCTCTCCTTTATTTTTAACCACTGTACTTAATCTGTAT 

TTTACCGTGACTCTTCTACTCTTCCTCCTCTACTGGTACTATAATATCTTTGGGAATAAGGACTGTGTTTTTGTAACCA 

CAGAGCCCACTGCCTGGCATAGCATAGGCACTCAGTGAATGCTTGATGAACAGAAGAATGGATGCAAACAATGAATGTA 

TGGCAGGACATAGCCCTGGTGAAATCACTGGCAGGGGCTTGTGTGAAGTAACTGCATAAGAAAAAAACAGCATGCTGTT 

AGAGGTGAAGGGACCAGCTTTGAGTTTAACAGAAGTAAGGACAGAATGGGTGAAGCCATAATGTCAACTTTGAAATATC 

ACCATTTATTAAGAAACCACATTTGAAGTTCTAGGATCCTTAAATGAAGGCGCTTTTCACCAAATACTTTTCTAAAT^ 

CCTGGGGTGTTTATAACATGGAGGACCTATTTCCTGAGCTACCAGAGTCCTAACACATACCTAATTATGAGTTGGTCAC 

CAAGAGTTATCAGrAATCACAAGTAATGAAAGCATGGCTTTGGGTGAGTGGGTGGGTAGGGTGGGTGAGGTGGGATATG 
CCATOTTTTGGACCttAAGCTGTCCACAT^ 

AATATTTTGTGAGTAATTGAATGCTGAGTGTGTAGCTGGGGGTATGACAGCCAGCTAACTGTCATGTCTACTTTCTCAG 
CTCTCTGAGATGGCAATGCTAATTTTGCTGGAGAAAGTAGCATCACTGTTTTACTTGGTTCCCTCTCTTCATACTGCCT 
AATTTTAGCTAGTTCTTATTATTACTTGCTTTGTTTACTTCTTGGATTCT 

GTCTTACTCTGGGCAAATGAACCTTGTTTTTTTGAGAATGTTAAGTTCATCTGACATAAGCCGCTCAATTTCACTCCTC 
AAATTCTTCTACATCAGC^TTCTTTTCTCTACCCTGGGGAAAAAGAACCTCCTCATTTAAGTGTGCTTTCTCTTCTTCT 
TAAATATTGCCTAAGCAACTTTTTAACTTITAATCTCTCATTGTCCATTTACCTCTTTCTTTGTT^ 

GAATCTCCATCCTTGAAACAACTCAATAAACAAAAATTTTGCTTGACTTTACTAGTTGAATACCTTAACGTT(^CTTTT 
CTTTTTACCTCCAAACTTCTTGAATGACCTATGACCACTATCTACACCTTTTCT 

TATTACCTGGTTTCTTCTCTCAGTCTCCAAATTATTAAAAAGTCAATTTCTCAGTTTTCATTTTTCTTCACCTCTTG 

AA(^CTTGAAACCATTAAAATTCCCCTTTATTTTGAATGGGCTCTTTCTTAATGTCTATCACACTCAACTGTCTATTTG 

CTCGTATCTTTCTGTTTTATTTTCTGTTTCTTCCGTGGTCCTCTTTCTGATGTCCTGAGAGTGGATATTAAGTTGCACC 

ATGTCTGCAGGGATGACACCCC^CCCTAACCTTCAAGTC^GGCCTCTTTCCTATGTTCAGATCTACTGTTTCTGGAAA 

GCTCTACCATCTGCCCCACAAAAGCTTCAACATTAATAGAAATTCCGTATAATTTAAAACAAAATTC(^CCTATATTTT 

CTTTGAAATAAATGTTTAATTTGAAATATTTACATTAATGATGCAACCATTTTTCTATCCACCCAAACTTGAGACCTAA 

GAATGAGTTGTTTGCTGATTCTTCTCTCATAGCCAACCATTTCAATGTTCTCTGATTTCTACTGTTACCCAGGCTTTGC 

TTTACATTCCCACTTTTATGGTGCTTATCTAAACCCTTACTTTTGGCCTTTAATATTGTATTGGCTATTTATTTATTAT 

TTTATTATTATACTTTAATTTCTGGGATACATGTGCAGAACGTGCAGGTTTGTTACATAGGTATACACGTGTTGTGGTG 

GTTT3CTGCACCTATCAACCGTCATCTACATTAGGTATTTCCTCTATCCCTCCCCTAGTCCCCCCACCCCCTGACAGGC 

CCTGGTGTGTGATGGTCCCCTCCCTGTGTCCATGTGTTCTCATCGTTCAACTCCCACTTATGAGTGAGAACACGTGGTG 

TTTGGTTTTCTGTTCTTATGTTAGTTTGTTGAGAATGATGGTGTCCAGCTTCATCCGTGTCCCTGAAAAGGACATGAAC 

TCATCCTTTTTTATGACCGCATAGTATTCCATGGTATATATGTGCCACATTTTCTTTATCCAGTCTATCATTGATGGGC 

ATTTGGGTTGGTTCCAAGTCTTTGCTATTGTGAACAGTGCCACAATAAACATACGCGTGCATGTGTCTTTATAGCAGCA 

TGATrTATAGTCCTTTGGGTATATACCCAGTAATAGGAATGCTGGGTCAAATGGTGTATCTGGTTCTAGATCCTTGAGG 

GATCACCACACTGTCTTCCACAATGATTGAACTAATTTACACTCCCACCAACAGTGTAAAAGCATTCCTATTTCTCCAC 

ATCCACTCCAGCATCTGCTGTTTCCTGACTTTTTAATGATTGCTATTCTAATTGGCATGAGATGGTATCTCATTGTGGT 

TTTGATTTGCGTTTCTCTAATGACCAGTGATGATGAGCTTTTTTITCATACGTTTGCAGGGGGCATAAATGTCTTCTTT 

TGAGAAGTGTCTGTTCATATTCTTCACCCTCTTTTTGATGGGGTTGTTTGGTTTCTTTCTTGTAAATTTGTTTAAGTTC 

CTTGTAGATTCTGAATATTAGTCCTTTGTCAGATGGATAGATTGCAAAAATTTTCTCCCACTCTGTAGGGTGCCTGTTC 

ACTCTGATGATAGTTTCTTTTGCTGTGCAGAAGCTCTTTAGTTTAATTAGATCCCATTTGTCTATTTTCGCTTTTGTTG 

CCATTGCTTTTGGTGTTTTAGTCATGAAATCTTTGCCCATGCCTATATCCTCAATGGTATTGCCTAGGTTTTCTTCTAG 

GCTTTTTATGGTTTTAGGTCTTACGTGTAGGTCTTCAATCCATTTTGAATTAATTTTTGATAAGGGGTAAGGAAGGGGT 

CCAGTTTCAGTTTTCTGCTTATGGCTAGCC^GTTTTCCCAACACCATTTATTAAATAGGGAATCCTTTCCCCATTGCTT 

GTTTTTGTCAGGTTTGTCAAAGATCAGATGGTTGTAGATGTGTGGTGTTATTTCTGAGCCTCTGTTCTGTTCCATTGGT 

CTATATATCTGTTTTGGTGCCAGTACCGTGCTATTTTGGTTACTGTAGCCTTGTAGTATAGTTTGAAGTCAGGTAGCGT 

GATGCCTCCAGTTTGTTCTTTTTGCTTAGGATTGTCTTGGCTATACAGGCTCTTTTTTGGTTCCATAAAGATGCTTTTC 

CTGGCTTTAGTTGTTTCTTCTCTAGGATATTCTTTACATCGCAACCAGAATAAGTCATCAAAGGTCCAATTATGCCACA 

TTCTTGCTCAAAGATCTTCAATGAATCTTGATTTCTATGTGATAATGGTTAATTTCCTACATGATTAACATGTACTCTG 

AAGCTAGACTGCCCGGATTTTGATCCTGGTCCCACTACTTCCTAGTTTTGTAACCTTGGAAAAATTATTCAACTCCTTT 

GTGCTTTAGTTGCCTCGGTGAAAAATGGGGATAATCATAGTGCTGCCTTATAGGGTTGTTGTAATAATTAAATGATTAT 
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CCTG C AC ATAG TAAACAGTCAATGAATTTATG CTATTATTATTAGT CTGCTATTTGTGGGCTTTCATATTTTGT CTCAA 
ATCCAACCTTCTCTTTACTCACTATTTCTA^ 

GCTTCCTCTGCCTGTAATACCCTTTTCTACGCCCTATCTCTCCTGTGTCTTTAGAAATTCTATCAGTTCTTCAAATGAA 
CCTCAAATAGACTTCCTCCACAATCCTTCACCTATCATACC^ 

ATACTTTTCCTGTTTACTTGATTCATGTTGGCTTAGTTTAATTACACACGAAGAAATCTTGTGTTGCCTGATGGACTGT 
AAACTCCTTGAAAACAGGGTTTGTGTTCATTTTTTTTGTATTC^ 

ATAGGTATTTGTTGAATGAATATAGAAGGAAGGGTGTAGGTTTTGGATAAGAAATCATCATTATCAAACTAGTCAAA^ 

TGACAAGAGTATTGTTTTGGATGCATAAGTATAGAATTAGTACCTCTCACTCATCCCCCACTAAGACGTTTOT 

AGCTTGCTGCTAACTGGGCTCTGGCTGTTACCTCGCAAAGACTCTGAAGTAGGAAAGAGCTTGGCAC^TTTAGAAACTC 

ACAGATCATCAATGCTGTAGTGAGGTGAAGGAGGGAGAAAGTACCATGGGTTGAAGTTAGAGAGTTGGAGAGAGATAGG 

ATAGGTGACTAGAACTTTCAGGCCAAGTTATGCAGTTTAGGGTT^ 

GCCTTTGAAGGGTTTTAAGCTGGGGAATAAAAAGATAATACTTTACTTTTAAAATTGCACCCAGGATGGATGGAAGACA 
GAGAGTGGGAAGATGAGTGAAAGCAGAGAAAACAGTTGGGCACTCT^ 

TGGCAACAGTGGAGATGGAGAGAGGTGGGTGGAATTGAGATTTATTTTGAAAGTAGAATGGACAGGATTTGCTGAAGAA 
ATGTTAGGGAAAAGAAAGAAAGCAATTTGATATGATGTCTCA^ 

TATTTCTTATTTAACTTATGGATGAAAGAAGGTTTCATATAG CAGATAATTTCCAACAATTCTTAGGCATCAATTTAC C 

TGACAATAGAAAACTCTGATGCCATTTGGGATAGAATGAATTGTTCCTATATGACTTCCAGAGACTGAGTCATTGTGGG 

TGCTTGTCATGCAGTACTCACTGAGGTGTAGGAGGATAGCTTCATGGAGAAGATATATCTTGAGGTGGATCTAGAATGA 

ATATCAAGCTAAATTTAAAATTATTAAGGATGGAATGAAGTT^ 

TGGGATGTCTATTATCCTGTAAAAAACATGTATTTCCGC 

CTAATTAAGCCATAAGGTATTTTGGGAATTTAAACAAATGTTTGGTGGTTATCAACTGGGAACTTCTGGAGAGGTGAAA 

TATTGTATCGGGGACGCATTGTTCTTTTTAAAGGCCACACGGTC 

TCCTTCCTGQTGGACATTTAGGTTGTCTCAACCTTT^ 

ACAAAATCTTAAGGATAGAATTATTAGATAAAAGCAGTTACCAAATTTACCAATCTTCCTTTCCAGAAGATTGTC 
AATGACTG CTTTTCTT AC CAC CCTAC CAACACAGGTGCTAATCT CATAGGAAAAAAAATGCTACTTTGTTTTAATTTTA 
ATTCATGTTTCTTTTGTCAGGAGTACAATCAAGCACCTTCCTCCTATTAATATGTTTATTTCCTCTTCTCACTTTTAAC 
CATTCTTCAACCTCTACAATTATGAGAAAGTAATGACT 

GCCCTGAATAGACGTCCTAATTTCCAGGTCTGTGTAGACTGACTTGGGTTACTCAGGTAATGGCCTCTCTTCTGTTGAT 

GAACACACGTATTGAAGCATATATATGCCAGGCTCAGTACTO^ " 

ATATTCTACCCTCATAGAGCTTACATTTTAAAGGGGGAAGCATACAAAAAATAAATTAGCTAAAAATATAAATATCAAG 

TGGTAATAGTACGACACAGAAGAATAAAGCAGAGTAAGGGTTTAGATGGTGAAGATAGGAGAGCTGCTCTTTTACATGA 

GGTTAACAGGAAAGGCATTTCCAAGTACTTCTCCCTGCTTCTTTCTCATCTGTGTGCTCTAGTTTTACTCTCCCTCCCT 

TGTTTGATCCCTATTATTACTTGC^GTGTAAATTCCCTAATGCAGAACATGGTTAGCATTTGGTTAATGGCTTTCCCG- 

TAATAATTGCATTAAAATGATTTCTCTCCACTATGAATTATCTGACATGTCAGAACAGACGAATGCTATCTAAAGGCTT 

TTTAAAATCTGTTAAATTTATAGGGCATATTCCAGCCCTCACCAAGGGTCACTTCACTCCATTCTCAGATAGTGCCCAC 

TGTCCTGCATTTGCCTGCTGTCAATCACAAAAGAGATGGCTTCTTAATGAGGCTGGTTTATGACTTTTTTCCTTAAGAC 

AAAGTCAGTCTTCTTTTGCAAAAGTTGTTCTAATGAAGGAAAGTAGAAATAAAAATTCATCATAGCTTCTATGGCCAGA 

CATAAAATGTCTACAGC^GGATTGATATGGAAACATAAGCTTTTATTAATTTGTTTATCTGGATGCTTCTGAAGCTAGA 

AAGAAAGACTTTCACCATGGAAGCACTGGCAACTGAATTTCCATAATGGATTCAAAGATCTAAAGAATATCCTCAATTT 

ACATATTCTTTCTGAAJTTTATGTTCAAAG 

TTAAGACTATTCAAGGCCTGCCATGCAAATTGCAGTGGAAAAGTCTACCAGTAGGTTATTGGGAAACAGAGAGAAACTT 

GGAGTCCAAAGATAGGAGAGGATACCCACCACTAACTTTCAATGAAACCACAAGCTGGCCACTTAGCTTTTCTTGTGCT 

GTAGAGTCAAATGTGAAACAATAGGCTTTATTTATTTAATACTTTGTATAAGGCACTTTGCTCAGTACATTATATATTC 

TCTCATCCTCATAGTGAGCCTGAAGGGTAGTAATTTCATTGTACCTTACAGATGAATAAACTTAGACTTAGAGACCGGT 

CAAATAGCCTGCCCAAAACAACCAGTTAATAAATGGAATTGGGATTTAAACTTAGATTTGTCTGATTCCAAAGCTTGTG 

CCCAACCAGTGTTTATTGAGTACCTTCCAAAGAGCCA^ 

ACAACCAGATAGAGTAGATATTCTGTTGAAGATGAGGAAATGATC 

AGTGATTGTGTTGAGGTCACACATCTAGAGTGGTCGAGTCAGAATATGTGTGAACTCAAGACCTCTAGCTCCAAACCTA 
TGAATTTTGTTTTTAAAACATGACTATAGTCTATTCTCTGTACAATGTTCATAATATTTTTTCTGCCAGTTGCCTGCTC 
CCTTTAGGTAAAGGGATAATTAGCAGAGATTCCTTC 

TTCCCGTTATTTAGCCCATTACTTCATTGAGCCTAATTTCATGCTTCTAAAAACAGCATAAGTTCTGTGG 

AGTATGCTTCAGTGAACCGAATGCATCCTAGTGGCCTGAGAAGACTCCTACTGCTTCTAAACATGTATGAATAATGGTT 

GCCACCTGCAAGTAGCTTAGGCAGTGGGCAATCATACTTCAATTCTAAAGGGTGTGGAAGGGATGAGTATTTTCTGTTT 

GAAGCTCAAGCTAGATTAAATGAATTCTTGATCTTA^ 

GCTTACTATTAATTTTTAAATACAAAT^^ 

GTCTTGAAAACATTCAAAGGAGAGCTCAGGGAAATAAATGAAAGCTGGTGGATTTCTAAAAATCTTTATTGAGGATTAA 
TATTAGAAACTTGCTGTACAGTCTAACTGATTTTTGACTTTGTTTCTGGGCTATTGGTTTCATATAAGACACTATTAGT 
AATTTCAGAACAAATAATATGGCCACATTTCTTGTTCCTAATAAATTGGTACTACTTGGGATCAATGGATGATTGTTGT 
CATTCCCCAAAAGATTTTTTAACAGCAGAACCAGAAAACra 

AGATGAATTTGCCTACCTAAAGAAATGCTACCTGAAAAGCTTCTCTGGCAGGCTTCTCCAGAGTTTCATTATCTACTCT 

Fig. e.ikjn 
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GAACTOTTGT^^ 

CCTGAAACCTATAAACCAGCCCTGGAGGCTCTGAAAAATTAAAGATCTGTCTTTTTTGTTCTGTTTAATAAATGTTAGC 

TTAAGAAAGTCTGCAATGGAAGAACACTCAACTTGTCCTAAATGATTCTCTCATTTATTCAAGTTGCAAATAGAA^ 

™ A ;^ CCCAAT ^ GC ^^^ 

TAAGCAAAGAGAGTCAAGAGACATTCATCTTCTTGAATCTTCATTAATCTTCACGTCCTAAATAATTCTCTCATTTATT 

CAAGTTGCAAATAGAAAGAGGTATTCCCCAATTAGAAATAAAATATTGGGCTTCAGTTTCAAAAAAAAA^^ 

TA^TGCTCCATAGACTTCTAAGCAAAGAGAGTCTiAGAGACAATCATCTTCATAACTAACACCAATTGTCATAAAGCTT 

CCAAATGTAAACCTAAACTTTTTGTTAGGAGTAAAAATAAAAAAGCCAAACAAATGAAAAGCTGTGAACTTTCTA^ 

ATCTTAAAGATTCTCTGGAAATTTAAACATTTAAGTTATATGTTAAGTTGTGTCTATCAAGCAGGTACTl^ 

GGAAGATTTAAACAATTTAAATATATGCTCTAGTTGTTTGA^ 

GA^AGTAATCAGAGTTGAAAAATGCATAACACATTGTTCTAGTAATTCCCATCATTC^ 
AATATTCTTAGATAGTTTTTCAAGTTTO^ 

TTCTGTTATAGAAGTTTACAGGCTAATGGCA^^ 

cctttaatttcatgccataagtcagtgctcttgacaaagtatactctgaacatatttataaatca™ 

CAGTTAATCTCTAACTCCCTTTTTCATTTCTGTATCTCCATCAGCATTTTCTTTGCAGGGTTCAATACTCTTAAT^ 

CATACAGACCCATCCCTGAGAGCAAGGGAGAGAGAGGAAAGCCCTGGCCTTTCTITTTGTACCTTGATTTTTTCCATTC 
AAACTCATCATTGTTGGTGCATTGAAATCTGGAGG 

A ^ ACAACTA ^^ 

AGTAAAACTAAGTTGTGTCCGACTAATTGAAAACCACTTTGGTTAATGTTACCTCTTTTO 

AAATCTTTCTrTACTTTTGCCTTTAAAATTAGAGTAATCTATACAATTCATGCTACTGACTCTGC 

AATA^AAAAAAAAAAGAGA^TGTTCTGGTGTCTTCCCCTCAGCCCAGTGAGATGTGTTACA^ 
CAGCCTTTGGTTTCTGATAATTTAGAAAGCTTTCAATC 

AA^ATTTCTTACAGTGCCGAATCTTAO^CCATTTATAAATTCATGTCATGTTTTCTTA 

ATTTTTAAGCCTTAACCTCTTGTCTGCATAGCAAATCCTATTTATTTTTTAAAAAGCT 

AATGAAGATTCCTGATCATGTCAATCAAAGAGAGC^^ 

cacatgtttaagtttgctctaatagataaatgg^^ 

T^GCATAGTACCCAATATGTAGTCTTCTGATCATCACCTTCCTCCTACCCTC^ 

^CCTGTGTTAGTTCTCTTAGGATAATGGCCTCCAGCCGCATACATGTTGCTG^ 
A ^ GCATAGTATTCC ^^^ 

accttgtctttgttattgtgaatagagctgcaatgaacatatgcatgtgtgtatcattatggtagStga^ 

G ™ GG f CATACC ^^^ 

^ GGG ^ ATOAGTGATGATGAGTA ^^TATGC1TGTTGGCCG TC 

TGCCCACTTTTTAATCMGCTTGTTTGTTTTTTTGCTTGTCAATTTGTCTAAGTTCCTTATAGATTCTG 
^^^^^ 

^f^ GCTCTTTAGTTTAATTAGGTCCCACTTGTCAA ^ TCTTTT ^^ 
TAAAATCTTTGCCAGGGCCTATGTTTA^TGGTATTTCCTAGGTTTTCTTCAATGGTTTTTA^ 
A ^ AAGTGTCTAATCCATCTTGAGTT GATTTTTGTATATGATCTAAGGAAGC TO ^ 
ATTAGCCAGTTGTCCCAGAACCATTTATCGAATAGGGAGTCCTTTCCCCATTGTTTGTTTTTCT^ 

aagaatatcattcttcatttgacaggaatagcattgcatatgtaaattgataaattcctgaaL 

rSr C aa™~T GGACCA ^ 

CTGAAACTACTC(^AAAAATTGAGGAGGAGGAACTCTTCCCTAACTCATTCTATGAGGCCAGCATCAT^ 
S^on^ TG ^ TCCAGCAGCACATAAAA ^ 

CTGACAGGTTTTCGTATTTTTTTGGTGGAGACGGGGTTTCGCTGTGTTGGCCGGGCTGGTCTC^GCTCCTMOTGrrn 
GTGATCTGCCCAGCCTCGGCCTCCCGAGGTGCTGGGATTGC^GATGGAGTCTGGlTCACTcS 

agat I gcagcctctgcccggctcc ^ g cccgtctgggaagtgaggagcgtctctgcctgS^ 

? GAGGAGGGGCTCTG ^ 

aggagcgcctcttcccgacctccatcccatctaggaagtgaggagcgtctctgcccggccgccca5S^^ 

gggagagcctctgccccgccgccccgtctgggatgtgaggagcgcctctacccggccgcgSc^^^ 

gagcgtctctgcccggccgccccatctgagaagtgaggagaccctctgcctggcaaS 

Fig. 6. fit] 
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GCCCCTCCGCCCGGCAGCTGCCCCGTCTGAGAAGTGAGGAGCCCCTCCGCCTGGCAGCCACCCCGTCTGGGAAGTGAGG 

AGCGTCTCCGCCCAGCAGCCACCCTGTCTGGGAGGGAGGTGGGGGGGTCAGCCCCCCGCCCGGCCAGCCACCCCATCCG 

GGAGGGAGGGGCGCCTCTGCCCGGCCGCCCCTACx^GGAAGTGAGGAGCCCCTCTGCCCGGCCACCACCCCATCTGGGA 

GGTGTACCCAACAGCTCATTGAGAACGGGCCATGATGACAATGGCGGTTTTGTGGAATAGAAAGGGGGGAAAGGTGGGG 

AAAAGATTGAGAAATCGGATGGTTGCTGTGTCTGTGTAGAAAGAGGTAGACATGGGAGACTTTTCATTTTGTTCTGTAC 

TAAGAAAAATTCTTCTGCCTTGGGATCCTGTTGATCTGTGACCTTACCCCCAACCCTGTGCTCTCTGAAACATGTGCTG 

TGTCCACTCAGGGTTAAATGGATTAAGGGCGGTGC^GATGTGCTTTGTTAAACAGATGCTTGAAGGCGGCATGCTCGT 

TAAGAGTCATCACCACTCCCTAATCTCAAGTACCCAGGGACGCAAACACTGTGGAAGGCCGCAGGGACCTCTGCCTAGG 

AAAACCAGAGACCTTTGTTCACTTGTTTATCTGCTGACCTTCCCTCCATTATTGTCCTATGACCCTGCCAAATCCCCCT 

CTGCGAGAAACACCCAAGAATGATCAATAAAAAAAAAAAAACAAACAAACAAAAAACAAAACACAAACAAA 

GTTTGAGCTAAGAACTTGCAGGAGACAAGGAAATTAGTCAAGCAGAAGGATATCTGGGGGAATGGCATGCGAGGCAGAA 

GGGAAAGCTAGGGTCGAGGCCCTCAGGGAAAGAAGCAAGGCCAAGGGGCTGGAGTAGAGGGAGGAAGAGGGGAAGTAGT 

GGAAGATGAGACTAGCTTTACTACTGATTATGATGTAAGAATAGTGGCCAGTTTCCTTTCCAACTTGGGCCCGGCAGAA 

TGGCTCCTGCAAAGAAGGGTGATGAGAAGAAGAAGGGTCATTCGCCATCAACGAGATGGTGACCCGAGAATATCCCATC 

AACATTCATAAGTGCATTCATGGAGTGGGCTTCAAGAAGCGTGCCCCTCAGGCACTCAAAGAGCTCCGGAAACTTGCCC 

TGAAGGAGATGGGAACTC(^GATGCACACTTTGATACCAGGCTCAACAAAGCTGTCTGGGCCAAAGGAATAAGCAACGT 

CTCATACTGTATCCATGTTCGGTTGTCCAGAAAATGTAATGAAGATAAAGATTTACCAAACAAGCTCTATACTTTGGT^ 

GCCTACGTACCTGTT^CCACTTTAAAAAAATCTACAGTCGGTGTGAATGTGAACTAACTGCTAATCATCAAATATACCA 

AATAAAGTTATAAAATTGTTTAAAAAAAAAAACAAAAAAAAAAAAACT^^ 

AGGATGCAAGACTGATTTCAACATATGCAAATCAATAAATC^^ 

TGATCATCTCAATAGATGCAGAAAAGGCTaT-TGATAAAATT^GCAACCTTCATGTTAAAAACCTTCAAA 

ATTGA^GGACATACCTCAAAATAGTAAGCCATCCACAACAAAACCCACAGCCAACATCACACTGAATGGGCAAA^ 

GGAGTATTCCTCTTGAGAACTGGAACAAGACAAGGATGKTCCACTCTC^CTGCTCCTATTTAACATAGTATTGGAAGTCC 

TAGCC^GAGCAATAAGGGAAGAGAAAGAAATAAGAGGCATCCAAATAGGAAGAGAGAAAATCAAACTACCTCTGTCAAA 

CTACCTAGAAAACCCCATAGTTTTGCCCAAAAGCTCCTAGATAACTTCAGCAAAGTTTCTGGATACAAAAATCAGTAGC 

ATTTCTCTACACCGATAATGTCCAAGCTGAGTGCCAAATCAAGAGCATAATCCTATTCACAATAGCCACAAAAAA 
ATATCTAGAAATATAGCTAACCAGTGAAGTGAAAGAGCTC^ 

GATGACATAA^CAAATGGAAAAACATTCCATGCTCATGGATAGGAAGAATCTCCTCTGAAATCTTATAGCTAGAGAAAC 
CATAACATTTATCATACAAATTTGGCATTTT^ 

AATCATA^CTGGAACTATCCTGTGTAAACTGGATGTATTGTCACCCAAGTTATTGCCTTTTGGGATCCTAACTGTTAG 

TATCAAGGACTTTGGACCGAAGTCTGTCTGGTTCCAAATTCTGGTTCTCAGCATGACTTTGAGTAGATTATTArATCCT 

TTGCGATTCACTTATTCTTTTTATAGCTTCTTACTAAGCTTGTATTAGATGTGTGCAAATTGTAAGGCATTGGTAACAC 

AATGGTAAATAATATTTATGGTTTGTGCTGTCATGAAGCTTACATCCAACTTTATCTACAAAGTGGGGCCAAGGATACC 

TACATTATGAAAATTCTTTATATCATCGTGAGAAGTAAATACTATTTGTGAAGCATTTAGTAGGATTTTCAGTATATAG 
GAAGTCCTCAGTGATAACTATAATTTTATTTC^ 

GGTTTTTGAGAGTAGGAGGCAAGGCTTATGAACATTTACATACCTTCAGGCATCAGTATAGTAGCCTCTCATTGCATGA 
ATGAATTTATTGAGTGAATTCCACTAAACACCAGGTATCAAACTTTTTTTTTTTCTCATTATCTCTTCTGTTTTTTGTT 
CCTCTGTTGTTTCTTTCCTGCTCTTTTCAGAGCATTTGAATATTTTTTAGTGTGCCATTTTATT1TTTCTATTGGCTTT 
TAGTTATACCCCCTTATCTCTCTGTTTATCATTTATCTTCCTTTTTAATTT7Ui.TTTTCTTGATTGCTCAAGGGCTAAAA 
ATATGCAGCCCCTATGCATTAGAATCTATTCATACT(^GTATTGTACCTCTCCACATTTCACACTTAACATTTGACAAA 
TGTAGTAAACTTACAACATTTTATTTCAATTTAGTCATCCTCTITCTTTTATTTTCTTTTTATrTTTTTGAGACAGGGT 

CTTGCTCTCACCCAGGCTGGAGTGCAATGGCACAATCATGGCTTACTGTAGCCTCAAACTCTGGGGCTCAAGCAGTCCT 
GCTGCCTCGGCCTCCTGAGTAGCTGGGACTCAGTCATGTGCI^CCACACCTAG 

GACATGAAGTCTCACTATATTGCCCAGGCTGGTCTCAAACTCCTGGGCTCAAATGATCCTCCCTGCTCTGCCTCCCAAA 

GTGCTGGGATCACAGGCATGAGCC^CAACACCTGGCCTCATCTCCCTTTCTTTGTATGGTTATTGTCATATTCATTATT 

TTAACATGTCATAACCCCAACCTTAGAGTGTTTTCACTTTTGCCTTAAATAGTAGTC^TTAAGGAAATTCTAAGAAAGA 

AAACATACTACTTTATATTTAGTAATTTACTTAACATTTCC^GTGCTCTTTTTCTTTCTTACTGTAGATCTGAATTTCC 

ATCTGGTATCAGTTATCTTCAACTTTTTGTATTTCTTATAGTGTAGGTCTGCTGGTGATTAATTTTCTCAGCTTTTATT 

TATCTGAAAGTGCCTTTATTTTCTTCCCATTTTTGAAGAATATTTTTGTTGGTTGTAGAGTTCTGAGTTAACAGCTTTG 

TTTTCGTTTTTCCTTTCAGCGATTTAAAAATTCCATGCCATTGGGGTTTTCAGTCCCCACTGTTTCTCATAAGCCCATG 

ATCATTCTTATCCTTGTTCAACTGTACGTAATGTGTGTCTTTCCTCTGGATGCCCTTAATATTTCCTCTTTATCTTGGA 

TGTGCTGCAGTTTTATTACAATGTGCCTGGGTGTGGTTTTCTTTATATTTATTCTTCTTGGGGTTTGCTAAACTTCTTG 
GATCTGTTTGATCGTTTTGAAAAGTTTT^^ 

CTTTCTAGGATTCCAATTACATTTACGTTAAGACTATTTGGTATTGTCCTACCTATTCCTGAATCTTAGTTCATCTTCC: 
TGATTATTTTCCCCACTCTTCCTTTCTAAGATTAAATAATTTCTACTGATCTGTTTTAGGTTCTCTTTTCTTCTGCCA 
CTCTAATCAGCTATTCAGACCTGTCCACTAAATTGTTCATTTTTATTTTTTTTTAGTTCTAGAATTTTCATTTGGTTAT 
TTTCTCTGCCTAGACTCCTCTATTCACTCCTTGAGATCATATTTCCTGTCATTCTTTGGACATATATATTTAAAATTCT 
TTAACATATTTACAWAGCTGCTTTAGATTCTTTGTTTGGACATATCTGGGTAATTTTGAGATTTGTTTGTATTTACTG 
CTTTTTTGCTTGCCTATGTATCATATTTTCATTTTTTTAAATTATGCTTTAAGTTCTAGGGTACATGCGCACAGCGTGC 
AGGTTTGTTACATATGTATACATGTGCCATGTTGGTTTGCTTCACCCATCAACTCATCATTTACATTAGGTATCTCTCC 

Fig. 6.!<T3,; 
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ggctgggtcaaa T ggta?Sct™ 

cactccc^ccaagtgtaaS^^ 

^c^ctggtg^S 

TTTTCATGTGTCTGTTGGCTGCATAAATC^ 
GTTGTTTGTTTTTTTCTTCTaScTTGT^ 

tgattagatactatt^SSg^^ 

CTGTGTCCTGAATGGTaSSaS^^ 

tcttgaattaatttttg^S 
caccatttattaaataggga^^^ 

GCTCTCTATTTGTCTCTTATTTGTATA^ 

aagttgcttatcagcttaag<^gattitgggctgaga?^ 

GGGACAGTTTGACTTCCTCTTT^ 
C^CTAAGTTGCATAGGAGTGGTGAGAGAGGGC^TC^ 

tgcccattcagtatgatattggctgtgggttogt^^^™ ctggttttcaaagggaatgcttctagtttt 

GTTTATTGAGAGTTTTTaStS 
GTTTTTGTCATTGGTTCTG^^^^ 

ATGAAGCTGACTTGATTGTGGCAGATAAAcS^ATCTG^?^^^ I GTTGAACCAGC CTTGCATCCCTGGG 

tctcatcgatgttcatcagggataatgIJSaIaSSS™ 

GTCTCTATCTCCTTCAGTTCTCCTCTGMC^ 

tctctagttcttttaattgtgatg?Sgggt^^^ 

^TTTCCCTCTACACAGTGCTTTAAATGTGTCC^GaPl^n^^ CTGCTT TCTCTTGTGTGCATTTAGTGCTAT 

AACATCTTTATTTCTGCCTT^ 

AGCAGTTTTGAGTGAGTTTCTTAATCC^^ 

T GTTCTTTTACATTTGCTGACTMTGCTTTACT 

AAGAATGTATATTCTGTAGATTTGGGGTGGAGAGraCTCTAGATGTrT^^ 

agtcctggatttccttgttaaccttctc^ 

TATTATGTGGGAATCTAAGTCTC^ 

tatatatttaggttagttagatcttcttgw^^ 

CTTTGTTGGCTTAAAGTCTGTTTTGTCArar^or^;^^ TACCATTAT GTAATGCCTTTCTTTGTCTCTTCTGAT 

agtcttgactctttatccaatttgccagtS 
tgttatgtgtgaatttgatcctgtcmtat^ 
gtcgatggtctttacaatttS 
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TTCTAATTTGCCATTCGTCCAACATTTTT^ 
GAGAAGTTTGTTATTACCATCCTTCTGAAGCCTACTTCTGTCA^ 

TAGCTCGTGAGGAGCTGTGATCCTTTGGAAGAGAAGAGGCACTCTGGTTTTTAGAATTTTTAAATTTTCTGCACTGGTT 

TCTCTCCATCTTTTTGGTTTTATCAACCTTTC 

TTTTTGTTGATGTTGATGCTATTCCTTTCTGTTTGTTA 

TGGATTTTGCTGGAGGTCCACTCCAGATCCTATTTGCCTGGGTATCACCAGTGGAGGCTACAGAACAGCAAATATTGCT 
GCCTGATCCTTCCTCCATAAGCTTCGTGCTAGAGGGGCACCTGCCTGTGTGAGATGTCTGTCAGCCCCTACTGGGAGGT 
GTCTCCCAGTTAAGCTATGTGGGGGTCAGGGACCCACTTGAGGAGGCAGTCTGTCCGTTCTCAAAGCTCAAACGCCATG 
CTGGGAGAACCACTGCTCTCTTCAGAGCTGTC^GACAGGGATGTTTAAGTCTGCAGAAGCTTCTGCTGCCTTTTTTTCA 
GCTATGCCCTGCCCACAGAGGTGGAGTCTATAGAGGCAGTAGGCTTTGCTGAGCTGTGGTGGGCTCTGCCCAGTTCCAG 
CTTCCTGGCCACTTTGTTTACCTACTTAAGCCTCAGCAATGGTGAACACCCCTCCCCCCACCAGGCTGCTGCCTCGCAG 
GTCAATCTCAGATTGCTCTGCTAGCAATGAGCAAGTCTCCATGGGTGTGGGACCTGCTAAGCCAGGCACAGGAGAGAAT 
CTCCTGGTCTGCTGGTTGCTAAGACAGTGGGAAAAGCGCAGTATTTGGGCGGGAGTGTCCTGTTTGTCATGGCTTCCCT 
TTGCTAGAAAAGGGAAATCCCCCAACCCCTTGTACTTCCCAGGTGAGGCGATGCCCCACCCTGCGCTGGCTCCCGCTCC 
ATGGGCTGCACCC^CTGTCCAATCAGTCCCAATGAGATGAACCAAGTACCTCAGTTGGAAATGCAGAAATCACCCATCT 
I'CTGCATCGATGACGCTGGGAGGTGCAGACTGGAGTTGTTCCTATTTGGCGATCTTGGAATGGAGATCTTATTTCTTTA 
TCTGGTGATTTTTTATTGCATACTGGACATTTTGGACAATGTGTTATCATGCCTCTGGATTGTGTTATTTTCTTCTGAA 
GAATTTTGCTTGTTATCTTAGCATGCTGTTCAATTGGCTGATCACGTTGAACATGTTTAAGCATGGTTTTAGGCTTTGT 
TAGTCCAAATCTTTGAGAAATCCCAGGTGCTTTCCCAACCTATTCAACCTGGCAGTATTCAGTGTTGATAGAGGATGTT 
TTTCTTGATGATAGGCTTTGTTTTAGACTTTACTGGAGTCATAGGACTTACTTTAGGACATAGTCTTTACTTGTAGAGA 
GGTACCAACTTTCTGTTTCTCAGGTAGATCCCAGGGGTGTCAAAGTAGTATTTATTTATGAGCTCTCTCAAACCCATAG 
GACCTGAACTGCAATGATGTCTAGTACTATTCTTCTTCCAGCATTACTTGACCTCCACTATTTCTGTTCTCTCAACCTG 
ATAACATTTTCTCTCTGTTAAGCCTCCAGTATTCTCACTCTGCAAATGTATGGTGGTGATCTCAGTCACAGATTTGTCC 
GATGTCTGGGACAAATCTCTGCAAAACTTCTGAGACTTCTC 

GATGCCAGCCATGCCAGCTGCCTCAGACTCCAGCTCTTTTTGTCATGTTTAGGAAAATATCCTTATTCACAGAGGTGGA 
CATTCGTGGGCAGAGGGATTTCAGTTCTGGATTGGCTTGTTAGC 

TAGTTTTGTAAGTATTTTCTGTGAGACAGATAATCTGTTACTAGTTACTCTATCATAGCTGGAAGCAGAAATATATAGG 
TATCAATTTGATTTGCAATTGTTTCTAGTTTAC^ 

TTTTTGATCAGGGAATGTATTTATTGATTCACATGAATAAAATTCAAAGGCTATAGAAGAATATGTAGCAAAAAATGTC 
TCTTCTAATCTAGTAGCCTAATTCTTCTCCTCAGAGGTGATAGATATTACCAGTTCTTTTTGTTCCCTTTCAGACATAT 
TTTAGATATATATGAAATCCTCTCCCTCTTCTTATTTTCCTCACATAAATGATAGCATGATGTGGATACTTTATATTTT 
TTTGTGTTTTGTCTTTTTTCTACTTAATGACATATCTTGGAGGCTATACATATTAATATATAAAGAATTTCTACATTCT 
TTTTTGGGCTACATGATACTCAGTTTTATGAAATACCATGAATTATCTCACCAGATTCCTATTTTTACTCATACTTTTT 
GGTTATTATAAACAATGCTTCATGAACTACTTTGGGTAAACCATTTGGTATATGCCAGTATATCTGTAGGATACATTCA 
TAAAAGTGCAATTGCTACCTGAAAATGTATGCACATTTGTTACTTAGTTAAATGTTGCCAAATTTCCCTCCAGCAGCTG 
TGTTAGTGGCTGTAGCCTCGTTAAAAATGTATGGGAGGAATGCTGACATTTTTGTTTTACCTGCAGTATCCATTTTCTC 
CATGGTACATCTAGAAAATTGGCTTCTATTTTTTATTCTTATGTTTATCTTAATCTTTTAATAATCTTTCCCTGATTAA 
CTTACAAGTTTCTTGTTATAACAAATAAGGGGGCTAAGGGGGAGGGGGATGGTTAATGAGGAAAAAATAGAAAGAATGA 
ATAAGACCTACTATTTGATAGCACAACAGGGTGACTAGAGTTAGTAACTTATTTCTACAATTAAAAATAACCGAGAGTG 
TAACTGGATTGTTTGTAACACAAGTGATAAATGCTTGAGGGAATGGATACTCCATTCTCTATGATGTGATTATTTCACA 
TTGCATGTCTCTGTGTAAACATCTCATGTACCCCATAAATATATTATACCTACTATGTACCCAGAACAATTAAAAATAA 

aaaaatttaaagtac^aaaaaagacaaaaagagtcacacagaaaataaaggaa^^ 

aaacaaaaaaacaaataagataagcagcagcgatttatataaattagagttattattattactgtggttgctgtggttg 
attttcctaatattccagggcacgaatcagctgataatatccattttaaaagtgcaattttatttccattttagtcagt 

CTGATTTTCAAATTATTCTCCCCTTTTTGTGCTTTAAAAATAGGGGTATAACATATGCTAGCCTGTTCCCAATTTGAAC 
TCGTGTCTTTCAAATGCACAGTCTAACTTTATTAATTCTGTATGGAATCATGTCCTGTGAGCTTTCTAGCTTTTCTTTC 
TTTCTTGTTTTTTTTCCTTTACCTCACTTGCTCTTCTGAATTTGAGGAGCTAAAGATATTTGTGACAAGACTTAGCTAC 
TCAATGAACATTCCGAATCAATGTTTTCCTGTGGAAACAGTGACTCTGATGGAATCTTCTCCACTTCCTGGAACATTAA 
ATTGTCACTAGGTAATTCAGGAGTCTCTTTTTCAGGTTCTTGTCTGCAGTATACTGAAAAGTGAATTGTGACCTCATTG 
TTATGAAATTTGGAAGTGTTTATCTTTAATGTTAGCTTAGAGTGTTTTTTTTTCCCTCTCTCTTGCATTCCCTTTAAAC 
CCTGACCATTTAAACATTATAGACAAGGACATTTCTCATGTGTTTGTCTTTCTCTAAATCTGTTAGTACTTTAAACTGT 
GTGGTCCCAACACGATGTTGTACTATACTTGTGGAATCAACACTCAAAAGAGCCCATTCAGAAGAGTTTTTTTTCTTCT 
TCTTGGTAACTGCTTTCTAAAAAAAATTCTTCTTTATATTCTAAAGCTCTAAGCCCCCAAGCCCCATCCTCCCATGTTG 
AGATTCCTGTTGCCACCTGCCTTTGACTCTTCTATGTCCTCCTGTCAAATACCCTTCCTGGCCTATTGTTCCAACTTAT 
TATAAAAGACTGTAACTGAATGGCTTGAAAAGATGTTGCGAATGTAGTTGATTTTTCCTCTGAGAAACAAGTGTGTTAG 
CTTCTTTGGAGAATGTATTAACTGGTACTACTGGCACTACTAAGCTCTAGGCTTAGAACTGTGTGAGGGAAACAAAAAA 
CAGAACAAAGATATGCAGAAGTCTGGTTTTTGCCCTCCAGGAGTGCAATGGTTGTGAGTGTAGGATCTGJUVCTCAAGCA 
GACAGATGTAGGCTGGATGATCTTGGGTGAGGTACACTAAATCTCAGTTCTCTCATCCGTGATACAATTGTACTCATCT 
CACAGATTAAACAAGATAAATCTGTGGGGAGAATCCGCCCCAGAATTGAGAGAGGCTGTTCTCTGGGCACACTTGCTTT 
ATGTGGTCTTTTCAATTGCTGTCAATCAGTTTTTAAAATCTGGTTGCCCAAACACCATTGTGGCTATTACCATGACTAC 

Fig. MCT; 
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ccacactagattagctaStaS^ 
catttacaaaccttgggS^^^ 

GTGTGTTTACAAACCTTGAGCTAOATAr™™ TGCATTCACAAAC CCTGAGATAGACACAGGGTGCTGATTG 

agtcccgcgccctaogcct^^ 

MCCCTQCCCOOTO^^ 

CCTTCAAGTGCCTGCCGCGCAGCCCCGGTTCCCGC^^ 

ctccggccttggccagccgagaaaggSc?^^ 
ggcgccaaggccaaggaggcgctgagagccagca^ggcSSg^S 

TACCTGGAGTGTTAACCAGCAAACTGC1 



^agccttctgtotacc»a^^ 
™aacttatata T gtccct^^ 



TGT GTGTATGTATATTTAACTTTTTAATTTGAT^ 

sssssssssssss ^EiT£™~~ss 

TAAGGAATACATCACCCCTTCTGCTTACCTTCGAAAG^ 

^gtgcatgcaattaattgtaagSS^ 

catcttcagaaaatgaaaggctctggaaS 
gcatgcaagggatgcttctccttcagattggaaaaaSSgS^^ 
tgcctataggtttgatgaggtaatgttataaa^^SScS 
atgaaagtaagctacagtagtcagtaggaa^taaSgSgS 

ATCAGTMTCCAGACArcCSGMAAAAGAO^ 
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AAGTGAATGTGTAAATATGTCTATAAAAACGATC 
GGCTGTTTTTTCCCCTAATTTCTTTGTGTTTTAGTTGATCTACT^ 
TGTTCTTTTGAAGACACGTATAATTGTAGTCCTATTC^ 
AAAACCTCAAGAAAAGTGAAAGAAACAAAAACAAGCCAA^^ 

ATAGTTACTCTAAGAATTGTACTGTTTTATTAAGTTAGTGACTTAAAATATTAATCTTTTTGAATATAATTTGGCATC 
GGAATCTTTGGGAAGATAAAGATTGTGGTCAATATAAC^^ 

CAGTGGAACAAACTAGTATGTAAATTGAGATTTCTAGGAAAGGTGGAAAATATCTGGGGAACACCATTGGATCATAGCT 
TAGTTATTGCAGCAATAAGAAAAATATATTTCT^^ 

TTTTTAATCCCTGATTTAGAGCCGATCTTTTAAATTGTCATTTTACTTTTI^ 

AATATTCGGAAATAATGTTAAAATGTGAAATTCGTrGCTTTTAGTATAAAATAAATGTATGCATTGAAAAAT^ 

ACATGGTGATTACTTTCATATATTGTGATGCCTTGGTTTTATATAATAATTGCAATGATGATGA 

TAGCTAACACTTATGTGATACTTCCCTTTGTGACATGTCT 

ACACGTGAAAGGCCAGGATAGTTCTAGCCCTTACATAAGTTTGCTTTATACTTAAGCTAGTCTTTTAGTCCGTTTTTC^ 

TTTAAACATC^TAACCTATTTTGGTTATAGCTACCAGTTGTAACTATTTTCACATAGATTTT^ 

GAACCCTTCTGGAAGTTATCCTTTTTATCAGC^ 

TGACTTGAAAAAATTAGAACTTACCAAGTTGCTTGACTCCCTCTTTGTCCAGTGCAGCAGTTAATATCTCATCTCCCAT 

TCTCTAGGGCCAGTCAGCCTATGTTCAAATGTCAGTTCTTCCATGTATTAGCTGCAAAACTGACCTGGGGAAAAGTATG 

CAGCTTTTTTAGTTGACTATTCTCATACGTAAAATGGGGTAATGGTACCTACTTCATATGATTATTGAGAAGTTTAA 

GAATTCCTGTTAGAAGCAGTAAGAACAGTGTCTCTCCCATGGCAAGTGCCTTATGTTTTTA?WVTAAATATAAATGTCT 

GAGGCTCATTGCCATCATATTATCACAGAGCCTGTATCAAGGACATGGAGGCAATACCTGCAGTGGCCAAGCATGAAAA 

TCTTTGACAGTTCTGTTACTTGACAGCTGTAAGAGCTTTGGAAAGTTGCTTAA.CCTTAGACTAGCTCTCCTCATTGTAA 

A^TGGAAGTCAGTCATAGTGTCTGCTTTGTGTGGTTGCTGAGGATTAAATGAGATGATATTTGTCAAGACTTGTGGTGLA 

GTCACAAAGTTCACTGACATCTCATCCAGATGGGCGGAGAAGAGGTAGCTTCTTAGTTTTGATTTTAACTAATGTGATC 

TTCCTCCTGAGCAAACCACTGCTGATTAGAAGGAAAAATAAATTAAATGTCTAAGCTGTCTTAGTCTC 

TTAGATAATGCTCTGTCTCTAGGAAAAGGTGCTCAGACTTTCAGATCTCTGTGTTCCAGGATTTTCCAGGTTTC 

AAGATGATGTCTGGTATGTAGGGGAGGGGAGGGGCTTAGGCAGCCTCTTGGTGGGAGAGAAAAGTCTGGACCGATAGGC 

ATAGTCATGGTGTCCACTGATCGCACTTCAGGAACAGAGACCAATGCCTCTGGATGGACTCTCCACACCCAGCCTra 

TAGGGTGCCATCACATTATTTGCCAGGCTTGTGTTCTAGCTCTCAGCTAGTCACTTTCTAATTTCCCCCTTAAACACC^ 

GGACTCCCAGCCCTACCTCAAAGGTTGCCATAGGGAACAAAGAGCTGCTCAGAAAAGCTAAACATCGAGGCCTCCCTCT 

GCCTAACTCCCTCCAAATGTCCTTGGTATGGGGCAGCCTGAGAGGGCATATCTTTCTAGAGCCCTGAACAGGAATGGGG 

CAGAAATCCTTCATCCCTCGGGCTCTCCTCTATC«CACAAGAGTCTTTAAGGCACACACATCTGACTGCTTTG 

TCCCTGCTTTTCCTTCTCACACTCCTGGGATGAGAAA.GAGAGATGACAGTTTCCTCTACACTCTTCTAGGCCAAATCTT 
CATTTCACCATGGAAGAACTCTTTGAGCCAAATCArc^ 

CAAGACAATATGTCAGTAAGACTTGGCAAATGGCCTGTTTTGAATGCCAGATGCTGAATATTAACTCCTTCTTCCT^ 
TCTGTCTTAAGAATGTTTTATAAATTTGAAAAG 

GCGCATAATCAATACAAGCTTTATAATGATGATGATGATGATGATGATAAAGTAACCATTAGCACAGGATAATTGCTAT 

ATAGATTGTTTTTACCCTTGGATAGCTTCTGGTTTTAGGGAAGAGACCATAACTTCAGAGCACTTGTGCACTTGGCATC 

ATGACACGTAA.TTGCTCCGCCTCTCACAATTCTCACCCCCTCTGCCCCCTCCCCATCTCTCTGGCCACACAAGACTTTC 

TGCTCCTGGAACATGAAATGATTTTTCCTGCTTTGGGGTATGTAATAATTACTACTCTGTCACCTGAAGCCCTGTTTCC 

CATATCTTTTCTTAACTGACTTCTCATTTTCAGTCCCTGCCTTAAAAGCTGCCACCTCGATTTTCCTGGATCTTTTCTG 

GCCACCCTAACCNAAGTAGCCATCCCCACTTCCAGTTACTCTCCATACCACATCCTCCTTTTTCTTTTCTTTTCTGCAT 

AAGTCACTATTTTATGTTTACACATTTTTTTGTCTiyrCTACTCCACTAGAATGTAAGCCTCAAGAGGACAGGGGCTGTG 

TCCGCTTTATTCCCCACTGGGCTGGCAGAGGACCTGGCACAAAAAAGAGCTCAATACATAGTTATTGAATACATGATAA 

GTGACTGAATGCTATCTTATTTCAGATAAAAAGAATCATTATGATTATTAACATTGGTGACATGGATGTGCATGGAGCA 

AAAGTACCTTGCATAAGCACAGAAATAAGGATTTTCTATATTATATTTATTATGAACCATAGTAATGGCGAGAATATCT 

CTCTCCCTTTATTATTTTGTTCTATAGTGATGGTGGTGGTAGAGTGGGCTAGCACTGCCTCTTAAAAATGATAAGAAGT 

CCTTTGAAGGAAGACATCATGCTCGTATTTCTTTCAGACTTTTTTTGATATTTAGCTGCTCAATACAAACATGTTGGTG 

ATCATTGGTGGAGGGAGTGGGGAGTGGGTGAGGGAAAATTACAGGCCCTCC^TTTGCATATGATTAAACTGGC^GACT 

TTCCAGGCAAAGCAGTGCTTCAGAAATTATGTGATTGACAGAAGGAAGGTCACATATGTACTTTCTAGAAGAAGAGTAA 

TTGTCAAGTTGTGTGCTGAGGAGCCTCAGAGCCTCAGTTGGCAATGGCTTATGTGGAAATTTTCATTTG 

TTTAGGGCCACACCCAAGTGGAAACTACTTATTTCAGGATTGGAGCCTCCACAGAGAAAGATCAGAGGTGGGAATGAAA 

CAAGAAATAGTTCCAGAGACTGCTGCTGTGTAACAAA.TTATCTTAGAACTTAGCAGCTGAGAACAACCATTTTTTTTAT 

GCTCACGCAGGAAGCTACAGGTCAAGAAGTCAGTGAAGGCACAGCGGGAATAGGTTGTCTCTGCTCCAGCTGTGCAGAC 

TTGAAGGGCAGGGGAGACCGGATGCCAGGATGGGGTCACATAAAGACACCTTCCCTCACATGTCTGGTGATCAGGATGG 

CTCCGTGTGGCTTAGTGTCCTTACAGCCTGGTGGTTGCATGTTGTCAGACACTGGGTGTGGAGCTCAGGACTCCAAGCA 

TACGAGTTCCAGTAAAGAAGACGGAAGCTACACTGCTTTTCATGTCCAACCTTGGAAATCACACGGCCTCACTTCCACT 

GTCTTCTCTTGGTTGCAATAGTCACAAAACCCACCGAGTTCAAGGGAGATGACATAGACCGCCCTTCTAAATGGGAGGA 

GGGTCTAAGAATTTTGCAGCC^TGTTTTAAACTAATATTAGGTTGGTGCAAAAGTAATTGCGGTTTTNGCCATO 

TAATATAAGGGGCCAAGCGTGGTGGCTCACGCCTGTAATCTCAGCACTTTGGGAGGCTGAGGTGGATGGATCACCTGAG* 

GTCAGGAGTTTATGACCAGCCTGGCCAATGTGGTGAAACCCCATCTCTACTAAAAATACAAAAATTAGCTGGGTGTGGT 
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^AAAAAGAAAAAATGTAATACAAATGTAAGGAT^^^ 
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rTirTTTTCCAATGATGAGAATGGAAATGTTGTAATTAGTTAAGTCTGAA^ 

caagatgatctattgcacagagagccacccagagcccatctgttggatagaataSgaIS 

SGCAGGAAGAAGGGGCAGGATAlGGTGGAAAGTGCTTCGGTTTTCAAGCCCAtc^?^ 
[TTTCCTTTGTGTTCTTGAGCAAGATACTTAACTTCyVATAATCTATGATCTATACft^ 



CATTGTCCTTCATAGAGCCAA^TTGCGCCAGTTACAGATTCAGTCCCCTGAGTTTTGAACT^^ 



GATCTTCTATTATAATGCAAGTATTCTTGGTAGTTQ 



TACTTTTTi 



CTCATTCTCTGGTTCCTGATGGTGATCTGGGTTCTACCTGAA( 



aataacttggttaggctgtaggatcagaaaatctct"^ 

TCTGAGGAGAATCGCTCAGTTTTAACAAAGTGGCCAGTTOACACTAAAATC 

tgttgcaatattgcaaaccaaagagtcattgagttccS 
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CACAG ^T GraAGATACCAACCTCGT ^^^ 

ACCTGGAATGAAGCC^GTTGACTGCTCCAAACGTGATCTTCAAAACTCGGTGCCCTTATC 
GAGAmGAGAAGATTTTTGGATGCCAAAATTCGCATGTCTTCCCATGTATGTCGCA^ 



TTTACTCTTGGTTGA 



^CAGCTTCAGCAATTC^TAGACTGAACSAAAGATGTTCGTGAAACMTGGACTT^ 



^ GA ^ ATGCCCACTGTACTGTATGGAGCATGAAGCCGGOT ^^ 
™ATTATTCTCTGATGCAGAATTA^ 



C ^ G ^ CC I G ^ GA ^ GTGA ^ 

ATTTATATGTCATTACATA 
AGTCTTGCTCTGTTACCCA 
.GCTCTGCCTTCCGGGTTCACGCCATTCTCCTGCCTCAGCCTC 



TACTTGGGGATTGATAAGAATTTATATTTCTTTTTTTTTTTTTTTTTTTTTTTGAGATGGAG^^ 
GGCrcGAGTGCAGTGGTGAGATCTTGGCTCA^^ 



CCGAGTAGCTGGGACTACAGGCGCCTGCCACCACGCCTGGCTAATTTTTTGTATTTTTAGTAGAGACAGGGT^ 

tgttagcc^ggatggtctcgatctcctc^cctcatgatccgtccgcctc^gcctcccaaagtS 

GAATTTATATTTCAATATAGCAGAAAACTAATGAAAACTTTCGAACCCCAG^^^^^^^^^^ 



_ " "Z - " * w *" i "^^"^«u«rt«rti_iAAxuAAAAuTITCGAACCCCAGTCCCATCCACTTCTGTTTTAnPfiTTr'r'B 
CATTCTTGTGTAGTGAGTATGGTTCTGAGGCAGTGGTCACTTTGTGANGCAGTCATCAAATA^ 

GCNTGATGCCCTTGCTGTTACTCTGGTTGAGCACAAATGTGTCCTTTTATATCATATATC^ 

aagcaattgaaacagactttggciggcttaggcataaaagtaacSSgS 
agccagcttggggagc^tcactgctgctcctgctgaacactgggcatggggccggca^cca^ 

TTGGATACGGITGCTTGGTGCTGCTGGACCTACTGGCCTGGCAACTGGCTGCTG^ 

tctctgttctctga^ctc^ 

™™™ TCTAAAGG ^^ 



TTTCTTTATAGCTTTCTTGA 



AGTTTCTATAAGCAATACTAAGAGGTAATATAGCCTCTGTCACACCCCCACCCCAAG 



lCAAA 
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.TATA 
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TGAATAAATTCATATA 



AGTAACTCTCTTGAGAACTCAGACAAGGATTAGTCCTCTCAGCTGGGCTACTCCT^ 
ACTCAGGCAGTCTCCATCAATGTCAACCCTAATCTGGAAATGAA^ 
^! AGTAACAGATCCGTAAAAGTGA CAGCCACTTTTACCAC 

AC 



II GGCCAATGTGTTGTGTGAGTGGTGGATGGAAGAAGC TAATACAGCTATG^ 
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TATTGCATTCAACCATAGANGATTAAAAAACAAAAAAGAATGGCATTTTCTCCTCCC^ 

TGGTCTATCCTAATTATATCTTCTGGGGTAATCCTGAGAAATCTTGTCCATTCCAGTAG^GCC^G T GC^G T GAATCANC 

TGTAAGAGTGCTCACCTAGTTTTGCTACAGTGCAAGAATTTCAAGGTCTAAACTOTATGAACAAA^ 

TTATTGCCTATAATGTGATTAAATTATACTATAAGGAATTATTTTATCTGATGGTTTTCCAACATGAGAGCT^ 

AATAGCACAAAGGATGAGATTATAGATCTACTCATGATTTTC^^GTACATAATACACTGTTCTTAACTATAGTCAACAC 

CTTGTGTAATAGATCCCTTGAACTTATTTCTCCTAGCTAACTGAAGTTTCCTATCCTTTGACCAATATCTCTCCCACTT 

ACAACTCTCTGTCCCTAGCCCCCAGTAAACACCATTCTACTCTCTGCTTTTGTAGGTTTGACTTTTAAAAT1TTCACAT 

ATGAGTGAAACCATGTGGTATAGTGTTTGTTTTTCTGTGCTTGGCTTATTTCACTTAATATGATGTCCTCCAGATTCAG 

TAATGTTGTTGCACATGACATGATTTCCTTCTTTTAAGGCTGAACAGGATTCCATTGTGTA^^ 

TACCATTCATCCATTGATGGAAACTTAGGTTGATTCCATATCTTGGCTATTGTGAATAATGCTGCAATGAACATGGGAG 

TGTAGCTATCTCTTCAAAATGATTTCATTTCCTTTAGAAATCTACCTAGTCATGGGATTCCTGGATCATATGGTAGTTC 

TATTTTTAATTTTTTGAGAAACCTCCATATTGCTTCCCATAATGGCTGCACTAATTTACATTCCCATGAACAGTGTGCA 

GATGTTCCCTTTTTTCCATATTCTTGCTAAGACTTGCTAACTTTTGTCTTTTGATGATAGCTGTTTTAACAGATATGAG 

GTGATAGCTCATTGCAGTTTTAATTTGTAAGGGAAATGCACATTTAAAAATACTGTGAGTGCTAGTAGTAAATGTGGGA 

TCCTAAAAATTTGCATTGGACCACGTGAAGAATTTCTTTTGTGAGGCCGGAAAATGGGCTAAGAGTCAGAATGACCTAG 

TGTTCGTCTTTGTTTCCATACAATTCCC^CCTACCTTGAGGTCCACGTCTGAATTTGGCTGTTGAAG^ 

CAAGGAAAGGAAAGGTC ^ 

CTACCTGTTGTCTAAGGCCAAGCTGGCATAGATACCTAACTCTGGGTCTTCTCTGTCTGGGGGCAAAATCTCCAGCCTT 
^™^ T ^ GACCTCTTATGGTGGC?TTCACCTG ^ GTCCCATCTACT 

CAGGATCCCTTGAGCCCAGGAGTTTGAGGCTGCAGTGAACTATGATCACACTACTGCACTCTAGCCTCGACAACAGAGC 

™no™ AT ^ GGTAATCCCT ^ ' 
GAAGCCAAAGAAATATGTGGC^TCTTTCCCAGGTO^ 

AAGACACAGGAGGCITTTCTTATTTTTACTCC^ 
^TATTCTCAAAGAAGCCCACAAAACAACCAAGGAGGCTGTT^ 

TGGGCTGGGTTTTAGCTOTCACIATGCCTGCTTGAGCGGAGTACCTTTGTGTGGTAAACAACCTGGACCACTCTACATG 
TCCCCTGGTGGTGGTAATGGGCAGGCTTAAGCGGTGTGATATTGGTTAGGGGGCTCAAACAACTCATGGAATGGGCACC 



TTCTATCTTGGCACCCTTTATTAACAGAACACAG^^ 
CGTAATCTTTGCTTTTGAGATGTTTTCAGTCTAACTCAGCA^ 

catttacttctagttcttcctctttaaattc^ 
™tttgaaaatgttgcagatggccttttatcagga^^ 
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G ^ gagaatcccaccgcacctgtacat taagatggagcatgaggaaggtcttgggaccgag^ 

CTAGGCTCNGGTGGGTCACTTTAGGAGTATTAGTATAGCCTTAGACATTAGCTCTTGGAACTACCcS 
GTGAGACAGCTAATATTTCTCTGCAAGAATTCCTTGGGTTGCTGAGTTTTGGTTCTTGCCATCAAG 

CGGAG , CA ^ GTCGA ^^ 

CTGCTCCATCCCTGAAGAAAGATCTTAAA^TATGTAAATAGACAAGACAAGTTATAAATTGT^ 
AC r GAAAGTCT ^ ACTTCATTTGTACTGAGTGATTACCTGAA ^TACTAAGGA^ 

^ G ^ TA ^ TAGGATAAAAGTCTAGATGATGAAAC ™ 

CTGCAGTAAATAAAATGTTATATTAGTGGAAAATACAAATGGATTCAGAAAATATAGACAAATC^ 
TGTATACATTTTATTTTCAACATATCAAACCTCGAGTTCAAAGTTCTT^ 

AATAACTGTGAGCATTCTTATCCCCATTTCAGTGCTACAAACCCAAGTrATGGGGAGAAAA 

GCTCCCACTATAATTTAAAATATATTGTTCTCCACTCTTTTTACATATTCTTGAAAGCAG 

TGTAGGAAAAATTAGCATTTGTGCCAAAAAATTCTTTGTATGTGTTAGTTTGTC 

AAAGTATAGGACAGACCTACTTGACAAAX3GTGAATTTTGTCGAAATTTTGGGGAGAATATAGATTTG 
™ A ^ GAATA ^ TCCAGA ^ 

AAAAAATAAGAGGTTATATTAGTAGAAAATACACATGGATTTAGAAAATTTAGGTAAATCTGTAG^ 

ACTCAGGAAAACATTCAATGAAACCTCTTTTTCAACACATAGATTAGTACCCT^ 

^AAACTATTTTCTTCCACACCAGAATCT^^ 

TTTATTACTTACTCTGGCCACCTCAGTGTTCAGTGGGTACCTAAAGTGAAAAGAGTTTTAAGTGC^ 
TAMTTTOAGTGAATCCAGGGATATTTGCTC 

^TTGTTGCTGGCAAAATTCACATTGCC^^ 
TATCTTATTCCTTGAACTTCTTGATTAAATO^^ 

AAAACTTGAAGGTTCTTCTTCATAAATCTTGCAGCTTCAAGGGGAAAAAAAGGAAAAAAGAAAC 
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CCCTTACTGTCACACCTC^GTATT^^ 

CTCTTGGCAAATCAGGCAATGTGAAATCAGTAAGGGCCCAGTTCTCACTGTTTTCCTATGAA& " " "GTTCCGATGTGTGA 
CAC^TCCACCTTATGGAGGTTTAAGTTGGTO 

GATTTATTTGAACATATCTGGTGGTGTGTCATTGACTGACCCCTCTGTTATAAGCTTTCCTTCAAAAAAAGTCCATCAG 

AGACTTGAAGTTTCACAATCAAAGCTTTGTTTACTGGGCATATTTTTCAGCCTCAAGGAAATCTTCCCTGGCTCCCTGT 
AGAAGCAATAGTTACACCTTCCTTAGGGGAAGAACCCGTC^ 

GAAGTTTACAATCTTCCCTGTGGTATCCTTCTTAGGGGAACTCTAGGAAGAAATGTTTGATCATGAGAGTGGTAACTGG 
AAGCATGAACTGGAGTACGGTGTTCCCCATTTAAAGAAATTTTGCTTAAATTTT^ 

GGCAAAGGCCAGTTTCCCCTTGATATTGGGAATTTCAGGGTGGGATTAACAAAAGGCTAGAAAATGAAGATGGAAAGGG 
ATTTATAGCTACATAGCAGCAGCATGGACAATTTCCTAATGTGCATCTCTAATTAAATATTGGTGTATTAGCTTATTAA 
TTACTTCAACAAATATTCATTGAGTATCTCTGCCAGGCAAGAATCT^ 



TGAGGCTTACCTGTTT.CTCAATGTCGTTTTTCT^ 

TATTCACAGTTGGATTGTCTGTACAATATTGTCATCAGTAAATCATGTAATGGTATTATAGGACTTGGACTGAGTGTGA 
CATTGCCAATTTCAGTTTGTAATTTGTTCAAACTTGC^ 

AAACCATCAGTACAAACTCAGGGTATCTTTGGTCCTAGAGATCTCTATTCACAATGATTCCTTACACTGTGTGAAGTAT 

GAAAGTTCTATAAAAAGATTTCTCC^CAATTCATTTTATAATAGTCCTGTCAGTAGGTTTTATO 

TTGAAAATATGGAGTCTCAGTAATTGTGATTGAGTTAGTCATCCCAGGTTATAAAACCAACAGTTTCAGAAGGGTOT 

AATGAAATATCTTCTGCCTTTCAATCCAGGGAAGTTTGTACTATACCTGAACAAGGACTAAAGGTAAGGGCTAAACATG 
GAACATCACAGCTATCAAATTGATGAGAGAGGCCTTATCACTTCT 

TGGCCCCCAAAGAGGTTTATGTTCTCATCTCTGGAATCTTTGAATACGTTATAGGACAAAGGAGAGTTAAGATTGTGGA 
TGGAATTAAGATTACTAATCAGATGATCrTATAATAGGGAGATT^ 

TTAAAAGGTAGGCAGGAAAAGAGAGGGAATTGTGACTAAGGAAACTAAGGGGCAGTAGTCAGAGGGATATAACATTGCG 
TTCTTTAAAAATGGAAAAAAGGGCCACAAGCCACAGAATGTGGATC 

TTTCCCCTAGAGC^TCCAGAAAGAAACTCAGCCCTATGAACCTCTTGGTTTTAGCCCACTGAGACTCATAGGACTTCTG 

TCCTATGGAACTGTGGCATGATAAACTTTTGTTGTTTTATGCCACTAATGGTAATTTGTTAAAGTAGCAGTAGGAAA 

AATCTGCGGGGTGGCTGTTAGAGCCTGATTTATAGCTATCTACCTTCAGAGCAGACAGTGTGACTGGGAGCCCCCTGTG 

ATCACCATGTGGGGATGTTATAGGTTAGATCAATCATTTATTCAATTATTTATTAATAAACATTTATTGCACATCT 

TGGTACAAGTCACTGTTCTAGGCCAAACAGTAAACAAGACATAAAAAATCTTGCCTTCATGAAGCTATCATTGTAGAAG 
GGGAAAGATAATAAATAAGTAAAATGCATCATA^ 

GATAGGAAGCAGTGTGTGTGTGTGAATATGCATGTGTATATGTGTGCATGTTTATATTAGGTTTGTAAATTTTAGATGG 

GGCTTCTAGGGCAGGTTCACTGAGAAGGTGATATGTAAATAAAGACCCGAGGACTTCTTTTAGGAAGGAAGAAACAGCC 

AGTGACTTTCTATCCCAAGCAAAGGAAATGCAAAGGCTCTGAGGGCAGAGGGTTCCTGGCACGGGAGGGATGGGAGATG 

GTGAATAGGTGAGAATGTAGGTAAAACTTCCAAGGTGCCAGGTTGATTTTTTTAATAGTAGCTTATATTCCCCCTCAGG 
CCAAGCCTTGGAGATTTTCTCCTCAGCTGGTGGTTCTTG 

AAAAGCAGACCATTTCCAAAGGGCAGCCTAAGGGAGCTGGAGGCAGAGAGTATCAGAGAGTGTTTCAGTGCTGATAACC 

AATTTTATGGATCAGTCATTTTAATTAATAAGGAGAATGGGGGAAAGTGATGCAAACAATGTAAGTCCTGGTTGGCATT 
TCCTTGAATGTTGAATACCTCTTACTTTTC^ 

GCGCTAAACTCAACCAGAGGTCACAGAGTACTGTTGGCAAAGGTTGGCCTCTTTTTCTTGCTGCACGTGGCTCGTATTT 

AATATACTACTGCAGAATAACTTTGATCTCTCTGCCTTTAGACAGAAGTCACCACCACTATCCCCCTAAAGCTATTGGC 

TAGCATTTCTTTAAACAAGCAGGCTGCACAGAGCTCCTCATGTGACTCCAGCAGGGGAGGAAGGGAGGAAGTTGCATGG 

GTTGGACACCCAGAGCTAAGAAGTAGAGAGATGTAGGTAGAAGGGCCAGCCAATTGGCAGCAGTAGGCTGCAACAGCCA 

CACACTTGCCCCGGGAAGTGGGAAATAGGAGGGATGCTAGAGCTTGGTTTCTAACATGGCAAAGATCTATGAGAGCGAG 

AGAGAATAGTAATGGAGTAAACCAAAGGAAGAAATAAGATGCCTCCAGAGGGATATGGCAGCTTTAAAACATGGCCTCA 

AAATCCTTTGACACTCCTTCCATCAAGAAATGGGGTCTATGTCTCTTCCCCTTGTATCCTCTTGTGACTGCTTGACCAA 

TGGGATGGGGTAGAGGTGTCAGTTTCTGGTGCAGACCTTCAGAAATGGGTCGCTTCTACTTTGTGTATCCTGAGAGGCT 

TGCTCCCAGAACCCAGCCAACATGTTGTGAAGAAGCCCATAGAAAGGCCCGTATGGAGAGGAAACTGCAGTCAGCCATG 

TGTGAGAGTCATCTTTGAAGCAGATCCTTCAGCCTGTCAAGCAATTCCAGCCGACATTACATGGCACAGAGATGAGCTG 

TGCCTTCTGAGCCTTCCCCAAATTGTAGATTTGTGAGAAAATGAAATCACTGTTGTTACTTTCAGCTACTAAGTTTTAA 

GGTAGCTTGTTATATGTGAACGATTGTAACAGGGTGCATTTTAGGTGACTAGGAAAGAGAAATACCAGGTTTCATGCAA 
TATTGAGGTTGCTTTGTTATTCAAGTATATAAAATATAAATCAT^ 

ATTCTCTCCTTCGAAAAATGCACATATGCCAACCTTTTGAATACAGTTTCAAGAGTCTGAATACCTTCTACATCCATCC 
ATGG G CATAGACTC CAAGCTGAGAAC CTCTGTG GTCAG AATTTCTTCTCACTACTGTGTTATAAAGTG C AATTTGGTGT 

AAGCTTAGGGAAGGAAGAGGGAGAAGACACTGGACTTTCTATTGTTAGACTTGTATTTTATTCCAATCCTTTCATAGAT 
TTGCTCTTTGATTGGAGATAAAGTGTAAAACCTCTCTATATCATATTCTATATCTATATGATATTCTATATCATAATTT 
CTTGGATGGCAA71ATGTGGATTAAAATTCTGTCCTTTCTTTCCTCAAAGGAATGTTGAAATTAAAAAAAAGAAAAAAGA 
AGTGAATATGCTTAGAAAAGCCATAACTTGCCCATAAGAGGTACACAATGAATATTTGTTGAATTTTTAGCTGTCGTTA 
TTGATAATGGATTACTTAATTAGGTCGCTGTGGTGTTATGATATAGATACTTGTTTTCATCCATGGTTCCTGGCTTCTA 
GCTCCCATAATCCTTGTTATAATGTTGGGGCACTTTAGGCCTCAGGAAACGGAATCTTTCCCTCTAACCTTCTCCTGTC 
CTCCTTTCACTTGCCCAAGGCAGGACTCTAATCTGATTGTCGGTCAAAATACCCTCATTCCAGATCCTGTCCTATGCAG 
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^atgggtcaataggtgcagcaaaccaccat^^^ 

CCCATTTTTTTTTTAGAAAAAATAAAGAAAAAACCCCAA^S^ 
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CCTAGAACAAGGTCCCCAGGGAAAAAGCAC^ 
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TTA CTGCATTGGTAGATTTTTATCATCTCAGATGA7a^n^ C ^ CTTTTTCTG TAACAGATCACCTTGTCCTTG 
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^TGCATCACAAAATCACAAACAACAGATPC^^^ 
^AGGTTTCACATCAATGTAG^^^ 

CCTTTrTCATCCTCTTTTGTCTCC^GGAAGTOT 
^TGCATTGCTTCTGATGGA^ 

CCCC^TCAGTGCTGGAGCTGGCAGAACCCCCCTCcS 

TAS^GC^CAATTAC^CACGTGlTTCTTCCmSSS^^ GCAAGTGACCTAG AGGGGCCTCCAAAGAGTCT 




GCT GGG<^CAGAGACAAATTATGCAGAGTCCTrc^^ 

CA^CAACTACTGTGCAATTTGATGAGAGAGa^r^™ GAATTCACACTCTGG CAGCCTGGTGTAGCCATGTG 



cattatggacttggggaccgttagtaggttgaSSS^S™^ 



MraKMCCCCTGMTAGTMTSG^^ 



CCT 
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taaggtattaatttcagcactaa-SS^^ 

CTTTGCCTTTGCTTTTTTTTCCATTC^^ 

^gtcttcaagacctccctttaagcctttaacgg^^^^^ gcatgatgaaacgtcatttaattataaatt 

tacctctgggatcattctttgc^ 

gagtggtcactcatgagatctttgacta^^ 

agtggttaaagtagaacaatcSS 
gggccagttgtttatgcttgSSS^ 

CTGGGGGTTCAGTAGTGAGGTCCaSS 

tggaaagaacatcacttgctaaggcctgISac^^^ 

ttgcttcaagttactaaattggtS 
tggagtgcagtggcgcgatctcagctcactg^^ 

AGTAGCTGGGACTACAGGCGCGTACC^CCACA^SGSSSTr^ GTTCAAGTGATT CTCCTGCCTCAGCCTCCCA 

ggccac-gatggtctcaatctcttgaSJc^ 
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TGCTCCTCAGTATTTCTTCTTTTTAAAG^^ 

GCTCTCCTTTTTCTCCTCCCTTCTTTCTAACAAT? r ?AAATGTTGATGGTGTTTTTTTGGGGGGAGAGAGATGGCAAAA 

AGTGTCCATTGGAATTTATAGGCA.TGTAGGAGAAAACTGCTTTCCCATACAACATTATGATGCCAACACTCAGTTGTCA 

TTTTGGGGGATTGTTTTTGAACTGAAGGAAAATGTGTAGCAGCACTATTGGATAAATCAGCAATCCTGGCTCACCTGTA 

TCTTTCAAGGAAAGGAAGGCTTGGTGACAGTGTTGAGGGCTGTGGTAGTCACAATAACAGCCACTCAAAAATGTCTCTG 

GAACCCATGAATATATTTTGACAAGGGGGGAATAAGTTCATCIAATCAACTGAATATGAGATGGGGAGATTACCCTGGAT 

TATCTGGGTGGGCCCAGTGTAATCACAAGGGTCCTCAAGATGGAAGAATGAGGCAATAGAGTAAGTGTCAGAGTGACGC 

AGCATGAGAAAGTC^GCATCACCCAGTCATTGCTGGCTTTGAAGACAGAGGAAGGGGCCATGAGCCAAGGAATAAGGA 

CGGCCCTTGGAAGCCAGAAAAAGCAGGAAAATAGATTCTCCTCTGGAGCCTCCCAGAAACTAATGCAGCCCTGTTGATT 

AGGCCAAAAAGATCCCTTCTTGGCCTCTGATATCCATAACTGTAAGATCATAAATTTCTATTCrTTTCTCACTAGGT^ 

TCCATTAGGTAGTTACAATAGCAACAGGAAACCAATATAGGAGCTTTCTGAAGAGCCTGACAGTTGTAAGCTGTAAGAA 

TCTGGAGATCAGGTAGTCTATATTTGTAAAATAAGTGATATTAAACATTTTAGAAGTGGTTTGCAACTCTCAGGCAAGT 

CATCATTGAGTTCAATAAGACTCTAGAGAAAGAGGTAGCAACTAAACATAATAGAAAACCCATCAAGGTCTATACACGT 

AGAGTAAATGAAGGAGACTAGCCTGGTTGGAAGAGAATAGAGGGGCAGGGGAGTGTGGCTGACCAGAGAGTACATGGCC 

AGCTCCTCATGGTGATTGTTGCCGTGAGGAAATGTGACC^CTTTTGCTAGATCTAGTTTTTTCAAAAGATGCCCGCATT 

TTGAAATGTAATGTAAATTATCCTAATATTTAACTCTAGACAATTTAAGTAAAAACCAACAACCAACCAAATGAACCTC 

AACACAGGACGGGTATGGCCCGTGGGCCACCAGTCTGAGACAGCTAATCTAGAATTGCAGTCAGCCGGAGTGACTTGTA 

TTTTCACGGTTCTGAGTGTAACACCCACAGTTCCACTTTAGAGTTGAAGAAACTGACGTAGGGGAGTTAATAATTGAGC 

TAGTCAATGGTAAACATAAGGTTTCAAATTGCGGTGTGTCTGATTGTGAACGCCAAGTTTTTTTCCATCTCACTGCCTC 

TAAGGCAAAGGAGGAGATTAATAATGGAGAGATAAAAGGAGAAATGGAAGGAAAGAGTTTAATATTTACTAAGCACAAA 

ATATCTACCAGGCATTGAACCAGGGATTTTAAGCACATTATCCTTTAAGTCTCACAACAATTTTAAGAGGTAAGAAATA 

TTCTAATTTTCCAGGGAAGAAACCTGAGTCCGGGAGAGGTCAAGTAACTTGTACTTGGTCACACAGAGAGTACGTGTCA 

AAGGAAACTCAAAAGAACACATTTTCTCAGTGATTACAGGTTTTAGAGAAGAGGAACAATGCTTCCTCTGAGCCTGAAG 

AAAAGAATGAAATAAGGGCTGCAAGGGAACATGCAGGTTTCACACTACAGGAGCTTGTCTGTCTTGGTGCAAGTGGGAG 

GTAAGGCTATCTGGTAAGCTTAAGAATAGTTTATAAGGGGGAAGCAGGTGTCAGACTGGATATTGCAGGAGAAAAGAGG 

CTGCCACCAGGGTGACCTGTACAGGAGATGGAGACATGATTTGGAATCAATTGGTGGACCATTGAGAAAGGCCAACAGA 

CAGGAAGGCTTTGAGTGGAAAGAATGTACAGACCCTTGCTTCTTTCCTCAGCATTCCTTGCAGGTGGTAACCAGAGAGG 

AGCTGAGTGCCAGGACTGGCCATTGGCTTGGTAAAAGTTGAAACCTTAAGAAAGCAGGGTGGCTCAACTTCATTAGCCA 

GCAGGAAATGCAAATGAAATCTACAGTACCACATCAATACCATCTGACATCCATCAGGATGGCTAAAATAAAAAAGACT 

GACAATGCTGTGTGTTGTGAGACGGTGGGGCAGCTGGTATGCTCCTAGACTGCTGGTGAGAGTGTAAATGGGTAGATTC 

AGTATCTATGAAAACCATTTTCAGTATCTACGAAGGCTGAACCTATGTAATATCCTATAGCCTAGCAATTCCGTTTTTA 

TAGTCCAGTGGAAATGTGTACATTTCTGTACTGAAAGACATATGCATATAGTAGCATTATTTATAATGGTGAAAAATGC 

AAACAACTCACTAATGTTTGGTGTACTGACAAAATGAAACaCGCAGTAGCAATAAAGAAGAATGAGCTTCAATACATAC 

AATATGGATGAATCTAAAAAATAAAATGTTGATCAAAGCATCCAGATACAAAAGAGTGCATGCCATGATTTCATTTACA 

TAAAGCTTAGAATCAGAGCTCTGGTGTTAGAAGTCAGAATGGTGGTTATATTTCAGGGGAGAAGGTGCCTGAGATAGAA 

CATAAGTGGGCTTCTAGGGTCCTGCAATGTTCTAATTTTTTAAATTTTATTACCTGACTGTGTTCACTTTGTGAAAATC 

CACTGCCTTTATGATTTGTGTACTTTCTGTGCATATATTATATTTCAATAGAGAATTAAGATAAAAAAATATAAGGCCC 

AGGTTGGAGTCTAGGATTGTGACAGGGCAGTGTTGAAATTGTTGACAAGTGCAGCTAGGAAAAAAAGGCTGAGTTGTTT 

AATGCATCTCCGATTATATTGGGTAAAGGGAGCTGGGGGAAATTAGGGACACAACGATGGTGACAGGAGAAAGAGAATC 

ACCACATGGCGGACTGAACGGGGAGCAGCATCTTGCTGTGACAAAGTCCACCATGTACCTGTCATGGGAATGATGATAC 

AATATTACATCAGCTGCATGGCTATATCTAATCCTGTTTCAGAAGACGTCAGCAAAGGCCATTCGCGTAGTGCAACCTG 

GGAAGGAGTTGGTTGTTTAAGGTGGATACAGAGTAGATCCTGATAGCTCACTTCTTGACCTTGTTTAATTTTTGCCTGT 

TAGTTCAGCACTAGAACTCTGTACAAAAAAATTTAAGGCTGCAATATCATTTTAATCAAATCATATGCAATGAAAACAA 

AGCTTTTGCTAGAGTTGTGAGCTCACATATGGTTTCTCCTGGTTTGTGGTCTCCTAGGGAGAGAAATGCAGCAGGTTGA 

TGATAATGTGAACAGCTAAGTTCCCTGGGTGGCTTTAAAGGGAAAGGGACAATTCACTCATTTTGTGTATTTACTAAAA 

TCGCCTTCTCTCTCTCAGTTTCTCTCTCCTTCCCTCTCTCTCTCTCATTTTCTCTCTCCCTCCCTCTCTCTTACACACA 

AGTGGGCATGCACGCACGCACACACACACACACACATATACACAAAACTAGATTTGGGATCCTTGTTTTAGTAATGACT 

AATCACTATCTGGGTATCTTGGTTAAAATAGAAAGGCCATTTGTCTCATGAATC^U^GGTTAAAAAATGTTCTTAAAGG 

ATTAATTTCCAAAATTGCTTTCAAATAGCGTGGCTGACCAGCTTTTAGCAGTCATCGTTAATGAGAATGATGGAAAATT 

AAGGTCAGGTTTGCATTTTCTTTCTTCTTATTACTTCCTTCTCTTCTAGGTTGATTTGTATTCTTGCCTTTCCT^^ 

ATTGCTTATCTTCCCACAAATTTCATGAAGATAATTTTTAAGTAAGTTTCATTTCTAATTTTTC 

TCTGTTGAATGTAGTCGATGATATGTTGTTACAACACCTCTAATGAATTATAAATAGTCCATTATATAGCGCATACCAA 

AGAGACCTTCTGATTGAACATGCAAGTTGGGGCCTTTTAAGAACGAAAGGGGGTGCTATGAACACCAGGGCAATGGCTG 

TGAACCAGCACTACTTGGGCAAACTGGGATGTATGGGTACTCTACCCAGAGGCCTCTGCK3GCAGGAGCTGGCCTTGTGA 

AGGCTCTGTCCTGTTAGGGGAGCTGCTTTCTGGCCTAGCCACTCTGGACTGAGTAAATTCACAGGTGTTCACTCAGCTA 
^^CTCTOTTGMJ^TCCTGCSfiGGGITnCTM 

CTAATGCTAGGAATGCTCATGATAAGGCCTAATTACAAATGACATCTGTGGATACTACATGAAAGGTTTTGGATATGM 

ttaccagttctttcttactaagagtctggttaaaaactcatgaatgaatatcactcacagaatgacctcgattcaS^^ ' 
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CAA ^ CA Z* AAACACAA ^^ 

ctctgccwcktgctctggtcagttcactcactgttctgtcctgtgcactctgttcctagctgS 

^AAaAGGCTTAATQCCTTCCTCATCTTTC^ 
^CAAAATGTCCTCTCTGCTAATGG^^ 

i^™ AGGAGAGGAGAGAGGAAGACAG ^^ 

^S^ raCTCACACTCCTATAAAGACATACC ^ 
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CAAA ^^ CTOTCTGGCCCTCACGG ^TGAATGAATGC^^^^ 
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CMTTTTTAAAATGTGGTTCTTCATGGACTTCCAAGGAGGTTTAGGATTGGCAGTGAAAAGAAAGAGAAGAATGGGAAGG 
ACACTTACATTTCTGCTTCTTGGGATAGAGGTAATCT^ 

CATTAATCTACATTTCTAAGAAGAAATAGGAAACTTC^ 

CACTCTGCCAAGTTGAAAACAAATCTAGGTAAATTTAAATTGGGCTGGCTVTTTCACAGAACTGGTGCAAG^ 
TAAAGTTTATTTTTTTGCTTGAGAAAAAAATGACATTTTACTGATTCTGTCTAAGAAAACCTCT 

ACTATTAAGATCAGAATTCAATATTTTATGATAGTATTTAATATTTTACAATGTATTAATTTAGAATTAAATAAGTTAT 

TTAATACAAATAACTTAATATTTTACAATAGAGTTGATTATTTTTCTAATGCTTTCCTAAAGAAATTCTGTAAAGATCC 

ACATAATTGCTAGACCAGTGATAAAGCATGTAATTTCCCCTATCTTCAATTTrTCCTTACTGTCTACCCTCTAAAGTAG 

TTGACAATGATCTTCnXSATAGATCCTGGCTTGGGTAATACATTACACTGGCAGAGTAAGAATTCAGAAAATAGCT 

AGGATCCCTCAGTTTGGCTGGTCTTTCTGAAAAGACAAGTGTGAGCAGCCTGAGGAGAACCTGGAACTCAGGTATTCTC 

TGTTTI^^CTCAGGAAGGCCTGGGTGAATTCCTGGTAGAGCTGGTAGAACTAGCTTTCTATTATGAATATTGAGAAGT 

TTGACCAATTTTATCAGGCTTCTGGAGTGATATTTGCATAGTTACAACTTAATATCACTTTTCTACTT 

GTAACTTCCACCTACTTGGGC(^GCCCATGTAGTTCAAGGTAAAGATCTTGGATTTTATTCCACATAAGGTAAAGATCT 

TGAGCTACAAGATCTTGAACTACTGAAGCTCTTGAATTACACGGGCTGGCCTCTGCCTTTCTCTCCAACATCATCTCCA 

GTGACACTGGCCTTCTTTCTCTTCTTCAAATAGACTAAGCTCTTTCTCACTTCAAGCTCTTTGTTGAACCTGCTAGTCC 

CTGTTTCTATATGGCTCTTTCTCCAGATCATTGGCTTCTTTTCATTTGGGTCTCAAGTCAAATATGACCTTCTTAGAGA 

GGTCTCCTCTGGTGATGCCACTTCTCCTATCAC^GTATCCCATCACTCTGTTTTATTTTCTTCATAGCCCTTATTTGAA 

CTTATCTTACTTATTATTTGCCTCTCATTAAAATGTAAGCCTTGTGAAAGCAGTACCTTCTCTGTTGTACTTTATTGCT 

ATATTTTCAGAATCAAGGACAGTATCTGGCATGAAGTGAGTGCTCAAAAGTATTTGTTAGATGGACGAATTACAATTTG 

CCCACATTCAGTGGCTTTACTTGTAATCTGTTTGACTCTTGATTGGTATGTAATTTTATTATATGGAAGGGATGGAAAG 

AATAGGGTTCGAGGGTAGTGAGGAAATAGTAAAAGATGGTACTGTTGGAATTAGCTAC^TGATTTGAGCAGCAAATTCC 

AAGTACGGCCTTAAAACAGAAAAAGAAGCAAATATATACTACTTGAAAGTCAGACTGTATGATAATCTAATGGTAGATA 
TAGTTATATAAATCATACACACTCAAAGCTTTACCTCTATAATTC^ 

GACCATTAAATAAATGTAGTGAACTTCTAGTTTGCTTTGAGCCTATCTGCATGGCTGATAAATGCTTTTCCAATAGAAA 
GAAGGGAAAACATGCATTC^^GGTGATAAGCAACCGGTGATAAGCACAGCTAGAGACAGTTTTTAAACCCTGAAACTCT 
GTGGTTACTCATATAATTGTTTATAAGTGGCTCATTGGGAACCAAGGTAAACAGAATTAATCTTTT^ 
AAATAAAATAATATTTCTTTTTTTTTTTTTTTCTTGAGATGGAGTCTTGTTCTTCACCCAGGGGGCTGGAGTGCAGTGG 
CATGATCTCAGCTCACTGCAACTTTCACTTCCCAGGTTCAAGCGATTCTTCTGCCTCAGCCTCCTGAGTAGCTGGGACT 
ACAAATGCCTGCCGCCATACCTGGCTAATTTTTGTATTTTTAGTAGAGATGGAGTTTTGCCATGTTGGCCCAGGCTGGT 
CTCAAACTCCTGACCTTAGGTGATCCACCCACCTCAGTCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACTGTGCCT 
• AGCCAGAAATAAAATAATATTTCTTATCTGTACCCTAAGACATGTTGGACAGGAGATGTCCCATGAAGCTGATGAAATT 
TTAACTAATGCAGTAAATAATCCATTGAGATTTAATCCTCATCAATCATCATCCTTATTGTTACCATGTGGCAGAAAAA 
TGTGAAATTCTGTTAAATGCTTCATCTTGATGGAAAAATATGAAATCCTTGTAAATAAAGCTTGAAATTCTCAGGTTCC 
CAAAAGATGACTCATCTGACCTTCTACTCATCTTTTTAAGACATGAAACAAAAGAAAGCAAATGGGTTTCTGTGGCCAA 
AAGAATTTCATCAACACCAGTCCATGGGAACAGATCAGACATAGGGAAGGTGGGTCTCATGACACTTTTTGGTTTATTT 
CACATCTCTTGAGCAGAGCTCTCAGTATAATCTCCTCAACAAGAATGTGTATTGCATTTCTGTAGGACATAAATTGCCT 
TCTCTCCTCACTATTCCCAGCACTGATTACAAGCTTCAGCAGAAAGCAGAGTTTTAAATTCTTGTGGAATTAATAAATA 
GATAAGAGTAAAGGTATTTAGGGGGAGACAAGGACATAGCCTGTAATTTAGGTGAGCAAAATCAGTAACTGTGAGTCTG 
GGCTGTGACATGGTCCTGGCTCACTATTATTTTTTTACAAGTTTTAGGATCTTGGCGTTTTATTTGCTTTATCAATTAC 
TGTGGACTAAGATGTGCGACTGTGATGTGGATTAAACAACAACAATTTATTTCTTGCTCATGCTGTCTGTCCATTGTGG 
GTCAGCTGAGTGCTCTGTTCATTCTTGTCACTCAGGCATGGGTTGATGGAGCATCCACCATCTCAAACGTTGTTAATTA 
CCATGCTTGGGAAGAAAGGAAACTCTAAAGGATGTTACCCCAGGTGGTTAAATAAGCTCATGTAGAAATGGAATGTGAC 
ACTTCAACTCAAAACTCATTGAACAGAACTCAGTGTGCCTGGCCCCACCAAAACCATCCACAAGGGAGGGCAGAAAGTC 
TAATTGTGAACAGAACTAATGATATTTACTTAGTATTTGTCTGCTTGATTTTTGGCACAGACTGATTTATTAGAGTGGA 
GAAGGTAAGCTGATTATCAAAGAATGTCTTATTTTCCTCATGTAGTTACCATTGATTTATTGAATCATGATTTCATTCT 
TTAATATATITTGCATCAATGATTGATTAATTTTC^CAGCTACATCAAGTAACTAATTATTGATTTACTAATCAATTAT 
TAAATTCTACAAATTAAATAATATTACAAACTAAATTCAATCCTTGAATGTATCCAACATTTATTGGGAACCAGTCCAT 
GGGAACAGATCAGACATAGGGAAGGTGGGTCTCATGTGCTTGATCATCTACTATGTGCTTGATCACTATGCTAGATACT 
ACATTGTATGGCTTTGCTGAATTATTGTTAAGTCTTCACTCACTTAGCTGAGCTCAGAAATGAATACATCTCAATGCAT 
GCAGAGAAGGTTCTTATTGAGGCTTACTCACTTTGTAGGGTGTTGGTGGCGTTTGAGATTGTGTTTTCAAAGTGCTTAG 
CACTGGCGATAGTGATGTTCATAATGATGTTGCAAGTTGACTAGGATTTGATAGTT(^TTTCCTAAAATAATTTTTATT 
CAACTAATAATTCAAGTAAACACTGCTCACTTGATGATTAGTCGTGGAGTGAAGACTGCGTTGTGAAGCTCACCATTCA 
TTCTCTAACAGTGGTCTCCTGAGTTGGGACACTTACATAGGATTTATTTCTGATGATAACAAGAGCACAGATGCCJAACC 
ATGCATGTGATAGTTTCTGGGAGAAGACTTGATGATTCAGCACTGTCCCTATAAAATGACAARAGAAGACCCACATATA 
GCATTAGGTATGGATGAAGGTACTTAAATTTAAGCTTAATTAGGTGTAAATCCTTAACTCCTATATTCTACTCTCTGGT 
GCTTTGAAGTTGGCCTCTTCGGTCTCCAGCCACAGAAGGGATTTTCTTCGCTGACCACAGTTCCCCACGTTTTCCCTTr 
AGTAAATAGCAGATGTGTGTGGTGGTAAGCTGGTTTTCTGCCATTGCTGTGTGAAAAGGCAGATATTCTGAATGAGGAT 

tgtaagttatttttgtgttacacattcttctttagcttttttcaaaagcaattgcattttagttgaatgtgaaaa™ 

CTCTTGATGATTTTCTCAGATTAATGCTGTCATCATGTTAATGGGGTAATGCTTCCTTCTGCAAAGATCTTGGAATTTa 

gggcttctggtcagtgttttacagctttgtctgagaaagaatgtaatatgagtatgtttttggtacatgacttcaaaaI 
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GCCAAGTCTGCTTTGCCTGATTTTTGTGTGAGCAATCCCACCTGTCTGATCTCACCCCTGCTCCCAGGTCACAGATAGA 

GGAGACCTTGTGCCCTAGCAACAAATC7VCATCCACTTTAGCTCTATGGGGACATTTCAACAACAAGGTTCTTGTTGNGG 

CTTACCCACTTTGTAGGGTATTGGCGGTGTTCGAGATTGTGTTTTCAAAGTGCTTAGCACTGGCACAGTGCTGCAACTT 

GCAGCATAATTATGAAATACCTTAACAAAAGGTATTTACAAAAGCATGAGAGGATGAATGTGAGGAAGGAGCATGTCAT 

GTTGGGTAAGAAAATATGGCACTAGAAACATGGGAGAAGGNGTGTGTTTTGTGGGGGTAGATGGATAAGAAAGAGAACA 

GNTGGATCAGACACCAATTTACCAAATGATTCCATAATATTAGTGCACAGATAATGCAC^GATAGTGTGC^ 

TTTGGGAAAGGCAAACTGACTGTCTATAAAGGTCAGAAGACATTTTATAAGATGTGTTTTACTGAAAGTGTTGTCCTTG 

TGAAGAGGTTTTGAGCAAATATTTTAAGAAGTCTTTAGGGAACAAGCAATTTTCCTTTTTGTTGCCCTTTCTAAGAATA 

AGACATAAATAGGAAGTTCCATCCTTTTATTTGTTCTATTCAAATATTTATAGGGGAAAATCGGCTACTACTTCTTTAT 

AAGACCCACCTTTGAAACTCATTATTTTTCCAAGGTGCCTTGTTCTTATAACAATATTTTCTTCTATGTTTGTTTATTT 

ATTTATTTTATTGAGATGGGGTCTCACTCTGACACCTAGGCTGGAGTGCAGTGGTGCGATCCCAGCTCACTGTAGCCTC 

TACCTCCGGGGCTCAAGTGATCCTCCCACCTCAGCTTCCTGAGTAGCTGGGATCACAGGCTTGTGCCACCATGCCCGGC 

CAATTTTTTGTGTTTTTGGTGGAGATGGGGTTTTGTCATGTTGCCCAGGCTGGTCTCGAACTCCTGAACTCT^GCAATC 

AGCCCTCCTTGGCCTCTCAAAGTGCTGGGANTACAGGCGTGAGCCACAGTGCCCTGCCTATAACAATATAACAATATTC 

TGTTTAGGCTATGGAAGACCACATATATTCTTACTTAAGCACTTAGAATGGAAGCCACCTGAAGACAGAGGTTATATCT 

TCACCCTTGTCACCCACACATAATAAGTGCCCAATTGATGTCT1TTGATTAATTAAATGAATTAATTAGTGAATGAAGA 

CAGACCTAGGACTCCTGATAGAAAAAGAATAAAAACTTGCTTCTGTTTGTCCTTCTACAGTGAAAAGATTTCCTAAATA 

TCACATATAATACCAGCACACATATCTTGTTTGCTAGTGATTTGATTTCATTTATGTCTG^ 

AACATAGGTAGTTTTTTCTTGTAATATCTC^CACTGAACTTGAATGAAACCTTATTAAATAATC 

TOATATTTTGCTGCTAAGGGGCrTTGGCATTTTGCTTTGGTAAATTATGTCGCTGGTCTGGAAGA 

TGACAGGCCTATGTCACAATGGGTGACATGGGTTGGGAAAGATGGCTGGCTGTCCTGTAAAGTGCCTTATGAGTGTGAA 

GCCAAAGGCAGTGCTTGGTACCACCCAGGGAATATCTATCAGAATGAGATATTTTATTGGCTTCACATACCATACCA']^ 

AAGCCAAATGCAGTGATCAAAAAGACTGCTGAAGAAGTAAAAGGCAAAAGGATGAAGAAAAACCAGCCAGGAACCCATG 
TITTGCTTCTATCTCATTCCCTGGGAATCAGCAGTGTATCAGCATCTATCTCTATATAATCCGTCTTCTCT 

CAGTATAGCAGAGTGGTCAAATCTGCAGGCTCTGTTGCCAGACTGCCTGGGTTCCCCTTCCTTTTCTATCACTTATTAC 
CTTGATAGTTACTAAACCCTCAGTGCCACAGGGTTTTGATCTATAAAATAGAGAAAGTAATAAAAATGTTATCTCATAG 

CAACTGCATATATGTGGTAAGTGGAGATGTGAAATATGTATAACTGGCCACCTAAGTTCAGTATTTGAGGATGTATGAG 
AAACG ^^r GAATAAAAACATATTA ^ A ^ ACTTCTOT ^ 

AAAAATATTTCTATATGCACTATGGATCCTACTTCACTTATGAGGAGAATAATATAACCCAAAGCTTTTAATTCTCA^ 
GOTCAGTCTTTCAAATCTTTTTGTTCrrCAACTrTACTCAGAGGTAGCAGAAGCC^ 

TCCAAGTAGA.AAGACATAAAAGrTTAGTCTTTGAAATGCAGTTCGTCTGGC^TAAAAAATAAAA^ 

CAGGATAAGATAATTTTTTAATGAGTTGAAATTGTAGCTAATAGAAAGTTGAATATACAGATAAATGAATTG^ 

^™ CATGG ™^ CATAACAGATGTTAA ^ GAGT ^ GA ^ 

CCAGAGAGTTTAAAAGTGAATTCACTGCACAGCTTGGTTCTGCATTCATAAATACAATCA^^ 
™ GCAGAGGC " ATCAGA ^^^ 

TGTGGGACAGCTCTCGGGCCTCTGATTTCAATTATTCCCTGCTTTTTTTTTTTTGGTATTGCTGCAA^CATCTGTCTC 
CTGGTACCCTCTCCTTOCCCTT^^ 

TTGCAGTATTTTTCTTTATCAAGCTCATTTTTTCCCTAACCTGTAAAA^ 
AG ™ GC f TG " GATGGACG ^^ 

CCTGCCAGCACAGCCAGACATGATGC^CTAACATGCCAGTTTCCTTGCTTCTGGTGCTTCCAAGCCATGGGGCC^ 
^™^ GGMAATCAAACAAGTCTGATGAAAGCT ^ 

TTTATTTACTCACTCATTTTGGTTCACTTGAATATTCAGTACTATTTTTCCAATAGTAAATGATGAGAAAATAACT 

TAAAGTGGGGGGAAAAGAAGGAAAACTAGTAAATTTCTCAAAAGAAATAAATTAGAAG^ 

GGCTTCAATTCAGACATTTTTAATCATAGGTAGATATTGGTGTAGCCAGAG^ 

ttcagatgtgaatatgctgatagtaatattactatctggatttctccagattcataaatS 
agcccaaggcagtctatttaaatgcgtgaggagtaaggcaaatggtattcg^gaaaagcaSg 
aaaatgctacattttcatcttgataataaaatgttcaaggtaattattggggctgttcaataag 

aaattcctctgaattgagaaccagactagatgtagggataaagtgaagtacagttgatctttgancagca^ 
aatgtgtgggtctgcttatacttcgattttcttctggctctgctacccctgagacagtaagaccaaccS^ 

^ AAA ™^ TOCTOraCC ^ ATCATTT TCTTAATAACAlTTTC T TTCCTCTAGCT^ 

AGTTTTTTGGGAGTCAAAAGTTATACTCAAATTTTTGACTACACGTGGGTTAATGCCCCCAACCCCCACCTTGTTCAAr' 

ggtcagctgtagtagattaaaaggtttttcatgtctggaaagattctctattcctgS^ 
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TCAATCTGAATTCC^iAGGAGTGAAGGTACTAATGGTTTGATATCCAGGTGTACATGGCCCTCTGCCAGGAGACTGTAGG 

GAAAGTAGATTATCATCATCCAACTTGTCCAGTTGTGCAGCCAGATATTCTTGCTGACAATGTGAATATTTACCTATGA 

ATACTAGAGTACTAGTCTAATGTGCAACAAGATACATTTGCAAAGTGCAGGGAAAGTATAATAGTCAGGTGACCAAAGG 

TCACAGTGACCTTCCTTAGGTTTGGTCTCCTGACTATTACACCTTGACTTGTTTTTACTTTTTACAGGATTTTTACA 

GCAGTAGTGGCACATAATTTCTTGATCTTGTGTGTTTCTGTTACGGTAAAAATAAAAAC^ 

AAACAGCTTCCAGGAAACTTATTAGTTATTCCTCCTATGTTACATGGCATTTCCATAATTCTGATCTGTATO 
CTGTGGGAATGGCAATCATAGTATATAGCCCTTACCACCAGCACTGC 

TTGGAGAGTGGATTCTGCCAAATGGGTAGCCTAATTAGTAGTCAAATTGTTGTTTTCTCTAGTGATTTATTATCA 
TATTAATTTCAGTGTCCAACAGAATGAAATAAATGTCTTGGACTATTTT^ 

CAGAGACCAATTACATTGAAAAAAATTTATTTGAGCCAGAAAAACGTCCNAGTACTGGGCAACATCC^ 

GGTTCAGAATGCCCCAACCTCCAATTGTGGTGACTTAGATTTATAACCAGAAAACAGGAAATAACATATAGAG 

TTGTTCGTGCAATTCAATGTTTGCCTTATGT^GCATAATTTGGCAGCTTTCAGCCTGGGAArrGA 

TGCTATGATTGGCGGAGAAACAGTTGCITGGTAACAAGGGTATACTCCTAGATTACAGCTTGCTATCTATG^ 

!™ AGCCAAAC ^ TAC ^ 

AAATCAGTTCACAGTATTTGATAGTGTGCCTTGCC^TTTTCTGTTAC^CACTTTGTTCCCTGTATGAACTTCTGTTTAP 

mGCACTATTTCTGTATCTGCTACTTTGGAATAAAAGTAGTCAGTATAACTTAAATAATGm 

GAGAGTGATGATTCAAATATACCTCCTTTCCCCCATTTTCTTTC 

TTCAAGGTTTGATTTGGAACATTTTTCATATTTCTGTCACTTAGTTCATAGATGT^ 

TCAGTTATTAAGATTCTTGGGAGAGTATATATCTrTTTATAAAGCTTTCCAGAATAG 

AAGTAAGCATTC^TGCAGTAGCTGCTTAAATATGATCCCGTGAATGGTGGTATAAAAAACATAGTGGATTAGACACTAT 
GTCCTCTAGGAGATGGAAATTGAAGACCCTGGCCCAGTGAATTTCTCAGC^ 

AGTGTTGTATGCATATAAAGTATTTGGCACATACTTATTAATATATTAATATGACACATTAAAAGTAAACT 

ATATATGITATGGATTATCTCTCAACATCCATTCCAATTTCTTACTAGTGTACCCCTGGcS 

TCTCTTAGTCTTCCCTGGAGATAAGGTACTGAATCCATGAAAGTGCTAGTCTGTTGGGGGAATTCTGCT^ 

TAACTTCTGCTATTTCATCTACCATGCAGAGGGTTATGGGGATATC^ 

AGGGCCCATTTGCTAGCAGTGTGGGTGTTAAGAGGCAGGATGTAAGGTATCACCTGTGCTGGTGAGGAACACAGTGAGG 
AGTGTATGATTTGGGAGCTGAGAGCAGTAGCAGTGGGGTCAGCAGCTTCCTGATTGGGTGGTCCCAGGATCAAAGTGGT 

™ G ™ A I CCGCTGGCTTCCTT ^^^ 

CAAGGTGGCAGGTAGCTTCCTGATCCC^GAAGAGGCAGCAGTTCCTCCAGCAGCCCATTTCTGTGGTGTTGCwS 
CIATTTCTGAAGGCTCAACTTAGATGTATTCAGCCCTCCCCAGTGATTCTCTAAGCCATTTAATTATATCT 

^CTTCTTAAAATAGCTACAGTAGATTCTGTTATCTTTAGTTGAGCCATAATCAATATCCCATTGGAACA^ 
TCCTAfflTATTGTTTCMTGTtAAGTCRTTGAGCATTATGTTATTlCATGGHffi 

TCACAAATATAATTATAATTGTGTCTTTTTCAAATCCATCACAGAATATTTACACGTACTCCATATTTTCCC 

AATGAGTTACACTGGTGATATCCCCAGGCCCATTAATTITCCTTATAAAATATCCCrrGAACTGTAC^ 

CAAAA ™ GTTGTTTCAGCTM ^ 

GTCCTGTCATTCAAACTAGAGATTGAAAATACCAATATTCTAGCTAATGTCTAA 

CACAGGGCCAATTAGAGGCCAAAGC^GTGGGTCCTATCACCAGGTAAGCCA 

°™ CGCTCTTGGTCTTACCTCATCATACTACCTGCT ^TGAGCAGAGAGAAAGTGTAGAA^ 

TTCTCAAAATTCTTTAGTAATGATGGGTCAGGAGCATCATCTTCTAGAAGGACTGTGCATCOTAGTCAOT 

GA ^ GAGAGAAATGCAAACTGTCCAGT ^^ 

TGCCTTGGGAGGAAATTTGTATTATCAGGGAGAATGGTATGTATTGGTTAAGGTGGAGGTGTGATNGA^CATOTTGAG 
^ AGGAGAA ^ TAGTTCACAAT ^ 

AGCAC ^" GGAAGGCCAAAGCGGAGGGTTGAC " G AGGCCAGGAGTTTGA^^ 
A I G ^I AGAGAAAAAAAAAAA ^ 

GAGGATCGCTTGACCCCAAGAGTTCAAGGCTGTAGTGAGCTGTGATCATGCCACTGCACTCTAGCCTGGGTCATGGAAT 
™^r CTAAAAATA ^^ 

TAGTGAATTAAATACAGACATACGTGTTTATTATGTTAAAAGAAGTCTGAAAGTAGGCAGTTTGGGGCTGGCATC 
TTCTGCAAGGTCATCATGGACCCAATTTCCTTCTTGTTCTGTTATCCATTTTCTAAGCACATGGCT^ 

CTCCTTCCCCAGAGGCCCATGCAATATTTCCTOTTACATCT^ 

CAAGGGAGCCTGTAAATTTAGGCTATTTGGCCAAGCAGAAATATACCTAGCAAAAAAATGG^ 
S^ A ^ AGTGGATATTTAGTGGGCAACTCTAA ^ 

ATGCTCAGCTCTGTGAGATCAGCAACGGCACCTGAGACCTTTTTATCTG^ 

TAGCAGGTGTAAGCTGGAATTCTTTGGCACACAGCCTCTGAACCTTGG 

! GA ^ GC ^ GAAAAAAATTTA ^ 

CACTCAAACTCGAATCAAGACCCTTTGATTACCATAAAAAATCTAAAATAAGATGTTTTGTTTGGCCCAAA^ 

Fig. 6.1531' 
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tgaaatgaaatcttSaaSS^ 
cctactgatgaaigSSS^^ 

ATTAACAATAGTAATATAAATTACATTAGT^T^^r^^™™ CGTAACTAGGAAAGCCTCAACATTTTA 

ccatgcaagagttccttcagcttaag!^ 
aaaacagct^ttggcttttca^ 

GCTTGC^AAAAGTGATTCCTTGAAGATAT^^ 
TTAACCTCTTTTTCCTAGTGGTCCCCAATTT^^ 

TGTCTTTAAAATATATGTTCAGTTATAAA^T^n^r ACTGAA6TTAAAGTATG CATTTTCTGTTTTTATATATTT 

aaaaagaacaaatISSS 
ttcataagaattttcaactctaatgS^ 

ATTTGAGTTCTCAGAGGTAGATTTACTGG^CAArArar^™^ GACCATTTCCATACTTGAGTTTTTTTTAAA 

aaatccatgtttcctaatact^^ 

ACTTOCCCATCATGaCA«3TG»AC^S^ 
^CTGGGCATGTCCrrTACrSS^ 

CCT GGC^TTCAAAATCGATTACAAACTCA^ 

Fig. 6:66"] 
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"TAGATGCTCATCAAATAGTTAAT^SS^ 
TATTATTATACTTTACGTTcSS^ 

ttattttaataatcagaaaatcaatataatt^ 

gcggttggaattttgttgaact^^acagaS^^^ scagatgaacatagtgaatgaactatgtcaaaat 
aaoatcaattaaaatSS 
cctgtattgctttcgtaataagactSggSSS^ 




GCOTCTTAAATTGCrrcrr^^ 




^TGCTTCAGAATCTGCCTGTGGCCACTTCTGTGAAAGG^ 



Fig. 6.\f.1J 
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^CGCAATTAGGTTTGGTACT^^ 
*J^ GG i CTCTCGTAT ^^^ 




GAACAGCATATnnT a nronv,™^-r_ GAGGA ^ 
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PA^™™ ^^^TTCTACCCTTAAGAAAATGAACCTTTCCTGAGTTATCAAAGTC 3TACTTGCTATTtS 
CAGGATAGCCATGCCACAAACACATATTTACAGTAAAATTCAAGTTGGTAACAATTAAAflTr^ 

GTCTC 

aagt: 

™ CC ^ CTTCTTGACTAGGCCTTMCCTC ^^ 



CATTCTTTTCCTCGCTCTCCAATAACCTACCCTGTGAGGCTGTCTCCAACCCCAGAGCCCTGACCA^^ 

3ACACAAGTTTAAAATTATTTGACATATTAGTGCTA1 w-r.^ „ 
3AC^GATTCTCTAACTTACC^y^CTTTAGCC^TGCTCCTCT 



CTAAGCTGC^GATAATAG^AATATCAGTAA^GG^ 

ATGACTTAAAAATAGCATCTTTGGTTTCTAGGTGTTG2 ^ALATATTAGTGCTATCAGTTA 



OTTGTAATTTTTCACTCTCTGACTTCACTGAGCCTGCTCTCACCCCTTCCCTTTTCTACTCTCT^ 



GCAAAATTACTCTTAl^AAACAGG^TAGGAAATCTAGAATC^^ „ TTZ 

AGTGGCTTGAGTGTGCTG' 
TATAACTGGGGANTTAGA 

«ssssss? mow ^^ ««*, 



GGANTTAGAGGACACATCTTGTGTA 



Spp^I™ GAG ^ GOTATCA ^ TCAGAAGGAGTTATCA ^ 

TACCAGAATTTGCCTTTTCATGATGTATACAGGACTTGTTTACATAACCIANGTCTTCaa 

ATCCAGATAACAGAAATGTGGAGAGACCTTGATATCA r^. rAACCANGTCTTCAAGA AGATAAAATTAGGAAGAC 



^AT^TGATTGAGAAAGAAAAAACACATAGACATTGACATTG 

^gtggctaggacagaaagggtgaccctgagagcc^SctS^ 



3TGGTGAATTGAGGAA 
rGGCATTTTAGATTTT 
iACCTTCGGAGCCTCC 
AAGCCACAG CAGAAG 



acgtgggcttgttcatcgtccttatgttagggtgacaaggttcgg; 



' ■ ? ! — -GACTGTGTC. GTTTT „ ^A^^^^^SSSS^^S^ 

rGATGACAGTTTTATGGCATTAGTCCTTG 
rGGGGATATTTCAGCCTGTTTGCANCTGT. 

rTAGAGCCAACCTTGGCCTGGGCAGCTTGi 
VTCCTGGCACAGAGCATGAATTATAATTCM 

:ttctgcttctgacttttcgatgaatcat( 

ITCTATATATAACCACTGAGTGATAAATAi 

pgttgttataaatttgagtgaatatattt: 
latttggatactgttgatttttttcttgti 

?GCAGACATAAAAACAATAAAATCATGTCC 
?GTGAAAAACAGAAAACCAAATNTCCCATC 

^taaagatggaaacaatagatactgggg; 

AAGTATGTTTAATAGTAGCTGGAAGAGTTA^^ 



^AACAAGGAGAATATATCAGGGTAATGAAGAG 
ITTCCTGCACCTGCCTTAGAGCCAACCTTGGC 
'GCTATACCTGGATTATCCTGGCACAGAGCAT 
'TAGGGATTTTGACTCTTCTGCTTCTGACTTT 
.TG AC T CATAGCC ATAT CTATATATAAC CACTi 
GTGATTAATAATTCTGTTGTTATAAATTTGA 
ATAATCTTTATTAGAATTTGGATACTGTTGA' 
AGTGTGGAATACTATGCAGACATAAAAACAA' 
CATAAATGAATTAATGTGAAAAACAGAAAACt 
TGGACACACACAGACATAAAGATGGAAACAA': 
A.CAACTTCCTNTTGGATACTATGTTCACTATC 

- NNAAAA ["TCAATGI , tGO,^^^^^^^^S^^^. 



r™ GGraGTGGcTATAAAGATAGcTAATAATcTTTA ^ 



======= 

CTCTTCTGCTTCTGACTTTTCGATGAATCATGTCTCCTT 

IGAATTTGGATACTGTTGATTTTTTTCTTGTAATTTTAT 
CATGCAGACATAAAAACAATAAAATCATGTCCTTTGTAG 
TAATCTGAAAAACAGAAAACCAAATNTCCCATCTTTTCAC 
" "jACATAAAGATGGAAACAATAGATACTGGGGACTCCGAA 
X3GATACTATGTTCACTATCTGGACAACAGGATCAATAG 
ACCTGCATATGTACTCGCTGAATCTAAACTTTAAATTT 
'TTCTAGAACTTTTTCCACCTCTAAGTTGTCATTATACA 

SSSSESS5S = SS==S52^^^~ 

Fig. 6. C$1 



ITTT'j 
?TGTJ 

:gtcc 



?VCCACTGAGTGATAA 
VTTTGAGTGAATATA 
TGTTGATTTTTTTCT 
^AACAATAAAATCAT 
3AAAACCAAATNTCC 
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TATCCCCTAACC 

■ : rl " . ^ l -' - ,J " CCA ^CAAAG » GO . CA? 3 3 3 3C GGGA i.TGl 3 - j TGA? r G ^SSSSSES 



TCCTTCAGGGGGAAGTTTGCNTTCCACACAAAGG 



TATTTATTCACCTTTACTATTAATGGTATATACAATACfl 

:tctgttgg 
iagtgtgc1 

jGCAGAAAG 

:acttaatt 
x3tttacca 
.ctgccatc 
aaaaatct 
ctcccaga 
gagctgtt 

ATTTTACC 

CATOGACATTAAATCAAATCATAGAGGACAAACAA^TATA^ 



======== 



iNTGGTCAGTGTGCT 
1CTGTTGGCAGAAAG 
TTGTACACTTAATT 
TCTCTTGTTTACCA 
AATGGACTGCCATC 
TTTCACAAAAATCT 
TGTACCCTCCCAGA 



^TTC^TATACTGTAATTGTATCTACCTGCTTGGAGACTCAC<^GAGTGTAGTCACTGTO^^ 

^GGOTTTGGTCATTTTTAAAGTCGTTCAAGTTTAGATTG 



rATATATTTTCACCGAGAGTGGGCACAGTAAAGAGTTCC 

TTACCCTTTGCrTACATATCCCATCACATAGA^ 
TGGaAGTMeCGCCG&CCMTGATTCA^S^^ 

^t^mggmatgaag^^ 

ACAAATAATGCTCGTAGAAACATTT^S 

====== 

Fig. 6.)irV] 
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TAAACGGTTTTCTATGGCATGGGATATGTAAGCAGGGGATAAAGAAATTGTAATAACTCTCAGACTTCTTAGGGAGTTA 

GGAAGCTTCTCAAAAAGACCTATOTAAAAGTAGGAGAGAAAGCCTGGGAACTTTTTACTGTGTCTACCTC^GTGAAAAT 
ACATAGTTGTTTGTCCTCTATAATTTGATTTAATC^^ 

TGCAGTTCTAAAGATAGAAGCAGAAGTAAGGTATAACTGATGGTAAAACAATATAATATCTGTTAATAGTGAGAAACAA 

TCTGTGAGTTCTTTAACCAGTTAAACCTGTGTCAGTGAGCGAATAGCTCTGTGTGGGCAAAAC<^TTTGCTTAAGAGAA 

TCACAGTAACIAAATAGTAGTTCTAAATGAGATAAAAAGTCATAAGAAACATTATGTACCTGATGGAATGTTTCAGGTGA 

AATTGGGTCACTCGACTGGTTGTTCATCCTTACTTAATTCTTAAAATTTTCTGATGGCCTAAGAGTGAAAGTTTCTGAA 

TTTAGCTGATCATATTTTAGGAAAAACACAGGACAAAATTTAAGTTGCTGAATTAAAGTGTCTAGTGTTATCCCTGATT 

TTTAGGCAAGTCCTTATACTTATCTTTTACCTTTAAAGGAGAGTCAGAGATACCTAGCAGAATGGTTAAATAAAAR.GTA 

ATGACIAAGAGCAAATGCTTGCAAGGTTGTGGAGAAACTGGGCCACTCATACATGGATAATGGGAATGTAAAATAGTACA 

GGCACTCTGGAAAAGAGTTTGGCAGTTTCTTAAAAAACTAAA.CATGTAAGTACTACACTATCCAGTAAATGCACTCCTG 

GGCATTTATCCCAGAGAAATAAAGACTTCTGTGTTCACAGAAAAA.CCTGTATGTAAGTGTTTATAGCAGTCTTATTTAT 

AATCGCCTAAAACTGGAAGCAACACAGATGTCCTTCAGTGGGTGAATGATTAAACAAACTGTGGTACATCTACACCACG 

GAATACTACTCAGCAATAAAAGAAACAAACTACTGATACATACAATGATCTAGATGAATCTTGAGAGAATTATGCTGAA 

TGGAAAAAGCCAATCCCCAAGGGTTGCATACTATATGATTCAAATTATATAACATTGTTGAAATGACAAAATTATGAAA 

TGGAAAACAGATTAGTGTAGATTAGTAGTTGCTAGGGATTAAGAAGGGAAGGAATAGGAGGAAACTGGGTGTGGCTATT 

AGAGGGGCAACATGGGAGATCCTGCTGATAATGGAACTGTTTTATATCTTGACCATATCAATGTCAATATATTGGTTGT 

GATATTATTACCATGGGGGAAAACTGGGTAAAAGATACACTGATTTTGTATTATTTTTTATAACTGCATGTGAATCTAC 

AATTATCTCAAAATAAAAAAATAAAAAATAAAGTACAAGAGAGTCAGGGAAAGTTCTATGTAGTTTCTCTTAGATCAGT 
TTOTATTTTTTAAACAGTTACCCATCCGTTTC^ 

CCATTAAGGACAATATCAATCATCAAAGACATCTACAAAGTTTCTGAAATTCTTCATGCAGACTTTCAGGGGACCATTA 

GATCATATTATTTTACCTGTAGGGATATATACAATCAGGCACAAATOTTAGATCTTTAAGAAGCAGTATAGCTGAACTG 

CTGCTTAAATAAGTGGGAGGTTGGTTGAGGTTATTTTCCCCCTATAATTGCTTTTCTTCTGTCCCAGAAGAACCTGTCTi 

GACCAGTCATTAAGCTATTGTTTAGTTCTCA.TTTGGCTTAGGTGGTTCAGGGATCAGCTTAGGGAATAATAGAGGCAAT 

GTAATGAATCTTAGTGGGAATAAAGTGATTGAGAATTTTGGTTTGTTTTTAAGGCTTAGAATATAATATCCATTCTCTA 

GTTCCATGACTGCCCCAATGCAATTCTTTTTGAAATGCTGTAACTTATAGCCTGGGGAGCCTCACCATGTTCTTTTAGT 

TTTTTCCTCTTCTATGTCA.TTGTGCACAGGATCTTCCAGCTTTTGGGTTACCATGTCTTTGAGTTTTCTAGTCTGAATA 

AGATCTCTTTAGAAATCATATTTTTCTGAGAGCTATAGTTGACTATACTTTGTTTTCTGTTGTTTCATAGGATTATCTC 

ACAAATCCTACGGTGAAACCATATGAGGTTCACAGTAACCATATGAGGCGTAGGTATTATCACCTCCATTTTATACAGA 

CTTAAGGAAGCTAAGTAATTTGTCCCTGGTCATGTATGTGACAGAACCAGAATTTGAGTTCAGAAAGCTAACTTCAGAG 

TCTACACAGTTAGCCTCTCTTTATTTTTGTTTTTGTCTTTGTTTTGAGACGGAGTCTCGCTCTGTCATCCATGCTGGAG 

TGCAGTGGCACCATCTTTGCTCACTGCAACCTCTGCTTCCTGGGTTCAAGTGATTCTCCCGCCTCAGCCTCCCTGATAG 

CTGGGACTACAGGTGCACAGTACCATGCCTGGAGTTAGCCTCTCTTTATACAATACAGCATCTTTGAGTTNGGArTGAC 

AGTTCTGTTCTTTCAAGAGACACTTTTTGAGACCTGTCATCTTTTAGGCACTGTGCTGGGTCCTATGGATAAAAAACTA 

CTGAACATGATTCCTGTAACAGAGATGCTCCTAGTTTATTATAAGGACAGATGTTAGGTGCAGTGTGAAAAATAAAATG 

TTAGACAAACAATCTCTTACAGTCTCGAAAATATTCAAATTCAGACTATTTTAGAGACAGCACATCCCTGAGAACAAAA 

TAGTAAA.TAGTCAATTTATTCATTTGTTCATTCACCCAACAAAAATTCTTTTGAGTGTTTGCAATATGTTGGGTGCTAA 

GCTAAGTCTTGGAGATAGAGTGGTAAAGGAAACAGATGAGGTCCTGCCCTTATAGAGCTTATTTACCTTTTAGTGAGGC 

ATTTACTTAATCAAACGTTCATAGAAATAAACAGAAAATTGGAGCTGACAAGCACCGTC^^ 

ACCAGAGGAAATTAATGAGAGAGTTAGTTCTTGTTGGGGCCATATTACCTCAGAGGGAATAGCTCAGAAGTAAATAGGC 
ATTAACTAGGTAAAGAATGGGAGCAGGGGGCAGAGGAGACAAAACCCTGTAGCAGATCAGGGCACTGAAATTCCGAGAA 

ctgaaagaatgccagagagacctcaggagagagaggctgcgggttoggggtggagggtggtaatcatgctaattgaIgc 

^^ GACATCCAGAGGCCAGA ^ GC ^ GG CTTTG(^GTGGTAGTAAGGATATTTAATCCCAAGAAC^ 
* CAC * GAAAATAACTGAG ™^ 

™ GCAAGGTATGCTCGGGAAAGACCAGCAGAGAATTGCT ^ 

GCTGTGGTATAAGGATGGAGGGAAGTGGAGGGGTATCAGATGTAGTTGGGAGGTAAGGGAAGAAATCAGTGATAGATTA 
AACAA f GCCAGGGGAACA ^^ 

GACATTGGAAGCAGATCAGATTTGGAAGGCAGATTTTGAATTCAATTTTGGATATGTTTGGTTTAGGGTGAC 
GGGAGAAAAGAAACATCAAGTAGACACTTAAGTCTGTGTCTGGAGCCTAGAGTCJGAGGTCCAC^CTGGAGA 

A ™ GTCTGGAACCAAGCmAAGGAACTTAATCTCACATCTATG 
GGAAGAATATCACAAAGATAGGTAGAGTra^ 

ATAAAATGCTGCTCAAATAAC*GG1TT^^ 
AG n! A ^ ATGAGGAAAAAGGTAGACTGGAGTCAAGAGT ^^ 

GACAAAACTTATAAGAAGAGAAGAACAGGACATGTAGGATTTGGGGAAGACTTTCTAGATAAGATGGAAGAGACT 

AAGAGAA ^ CACCTACTGGGAATTATATC ^ GG TGTAAGGTTGGAGA^ 
AAG ^ AGG * AAAGGTGTGA ^^ 

GTGTGTGTGTGTGTGTGTGTGTGTATGTGTGTCCATATATATTCAATGTTTAGCTCCCACTTGTGAGAACATCCAG 

Fig. i 
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rGAACATATGCATACATGTGTCTTTATGGTAGJ _ 



TTATATTCCTTTGGGTATAAACCCAATAATGGGGTTGCTGGG' 



^^ ATGGCTGCATAGTATTC ^ TGG ^ 
AGGWGAGTCCATGTCTTTG^^ 

TGGTAGTTCTGACTTAATTTCTCGGAGAAATT 
2AGTGTGTAAGCGTTCCCTTTTATCTGCAACC 
^TAGCCATTCTGACTGGTGTGAGATAGTATCT 



TTGCCAGCAAATTAAAAAAAAAAACAGTATTTTTTGACTrTTTAATC^ 
TAlTGTGGTTTTGATTTGCATTGGCCTAATGAra^^ 
TTCTTCTGAAAAATGTCTGTTCATGTCC1 ~ """"" 

CCTTATAGATGCTGGATATTAGACCTTTGTCAGATGCATAGTTTGCAAATATTTTCTCCCA 




TGCACTTTTCCAACAGTCTTAGC!AA2XTRnr , 2i r»a nn-hnn* r% » mm, ^^^^AGGTCACTCCCACCGTAATAC 

gcatggctcagagggtcctatgccc? 
kgcaaggctgggggaggggctcccgc 

gcctgcctctgtagactacacctctgggggcagggc^ 



ATTGCCCAGGCTTGAG^Sg^ 

TCCCTGTCTGACAGCTTTGAAGAGAGTAGTGGTTCTCcSrr^P^n^^ ^GAATCCTCTGCAGACTTAAATG 
QCAACTQGGTCCCT^CCCCaS 

GTACTCCTCTTAGACAA^CTTCCA^GG^CGATCAGGr^ 

cctctgctgctgatacccagSS^^ 

taagacgaatggctaacS?^^^ 
aactacgtgaccaatgcacaS 
.gaatgaaatgaagtgagaagagaagS™^ 
tatgtgaaaagaccIS^^^ 

tgcagggtattatccaggagaac^ScS 
acaamatactcctcaagaa^ 

ctctacaagccagaagagagtgggggccaI?S^ 

AGCCAAACTAAGCTTCATAAGTGAAGGAGAAA^AAA^ScSScAtS^ 

tctac^gaatatac^tcttctcagS^^ 

Fig. 6. & J 
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^atagaccactagtaagact^^^ 

GATATCACCACTGATTCCACAGAAATACAAACTM™ 

accaaaaacagactctgaaattgaggcaataaSS 

^AATTCTACCAGAGGTACAAGGAGGAGcS 

ccttcctaactcattttctgaggccagc^tcattctSSSSp^ 

AGACCAATATCCCTAATGAACATCAATGCAAAAATCCTCA 

gcttatccaccatgatcaagtctgcttca^ 

^CATATAAACAGAACCAATGACAA^^^ 

agcccttcatgctaaaaactctcaataaatSggta^S^ 

ACCCACAGCCAATATCATACTGAATGGGCAAaIS^^^ 
f^CACC^CTCCTACTCAACATAGTG^^ 

tcaattaggaaaac^ggaaatcaaattgtctto^ 

TGACTTCAAACTATACTACAAGGCTACAGTCA^^ 

^aacagagacctcagaaataatgct^^^ 

^^GATTCCCTAITTAATAAATGGCACT^^ 

cctgcaccttatactaaaattaattcaa^ 

G ^CCTAGGCAATACCATT<^GGACATa1S^ 

aagccaaaattgacaaatgggatctagiS 

GC fCCTACAGAATGGGAGAAAA T TrrTGCCAT™ 
™^ TACTAGAA ^^CAAACAACCCCATcS 
^TTATGCAGCCAAAAGACACATGAAAAAATGC^^^^ 

GAGATACCATCTCACACCAGTTAGAATGGTGATCATGAAAA^OTcI^^^ 
ATAGGACCACTTTTACACTGTTGTTGGGATTGTAAACTGG 

ATCTAGAACTAGAAATACCTTTTGACCCAGCCTTCCCTTACT^rTarnT^ ^ 

aaagacacatgcacacgtatgtttattgaggcSSSScaSa^ 
ctttgtagggacatggatgaagctggaSSS^SSgca^^ 

T TGTCACT(^TAGGTGGGAACTGAACAATGAG^^ 
^GTGGGGGTGTGGGGGAGGGATAGCATTA^ 

acatggcacatgtatacac^tgtaaccaAcctgcaS 
aaaataaaataaaatcatactgtccgccggotgSSS?? 

GT G^GCCTGATCTCAGGAGTTCGAGACCAGC??GGlrr^n^ GTAATCCCAGC ACTTTGGGAGGCTAAGGTGG 

cagttgggcatggcagcatgttcctgtaatc^ 
™gaggttgcagtgagctgagIS^ 

^catactctctgcatacagatag^S™ 
™ctggctaggagttcgagtattgtgt?S^ 

GAA If TTTCAGATAGAAT ^^ 

sctttttctggttggtaggtgttttattactgaScagcSaI 

^ggtgttcattatagtctctgagggtttttt^^^ 
ttgtttatttggatcatctctctttttttttcStcS^ 

AAACCAACTCCTGGATTCATTGATNTTTCAATTTTTTTTGTTTTGCATtto^ 
GTTATTTCCTTTCCTCTGCTAGCTTTTG^ 

attaaaatcttcctaactttttgatgtgagca^ 

Fig. 6.^""' : 
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rrTATTM^TCTAACTAGrcScA^S^ 

tottacat^tataagcaaSSS^ 



3CTCT 
3TTT 



Fig. 6:'c8: 
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CCTTTGCGTTTTTATTTTTAA^^ 

^^CTTGTGGTTTATATAATTTCTATGTTTTATOrr™™^ ^^TSTOTAOGTCTTTCACATACTTATG 

TTACTCATATGCTTTATGGACCTTTTAATTTTCCAGrTT^^^J GTAA CTGTTAGACCAACTTCATTAATTGAAT 

ATACACACACATTGTAATATGTAGTGT^ 
TTTTTTTTTTTTTAAGTAAGAAGT™ 

^gtgccagatatgttaaggtttaggtcSS 
atcaggaaagttttcttgggatgtgtatttggSSgS^ 




CGGTGAAACCCCGTCTCTACTAAAAATACAAAAM^^ 

Fig. 6.;#f 
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GAAAAAAGAGACATCATACCAGAATCTCra^ 

GCTCACGCCTGTAATCCC^GTACrTGGGGAGGCCTAGOTG^^ 
CCAAC^TGGTTAAACCCTGTCTCTACTAJ^ 

^GGTGACAGAGTGAGACCCTGTCTAaS 



:tcca 



TCCCACATCAAAAATCTGGAAAGATTT^TT^^ 
^TACTCAGGAGGCTGAGCCAGAAGaSS^ 

tccagcctgggcaacagagtgagactccatScSa^gS 

AG AGAATAGAGAACTCAGAAATAATACC^CACA^ 

ggaaagcattcc^tacttaataaatggSSSgSSSS^^ 

TTACACCATATACAAAAATTAACTCAAGATGAATTAAAAACTTAAATGT^ 

GCAGGGACATGGTTGGAGTtSaS^^ 
^ATAAGTGGGAGCTGTATGATGA^ 



GTGGOTGTGGAGAGGGAGAGTATCAG^^^ 
TGCAGCAACCACCATGGCACATGTTTACC^GTO^ 

^ggaaaaaacaaaagaaggata^ 

^GGAATAACTAAArTCCCTT^ 



TG 



ATTACTTTTGGTTTTAAAGGCTGTCTTCAATGG^AGT^ 

^gctattttgaacctaaaattcctatcaS 

Fig. 6. : ^t7'' 
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attttc^gttgcatacatttttttcc^t^ 

TATAACCCATTTTGGAAAGAGTAGAaS 
TTAGTAAACACTTTTATGTTAGTTG^S 

atgcttgttgatttaaggSSgaSS 

rcTGCTCAAGTAGAGGGATTATCTGAAAGTACAAAAAG^ 
^TAGCTAAAAATTCTACG^^ 

ATTGGAGTGGGCCCttCACmS^CATCT^ 
ATATTGTGTTAACATTTCCaSS 

taj^gtctatttcagtaatS^ 

^CTCCCAC^GATTGAGTTAAAaS^^ 

cataacatacttctcgatataS^ 

ccttctgttattaatcagttctattcatagtgga^a^J™^™ cccttta aatttcagagtattttctc 

^TCATTACTTTATATrTCTGTO^^ 

tacccaagaagggtaaggtttagta^a^ 
tcttattaataccaaaaatattcg^^ 

^cccc^ttcaggcagctccci^^^ 
cagtggttctcaactgggggcaactttgaccata^ 

GGTGCTACTGCCATCTAGTTGGTAGAaSc^^ 

TCCCAGCAAGGAGTCATCTGTACMAATAS^^Pnn^^ TCCT< 3CAGTGCACGGGACAGCACCTCCTCCCA 

caataacaatttaggatattaatttSS^ 

TTATTTTATAGGAATTGACAAGCTTATTCTAA^ 

aaaaacaacagcaattctacctgacS 
tgaggttttgacataaggatac^caaataaaSggSS 

TTGATTTTTTTCAAGACACCAAAGCAATTAAATAAAGGAATGGATftrrr^ 

tatccatatgggaaaaaaataaatt^c^^ 

CQTAAAAGCAAAGGTAAAACTCTGATAOTCAAGAA^GAAC^ 

Fig. 6.!>1..i 
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CATTCTTCATTGTATTTTTgS 

t^tgtaa^tcatcggtatatttcatctgtgaSSc^gS^ 

^TGAGGGGGAAAAATGCTTGGAGTAGTTAGTCTCGG?^^^^ G ATGAATCTGAGGGAAACAATGCTTGCAGA 

sa^tagttaa^caatatttta™^ 

atgctcctitaaaatgctggaggcatcataaatggSSS 

acaaatgtacacaaatagcaataatcaaataaaa^^ 

taaagattcagccatttcaaagttttaga^ 

actatttctgccaaggatggggattttgaggpS^^ taaactaaag agtccagagaaagcagggaaagtataa 
satttttacattcagaaatgS 

TTTTAGTTCTTCTCTTTGAAGAGCCT^ 
SCCTGAAGGGGGCGGCTCTCCTACAC^GCAaScg^^ 

^TCACKKyVTTTCTCTTCOCT^ 

GCTGTCTAGAGTAGTGCCTTGGACACACAGTAAGGATTTr^^^^ ^ GCTAGGT TTTACCATTTTTGTATCCGTCTGT 

AATAAAATATATCTCATAGAAGGCA^^^ 

CAGAGGCCAACAGTAGTTAATACTCTGTTGAA^ 

ATTTATTTCTTTTAAAGrTACTT GTTAGAAAgSccSca^™ 

atctgacagtaagtcaatattctgaga^?^ 

AACGATTTTCTAGCTAACAGTAAATG^TC^T^o™ CTTATTTTTCCTCAG CTGTAAACTGAATTACCTTTTA 

tataatggtagtcggtgtaatS^ 



GGTTTCATTGTTGTCAAAAATGGTCTTTAAGAATGTTGT^T 

GTTGTATTTC^TGGGAATGGTATTACTTTACAGCTrSrS^n™ ACAATATTA CTTAAGTATCTACAATGGCTT 
ACAAATTCTGCTATTTCITAAACAGTT™^ 



TATGTAAACAAATGTCTGTCTATC^^GAGTACAAATATCT 

.CTTTAC. 

tagacctgaaaggaattctcaaggtcatttSttScS?S 

CTCTGTGAACTTGTAGCAGGGAGCTGAGGCTGGTAarrT^^ GATGAATTTGGG AAGTTGTGGGCACCACGTCA 

actgatgtaacmataagtaaagagaag^^ 

^agaattagatgtaggtcagccaatca?!^^ 

cttaacttctcaattacaaagaaacacS?^^ 

GTTSCCATTTATAAAGAATACTTGAGGTA^S^^ 

actacctatgctgaatatgtcatatgaSSc^ 

AAAGTGGGGATGAAAGGTGAACAAAGTGTTAC^GATTCTcSi?^^ 

Fig. 6.»5^>; 
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gtaatagaaacattaatagctctctatS^ 



tattttaatgttgagatgtgacc^ca^ 

™TCCCAGTAGTGAGCTTGACTcSc^^^^ 
TAGTTCATGAGCCTCCCTCAAA^^ 



CATAATTATAGTCAGAAATTTTACCACCCCTCTCAG^ 

AAATGTGCATGAAATATTTACCAGTATAAAGTATATTTTA^ 

G ACTATGTTCTCAAACTACAGTGGAATTA^^ 

^CTAAATATCATGCTTCCAAATAA^ 

^^gaacctgtcaatatg^ 

^ T ^TCCTGGATTATCraGCTGGGCCCCA^ 

A ^ GAGAA ^ TAGT ^^^^ 




CC T G T ;™^G^ 
" ACCTCAGCCTCCTGGGTAGCTGGGACTAcS^ 

tgcttagctctcacaatgatgctatttactgatga^S™^ ' 

Fig. 6.C 



BNSDOCID: <WO_02074992A2J_> 



WO 02/074992 



PCT/IB02/00S65 



80/375 

AC ™ AGATAArAACCACC ^^^^ 
AGCCA J G r CGGGAGCTOAGGTTO ™^^ 

AGA^TATTCAGGACCTTCACCACTGCCCTATGATAACAAGGCCACCCTCATTACAGTCrrCCAAcS 

C ? CC * AGAAWCTCACC ^^^ 
* C ™ GGAAATCAT ^^^ 
i^ AAATAAGAAATGGCATCTCTTAACATAATTTAAAA ^ 
I AGA Z C * CAAAATGAAGGAA ^^^ 

AG^TAAAATAGTCATGATAAAAACGCTTC^TGAGCAAATCTGAACACCITTAGAATGAATG^ 
™™ GAAAGAGAAGCCCT ^^ 

nr^ AACTAAAAGAAAAAGCraAGTGGATGGGCAGAA ^^^ 
^I A n CC » AAACAACAGAAAAAAAATAAATGGGA ^ 

ATAACAAAAGATCTAGCATTCATGTCATCAGAGTACAGAAAGAGACGAGAAAGAGGGATGGGATGAAAAACTA 

A ^^ CATWCATAATOAAAC ^ TCAAAAATGAAAGACA 
C ^^ ATATAAGAAAATCAATGAAATGGCAGTAGA ^TCTCATC^^ 

^™™ TCTGCTGAAAGATAAGAATOGTGACCT ^^ 

TCAAGACATACTTAGATAAAAACAGATTATCACCAGGAGATCTGCTGTAAAAGAATGGCTAAAGGAAG^ 
^ AA ?™ AAAAAGGAACOTGGAACATCA ^ 

TAAGTGTATGTAGAGAAAATATTTAAGGGAATTATAAGTGTGGAGGGTTAAAGGGACGTTC^ 
TACTOCACTTTAAGTGATAAAATGAC^ 

TA A S AAAA f GOTGTACAAACAAAAAGTA ^ 



™ GCATTATGCTATGGTACACAGGATGGTOTCCTOGA ^ 

™^ tctaatctccaag ™^ 
^ aga ^ gcttttgctagaac ^ tcagtattatgttgac ^^^ 

^ AGAGGAAAATCCGC ^ TT CCCCATTGGATATGCTAATTTTCTTTTGTTTGACT^ 

™™™ TAGAAGCAACTCACTTCAAATATAATGAT ATAGGCAAGTTCAAAATTA^ 

^ AAA ™ AATCACAGAAAAGCAGA ^ TAGTTAT ^^ 
^ ACAAA S AG TACATTATAAAATGGTGTOAAAAGAAA ^ 

GA ^ G f TCGCA ^^ AAACAACCCCCAGAACCAGAA TAGATTCAGAGCAACT^^ 
A ^ GGAAAGAAAAAAGAAAGTGATGTACAGAAA ^^ 

rT AC ^ CAAGAGTAGGTTGCTGTCTATTTACACACCCTGTTAGG TTACAGTTCA 
^^^™ GCATATGCAGACAACAGAGCTGAAAA ^ 

acaaatcttcaattacagttaagactccagcccttctttctcaacaattgatagaacaactaggct™ 

GA I A r AGAAAAA ^ 

aacaattaaatcatacagagtgtttgttctttgaccacagtggaatcaaaccagaaatcaa^S 

AAAATCTGTAAACATTTAGAAACTAAAC^CAACAGAOT^ 

TAAAAAAAAGTTAAGCTTAACAAAAGTACAAATGCACTATAAAATTTGTGGG. 
^! G ™T A ?T ACCAAATACATACATTAAAAAAGA GAAA^ 



3TACAAATGCACTATAAAATTTGTGGGACACAACTAAAGCCATGCCAAGAAAAA 
TAAATTACCAGAAATTAAAATTAATAAATTGATTGATGGTTACTGTAATGATTAAGATAATG^ 



ATCAAAATTATATTAAATATATTT^^ 

Fig. 6.-T-5 
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GCTTGCTCACCTTCCAAGGAT^^ 

taagcctttgaagag^gaS 

TTGCTAAGACA^ 




taatttccagttacaagaaaagaattagatcaa™^^ 

CAAAAATATAACCAAATTGGACTTTTAAGAA^^ 
GGTGTCCAACCACAGGAAAACAgSaS 

tttgaagaatttttaatgtgtgaaaa?gtgaa^?^^™^ ttatgataaaa tgtgaccattaaagttgctgtt 

GTACTAAAATCAAGAGAACATCAACTO^^ 

gaatcagtaaaaatggtcSS 

AMGAACGTATTTCAATAATAA^ 



^C^A^^ 

TTTAAGTCCAGGGTTACTGTTTCAGAGCTGAATTCA^ACATCTP^ftTra^ 

ctttatcattcctactggctttacta^ 



Fig. 6.;7£ 
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^^™ CTTCTGTCTCCOTCTC ^ C ^CTGACTTATGGCAAmcCCTrTAGC^TGTGTTCCGTA^ 
TTCATGTTCAGTCTCACTGTCTCTCCCCTGGT^^ 

™!?!!!!^ 

CTTTATTAAGATGTAAATGACAAATAAATATTGTGTATACTGATGGTATAAACGT^ 
G * G ^ TGATTAAACCAAGC ^^ 

? C * GGAGA ^? GCTA ™^ 

^ TCCCTATGATAAAATGTCACCATOAAAGTOGCT ^ 
GTGGAATGTAGCAGAGCCTAATACCATATAAATACAAAATAC^^ 

CAGAG ^ CTCTG ^^ 

ACCTCGGCCTCCCGAGTAGCTGGGACTACAGGCATGTC 

TCCCAAAGTGCTGGAArrACAGGTGTGAGCCACCGCGnnrnnrpaariaBB^^^^rp,^^^,, 



--c^agg^^^ 

TTACTAATGTTATTCTTTGTAGTAGTGCCAAAGCTTTTCCTTTTGGTAAAGATAAG^ 

TACTTTCTTAAACATTTCCTCTCAGATTTGATGATTTTGTTGTAAACAGGCATGATGAAGGCTTTTT^ 
™^™^ TCATCTGGC ^^ 

TCTAGAATTTrrCATTGTGCTTGGTGCTGTAGCGGTTCTCTCTACCTGGTGCCTGCA^ 

CCA " AGC ^ GCACCCCAGAGCCAGCC ^ A CTGGG^ 
AGCGCCCTGATAAATCTTGCCACAGACAGCAGATTTTACAAAT^^ 




u/uuiuAUAUATUTGGAAAi^GCTGTCTGATACTTTTTTTGCAAGTTGTTAAGCCCT 

A ^ CCAAG ^ ACCAGCACTGGCCAAGG TGCTTTCATAGA^^ 
GGTGGTGGTCTTATTTTTACAGGTGAGGAAACTGAAGCCCAAAGCGTATTTTGCTG^ 

™™™™* ATGTG ^^ 

GAAAGA ! A ^ AAACACACACACAACCCTCACA TGAAA^ 

ATAACTGGCCCTGATGAAGAnTCCTCTCCTCTCTCATCTCTITGCTTATATGCTGTTGTATA^ 
TCCCAATCATATTTCTAATGTAAATGTAACGGAAACACACGGACAGTTTTACGTCCTTA^ 
ACTirTTGCATAGCGCTTCATTCTGCACATAGTlTAGTGTTCCCCCACTGTCATcScA^ 
GAAAAGCAGAAAGAGCACCATAGTCCCTGAACAATCTGGGCAG^^ 

CTTCACTCCTCTACATCTGCTCAAGATGAAAATGGTTGGGACATTATCATTTTGTCCATAG 

r^™ A r GGTATAACTTGGGTGTCCTCCTCCTGCTCTCra ^^ 
GTATATCCACCTAGAATTGGGCCAGAGTGAAGACTAATGCCTA^^ 

CAGGAAACAGAAGCCTGGAGATTGCCTAGTCTCCTGCCCTTTGCAGATTAnraRraar.nA'r^^^.o 



CTGTCAGAGCT 




„ x^ji.i-ii/i.i^iurAATASGATGCCAAGAAAGAAAAGTGAGCAaATTnr'a 
AAGATGCCCACC^GCACTTATCTATTTGGAACCC^^ 

TTTCATGGGGCTTTCCAATATCCTGCTGTGGGGAAGCAAACTGTTTGCACTTCTTGCAAGAGATCTAA^ 
MTTTCCCTCTCTCTCTTTCTCCC^^ 

agtgacaacagcggaccc^gcccttgtaaatgtctgctccttcttcccgctocatctS 

CTCAGCAAGCCCTGTGAGGCAAAGCACCTTCTTcct^ 



oo^^^^utc-TTTGC^GTTCTGTAGCTTCTGTCCTCTTCTTGTGAACTTATGTTCACTAATGTAAA 

ttatgtctttattgactttgtagtgaatacaattgtcagagaggctgcttcaaagaat 
gactcggggctcagcttggcaggaggtgtgatgtctcagagcaagtacagcattttotgaa 

1°^™™^ cccaccagctaaggcctcctgattca gccatctgtaatcccagggtggaccttgaggcagcctata 

~™ C ™ CTCTGCCACT ^^ 

GCTCATCAGACAGCCTGACCACAAATTTCC^ 

Fig. 6.?T' 



<WO_02074992A2J_> 



WO 02/074992 



PCT/IB02/00565 



83 /3 75 



TCCACTTTTCAACCACTTGCCCTCTCTCGTGTAA^ 

CTTTCTGAGTAAAGATTCCACTAAATAGTT^TCCTOT^S™^^ ^ ATAAATGAATG AGTGAATTCCAAGGGTT 



^TATCTGTTGGATAAATGAATGAGTGAATTCCAAG 

:ttgcaaaatgttgtcactccataatcagggatgg 

AGAGAATAACAGATCCTTAGGATGTA^CCCACAC*CCC 

ga^taaacattgacagatgtcgc?^^ 
^tacatgtgaaaggactttagtg^ 

GATGGCTGTTACCAGCAACAATGAGAGCGTGGOTCCT^ 
TTCGCTATAGCTAGGCC^TACTCTCcS?^^ 

ccatcttcaagtcgtg^ggaaS^ 

ATTATTTTTATTTTAGTTTATTArc^ 

atgtagtoatattattttS 
tctcaaagccaaggactitgSaS 



AGC 



cttctctgo^attggot^^ 
cagcccacctctttctttcaS^ 

Fig- 6.>£ 
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"wiTTAAATTCTGAGATTCCAAATGC 
lTGAGCTTGTTAAACATCAAGGTTATA 
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C^CTATGTTTCCCAGGCTCSGTCTCAAACTCCTGlarrT^™™ TGTTGTTGTTGTTC 'GTTGTGGAGATAGAGT 

GCACCTGGCCATACTTACITTTGAG^SSS?^^^ 

TTACTTCTTATAACAATATACTATGTTATAC^ 

TGAGATACTGAAAAGTTTTTTAGGATATAATA^^ 

CCTGAACTCTGCAGCCATCAA(^TATAS^r™° CGCCTCTTGGTAT AATGTTAACATTTCTGGTTAAAC 

cctttgacaaacatcagtg^™^^ 
aatctcagctgaatgggttgaSaS 

GAAAAAGTGTAAATATGACACT^GAGCCgSII^ 

tttaagccatgatgctatt^cag^^ 

aatagctgtattaattgagcatSISSSS^ 

tacaatgaccttatgatgtatatacS™?SSSt™ 

cttctagcatgcctgggggatgacttgctS^ 

^CGCATTTACTCAGATTCTCTAGGGCAAGGT^^ 

GAAACCTGCAGAGCAACTGCCGtSS^ 

AATTGGCCTTGGGTACTCATGTTcS 

^ ccc tcgagatgtggcatgggatggaaaatggagccS 
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™™™ CAATAAAAAAW ^^ 

A^TCTCTAGTTATCTCTTTTATTTTTTGAAOT^ 
CTA^TAGAGTCAGTATCAACAATATCACTGTCTTTCACCTTC^TAC^^^ 



GTAACCATTATTTGTTS 
ACAGTAGGTTTTTTATG 
ATTAATAACTAGGCTATAGGAATTT^^ 



mAATAAGTAGAAGGACCACACTCTAAAGTAATGATAAAAAGTATAGTAAACACATAAATTA 
<j j. A ^^2TTATCATGTATTATGTAGTACACATAATTGTCTGTGCTCTAATTTATATCAATGACMC 
TATGCCAACA^CTACAAACATATAAGTACTOCTTTCCATTATGA^ 



CCA ™ AGAAGTTOTTC ^ 

CTAGAGATGTATATCATCTWGATCAGGC^CTGGGGACCTAAAACAGGAACAATAGC^^^ 



GA £™ CAAA ? A ^ AAAAA ^ 

UVTTTGTCTGATG 



?™™ gaaaaaatacct ^^ 

™ gg ^ gtgtctacaga ^ tataca ^^ j j 



SSSSSS2S52SSSS Z== 



;^»CCTAAATGTTTAA™3 M GAGAGGG^^^ 



VTGGGCCCAGAAGTTGCAGTG 

-CCTAAAGCATTGTACCTCCC*] 
! - ^AGTGGGCGATTTCC . V - ■ ^SSSSSS^GTC, TGG . ... ■ " ■ 



AAAATGATTrrGACACCAATACCMCC^GGOCAAGAAGTCMAAOCTSo^^ 



TATGAAATGGAAAATTGAGGTTCTGTGGGTTGGAACAa 



'TTTGGGACAGTATTATTAGTCTCACTAACAAAGGGCTTGAi 



TGAAAAAAAATCATCAGAACAGAAGAGACAAGGAAGCTGTGTCTTAGAAAAAGAATG' 



AGATCTTCAGTACAAAGTTGTGACCTTGGAATGGAAAGG. 



.GA 
fAC 



3CAGAATCTGTTACAAACTTCTTA 

AGAACAAAATCCCCCACAAGTGAGAGTTAGGAAACACAAAGA^ 



TAACTACAGAGAGCCCAGATTACTGATACTTCTAAAGC^CCTCGCA^ 

CATTCAACCAAGTTTCACAAGATTCCTAAACATAAATATCTTCM " " ^_ CTeTOACAAACTTCTTAGGAGA ^GATAC 



Fig. 



<WO_02074992A2_I_> 



WO 02/074992 



PCT/IB02/00565 , 



ttctccaSS^^^ 

TCTCAATGATGTTGAGCACCT^CaS 
nCACCXMTTTTAAI^^^ 



ctttcagtaccatgctgagtaacagtggtaaaaatc^^^ 

TGTTTCTTCCTTTAGTGTGATACTAGGTATATG^CraTTC*TO 
ATAGGTTTTTGAGGATTTTTACCATAAAGGG^TGTGA^TTTTAT^ 

TCAATATTCATCAGTGATM^GGCT^ 



tttaaaacttgttttgtgacctaacatgtggtSSS 
gtgtattctgcagccattgStgW^ 
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TACCTCCTCTTCATGGCCAATAA.CTCTAAGATCTGCCCTTTTGAGGCTATTTTCTAGATCTTGTAGGCATGCTTTATTC 
TOTTTTATTTTGTCTTCTCTGCCTGTGTATTTGCAAATAGCCTGTCTTCTAGCT 

AATTCTGCTATTAAGAGACTCCAGCTGGGCACAGCACTTTGGGAGGCCAAGGCGGACAGATCACCTGAGTTCAGGAGTT 

TGAGACCAGCCTGGCCAACATGGTGAAACCACGTCTCTACTAAAAATACAAAAATTAGCCAAGTGTGGTGGCGTGTGCC 

TGTAATCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATTGCTTGAACCCTGGAGGCAGAGGTGGCAGTGAGCTGAGATC 
ACACCACTACCCTCC^GCCTGGGTGACAGAGTAAGACTGCM^ 

GAGACTCTGATGTATTCTTCAGTATATCAATTGGATTTTTCAACTCCAGAATTTCTATTTGATTCTTGTTAATTATTTC 

AATCTTTTTGTGAAATTTATCTGATATTATTCTAAATTCCTTCTTTGTATTATCTTGAATTTCTTTGGGTTGACT 

ACAGTTATTTTGAATTCTCTGTCTGAAAGGTCACATATATCTGTTTCCCAGGTTTGGTTTCTCATGCCTTAATTAGATT 

GTTTGGTGAGGTCATGTTTTGCTGGATGGTCTTAATGCTCGTTGATGTTTGTCAGTGTCTGGACATTGAAGAGTTAGGT 

ATTGTCATCTTCACAGTCTGGGATTCTTCATACCCATTCTTCTTGGGAAGACTTTCCAGGTATTCAAAAGTACTTGGGT 

ATTATGATCTAAGCCATATCTGCATCGGGGGTACCACAAACCTAGTAATGCTGTGGTTCTTGCAGAATCATAGAGGTAC 

TGCCTTGGTATTCTTGCATAAGATCCAGAAGAATCATCTGGATTACCAGGGAGAGATTATTGTTCTCTTCCGTTACTTT 

CTCCCAAACACAGAATCTCTCTCTATGTTGAGCTAACCACCTAGGGCTAGGGGTGGGGTGACAGAAGCGTGCCTGTTGC 

ACTGAGACTGCGTTGGGTCAGACTTGAAGCCAGCATAGCACTGGGTCTTGTCCAAGGCCTGCTGTAACCACTATCTGGC 

AAGGCCCTAGATACCTGGCCGTACTTAAGGTACTGTTCACTTAAGGCCCAAGGACTCTTCAGTCAGCTTGTGGTGAATG 

CAGCCAAGTCTGAGACTCATCCCTTCTGGCTCAGGGCAGGTCCAGAAATGCCATTCAAGAGTCAAGCCTTGGAACTGGG 

GACCCCAAGAGTCTGCTTGTTGCCCTAACCCACCATAGCTGAGCTGGTACCTGATTTTTGGTTCTTCTGAAGGTGTGAT 
TTTTGCCTAGATAGTTGTTAC^TTTGGTGTra 

GCTCCOUUIGGAGTAAATATTATTAATAATAAGATCAGCATCCAATTCAAGAACTTAGAGAGTAGGCAAAGCAAATATA 

AAGTATAATAAAAGAAAAATGTGTGTATTAATAATATATAAAACAAAACTGAAAGCCCTGAAAAGACTAATAAATAGGT 

TAACATGGCATGTTTGAGTAAGGAAACCACTGGAAACATTACAGCTACTAGTATATTGGAAATAATCCCTGTACATCTG 

GAACAAGAGAAGAATGACTTCGGGTTCTGCTTATGTTTAATTGGTTGTTCTAGCCAGCATTGTAGGTAA^ 

TAAAAGGTAGATAGAAAAGAGAGAAACCTAATTGTTATTAGTAAAGAGACTTCAT-rGAAAAACTATTAGAAAATAATAC 

AAAAGTTCAGGAAAATTGCTAGATATAAAGTAAACCACCTTTGTGTAACCCAGCAAAAGACAATTAGAAAATTCTGTAA 

ACTACCTTTGTGTAACCCAGCAAAAGACAATTAGAAAATTCAGTTTAAAAGCAGATACCATGAATACAGCAAAAATTAG 

AAACATGTAGTAATAAATCTAACAAAGGATTTTTAGAAATCITTACAAATAAAATTACAAAATT^ 

AAGAAGATGATAAATAGAAAGATATACTATACTTAAAG(^GAATGACTC^GTATCAGAAAGATTTCAATTCTTTCTGTA 

TTCATTTATAAATTCTAATAAGAGCTCACACAAGAGTGGTTTTGTTGGTTGTTTTCAGGAACTTGACAATCTGATCA^ 
CTGATTCCAAAATGTATACAAAGAGCTAAGCGTCARTfaTii !Pira» i.^^ * ™ « ™ 



iTTAGCCCT 



«^u«^ rt i^x^^^TACTGTAAAAGTATAGTGATTAAGACATTGGGATATTGGAGCAGCAATAAATAA^ 
GTTTAGAAATAGACTCATGTGTCCCTAAGGATGTATTACAAATCAGTGTGGTAAGGATACAATAAATGATGCTAGGAGA 
TATAATTATTCACATGGGGAAATAAAATAATAAGTACCCTTTCTTACAACATATAATAATTAAATCCCATGTGGAATGT 
AGGTGTAAAGGTGAAAAGAATAGTAAAGATTTTATGTTTTTTAGAAGAAAATGTATGAAATATCTITPGTGGCCAGTGGG 
CAGGGAAGGATTTCTTAAGACTAAAACCCATTTACGCCTAGTGTTCCATTATTGGAATGCTAAGCATGTGAGAGTTATT 
TATTATCCTACTGCTCAAGATCATCGCCfiAGGCCTGATTGCAAAAATTCAAAAAAATTGCAACCTCAGGCATAAGTGGG 
TTAAAAGACAAACTATAAAGAAAAATAATAATAGGTTGAATATATTAAAACAAACATTITTGA^^^ 

ACAACATTTTTAAAAAACTTCAGAATAGGAGATATTTATAGTATATACAACCAACAAAAATTAATATGCATTTTGTATG 

AAAAAATGGCTGATAAACACACAAATATTTGCTTTAGCTCACTAGTAAT 
TTTATTTCATACCAACCAGTTTTAAGAATTAAAGTGTGAAAGTGCCAAATAAGAATAAATTO^ 

AGTCAGTTTGACTTTACTTAGTAAAGTTAAACATTTGCATATCTTGAAGGAGGAATTCCACTTCTAGG^TATATCTAG 

AAACATGATTGGATGTGTTTGCCAGGGGAC7VTGCACAAGGATGTTTATTCTAGCATTATTTTGAAATAGCATGATACTC 

AAAAATAAAATTCTGTATTTCTATCAACAGAAGAAAGTACAAATAAAAACTGGGATATTTGTGCAATGGACTTACAGCA 

TAGTAGATGAAATGTATAAATTCCATGAGATACATTAACATGGGTAATGTTAATAAATTTAATAAACA^^ 

ACATAAATTTAAGCAAAAACAAAAACAACTTGCTiGAGGGATTAATATTATTTGATGCCATTTCTAGGAAGTT^^ 

ACCAATTGTAGGATTTrTCTGTCAAGGGAGGTAGGGAAGGAGGTAAATGGGCTCAGAGAGG(3AAGGATACACTG^ 

ATTGTACAGATATGTCCTGTGTACCATTCACCCAGTTTCCCCCAATGATTATGCCITCCATTAC 

CATGAATTTGACATTGATCTCATGTGTTTGTGTAGCTCTATGTCATTTTGTTA^TGTGTAGATTTGTGTAATCACCAC 

TTCAATCAAGATTCAGAACAGCCCCAATCACTACAATGATCTCCCTTGTGCTATGCTTTTATAGTCACAGCC^^ 

mGCCACCATATCTAATCCCTGGTAACCACCTAATATGTTCTTC^TCTCTATAAAATATTGTCTTT^ 

TAAACTATTCACCTATTGTGGGACATTTTAGTCTTTTCAATTTTTGGCTACTACAAACAACTGC^ 
CGATCATAATTCTTTTTCTCTGGGATAAATGCTXCAGAGTGAATTATGGGGTCATATGGTAAATGCATAT^ 

TTGTTGTTCCCTTAATGACATGTGAGAGATCCAGTTCTCTCCA^ 
TTTAGCAGTTCAAAGAGGTGTGTAGTGATGTCTTATCATAGTC 



ITAGTT 

Fig. 6.;|\'i 
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AACCACAGCCCCC^^S 
CCTATC^TAGGTAGATATCTTGA^ 

GTCTTTTTGCCATTTTCAAATTGGATTGT^TGTTCTATTAGT^ 
TATAAGTCCTCTATAATATTTGTTT^^ 
CATTCACAAAACAA^GTTTTTAATT^^ 

TAATTCTAPr irno, ^.„_^ GTCCT ^^ mm CTCCTGTCTTCTAGAAGTTTTaT a r ! ^^^n,^ 
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CTGTTTTAAAGCATTTCCCACAGT^ 

TTAATTGAAGCAATTTAAATTTACATATCCTACTGAGCCACOT 
TTTATAGATTACAAAGTTACAAAC^GTTGGT^^ 

AATGATTAGAGGGAATTTATTAAAAAATTGACTAAGGCGGTCCCCCTCCCTCTATACTATGTCAGCTCACAGCGGGATG 
TCTCCAACATTTATTGTCTGTTTAACTCATTTTTGGCATACAACTATTATGCAACTGTTTCAAATATTAATAGCTCCTC 
TCCACAGCTAAACTGTGATCTTGATTTTATACCAGCCCTAATAGTGTC^ 

AAGACGAAGAATTTGAGGTCATTGTCCTGAGAGGTCATGTTTAGTTACATAGCAGGGAATGGTTATATAGGATTACAAC 
TGTCTTATTTGAATAATTTACTGCAGCCCTTTGAATGTGTAT^ 

GATGTTCCCGTGTATTGTTCAAGGCATGGATTTTTATTGGACATACTGGTTGCAAGTGATGATAATCCAACTTAAATGG 
ATCCTATCATTGAAAATTCTAGGGTTAGATCTGGATCCCAGGCTAGAAA^ 
GCAGAGCTCAGTTTTTCTCTTTATTGGCTTCATTCAAGTAGACT^ 
TGCCACAAAGTTTATATCTTATTGTTTCAGCAAC^ 

AGGATTGCATCTCACAAGACTGATGCAGGTCATATGACCCCAATTGAACTAATCACTATAGCTAGGACAGTGTCGTGCA 
CCAAGACTGCCTGAGATGAGAGATGAGAAGTGTGGATTCACCAAGGAAGATCATGCTGTCACTATCAGAAAATGGAAGA 
ATGAATCTGTTCTCCCCACCCAACAAAAATACATAGT^^ 

CTTTTTCTTTTATGCGTGAACACACATTTTCTTTCCTCTGTAACAAACTTCTACCTTTAACATTCC 

GCATTCTCCATGTGAACAGTAAGAATAATGAGAGATCAGCGAAGAAAGCAAACCTTAACCCCTGTTCCTGCCAGAACTA 
AGGGTTTCAACTGACATCTTCTAGAGTTTATGCCAAAGCCTACCTAT^ 

TCCTAAGCTGCACTTCACTTTAGGCTGCCAAATGATTTTAGAAAACTCCTCAATGAAGATTGTGTAAACAAAATAGTGG 
TTGAGACCTTTACTTATGTCATCATATTCAT^ 

AAACATCATTGTGTCAAAGATC^TGGAATACTTTTGTAATATTGAAAGAAGGCCCAGCTTCTCCT^ 

ATGTCAACCTCAGTTAAAATCAGTAGTCCACAGTTGTTTTTGCCAAAACAAGAATGAATTACATTGGTGGTGAAAGTCC 

CTCTTCTAGTGGCAGAGAGAGAATCTAGAATAATTCACCCACTCC^^ 

ACTAGAATAAGTTTCCACTTTGCAAAGGACATCACATTTGCCCAC 

TTGTTTTTTCTTCAGAACCTCTAGTCTAGTAATTTTATTGAATGATTTCTTCAAAAACT 

AAAACTCATTTGAAAATCAATAAAGCCCTCAAGATGTTTTTAAAGAGTTT^ 

AAATCATTGTTTTTTAAAATTGAATTTAAGCCCT 

AATCCCAGTTGTAATCCAGCACAGCCTCCCAGATGCTTGTTGCCCTA^ 

GTGTTATGTGGTCAGCACTATCCAAACAATTAATGTGATTGAGTGAAAATGCCCCTTCAGCAGAAATAGTTTCTTCTGT 
GAGGAGGCTAAACTGCCATTAGAATGAAGAAGAGTTATGTAAGACTATTTTTTATCCAAACTGATTGGGCTGAATTCCA 
GATTTCTCTAATGAAACCTTGCTGAATAACTGCTATGCTTGCAGCTGTGGAAGT^ 

CCAATTGATCTACTACTTCTAAACTGCAGTTCTAAAAGCTAAACCCAAGTGATTGTTCAAAGAAACTGATTGTACAGGA 

ATTTACTTTTGATGATAGTAAGTGGGCCAGAATCTAGGACATGAACAT^ 

CTGTCTTGATAGCATGGAGTTTTCCATTGGCATTTGGCAAAT^ 

TTAAGGATGATGATACTTATATTTTCCTAGGTTCTCTGAAATATTCTGAAAACTAGTTCAA.GATTTAAATATTTTTCT^ 
TTATTCTTTAGCGTAAAAAACTTTAGCAATCTTTAAGAACATTGTGATCAAGCATOTTAGGCTAATCTCAGGATAAAAC 
ATTGTGACTGACAAAAACAATGCTTTATAAGAAAAATAGATATGTTAACCTTGTGAGAGGAATGACTTGATCTTGTGGT 
TGTCGTTTTAAAATGCAAATAATACATCATAAGCT 

AGTTCTGAAGTGAATATATTGAAGTGCCAGGATGTTTATTTTTTATGAATGGTGAGCCACATATACTTCTACTATTAAA 
TTATAGTCTTACAGTGTCTCAAAATTTTCAGCTTTCCAATGCTTGGCTTCTTATTACGTGCAGAAAGAAGAGAATATTG 
ATATTTCAAAATCTAGATGTATCAGCAGACTTATATTGAAA.TTGTTTTAAATTGATCCCTAACTATTCTTAGTTCCCAG 
CCGTTACCTTATATATTGCTGCATAACAAATGCCCTAAAATTTAATGGCTTAAAACCATAGCCATTCTCACTATTTGTC 
ATGATTCTTTAATCTGACATGGGCCCAGCTGGGTAGTTTTGTGGCTGGCAGTCACTCACGGCTGTATTTAGCAGGCAGG 
TTTGCAGTGAGCTGGAGCTAGGCTCAGTTGGGATGCTGGGATGACTTCTCGCTCTCTGTATAGTTTCTGGGCCTCTCTC 
TTTTCACATAGTCATTCCATGTGGCTTTTTGTTTTTTTGTTTTTTGTTTTTTGTTTTTTT^ 

ACAGCAGCTCAGGGTACCCAAAAATACAAAAATAAAAATTTCCAGGCCTTCTTAATCCTTAAACCCAGAATTGGCACAG 
CTTGCTTTTGCAGCATTCTATTTATTGGTTAAAGGAAGTCACAGTGCCAACCCAGATTCAAGGAGAGAGGAGGATACAA 
GGATGTGAATGCTGGGAAGCACAGCTC^TTGGGGGGCACCCAAGTAATCATCTCCTGCATGATCATTTATTGATTC^TT 
CAAATGGCATGTGATATTTCTCTGTTCATTATGAGAAATACTAGTTACCCATATACTCTGTTGTGTCGTGGATAGATGG 
ATTTAGTTAGACCTAGTTCCTATTAGTAGGGCTTTGCATAGCCTTTGCTAATCTCTGAAAAATATCTTCTGTATATCAA 
GCAGACATGACCTTGATTTGCAGAGGTGACAGTTTATGAGGAGAGGCAGATATAATCAAATAACTAAATAAATATATGT 
GTTCATGTGTGTGTTTATAGTTATAAACTATATTATAAATGGTAGAGGGAAAGTATAGGGTGCCACGAGAGTACATGAA 
TATTAGGAAAGGGAAGTCAGGATAATATTCCCTGAGAAAGAGATGTGTGTTTGAATTATTTAAAGGGCAAGGAGAGTAG 
AGTAGAAGAGTAAAGTGATGGGCAATGGGAGAGATGCATTCCAGCAGGCGACCTTGAGGTGCGAGAGAGCATGACATTG 
AGGGGAGAAGGGTGTTTGAGGAAATGAATGTAGACAATGTGATTATAGTGCAGGAAGTTAGGGAAAAAGTGATGTGACG 
TGCGACTGCAATGAAAAAATGGGAGCCAGAGCACATAGGGACTTACTGGCTATGATAAGAATTTGTAAGAACAATAGAA 
TAGCACTGAAATATTTAAGAGATCAGCTGAAGATCATGGCAAATAACAAGACTGACAATTTGTAAAAATAAATCTATCC 
TTTGTGTGGAGAACCAATTTAAGAGGCCAAGAGTGAATGTGCAAAGACTAATTAGGAGGTTTTTACAAAAGTAAAACCC 
TTCCTTCCTTCTTTCCTTCGTTCCTTCCTCCCTCCCTCCCTCCCTCCTTCCCTTTCCTCCCTCCCTCCCTCTCTCCCCC 
TTCCTCCTTTCCTCTCCTCCTCCCTTCCCTCCCTTCTACCCTTCCTCTCCTCCTCCCTTCCCTCCCTTCTACCCTTATT 
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CCACAAGGCCCATAATAAACATATGAAATGTTTACTT™^ 

TACCACTATACA.TTTATGAGAATGGCTiUU^TGAAAAAGACTAACTATGCCATGTATTAGCAR- -ATAGATATGGAGCA 

ATTATAACTCTGGTAATGGAAATGGCATACCCAACTCGGAAAACGTTCAGTATCCCTTAAAGAGTTGAATGTACATCTA 
CCCTATGATCTAT^^ 

CAAGAATAAACACGTATCATTTCAATTTCTGGGGAATCAGTAATTCAGATGAGGGTTTAGGTGGTTTGGACTCA^ 

TTTCATGAGATTTCAGGTAATATGTTGGCCAGGTCTCCAGTCCCCTGAAAGCTTGACTGGGGCTGGAGGCTCTGCTTCC 

AATACAGGTTACTC^TATGACTAACAAATTGAGGATGACAGTTGGCCAGAGACCTCAGTTCCTTGCCATGTGGATCCCA 

TATAGTGCTGCGTGAGTGTCCTCCTGGAAGCTGACGTGCCCTGGAGTGAATGATTCAATAGAGAGCAAGGTGGAAGCTT 

T1ATGACCTCACTTCAAAAGTCATACTCCATAGTTTTGTGAAATATCCTATTAATTTCATAAATTAGTCCTATTGAGTG 

TATGATGTATGTATGTGCGGGGAGAAGGGTGTGGCTATGCAAGAGCATTGAGATAAGGAAGCAAGGACTATTGCATGCT 

GTTTTTGGAGTCTGGCTACCACACAGGTATTTATCCCAGGGAAATGGAATGAAAGTCCCTCAAAACCTTGTACAAGAA^ 

GTTCATAGCAGCTTTATTTATAATAGCCAAACTAGGTAACAGCCCGGATGTTCACAGGAGTCTGGATAAACAAACTGTA 

GTATATTCACACATTGGAAATGCCTCAGTGATAAAAGAGAACTACTAATGAATGCAATAAAGTTAATAAATITCAGAAA 

TATTATTCTGAGTGAAAGAAGAAAAAGATAATATATACCATATTAXTCGACTTGTATGCAATCCTAGAACAGGCAGAAC 

TGTAGGTGATAGAAATCCTATGTGTCATTGCTTCTCACAGGGATAGTAGGCAGATTTACTGGGAGTGGGTAAAAGGAAA 

CTTTTGGGGTAATGGAAATATTCCATCAAATTTATCAAAATCAACTCAACAGTACACTTATGTTCTGA^ 

AAATTATACCCTGATAAAAAATACAAGGCATAATCCAAGGAACATGAAAGACAAATAAGCCATATAATTGATAAGAGAG 

AAATTAATACAGAAGGGAAAATATTATVAAGGAGAAACTAAGGTACATATATTTTTCTVAATAAGTAAACACA^ 

GTAGATAATTTTAATAATATCTTATTTTTATATTTATAATCTCC^CTTCTGGAATAATTGTTGATTTATTTTATTT 
TGTACTTCCCAGTCTTTTTTCATGCATTTAAAAAAT^ 

TTTGTGTGTGTAAATGTGTGTGTGTATGTGTGGTTGGCCTTACAGTATAAA(^GTCCTCCAAATTATTAAAGACTATTT 

TTAAGCATCACTTTCAATTGTTATATTCCATTGTAAGACTATTTATAATTTATGTAACCGTTCTGTTACTGATAGACCT 

TTAGGTTGTTTCTCATTATTTAAATAATGCAGTGGAGTTGTTCATAAAGGGTGATCTTTAGTGTTGAGGA^ 

TGGGCTAGGGTTTCCAAAACGTTCTAGATCAAAGAATATGTTTCACATTTTCATATTGCTTTCTACA^ 

TTATACACATTTACCAGTAGTCTATTAAAGGACTTATTTTAATAGGTAAGTGAAGTAGGTATTTCACTATGCTTTGATA 

AGCA ™ GTGAA ^^ 

ATAGCATTTTAAATATCAATTGAAGGCAAAGATGGGGAAGGTTTTTTCTGCAATGTTCATGG 

TTCCATGTCAACCTCATGGAATTGTAAGTCATTTAGTATAAAAGCTTAGAGCAGTTGTTCTCAGTCTTGGCTGCACAAT 
AGGATCACCTGAGGGAGAATGTAAAAATCTCCAATATCT^^ 

GAACTCAGGCATCAGTAGTTTCTAAAAGTCCCCAGGTGATTACAATCTGTAAGCAAAATGTGAAACCAGTGGTATAGAG 

TGAGGTGAAATGGGATAGGTTGCCATTAGAGATGAAACAGAAGAGATGAAGACCATATGTAGCAAGACACAA^ 

GGATAAATTGTATACTTCCTGGGCAAATTAGCA^ 

ACCTTTTTGATGCACTCATGCAGTGTGCATTACTCCCAACCAACAACTAGCACCTGATCTTGTGGACAGGCTGCAAiS^ 

AACCGCCCCC^CTGCCACCCACAAGCCTGGAGACCTGGGAGTTTTTTCTCCACACCCCCAGGACA 

TGATTGCTGATGATATGATATAAGTAATCCAGCTTCCTCTTTCCTAATCAAGATAATTCTGACATGTGAACTATACTAG 

TCCATTCAAGTAGCCAATATGCAAACTTTGCCTTGTTATCTAGGACAAGATGAGCTTGTGCCAGAACATAAATCTGTAT 

GCTGCTTCCTTCACAAAGAAATGTTTCTATGAAAGAAAGGTCAGCTGAAGTAAATAGTGGACTTACTGACTTAGCTG^ 

AGCATCTTATTTCATCATGGACCAGTGACACAGACCAAGGATCTGCAAACCACACTTTGCGTGCTCTGCAGCAGTGAAC 

TCATJITTAAAATATCCTTTTCTTGCCATATCTAAGGTCCCGGCCTTAGTITAGATGCCCATTAGTTTTGAGGT^ 

ACCACTGGTTTGCATTTCAAAACGTAACTCAAGAACCATGCCAATATTTCAATGGAGATGGTAGCTTCCTCAGAATTTG 

TAAACTGAAATTCTCTTTGTGAGATATGTGTTATTTACTGTAGACTTCATAGCTCATAGACTGATTCTAAATTATATTT 

GTAAGGTAACTTAGGTGTATCCCACNTATCTGACGTGGAGCAAGTATTGAAAACTTTCTGGTGCTCAGTTTTCTCACTT 

OTGAATGAGGAAAATGAACTACATTATTCCTAAGGTCTCTTTCAGTTCTAAAATGTTATGTTCAACA^ 

ATTATGTCAGTGAAACAAACATAAAACAGATTATTCCAGTAGCAATTGTCACTTCTCAAAACAAATT^ 

ACATCTATTGTAACAACAATTCTCCAGGAAGCTAACCTTTGCCTOTTTTTCATAAGGATATO 

TGCTTTCGAAATGGGTAACCATCTAATTAGGTTGATAAGGTCAACATGCAGGAGCTO 

GCTGTATATGCTATTTTATTAATGCTGTGTCATGTATGGGTTTTTCGAAGGTAATTTGAAAATACAGAGA^ 
TAT^GAGGGTGCTTTTAGAAGAGGTGGATATGTTTATAAAATTAAATAGTAATTTAATAACAC^^^ 

agaattcaccagtatacatggttcatagagagggtttgtggcactgaatgagttttattttccctgatS^ 

ATGTAAATGCATTTTGGTGTGATCTTGTGGATCAAGAAAGATGATTTTAACATATGTAAATC^^ 

TGTCACATCTTGTCCCCAAACAACCCTAAAATAGTTCAATATT^TAGACTCTTT^ 

AAATGTGGACTTCACAGTCATATCACAGACTTTCCATTTGAAATGATTCTCAATTCCATTC^ 

TOTTGAATCCTCATAAAAACATGGGGAATTAGGACATCTGTGTGGCATTTTTAAAATTTATTCTTTTW 

GAGGTATAATACACAGATAGGAAAGTATATTGATCTTAAGTATACAACCCAATGAATTTTTACATATG 

ATAACTACCACTT<3AACCAAGATATAAAGC^GATTTAAAAAA 

TTAGAAGTTACCACCATTTTGACTTCAAGCACCATAACTTGATTTTGCCTGTTCTTGTTCTTCATAGAAATGGAA^ 

accttatatttgctttcttttgctcaatat^^ 

CATTAGCTTCATTTTTACTGTGATGTAATACTCTATGGAGATTTCATT1TACTCTTGATAGATCTTTATTTTCMTTTT 
CAGTTATGAATGTCTGTTGTGATTTTTGATG^ 
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CAAAACAATGTGATAGCAGAGAGTTCTAGTCAGATAATTTC 

ATCTTTAGAGAAAGTAGTTTAAGTGTGGAAGGAGTAAAACTTGCTTGCATTGGGTTGAGGGGTAGACAGTGGGAATAAG 

GAGGTAAAGAAAGATAACAGACATTTTTTTTraAATAGCTTGATTTTGAAGAGAAAGAGAATGATATCTTGAGGAGGGA 

GAACATAGGGTTATAAGGATAATTTACTTTTTACAAGAGGAGAGACTCAAGAGAGTATTTAGATCTTGAGGGGAGAGAA 

CCAGTTAGAACTAGAGCAGATGGAGGAGGAAAGACAGGCATAGGTAGAAGACAGGACTCCTCATAGGAGGAGAAACACC 

TCACTCATCCTCTCAGACAGCGGGAAAGGAGGTAAGGGAGAGTAAGCTGGGTGAGGAAGGAAGCTGAGGCATAATTTTT 

GATGGGATGTTCAGAGAGACATTAAGAGGCTCAAATAGTTGAAAGGGTACAAAGCTGGTTGAAACTAAACCTAGGTAAA 

GAGCCCTATTGTTAACTTACTATTTTAAAAATATTTTTC 

TCTTTCTTTTTTTTTTTT^^ 

GCTCACTGCAGGCTCCGCCCCCTGGGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGC 

CCGCCACCTCGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCATCTTGTTAGCCAGGATGGTCTCGATCT 

CCTGACCTCGTGATCCACCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACTGCGCCCGGCCTGTGAC 

AGCTTTTTCCACCCATATTGCATTTATTTTCTAACTTATAATAATATGAACCTATTTTGTAGATTGAGCTCCTGTTGGT 

CCTATAAAACCCAAATCTCTTGCTTGCTGATTCAGTTGTT^ 

CGGAAACTAGCACAGGCAGGGAGGCCTCAACACCTAATTTATTTCCT^^ 

TAGACACCATTACTAGATCTGAAAGAAAGAGGTAAGTTAATTGACACCCAAATGGAGGATGAAAATAGTAGAGTCAGGA 

AGAGAGAACTTAATTTTAGCCATCTGTTTTCCAACTTGGCTTTTCTCAGTCTATAGATTCCCAAAAACAAAGTCTAACA 

TTGGGTACGAAATAGCAAACTTGAGCACTGAAAAACAAACAAATGAGAAAGCAATCT^ 

TAGCACTTTTGTATGTCCTCTGAAGTAAGAAGAGATGAGTAACTTTTC 

TTTTAAGTATTTTTTCTAAGTGTTGAAAATTTGAGAAGCCAAGA 

TACCTAAATATAACTACTAATATTTTGCTAACTTTTTCAGTCTTTTCTCTGTGCATAACTTTTTATAGGATAATATTAC 

ACATACAACTTTAATCCTGCCTTTTTCACTTAATAT^ 

ATATATGATTTTAATTACATAGTACATC^^ 

ATTGTTTCCAGATTTTCATTATTTTAAGTAG^ 

ACTTCCTGAATTATGATATAAAAGTGTATAATACCATTAAAGCTTTTGGTACTTATTATCAAATTCCTATCCAAAGA 
TATGTCATTTGGAAAGTTGATCAGCAATATATGAAATGCATATC 

TTAAAAGTAAAATAATTTTTAAGCAAGACAAATCTTGAGATTTTAATTTTCATTTTATTAATAGTGAGATTGAATATAC 
C C CAT ATTTTG ATATAATTTTATTTC CAATTTTG CAAAATTTCTACTTATTAATTAAAACATTCATTTTTGTAGATTTA 
TACCTCTAATTTTTAACATATTTTGTAAATGGTAC^ 

TAATGAATTGCTTTCAAACTTAAATATATATATATTTTTTGAGATGGAGTCTCACTCTGCCACCCAGCCTGGAGTGCAA 

TGGTGCAATCTCAGCTCACTGCAACCTCTGCCTCCTGAGTTCAAGCGATTCTCCTGCCTCAGCCTCTTGAGTAGCTGGG 

TTACAGGTGCCTGCCACCATGCCCAGCTAATTTTTGTATTTTTTTTTAATGGAGACAGAGTTTCACCATGT^ 

CTGGTCTCACACTCCTGACCTCAGGTGATCCACCTGCCTTGGTCTCCCAAAGTGCTGGGATGACAGGCACGAGCCACTG 

TGCCTGGTAGAAGTTATATTTTTTAATCATACAACTTGCAGTATGGAAGAGACTTTACAATGTACCTTATTCAACCCTG 

TATTATTAGTTTGTTTTCATACTGCTATAAAGAACTGCTCAAGACTGGGCAATTTATAAAGGTAAGAGGTTTAATTGGC 

TTACAGTTCTGCATGGCTGGGGAGGTCTCAGGAAACTTACAATCATGTTGAAAGGCGAAGGGGAAGCAAGACACCTTCT 

TCACAAGGAGGCAGGAAGGAGAATGAACACAGGAGGAACTACCAAATACTTATAAAACCATCAGATCTCATGAGAACTC 

ACCCACTATCATGAGATOVGCATGGGGAAAACAGCCTCCATGATTCCATTACCTCCATTTGGTTTCTCCCTTGTCACGT 

GGGGATTATGGGGATTATAATTCAAGACGAGATTTTGGGTAGGGACACAGCCAAACCATATCAATGCCCCAGTTGAAGA 

AGCAAAGATTAAACCC^TAAAACAATTATTGAAAAAAAAATGTTAGCTAGTAGATGAGTTTGTGGTACAACATACTTTT 

TGTTATTGGACCTCAGAGTCAGTAGAAATCTATGTGACTTGGCGCAGTAGGGGAAGTTGTTATTAGAAAGAAGGGCTTT 

TGTTGGACTTTGAATAGGAAGAGTTCTGTAAAATGAAGAGAACAAAAATTAAAGGGCATGT^ATCTAAGGCCAAGAGGTA 

GAAATGGATGTGTCTCAGGTGCGGCAGAGATGAGACCAGCCTGGAGGGTAGAGGGCTGGTGTTGGGAGATACAGTGTGA 

GGTAAGGCCA^TTAAGCATGCAAATCACAGATCACTTGACTCTTCTAGTTGAAAC^CA.TCACTCTGGAGTTCCTACTG 

AGCATAAGCTACAACCTGATTATATAAAGCCATCCTTGTGGTTACAGGTAGATTGCACTGACTTTGGCAAGTTTCAAGA 

TGTTAAACTGTGCTGGGAAGACTACAAGATGGGTTGACAGATAAAACTAGTTTTAGGAAAATGCATGCACAGGGCAATA 

TTATCAGCTAGCCACAGCAATGGCCATGGAATACAGGGTCCTCTCATTATTGTGTTGTCCCAGGCAGTTCTATGACCTT 

AGGCAGACTACTTATGTTCCCTATACTTCAATTACCCTATTTGTACTCTACGTTCTTTCTAAATCTCAGATTCTATAGC 

CTCTAGCAGGAGCTCAGATAAAGCATAGCTTCAGATAAACAGCACTCTAGAGAAAAGAGAGAAAATGTAAATAGCAGGA 

AATCTCTATTGTCATCTTTAGATCTGGAATAAGAAGTCCTTTCTTTTAATTCACAATTTTAGAAGGTATGAGGAGATAT 

CCAGAACTTTCTTCCCTTGTTTCTGCTACC^TGTAGCAGAGGGCCAACTGAAGCAGATGTTCAGATTATCTATCTTAC 

GTGTGTAGAGGGCAAATTAGTGGACATTTAAGAGCCCAAGGCAATAATTCAACCATTCCCATGAAAAATCTGTTATTCC 

ATCCTTGTATGTTTCTTTTCTTTTAACTTTTTGAGTATTTAATTCTTGTGTTGCCTCCTCCTAATTTCCTTCCTGCAGA 

TACTTTGGTGAGTAAACCTTGATAAATTAAGCCTGTTTTTATTATATTCCTTTGGAGTTGTCTTTGATTGTGATCAAGC 

TTCTCTTTTTATACATGCCACATGTATTCATTCTTCATTTAGATGAGAATCTAATCAAGGGAATAAACTGCCAAGTTTG 

GTTTCATTTATGCAACCCTAGAAAAATATATCTTTTGATGAGTTGGAGACAACAGTAAGTTAGAGACAGAGCTAATCCA 

TTACACCTTGATCACTCAGAGGCAACTGTACCCAAACAATTCTTTCCCTTTGCATCAAGAAAGTTTGTTGTTTATCTGA 

GAGCTTAGTACTGTGCCTGGCACATATAAGGTGCTCAATAAACTTTTTAAAACCAATGCATCTGAGTGGCTTTATAATT 

CAGCAGTTACTGTATGAACTGACTTACTATGTAGAAGAAAAAAGTATTAGTTCAAAAAGAGGAGATTAAAGAATTCTTC 

TTACATATATAAAACATGTCCTGTTCAGTAGCTTCTCTAATATTTTGTGGATGATTGGAATCCCTTTTCACTCATATTT 
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™gaaa. TC caa W3 aaaatgttcgaaat^^ 
tttcattgtgaaaatttaaggcatacaaaag^Sgaaaaaa 
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GTGGTTAAACTATGTGAGTGTTCTCTTrc^ 
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aatgatttttgaagtctaataatS 

^tcattttcttcctaccagt^^ 
tccttottctttt™^ 

GGGTATCTGGCACATTCTTTCATAATGAATTTaaarr^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^^TA 
CCCATCTGGTGAAATTTI^^ 

cttggtaaactaaagtgattttattcttaag^^ 
gaagcagtcagtgacctaa^agcgaS^^^ 
gg cagccaaaaaataaatttagaaaagatggtac^tt^ 




Sa^gS 

agttttagagatttcactcctttggtccttatacctg^gttc 
ttactgaatggctactgtgtgttaggctctgagtSccS^^ 
^ataactaaatttataatttttacaS 
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CTATGATTAATATTTTAAAGGTTCTAAAGGAAAAGGTTGACCACATGTGAGATCAGATAGGTAATTTCAGAGGAGATAT 
GGAT^CTAAGAAAAATCAAATGGAAATGCTAGAAATTAAAAACATAGTCAAAGAGATTAAAAAATGT 
TAGTAGACGTGAGACAGCTAAGGAAATAATCACTGGACTTGAAAATAAGTC^ 
GTGGAAATAAAAGGGAGAAAGAAAGAACATAACAGAGCATCCAAGAACT^ 

CATAATTGAAATGACAGAAGGAGAGGAAAGAGAAAAAGAGGCAG^GAAATGTTTGAAGAAAAAAATCGCTGAAAAAAT 

TTCCAAAATTGATGATGGACA.CCAAATCACAGACTCAAAATCTCCAAGTATATCAAGCAAGATATATACCA 

ACACACGTGC^GAGTCATGTTATATTGAAATTGCT^ 

GGGAATGATAAATTACCTAAAGAGAAGTAAGGATAAGAATTACAGCAAATTTCTCCTCAGAAATGTTGTGAGCAAGAAG 

AAAAAGGAATGACATCTTTAAAGTATTGAAAGAAAAACAAAACCCAGTAACCCAGAATTCTATGCCCAATAATAAT^ 

GTTAAAACAGGAATTTAAATTTTTCTGACTGAACTTTTTAGGTTCCTATTCTGTCTGATGTCCCCAAAGTA 
CTATATCCTCATTTTATTTTGTCTTC^ 

TCTATTGCCTCAGAGGGTTAGTCAATTGCCTCCTCCCTCTATAGGCTCAATTGCAATTTAGCTAATCTCTCTTCTATTT 
CTCCTTTTTACCTTAGTTTATGAACTO^ 

TCTAGTATTTATATTTTTCTTTCTAGTAGTTATTGCTATTTCCTTCTGAGAC 

CCAAGATTCAGTCATTGGCCCATGTAATATTTTAAGGTATGAAGACACCTGAAAGATCATAAGATATCTCCTTTCATGT 
CTTAACTATCTTCTATTTGATTATCTCTCAATTTC 

AAGTGCTTGCTGGACATTCATAACATCTACACAACATTTCCCAAACTAGATGCATCCATTATTCT^ 
CATACTGCTACATATCCTAAATATTTTCTATTATATTTACTGCCTCAGCTATCCAGTTGCCTAAGGCAGAGCCCTGGGA 
ACCTTCCTCAGCTCCAGACTCATCATCCCTCCCAACATCTAAACAAGCAACAAGTGTTACTGCATGTAT^ 
ATATTTCTGAGTCCTCATCTCAGCTTGACTTCCCTTT^ 

TGGTTCTCATTAAAATATACCACAGTAGTGATAAGTAGTAAAATTATATATGGAAGCTGCTGACTGTTGCTCCATTAGC 
TGTTTCTGTGGCAACTCTATTTTTTCCTATO 

GATTACAGTTTAAGATAGCCTTTAAATACTAAATTCATATTAAGGTGGATCTGATTGTGTGTGTGTGTGTGTGTAATTT 
CTGTTACAGCCATCATTCATAATTCATTATTTGTGAGGAATAATTATAGCAAAGACTGATTAGATGAAATGTTAGATTA 
TTTATTATACCAGATTCGAATGGAATTAAAGTCTAATATATGTGTTAATGTGACTAATAAGA^ 

GAATTGCAAAATGCTTTTAAGTTTCCATATACTATTACAACATTTTCTTGTTTTTTTCCTTTATAAAAACTTACAGGTA 

GGAAAGGCAGTTATATTTATCCTCATTTTATGAGCCTTAGACAGATTAGGTGAGTTAGCCAAGATGCACAACTAGTAAT 

GGTGAATCCTAGATATACTTCAGTTCTTCTGATTCCAAATTCCTTACTTTGGACACTAAACCTTGGAGCCACACAAA 

TAACTGTAGGCATCACTTATGTACTAATGTACCTGTTACACCATGTGCCTACTGGAGAGAAACTGTAACATATTTATAG 

TCAATTATCTATATTTATAGCTATCCTCACAGTTGGATAACAATGTTATATTGTAAACTCTAGATACTTTTGCACTCTA 

TGACAGAAAGTGGATTTTTTGTTTAGGAAGACATTTTAATTATGAATGGAGGCTTGTTGGGGATCCCTATTAGCCTTTG 

TTAAATCACAAGGAAGGTAAACTCTTTTGCATAATAAAGTATTAGGATTTTTAAACTTGTCCCCTGACTGCTCAAGAGA 

TGAAGTTTGGGGAGCGGCAGTACTTTGGAGGACTCTGGTAAGTGAATAGATATAAGAAAGTTCTGCAGGGATAGAGCCA 

CATGGCAGCAGACAGGGCTTAGGAAGAGGGACTACCAATTGTCCCTGTAGCAAAGATGGCCTGGTTAAAGCCTCTTTAG 

AATGAATGAGTTCTAGTAACCAGTTTTAAAGATTTGTCTGTTTCTTTTCTCCCCTGAACCCTTTCTTTAAACTTTCTGT 
^TCACAACAGCATTGTAAGAATTTTGCCTC 

GAAA.GGTAGCAGGGGCAGAGTGAAAGCAATGATTGCTGTGGAATTGGAACAACTGTGCAGAGGAAGCTGTGACAAATAA 
TTAGGGTTGGTGAAGCAC CTGTC CCTTTGGAGGTATTTCCCAGAAATACTGGGAAGGG CTCTAAATGTCCCATTGTTAT 

GTGGGGAGATGGTTTTGTTTATTGTATTGCCCACAGAAGTCTGAATACGTTCAAATATTTTGCATATTTGTGTGTGTGT 

GTGTGTGTGTGTGTGTGTGTGTGTATTGAAGTACTTGGCATAAGGTTATGCTATTTCAAATTAACTTATAAAGTAATTT 

GGTTGATGCAATATTCTGTGATCAAAA.TTTATTGAGGACCTCACCAAATGCCAACATGTGTGTGTATATATATATATTA 

TATTATATATATAATATAATATATATATATTCACTCATTTAGTTCTCAAAACTATTCTATGACACTAATATTTTATGTA 

ACTTTTCTATGATACGATTATTATTCCTATTTTTTGGATAAACAAACTAAAGTACACAAAGGAGCCAATACTTACGTCT 

AAAATACCTAAAACATACATATTTGAAATAAGAGAATATGAGGAAAAAGTCTCAAAATTTTATGTAGGTTTTAATAATA 

AAATTGAAAAGTCGAATCATTTTAAAACCTTAAAGTTAGTATATGGAAATATTTGGCTCAAGAGTGAACTTTAGACCTC 

T.TGTCTGGATATGAGTATGGAATACATTATTCAGTTTCTTTTTTATAACTTTAAATAGCTTGTAAGAAGACACCTATGC 

AAATAGCAATTTCTCCAAGATAAGTGGCCATACAGGCCTTATGACCTTTTGAACATGTCTTCCCAAATACTTCATTTCT 
GATTAGAGGATGGTCATTCAGATTTCACTGGAT^ 

TTATAAAGCCTATGTGAGTTTCAGAATAGTAAGAGCTTTTATTCTGTCTCTCCTTGGATGTGTTAACCCTTCCTTCTAC 

CTCAGATCCATGCATTTCTCTAAGTTTTATACTTTGTTTAAATTGAGCTTTCATTGTTTCTATGACCAATTTTCAATTT 

GTCTCTACTTTGCACTTCAGTAGAACTAAGATGAATTCTGAAAACGCACAACAGCCTTCATCAATGGTCCCTTTCTGTA 
AAGAGTATCTCTCCCCGTACATATTCAG^ 

TCTCTCTGTCTCC7^AAAACAATTGAAATTCTCTCATATGGTTTATTGCCTTGCATTTAC^AAGGAGCCACAAAGTTCGA 
TTTGTGTATACTATTTTTGCTTAACTAGCTATCTGGCTGATGTGCACATCAACAAATGACAATGTAGTCATTCCATCTT 
TGGTACATGGAGTATTATTTGATAAAAATTCCACTATATTTTAACTTCTGAAAGTAAGGTGATTTTGAAGTATCTAGAA 
GATAGTTTCTTTATTTCAACAATCATAACCCTGTGCTGCCAGATACATATTTTGATCCCAAACTTGAAAATATTTCAAT 
GGTTAGATTATTATGCTTTTCATCTGACAGATTTTATGGTTTACCATTTTCACTTAAGCTTTCCCAGCTTTTTCTCCTC 
TTTAAAAGTAAACTATTGGAAGTTTCATCATTTCCATTATCAATACTAGAAATTAAAGAGTCAGAGATATATGTATTCT 
CAGAATTGTCTGAAGAGTTTATTGTAATTTAATAAGATGTTCTCTTCTGTTGTTTCATCTATTATGTCATTACATATCA 
TCTATGTCATTATCGTGTTTCTCTTCATGATTTTTCTGGATCACTTTAATGCTCTAATCAAGTGCTCTTTATTTTGTGT 

Fig. 6.3^ 
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ACAGAGGCCTC^TTATGATAATACTATATAA^ 
TACCTTATTTGCAACTCATAACAACCTTG^ 

TTATCAGGTAATGGAGAGGCATTTAAATGGAAGATTTTCAAATCCTTACCTGAGATCTGTTCACTCTTTTCC 

TTAGTTTGTTCCCTTTTACTCTGTATCCTTGGAATTATGTAGATCTATAGTGAAAGGCTAGCCTATCAGTTGCTAGCCA 

TTACTTTACCAAGCTGAGCCTTATTTGACTCATCCCAAGTAATATAGGTGATAATGACTACATCATAGGATTGTTATGA 

AAACTAAGTGAGACAAAGCACGTTAAAGTGTCTAACACAGTACCATTTTATC 

ATTCTAGGTTGGCTATTCCTTAATGCTATGTAAATTTTC 

TTAGACTCTAAAAAGGTCATGGTCAGTATAATTTATGAGGTAAAAATGGCATCAAAAAAGAA^ 
AGAGTAAAAACTGAGCCATTTTCTGGGAACTGTTGTGAAATTG 

AATATAATTTGCAGGTC CA.CAAAAAGTAAAATGATATAAAATTATG CTAAAATCAAGAAGAATGGAAATTAATGGATTT 

AAAAAATTATTGTTATTGCATTCTCTCAATTTTTTAAGACTCTGTCTCTGCAGTAATAAAGGGAACAGAGGGA 

GGATTCCAAAATAGTTTATTTAGACTTGGAATGCTTGCM 

GGGACTTAATGAAAACTTTATATTATTATTAATTGATTGTGGATTAATAAATGAATTAAAAATGGG 

CGTTATTTCTTCATCTCTTGCCTTTATTCAGCTTTTCTCTTTGTCCATTCTACAGTAGGAATGAATTCTATCTCATAGA 

TAGATTTAGAAACCAACTCCAGCAAAAAAATTGTTGTGCTCTTTGTGAGGGAAGAGGTTAGATTAGGATGAATTAAATA 

TTTCAGTTGAAAAAAATCTGAGCAAATTCATTTAAGATATTTTGAAAACTCCTAAACAG 

TAAACAATAATAAACAGTGGAGGTACATCTTTTGTC 

TTTTGTGTTTTGCTTAGTGAGGCTTTTCTACTGCAAGATTATGGATAATTTTGCCCATGTTTTTGAACATTCTTATGGT 
TTTTCTCTTTTCCCCTAACCTTGACAAACAAACTTCCTTC 

GTTCTTGGAGATTAATAATTCTCCATGGCAAGCTGTCTTATCCGTATTCTGGTAGGTTATCTTATAGAAGAGGAAAAGA 
AGGCAAAATCCTAGAGTTAAAAAATACAATAAACAAAATGAAAAAAGTAGTAATAAGAAGTAC^ 
GTGGTATACTGAGAAACAACTGCATTCTTTTGTTCTTTTTTCTTATTTTCAATCA 
ATGAATAAATATGTACTAACACATACCTAGACATACACAATCAGCCCTCATAT^ 

AAATAGAGTGTAACTATTTACATAGTATTTACATTGTATTAG 

AGAGGATGTGCGTAGGTTACATGCAAATACTATGCCATTTTGTATCAGGGACATGAGCATCCGTGGTATTCACTGGAAG 
TTGTGAAACCAATCTCCCACGGATACCAAGGGACAACTATATACATATATGTGGCTATGCGGCCTACCTAOTCAGAAGA 
GGGTTCACAGAAGAAGGGGCAGCATGGAGAGATTCATAATGTCTTGTGAGGGAGAGGGGAGCCTACAGTGGAATGGTTA 
GTTAGAAAATAGCCAATAACTTATTTCCAGTGAGGAATTAGAAAA^ 

AAAGTCTTCCTCCTGAAATTACTATGCCAAGTGGAAAATCTGCTCTGAACCCCTATCCAGGAAAACATTCTTCTTCAAA 
AGATGTTACTTTTAACTTTGATAAGTCTTGATTAGCTCTTTTGGGTTTTAGCTGTTCTTTCACTATGTCCACACTTTAC 
TTATCAATATTAATAAATCTTGTTATAGCCAGAGTGGTTTGCAACCTAAAGTAGAAAATATCTATATCTCAGGGCTTTG 
TACCTGATTGCACAGGTAGCAATCCCAGGCTAAGAGTACCCCTTAATGCTGCAATGGCCACAGTAGTCTTGGACAGGGG 
GATCATGCCAGTAGGTCTGCCCAGAATCTCTGGATAGATTTATTGTTGAAG 

AGACTGGAATAAGTATTTACTTCTTTAGATGTGCAGATATTGATACATGTCCTCAAACATCAGATATAATCAGGGAAAC 
ATGATGACACCAAATGGACAGAATAAAGCACCAGTGATTGACCTTAAAGAGATGGAGATGCATGAACTTCCTGACAGAG 
AATTCAAAATAACTGTTTGAGAAAGCTCAGTGAATGTTGAGAAAAGACAGATAAACAATTTCTTTTAAAAAAGGAGAAC 
ATTAAGTGACCCACAATGAGAAACAGAAAAATTGAAATAACAATTTTTAAAATTAAACAGAAATCCTAGAGCTAAAATA 
TACAATGAACAAAATG AAAATGAAATAGCATCAACAG CAGACTTGATCAAG CAGAAAAAGAATCTGTAAACTTAAACAC 
AGGGTTATTTGAAAATACACAGTTCAGGCCGAGGCGGGCGGATCACGAGGTCAGGAGATCGAGACCATCCTGGCTAACA 
CGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGAGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGG 
GAGGCTGAGGCAGGAGAATGGCGTGAACCCCAGGGGGCGGAGCCTGCAGTGAGCCGAGATTGCTCCACTGCACTCCAGC 
CTGGGCGACAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAAAGAAAATACACAGTTCAAGGAGAGGAAAGAATGA 
AAGGAAGGAAGAAAGCATATGAGATTTATGTGACAGCATCAAAAAAC^U^ 

AAAAAACAAAGGAGTAGAAAGTTTGTTTGAAGAAATAAAATC^GAAAACTTTCCAAATCTGGAGAAAGAAATAAGTATT 
CAGGTCAGGAAGGTCAAAGATTTCCAATCAGATTCAGTTAAAATAAGACTATTCAATACATATTACGATAAAATTCTCA 
AAAATCAAAGACAAAGAGAGGGTCCTGAAAGCAACAAGAGAAAATAAGCATACAACACATAAGGGCATTTTAATATGTC 
TATCAGCAAACTTCTCAGCAGAAACCTTACAGATCAGGAGGGACTTGGTGATATATTAAAAGTGCTGAAGGAAAAAAAA 
AATGC CAGCCAAGAATG CTATACACAGAAAAGCCATCTTTTAGAAATAAATACTTTCCCAGAAAATCAAAAGCTGAAGA 
AGTTTATCATTGCCAGACCTGTGTTAAAAAAAATGCTTAATGGAGTTCTTCAAGCTGGAATAAAAGAATGCTAATAATA 
CAAAAACATGTGTTAATGCTAGTAACACAAAACATCTATAAATATAAAACTCATTGGTAAAAGTACATAGTCAAATTTA 
GAATACTCTAATATTGTAATGGTGGTGTTTAAATCACTTATATCTTTAGAAGAAAGGTTAAAAGACTAAATTAGTAAAA 
ATAATAACTACAATAATTTGTTACAGGACATGCAGTAT^ 

GGGAGAATGAGGTAAAAGTTTAGAGTTTTTTAATTTTTATTTTGCAATCCATGTTAAGTTGTTATCAGCTTAAAATAAC 
CTGTTAAAAGTAAAAGTGTCTTTTATAAG C CTCATGATAACTACAATGGAAAAATAACTTGTTAAAATTATGGAAACCT 
CGTCTCTACTAAGAATACAAAAAATTAGACAGGCGTGGTGGCGGGCGCCTGTAGTCCCAGCTACTCAGAAGGCTGAGGC 
AGGAGAATGGCGTGAACCCAGAAGGTGGAGCTTGCAGGGAGCTGAGATCGTGCCACTGCACTCCAGCCTGGGCGACAGA 
GCAAGACTCAGTCTCAAATAAATAAATAAATAAATTTTATAAAGTGTTTTTTATAAGCCTCATGGTAACTACA^ 
GACCCTATTATTGGTACACACAACACAAAATGCAAGGAATCAGAATACACTACTAGAGAAAATCACTTAACCACAAAGA 
AGGGCAGTAAGAGAGAAATAAACAAAGACTCTACAAAACAACTAGAAAACAGTGAACAAAATAGCAGTAGTAAGTTCTT 
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ACCCATAAATAAGCCCTGAATGTAAATGGATTA 

AATCATATTCTGCCCTCAAGGGACCCACTTCACCTGTAAGTACACACAT^ 

TATAATTATCTATAATATAAAAACATATTTATATATAAT^ 

AAAGATATTTCATGTTCATGGATTCAAATAATCAATACT 

GTGCAATCCCTACCAAAATATTAATGACATCCTGCATAGAAGTAAAGAAATTTTAAAATTAATATTAGAATTATAAAAA 
ACCTGAATAGCCAAAGTATTATTGAGCAGAAAGCACAAAGCTGGAGGCATCACACTACCTGACTTCju^AATACTCTACA 
AAGCTAAATTAGCCTAAGC^GCGTGATATCAGCATAAAAACAAACAAACAGATAGACCAATGGAACAGAATACAGAGCC 
TGGAAATAAATTCACACATTTGTAGCCAACTGAGTTCT 

ATGTTTATTGCAGCACTATTTTTATGATAGCCAAGATATGGAATCACCTCAATCATCCATGCAACA^ 
TGGAGAACCTCATGTTAGGTTAAATAAGCC&GGCAC^^ 

ATCATTGATCTCATAGAAATAAAGAAGTAAATGGTAGAGAGGCTAGACAGGTTGGGGGAGGGGGCTTGGACAAATGGTC 
AAAGGATACAAAATTTTAGATAGGAGGAATAAATTCAAGAG 

ATATTGTATTATTGAGAAATGCTAGGAAAGCGGGTATTAAATGCTCTCCCACAAAGCGATAACTATGTAAGTTGATGCA 
TATGTTAATTAGCTAGATTTAACTATTCCACAATGTAGAATACTTCAAAAGATCATTTTGTATTTGATAAAT 
TAATTGACAGAATGTCAATTAAGAAACAAAACAAAACCAGCTCATGTCCTCCTGC^ 
TTAATAGAGCCAAAATTTCCATCACATTTTCCTTGACT 

CATTTTTTAAGATTTAGTATGTTTAOTCAGTAATCAACATATTTGCTTATAAGTAGTG^ 

TATTTTTCTAAACTGGTATCCTCTTGTTTCTGCACCATTTATTGAAAAAATCC^TCTTTTTTTCTAGAAGTATGAGTTO 
TTGATTGCTTAAATAGAATGGAAGGAGAAAAGGAAAATAATTAACTTTCAGATTTCACTAGGTTTTGGGTTTTTGCAAC 
ATAAGGAGTATTCCACTTAGACTTCTGGAAAATTTCTATTCT 

GTTTTCCCGTTAGTTGTAAATAAAGGATTTCTTTACTCTGTGTCCTTGGTTTTCCTCTTTACCTGATATTTAGAATTAT 
TATTGATAATTTAGTAATAATTTTATCATTAATATC^ 

GAATTTATTTTTATTAAATTATTTTCCTTAAAA^ 

AATAGCTATTAAGAGGCTAAGTGGTATTAAAGACAGCTCTC^ 

TTCCTAGACAGATAGATCAGCATTTACCAGATGGTTTCTGCTAGAATGCTCTCCTCTCCAATATCATCATCTCATTTGT 

GGTGTGTACTIGATTTCCAGAAAGTC^TGGGGATGTCCTC 

AAGCCAATATTTTCTTTCCAAATCTTGCCCCTT^ 

TGAGAAATAGTGCCTCCTTGAATGAAAGGTTGGAGGAAATAAGTTT^ 

CATAAAGAAGTCTCAATATGGTTAACTAGTTTCCAGAGCAGTGCTACAACTGAGCCTTGTGCATCCCTGAAGTGATGAG 

CACAAGTATGATAATCATCGGAAGAGAA.CATATATTGTATAATTTGGAATCAGCCAGTTATTTGTCAGACTACCTTTG 

TGTCTGTAGGATCAGACACACATGTGCCTCTGCATTTGGGTAAATGTAAAACCACATTTCCTATTATAAAGAGGAAAGA 

CTGCTGGAAACAGCTGCTCTGGAAACCAAGTTGCTC^GAGGAAGTGAGCTAAACTTGTGTTTAGCTAAATGGTGrGTAG 

CTAAACCTACCCAGTGAAAAAAATATGTAGAAATGGACTCAATAACTTTCTCAAGAGATGAAAATATAGAGTAATAAAT 

AGGCAAGAAAATAGGGATAGAAATGGAAAAAGTGGAGAGAGAATAACAATGGGAAAGGGAAAGAGGAAACACGCTTATG 

TGTTGTAGTGAC TGAC CAACG CAGTTTATGAAACAAC ATAG C TAG CTCAGG AGTTAGC CCAGGCTT TCAATTAAAAAGA 

GATGCATAAGCCCATATACCTCTTTTTCTTTCCCTCAAAATGACCTTGAGTTTTAGTTTGGTAGGGTTTTGGTACAGCT 
GTTATTTGATAATATCACATTGTGCTTTTCAATTAACTTAGATTGTTTAAAAAACAGATAACTGAAAACCATCTGTTTG 
TGGTTCTGTGTAATTTGTTCTCAGGACAGGGACTAGGAATGAACGA.TTTTAAATTCTGCTAATGAAACCTCTCATTAAT 
TTAAGGAGTTCTACAAACTAAGTCTGTGGTACCAGGTAGAAGGGGTGCCAAGTGTTGGGCTTTCTGGGATAAGGGAAAA 
TTAATTTCTTCCTTTGCCATTTGTGGTTGGGTAGCATCTTTTTTTTTTCTTCCTGGCAGCGAGTCTCATAATTTAATAT 
GCATTAACATAATCAGGAATGATTGCTTAAAATACATGTTCTTGAAGTTTATCCCAAGAGATTTTTGATTCAGTATCTC 
TGGGAAGGGCTCCAGGAATTGCCACAGTTAAACAAGCTCCCCAGGTCATTCTGATGTAGATGGTCTGAAGGCCACACTG 
ACTAATGCTGCCTTTTAGAATTGGGAGGTAAGTTTGGATTT^ 

ACAAAACCTCCAAACAACTCAAATGATGTAACAACAAAGCAAATGGCTCAAAGCAAACAAAACCC71A 

AATAGGTCCTTAGAGATACAATGTAATTTGTCTCAGCTGCGGAGACTTAAAGAGGCCAACTCTTAGTTGACATGGAAGA 

ATAGGGACAACATTGCC^AGAAACATGGTTAATTTCAGTTATGGATACCAAACCCTGGGCTCTGGAAAGCATTAACAAT 

TTTACCCACTATGCTAATCTTCCATATATGGGGCATGCTGGATAAATCTATTTTGCTAACGTCTCTTTTACAATAATGT 

ACTTAATTTTGTTGGGTATATATTCTAATTTGTGTTTTCTAATTCAAGTTCTAACTTTTAAAGAGGCCCCCACCCCCAC 

TGTTTTCCCTCGAGCTTATTAAAGGGCATAATATCACTTTCCTCTTGTTAAGAGTAAAGATTGGAAGAATTTAGTTATC 

AGAAAATGGTGGTAGGTTGATGCTTTTGGTGGTGGACGCAGCAGTCTGATGAATAAGCATCTTTCTTGAAGACCAGGGT 

TCTGCCACTAAAGATGTATGTGATTTCTAGAAAAATAATTT^ 

GGATAGTGGTAAGTGAATGATTTCTGTGATCCTCTCTAATGCTAAATAGAATGAGAATGTGCGAAGCCTTTGTTATCTC 

AGTAAACTTTACCACAATTCATCTGTAACGACAAAATGTTATTATTAGAAACATATTAAAAAGCTTGCAAGTGGG^ 

ATTCAGGCACTGTAAATGAGTGTAGTGCAGTACTGTGAAGGTGAGGGGAAAATATGCATGTTTCAATCATAGGGCTACA 

AGTTTGCACAGATCTGAAAAATTACTGTTGGGTTTCTTCAACTAGGGGATCCAGAATATCACTGTTATTCATACCTCTT 

GCCATTAGGTGGGGCAGTTGAAGAGTAGGAAGACCGTTTTGAAGTGAAATGTTGTTTTGCTTGAGTATGTTGTTTCATA 

CTCAACAACATCTGAAAGTAAGTGGTAAAATAGACTTCCTTTTATATAGTCTAAACTCTCAGTGGCCAGATTATTAGTT 

TCTTTATTAATTCTGGATGGTGAGGAAGAAGGGGGACATGGGTGATAAAGTTAATGTAATGTAATATTGCAGATTGTAT 

TATTAATGTAAATTCCCATTTGGAACTCAAAAGCCAAAATGGATCTGAAGTCAACTTATGCAGTCTACTTTTTCAGAAG 

AACAATTAAATAGTATGAGGTAGAGACAACAAAATACCAGGTTTATGGAACACTAGAAAGTGGAAAGGAGCCATGAGAG 
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ACATCATGATGAATT1TGATGGCTAATGTTACCTO 

ttttcotagaattaaaaaaatSggaaaSS 

TCAATTTCCACA TT™^t™^^^ 

cagatttggaaatttac^tt?SS^a^?^™™ ccatag aaccatgatagtcaaagtactgaggaaacag 

<*actaataaagaaIgScS 

^tttctcttttaaaaaaaSt^^^ 

TCTCCCAAAAGTTAACTACTAATAGCCTACTG^r^^^^P GCTGAAAATCTGTGTGTAATGTTTGACT 
ACCGTATTCTTACAATAAAG^g™^ 

tataaaaggatagtacatacagtSSac^^^^ 

AAGTACOTAATATAATAGATTAC^ 
ATTGCTATCATAGAAGATCACAGCTcSS^ 

aaga<^gtgatgttgatgatccttatcctgtS^ 

agtttaaaaagttaattttaaaaag^ 

tgtaaaatatgttcgtgttttaagc^^ 

TAAACATGTTACAATAAACTAAGGTTArc^^ 

cggtggctcaccwctgtaatccS 
gtacagtaacatggcatacaggtttaS 

CAAACATTCTTACAAAATTGAAAAAC^ 
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TTTAATAACCAGATATACATTCTCCTCCTTT7! 



^QCTCACTCTAGGGQAAGCTCTCAAATGTG^CAATCTTG^ 

aaggatattcaaacacgataaacaaacag^ 



^ gcta tgtgaactattgtaataggttcaagaaca^ 

AAACTAGCATCGTATAATTTATTTATTTATTAAGTCAAGGTTTATAAGTC^TTTrranat^ 
AGCATATATAGTAGATGCTTGATAAATATCTGTC^ 

^TTGCATGCAACTTTTCATAAAAGAC 

-Acccaatgcccatcaaagaaagaac 

'AATCAGCTGTGAGAATGAATGGATA 



VATGAATGGATA 
5AATGCATACTA 
JTTGTTACCCTT 
JTTTTTGATCAG 
lTACATATTATT 
'GAGGCGGATGG 



cc 



AATAGAATTTTTTCATTCTTTTCAATTAACTTA^CCAAATC 
: CAGAATATCTCCTGATATGATCT^^ 

.TCTTAGTGTTATTTT1 

^TGAAACTTCATACTTATCT 

MTTCTnmaukorajwiTca 



™ TAACCTACCAAATCC ^ 

TGTAAAGTAG? 
AACAGCAATCC 



S^SSS^E^ IGG AT 

ATATGGTAGT 
CAACAGTGTA 
TAATAGATGT 
3TTAGCCAT.T 
FTGATACTGA 

TGCAGTGGTGCAATrTnnr^™™™^ 



™ GA ^ G ^ CA ! A 5 A ?^ CCAT ^ TGACTGTC CTAATTTA^ 

CATTCTAATAGATGT 
[ACATGTTAGCCATT 



kGACAGAGTCTTGCTCTGTCACC 
ZACACTATTCTCCTGCCTCAGTC 
rTTTAGTAGAGATGGGGTTTCAC* 

ACACCTGGCCCCCTCATTGGTAAATTCTACCAAACATT 



TAAAAAACCTCCCAACAAAGAAAACCCAGAATC 
TGCAGTGGTGCAATCTCGGCTCACTGCAAGCTCTGCCTCCTG^TtIS 

aggatggtctcgatctcctgacctcgtgatctgcccgStcIg?^^ 



AAAATGAAGAAGAGG^AACACT^CAAATTCA^ 
^GAAAGAAAATTACTGATAAAT^ 

caacagcgtactaaaaatactaaaJSISSIS 

GCATGCTCAAATCAATTAATGTACTACATCACaTTaATrrTar^Xt^., TTATCCCTGGAATGCAAAGATGGTTCA • 
TTAATAAAAGTTTTTGAAAAAATTCAAC^ 



CTACATATAATAGAGGCCATATTTTTGAC^GTCTACA^ 
TATAAGGTCTTAATCAAGGCAAGGACATCCATTTTTGCCATTTTTL 

ATTAGGCAAGAAAAAGAAGCAAAGGCATCCAAATCAGAAAGAAAGAAGTAAAACTATTTCT 



GAATACTCAGTGATGAAAAGCTGAAAGi 



CTTTTTC 

TTCAACACAGTAATGGAAGTCCTAATCAAAGGA 
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^catcaaaaaatataatatttaSa^^^ 

^ccacaaagtgtctatatgagccatttcc^tSS™?^^ aggttctatttttgtcaatgctacta 
^^ctgacatgtgtagagacaaactS^ 

fTCCATGATCTCTTACTATTTTACTTCAGCCCTGT^^^ 

^racTAATTTAGAATATTATA^ 
t^t^ttctatatactagtcata^ 

tatataggattatatataaattatatactagtatatatSStoS^ 
^^tagtactatatctacatatactaS 

gtacacacatataggatgctatgagaatgcatagS^ 
c^gtctttcattaaatga^^ 

TTCG«5AACTTGGTTAAAAAOT^ 

ca ^tttcttaaacata(^ T atctctcatatattat?SS™^^ tatcaaattaggctcaattttattgac 

tctccatagcagaattcctccatctccctt^ 

gacggcaacatataaataagcatttgagtttcSSap^ 

TCTAAATGTATGTCCTACTATAAGTTCPrALTPrnT;^ AACTATGCCTTTTTCATT AAATAAGTCTATCTTTCATTA 

.^ATAATGACTCATTTGTACAGTCATCCCTTGGAA^SS™^ 
ACAAAACCCAGTGGATGCTTAAGTTCCTTACAT^ 
^TCTCTAGAATACTGCTAATAACTAA^S?^ 

TATAGAGGGTCAACTGTACATTCTCTTGGGAAGTSSctGA^ 

cccctgccccacccccaaaaaagttaggaactac?gSS?gS 



'ACT 



agatac^tcatagagaattggcatctaaaga^ 
^ctgotattcagatttto^^ 

gagttatgatgtgccactttggaggttaggttatWS^gtcg?^ 

cac tcactctggaggcagctagctgtcaactcacaaa^^^™ ctgtc ttggttacagtttctctttctccaat 
^gaggcctccagccaacagtcagcaaggSg^S^™ gcagcc tatggaagaaggccacatggtaaaata 

gaattcttgatccttagaaactgtgtSgSSS^^ 
tgttggtaaa T aatgaatgSgSSgcc?a^cS^ 

scctaacgacctctctgttgaaacaaaSSS^^ gtca ccattgtgatgtacacagcaagaagca 
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CTGATGGAGAAGAAGAAAATTGTGAG^^^ 
^GATATTATGTraCGTAAA™^^ 



GAGACTATATGATGGTGGAGAC^CA^ 

--catcta^ 



GTTTTTGAGATGGAGTCTCACTTTGTTGCCCAGr;^ 

tttgtattttagtggagacggggSS^^^ 

ctcagcttccc^gtcctgagatSSgg^^^^ 
gattt^catatgtatcacaa^^ 

caaaggaagtttttcagccaaaaS^^ 

MCTOAAACWCTCTCTOCTM^^ 

TACTTCTTCAAATTTTGTGAAACTTATCAA^ 
AGCAATTTTAAATAGGCTAAAaS^^ 
^GACTTTGGTAATTAA^ 

«™aataaac»tacagctto^ 

^TTACAAGGAGTGACTTCTGGGACTTGct^Tr^™Z^ AAACCAAGAAT TATAGTGATTTCAGTGGTAC 

gaaatagatagaattctacttcgaaSS^ 

CTGGAAAAAAATCTTTTTAATGGAtSSiSSSSG 
ATATTCCCCATCMCTGCTACCTTGTCCA^ 

TGTTCATTTATTCCCTCTATTCTGACCACTGA^r^r^ 6 ™^ T^^AAGTCAGCCTGCTTCACATCTTGT 

ta <^aattatctctaac*taatcaataS^ 
ctagcgagcttaaccgccccctccccaaaacaS^ 

ACACACACAATTCCCAAGCTGCTCCTA^CATC^ 

gctctgcaggtgattctaatgtgccg?SSSS 

GATTGGTAGTGAGTAAAAATATATGTGTGTCTAATGTG?SJ^ 

ttttaaaaatc^tattttaaggaatgaccScaaaI™?™ 
atgtgaagcatgttgcacataaactgtctS^ 

caaaggtttatgaaaacaatatgcttcattatttcSS?S 
c ™agagtagaagagaaaagggtc T ggSc^ 

GGACATCTTTGACTTTTTCTTCTCTTGAcS^ 

aaatttaaaaatatatttaaagactatcaagatctctSmS 

gtccatttttgtggccacaatcctaaatcaaactccSgS 

aattotttctcagacat TC cctctggccaaagaS?g^ 

CCCACAGTAATTTTACAAAACATTAGCTCTCCATTCAG^GTTCTCCGTr^ 

cccctttgtgtataatactatgaaatgat?^^^ 

gccctgaactacagagttaaaagtaatctottti^SotS^ 

tatttccccagagtcacttaatctttctgagcSctoSS^™ 

gactgcttgtgaagagtatgattatgtgtgtacaaaScISgS^ 
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TCCTTCTATGTATTGTCCATTATAACTTTGTAATTT^ 

TGCAGTTTCTAGGC TAATG CTTTG CATGTG TAGG TACTCLAATGTAAAGGTACATGTTTTAA^ 3AAAGGACCCAAAATT 
CATGACTTGCTGTACAAATGATGATCAGGGTTTAGGAGAGGAGATATAGACCAGAAATCTAGTTGTTGTTTTGAGTTAT 
TATTATTACTTAAATTATCCTATATTTTTAGGTTAAAAACTCATTGAGCAAATCATTATCTTGATGAGAAATCAAGAGT 
CAGGTTAAGTAAATTTATTTTGGTTAGATGTCTTCTAAGCATCAGTTAAGGATTCAAACCAAGGCCTCTCCCATGTGAA 
AACATATATTGTTTCAGCTTATCAGGATTGGTTAGATTATC 

TAATATCAATGTCCTAGGTCCACAGGAAGGCAAGAAGTAGACTTAGCAGTAAGTTGCTGAGCAGGAATTCTGAAAAGGG 
TGACCAGGATCAGGTGAAGCACGTCCAGAGAGTAAAGGGGGTAAGCAAGCTCTTGTTATTAGCCCATATGTACTTACCC 
TGGGCTCACCGAAGAGTCCTAAAGCAAAGCTTGCTGTGGCTGCAACCTAAGGATTGGAACAAGTCTATAATCCTTCAAG 
AGCCAAGTGTGGATTTCTCCCTTCTACTCTCTGCCTCAGTAT^^ 

TTTCCTTCTTTCGAAGAGATACTCAGTTTTAAAGAAGCCACAGGTGTCTTTGCCAAAGCTTC 

CACTCTTAGAGAATCCCCTGATGACGTCATTCAAGACAGCCTACTTTCGTAATTGCTGTGGAAGGGGCAGAAGGTCCTG 
CCACTACATTGCTTTCTGTCACCGACCCCCAA 

GATTCCAGTCTCTCTTTACTGGAGCTTGAAATAGGGGGGCCAAiTTTCCTATAAAAAAGAGT^ 

AGAGACACACGATGAGAATCTATGAACTCCACGAAAAAAGAGCTGATAATTATAATTGTCTTCATTCTTGGTAGCTTTC 
TAGATGGGTTCTAATCCCGCT^GGGGCTTAGTTGCCTTCCTAGCTTTGGCGTCTATAAAATAGTCCTATAACCTTTTAA 
TAAAGGTTTAATAAAGGCCTAAGCCCACATGAGTGAGTTTTATAC^ 

ATTTTTAAACTATTCTCGAAATTCAGCCTTAATTTGCTTTTGCTTAAGCTGGGTCACTAATCTG 

ATCCATTCTTTGTTAGGTTCTACAGTTTACCTCTAGGGTACATTTCATAGTCCTTAATGTCTCTTCTGTATAACTGATT 

ATTTATGGAATTTCATGATGCGTTAAATACTTTGGCTGAGTAGCAAAC^ 

GTACTACTGGGCAACATTTTTATTCTTGGTGGATACAAT^ 

TTTTCTCTCTCTTTCTTTCTTTTAAATGTTTGTGATATCAGGATATAAAGAGCCAGG 

CCAGAAAACTGAGTCCTAGTCATCTCATTTCTCCTGGCTTCACTTTTACCCTTAAGTGAGGAGACTATACCCGAGTTCC 
ACCTAGCTTGCAAATTCTATAATTCAATTATTC 

AATTTTTTGAAATACAGATTTCCCAAATTTATTTGACCATGGAATACTTTTTAAATAAT 

ACGATAGTTCATGGATATAATATGC^CTTTGATTAAAGAATACAAAAAAATGGTCTGCAACAATTAATTGCTTCAAGAA 
ATGATTAAAAAATTCATTCATATTCTAACTT^^ 

TATTTTTATTAAGTACATAAAAAAGACAAAAATGGATGAAATGATGACAAGTTGCATAACATGGAGCAGTGATGATTAA 

GAGGGAGTGTATACCAGTAAAATTAGTTGGTAAATACTACTAATAGATACTTAGCATTGACATT 

ATGAAGCTTTGACATTTAATTCTACTTCATGCAT^ 

TTCTTGCATAATAACAATTATAGATGTGTGTTTAAATATATTAAATATATTTTATAAGAAACAATGTTG 

TTCTTCTTAGACTACTCAGTATCTTATAGTTTGAGAAAAACAGACCTATCTGAACCTAGATACTATATATGTTTCCAAC 

GAGTAGCCTATTTTTCCCTTCCTTTTCCTCTATTGCTCACGTGCTTACATGCATTATTATTGGGTTATATATTGAGTTA 

TTCTCTCGTTGGCTTTTGTATTCTGTGGCATTACATATCTTTGATAGCAGTAAGTTTGACACTCAAATTTTGTAGAAGT 

CAATGGCAGTGGTCCTTTTATAGGTTTAAACTTACCTGACTGCATTATATCCCTTGAGAATAGTTTTAAGGGATTTTCA 

TTGAAACTACTGTATATGATTAACATATAATGCCTCCTATTATGAACTTGGAATATGCACATTAAAAGAGTTATAAGTT 

ACAGTTAATCATTTGTTCATTGCTTTCTTTATAGATCTTGAGAAAAACCTGATGAGTGTAGCATTGCCATTTTGTAAC^ 

AATCCTTCATGTAATGAACCTAAGCTTCCATTATTGTGAATGAATTAGTCTATTTAGGAACCGCTTTGGCTTAGCGGTG 

AACTGTATTTCCTACTTAAGGAGCCAAACATTAGGAAGCAACTGTAGCAGTGTACAGCAGCAACTTCATCATTTTGGAA 

TTTTAAAATTCTACCTTCAGGGAT CTTAGAAC C ATCCTAG CTTCCGAGATCTCACTGTGAGTACTGGAGTGAG CAGAGT 

TGTACCAGGATGGAGAGATTGCTAATTTCCAAAAATGGGATTACTGAGTTAAAATATAATCCTGCTTTCAGCTAAAAAC 
AAAAAAACCCCAAAAAACCAAACAGCCCTTTATGACACAATTTCACTATCCTGAACGCAATTTTATTTCATTGATTATA 
AACAATGTGAATGTAGATACCAATATTGCAATTATGACTAATAATTGGAGGCAATTATTTATAGTAGTTATATATCAGT 
ATATATATTTACCATTTATACTGATATTAATGACTGTGGCTTTTTAATAGTGGCCACAGAAGTCACATAGCATGGTTTA 
GTGAAGTTTGGTTGACATTTGTAGGCACTTCAGAAATATCATCTTTGAGAACACACACAGACTTAAGTTCAGTGAGAAC 
GTATATAATTCAAAGAATAACATAAGCAATGATTTAAACTTCTATGTATGTTTCAGTCTGCCTCAGTGTTAGCAGCAGG 
AAAATTATTCTTTACAATAATGAAAGACATTTCCAGATTCAAAAAAAAGGGAAAAATAAAAACCATGGAAATAATATAT 
TTGGAATTACAGGGCTACTAGCAATCTAAGTGTTGTGGAAAATCTTGGTAAATAGTTCAGTGAAATTATATAGATAGAA 
GATTGATTGAATAAACCTACTCCAAAGCATTGATATGCCACAGCATTCTTCCTTTGGCTGTGTTCTGCCCAATATTTTA 
ACAAGGGGTTGCATCAAAACAGAGTGATGCTGATCAACTCCTGAAAAATATTTAAAGTTAAAAGAAATGCTAAGCAAAA 
AGAACAAAGCTAGAGGCATCATGCTACCCAACTTCAAACTACATGCTACAGGAATACAGTAACCAAAACAGCATGTTAC 
TGGTACAAGAACAAACACATAGACCAGAGAAAAAGAATAGAGAACCCAGAAACAAGACTGCATACCCACAACCATCTGT 
TCTTTGACAAACCTGATAAAAACAAGCAATGGGGAAATCATTCCCTATTCAATAAATGGTGCTGGGAGAACGGGCTAGC 
CATATGCAGAAAACTGAAACTGGACCCCTTCCTTACACCATATACAAAAATAAACTCAAGGTAGATTAAAGAATTCAAT 
.ATAAAAACCAAAACTCTAAAAATCCTGGAAGAAAATCTGGGCAATACCATTCAGGACATAGGCACAGGCAAAGATTTCA 
TGACAAAAATGACAAAAGCAATTGCAAAAAAAAGCAAAAATTGACAAATGGGATCTAATTAAACTAAAGAGCTTCTGCA 
CAGGAAAAGAAAATATTAACAGAGTAAACAGCCTACAGAATGGCAGAAAATTGTTGCAATCTATCCAGCTGACAAAGGT 
CTAATATACAGCATTTATAAGGAACTTAAATAAATTTACAAGAAAAATACAACCCCATTAAAAAGTGGGCAAAATACAT 

GAACAGACACTTCTCAAAAGAAGACATTCATGTGGCCAACAAACATATGAAAAAAAAAATCACTGATCTTTAGAGAAAC 
CCAAATCAAAACCACAATGAGATACCATCTCACACCAGTCAGAATGGCTC 
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TGCTTATGGAGAAAAACGAATGCTTTTACTCTGTTGGTGAAAGTGT^ 
CAATTCCTTAAAGACCTAGAGGCAGAAATATCATTTAACCC^GAAGT^ 
AATCATTCTGTCATAAAGACACATGCACGTGTATGTTCATTGCAGCACTGTT 
ATCAATGAGAGATTTGGTAAAGAAAATGTGGTACATATAC^ 

TGTCTTTTGTGGGAACATAGATAGGGCTGGAGGCCACTATCCTTAGCAAATTAATGTAGGAACAGAAAACCATVATAC^ 
CATGTTCTCACTTATAAGTGATGATCAGAACGCATGGACAC^^ 

GAGGGTAGGAGGGTGAGAGGAGGGAGAGGATCAAGAGAATAGCCAATGGATGCTGGGCTTAATACCTGGGTAATGGGAT 
GATCTATGCAGCAAACC^CCATGGCACAATTTACCTATC 

AAGTTGTAAAGTAAGAAGAAAAGAACTTGTCTAGATGCAAGTTAATCTGAAAAAAATTTATATTAACTGAGCACACTCC 
CAGCCCCAATAACATAGGTGTTTTTGTTTAGCAAGGAATAAGAAAAGAATGGATATTGGGTGGATACCTAATAGTAGTC 
TTTGTCAGACTGAATCGAGCAGATATAATAAAAAAGGAATGTGTGACAATGCTATGGTTTAAAAATAA 
GCACTTTGGTAGGCGAAGGAGGGTGGATCACTTGAGGT^ 

ACTCCACTAAAAATACAAAAATTAGCTGGGCATGGTGGCAGACACCTGTAATCCCAGCTACTTGGGAGGCTGAGGCAGA 
AATTACTTGTACCTGGAAGGAAGAGGTTGCAGTGAGCTGAGATCATGCCAGTGCACTCCAGCCTGGACAACAGAGCAAG 
ACTTCATCTCAAAAATTAAAAAAAAAAAAGATAGTCCAGAAATAACAAGAC^CA^ 
TCTTATTTAGGCTTTAAGAAAAAAATTTTAAAAAGGAGTA^^ 

GTTAATTGCAAGTACTGTATCAAATATGTGATAAGTCTATCTAAAAATCTTCTAAATTGAATCTTTCTTGAGGGAAAGA 

AAATCAACATTAATTGAAATATTATTGCTCAGAGAAGAA^ 

ACCTATGGAATATCCTGTACAATGAAAAATTACAAGTTTCCC^^ 

AATGATTATTATGAGAAGGGAAGGTCTATTGTCAAAGAAGCTTGGAAAGGATGAGTTGTTAAGCAAAA.GGTGTCTTTTG 

AGCAGTACTTTTCATGGTCTTTAATATACCAATATGCATTGCAGCTGTCCAAGACAGGAGGCCATTAAGG 

GAGAAATGTCCC^CCTTAGTGTCCTGAAAGGATATGCACTCCTC 

TTTCTTCCAGCACTATGGTCCTCTCTTCATCACTTCTCTCTATTTTGATTATTTTCTTCTCCAGTGGCTCCTAACTTCT 

TTCTACAAATGCATTTGCTCTGTCTGATAAAAATCATT^ 

TTCCTGTTACTGCTTCTGGTATTCGATGGTTTTTCCTTO 

TAGCTCATCTTGCACGTTAGTCTTCCATGAGATATGCCTGTAGGCATGCACAACTAGAGATGTTAAGTAGAGGCAGAAA 

GAAAAGAAAGACATCTGGCAATTAGATCTGACTTTATCCATTCTGGCTGTTATAACAAAATAGCATACACTCAGTAGCT 

TACGAACAATAGAAATTTATCTCCCAAAGTTATGGAGGCTGGGAAGTCCAAGATCAAGGTGCCAGAAGATTTGATGTCT 

GGTGAGGGTGTGCTTTCTGGTTCATAGTTGGCACCTTATAGTTGTGTCTACATGGTTAAAGGGGCGAAGGGTCTCTCTT 

GGACCTCTTTTATAGGGCCACTAATGACATCTCAAGTGCCCCATCTCAAAATATTATCACATTAGTGATTAGGTCTTAG 

AATATACATTTTGAAGGGACACAAACATTTAGAGCATTCCAAGGTCTTATTTGTTTTTCAGTGGTTAAGAGTTTCGTCA 

GGGAGGAGGAGTAGAATTATGTGAGCTTACTTCAGAGCAGAGTTTACTAATCTTCTATGTGTGTGTATGGAGTGGGTGT 

AAATCCTGAATCCTTTCAGTAAGAAGGGTACACCTATGAATGCCTTCTCAGTACACTTGGCCCTCTGTACCCATGGGTT 

CTG CATC CTGGGATTTAACTAAC GATGGATCAAAAACTTAAGAGAAAAGTTTGCACTGGACATTTACGGATGTTTTTTT 

CTTGTCATTATTTCCTAAGCAATACATTATAACAATTACTTACATAACATTTACGTTATACTAGGCATTACAAC 

TAGAGATGATTTAAAATATATGAGAGGATGTGAATGGGTTATAGGCAAACACTATGCCATTTCCTATCAGGGGCTTGAG 

CATCCATGGATTTTGGCGTCTGCCAGAGGTCCTGGAAGTAATCTCCCACGAATACTGTGGGACAACTGTATAATAGTTT 

TTTGTTGTTTTTAGTTTGTTTTTGGAGACAGGGTCTGCTATATCACCCAGGCTGGACTGTAGTGGTGTGATTGTAGCTC 

AGTGCAGCCTTAAACTCGCAGTCTCAAGCGATCCTCCTGTCTCAGCCTCCCTAGTAGTTAGGACCACATGTGTGGGCCA 

CCACCTGGATCATTTAAAATTTTGTTTTTGTGGAGATGGGGTCTCTACAAAAGAGATGTCACTTAGGTAGGTCTCAAAC 

TCCTGGCCTCAAGTGATCCTCCTGCCTTGGCCTCCTAAAGTGCTGGGATTACAGGCAGGAGGTACCACACTCAGCCTGT 

ATAATGTTTATAAGCACAAAATAAAATTGTAGAATTAAAAATGAAACCAGTTGTATTAAAACAAATTATACAAATATTA 

AAATAAAAATTTGGTATAGTTATATATGTGCATCTTTATTAATGTATTAAATCATAAGATCCAGCAGATCACA 

ACATACTTAATTTTGAAGTGCTTGCAAGAAGTCTAATGAGATAA 

CAAACTACAGTGGTTTGGTAACTATATTCATAATTGAAGAAAATGGTATTTTTCAGTTAG^GTTAGTAAAAATACAGA 
TGTAAACTTGTCATACAAGTTTACCAATCTCCTGAATTCTTTGTGGACTCCAGGTTAAAAACTACTAAATGGTAGAGTA 
TATAGTTACAAGGAGTCAGATTTAAGCTCATTTTAAGTATATGTATTATGTGTATGTAAAGCCTTAATAATTAAGATGT 
CCTAGAATGAAAGGATTTTCTCACAAAGTAGTGATCTACCTGTTAATGGAAACGTCCAGTTAGCATCTAGAAAAATATT 
GAGGATGTTGTAGTATAACACTAATTAATATTAGCTAGCATCTACTGAGTGCTTGCTGTGTTTTATGCACTGGGTTAGG 
AGCAATTTTTGCATTGTGTCTTTTTTTTCATGATAGT^^ 

TTTGATATTTGTTAGAAGTTGACTATAGCCTGCAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCACTTGAACCC 

AGGAGGCAGAGTTTGGAATGAGCCAAGATCACACCACTGCACTCCAGTCTGGACAACAGAACGAGACCCCGTCTA 

AAATTAATAATAAATAAATAAATAAGTTGACGGCAATAAGTGGCAGAGTATGAACTCTAACCCATATCTAGGTGTCTCC 

AAAGCCTATAATTGGAGAATATTTTGATAATAATGTAGGAGAGAGATTGGTGAGAGAATTAGAGATCACCTTGTTCATC 

CTCTTTATTTGATAGATATGAGGACACTGAGAACTCAAAGAAGTTAGGTGACTTACTCCAGGTTACACAGTTTATAGCA 

GAGCCAGAAATTGGACTTTGATGCCTTTTTATGTGGAAACATGAGCTTTTATTATTTAGCTCTTCATCTGGTGGAAGTG 

GAACACAACCTGAAGAGAGAGGCAATGGACTACACTATGGTTTGGAACAGAGTGTATAGTAATTTCCTATTTCATTTAG 

AGAACAGGGATATGCCTGAAAGTGCCTTTACCCATGTCATGCATTTATTCACAATGAACACAAAATTTA^ 

TTTTTTTTTCTCGAGGTATAGTCTCGCTCTATTGCCCAGGCTGGAGTGCAGTGGTGCGATCTCGGCTCACTGCAACCTC 

CGCCTCCTGGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCTACTTGAGTAATATTTTAAATGTAACCATAGTGAACTGT 
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CCAATACTAAAATTTGTGCCTTTGATAATATTTATA^ 

TTACCAGAAAGTATCTTGTGTATTGTCAATACAAAGTATCTAATGCATGAATGACTGAGTATGATTGTCTGGTTTTC^ 
TAATCACTACTTACACCAAATAATTGGGTATTTACAATATACTGATTCTATTATTTTTTACTGAAATATAATTATAGTT 
AAATTTACCATTCGTTAACAATGAGGGAAGAAGTTGTCTAGATTAGTTCAAAAACCAACATGTAAATTCTTTCTGGAAT 
ACGGTAATACATAAATGAATATGCAATAAAAGTGTGAAAACAATTTTTAAATAAAAACAGTTAAATTAATTTCTAAAAT 
ATACAGGGATTACACTAACAAATTTTCCTGAGTATGA^TTTAGGAAGCATGCTTTTCTAAAATGAATGCTTTTTAACA 
TTATTTATAAACAAATGTTGTTTCTAATATTTTATATAG CCTACATGCAATAGGTG CTCAATAAATACTCATTAACTTA 

GTTCAAGATGTTGA(^GAACACATGGTTTTTGTTTTCCTTTACTTTTCCTAATACCCATTAAAATAGTAGAAAAACTAA 

ATCTGTATAATGCACAACAATAAAGAGAATGGGGAAAAGGCCATCAGTGGTAAGAGATTTTATCGAATTTCTGGAAGAT 

GAAATATGAGTGAGTGGTGTTGATTACTGAAGCAAAACAAAGTCAATTATTGCAGAGAATATTTGTAGAGGGAGCTACA 

CC CAAGAAGAAGCCCTAATAACATGGCAGAAGCTAACAAGGCTCCAGTTTCAGATAAGCCAATGCTGATGGACATTGAA 

ATGAGAAACATAGATGTAATCAGCATTTTGATCAAGAGCATGTGCACTAGTTTTTGCTGCCCAATGAGCCACTTTAAAT 

CATAATGGCTTAAAAC^CCATTTATTTAGTTTACTATTCTGCCTAGTCAGCCATTTTGGCTGGGCTTATATGGGC^TA 

TTCCTGTGTCTTTGCTCAACCAATCAGTTGATCAGCTCTGCTTCTGCAGGTTGGTTGGGTCTCAGTTAGCAAGATAGGG 

GCCACTAGGCCTTGCAAATCTCATCAGACTAGTTTGGGATTGTCACTTAGTAGAGGAGCAGGATTATAAGAGAAATAAT 

ATAAACGCAAGATCTCTTAAAGTCTAGGTTTAGAATTGGCACACATTAACTTCATTCTTGCATTGCTTGACTAGGTTAT 

AAGACCAGTCCAGATTCAAAGGATATCGCAACAGACTGTTATTTGTTGATGAGAAGAACTACAAAGTCACATTGCAAAA 

GGGTGGATACAGGGAAGGTATAAATCTTGAGCATTTGTGGGTCTAACACAATGTAGAGGGCCCAGCTTTATCCTTCTCT 

ACTTACCACATCTGTTCTCAGCCCCATACTAGAATACGTGGCATGAAGCCAGGTATTTACCATCACTTCAACAGAAGCG 
AAAACAAAGCAAAACAAAGTTTATTTAATGAAAACATT^ 

TGGAAAGAGTATATTAATAGATTAGAGAGTGTGAATGAGGTTTTGGAAAACCTTGAGGGTGTAAATTGATGCTAGAAAC 
ATCCTTCTCTGAGTGGCCTACTAATTCTGACATAGGAATCAGAGAAAAGGAAATGTAATCTTAACTATTTCACTTTGCA 
GAAAATAATCTTTACATAGTCATAAAAATGAAAACCCTGTTTATAGTTTTCAACTTTAGAATTGCTCCATAGAC^ 
< ^ATAAGTCTTAACTGTGTATCAGTGTAAATGTTTTCAAACTTAACAATATTAAAACACCAACCTGGGACCCATAGGCA 
C^GACA.TATCTTTTACATCTTTGAAATTTAAAGCTCAATGTGATGGTCTGTGTCTTGACTCTATTTAGCCAAACCAOT 
TGTCATCTTTTACTAATACTOTTTCCCCATGATAGTAGCCCCAAGACAAGTAAGCTGGTCTAGAGGCTCAGTGGATGTT 
CAGTGACAGTGCAAGTCATC^CCClTTACrTTTTGCAGATACCAC^^GCTGTTTTTAAGAGTCTCTTGCCATCCTGCC 
TATGACTTTGTGCAGTGGAATCAGTTGAGTTCATGGGAAAGCAAATAAAAGGATGGTCTCTGTTTATAGACATAGCCCT 
GTCTTAGAAATCTAATCTCTCTTATCACTCTCATCTACAAAGACTGTCAAGGAAATGTGTCCTCTCCTGCCCATGGAGA 
CAGATTGGGCATCTCACATGAAAAAATATGTCCTTTGAACTTGCCTGAGAAATTCCAGTAACT^ 

ACTTTTCTACTGTAAGCTTGCCAATATTTGGTAATCTCTAGAATAGGAACCCATCTGAATCAGCAGTGCACACCATCCT 
GTTTTGTGCAGTCTAAGTTTAGAGCTGTCTAAGTCCATTTGAGCTGCTACAACAAAATGCCATAGACTAGGTAGTTATA 
AGTATCAGAAATTTATTTCTCACAGTTCTGGAAGCTGGGAAGGCCAAGGTCAAAGCACCAGCAAATTTGGTGTCTGATG 

GGCCTCTTTTATAAGGGCACTAATTTCATTCATGAAGGTTCCTCCTTCATGATATAATCACCCCCCAGGCCCTACCTTC 

TAATATCATCACATTGGTGATTAGGTTTCAGCAGATGAGTTTTGGGGGAATACATTCAGGCTGCAGCAAGGTCAAAAAG 

AATATTGCATCATTTTGCTTTAGAGACCTTTCTGTTCTAGCTACAT1TTGATTATCTATATGACAC7UVTAAAAAAGA 

GTCAGGAAACCTARGATCTTATACTTCAATAGAGTTTrTATAGGACAACATTGATTAATGGCTACAGTTAA^ 
CTCTAACAGCAGCAATCAAATATTTCCATTCATCACAOT^ 

GTTGTTGTTTTGAGAGTGACA.TGAGTGCAGGCCCAGCTTCATGGATATACAAACTATACATTCACATGGGTTCCACACC 

TAGATGGGCTCTTACATCATGTAGCTGGTCCTACCTGGGAGAGAGCTAAAAATTAAGTTGCAGTCATCAAATTACTGAT 

CAGATACTGAAATTAAACCTGAAAGATGTTGAGAACCCAGAGAAATTCTCAATCATGTTAATAATACTTTC^TGCATTT 

GACATTTCTTTTTTCCTGCCTCTTCTCTCTACCTGTAGAACTTTTCAAGTTCCATTATTATACCATTGTTGGCCCTTTG 

TTTCCTCCTCCAAAGACTTAAAGAAGAAGTTATGATTAAGCATATGAAATATGCATACCAGGTTTTCTATAAAGATTCC 
TCGGCATCTCTGCCAAGCTGTCATATGAG^CTTGCATGTra^^ 

TGTTCTAAGCAAAAAGCACATATTTTAAAAATCTGGAGTTTTCTGTTTCAATTTGAGAGAACTACATTTTGCTTAATT^ 

ATAGAACTTTGTTTTTCTCCTCTGTTAAGGCATGGCTTAACTGTAATTTACTTGAAAACATTAT^^ 

AACAGAACCACCTTGAATTATTCTAACCCATTCAGATTTAAGAAAATGCATCGTAGCAAATTAACTGCTATTO 

GATCATTCTGTCTGTATCATAGAAATATGGTTCACTAGTGAATCAATGAGAGATAAAAGGTGATCATGGTCTGTGAGAT 

^^ C ^ GCCCCTCTGAGTOGCTTCCAACGTAGCCAGOTCAGTCTAT ^ 

^™I ACCCAAATCCCAGTTGCTCAAACAATTGAAGm ^^ 

TTCACCAGCTGCCTTCCACCTGGTCACC^GACACCTGTOTTTCTTCCTATGCACCTGTGGCTTC^TTTTCCTCTC 
I^ GGATTTACCTTACATCTA ^ T( 3TCTATACAA^ 

AmCATTGACTCTCTGCCACTCGCTGCTTAAGGTCAGATGATACTGCACTCTATCCAAATCAATT^ 

CWAAAACAAATGTGTTGCATCCATATTATATTTATAACATATGTCTGTTTCITTTGGACAGT^^ 

^GACTGATACATCC^GATCATCTTTACTGACTTAGGGra^ 

AATATGCCTTATTGCAGATCTTTTCCAACTTCTAGGTAAGAAGTA 

TCTCCCTGCTACCATGTCCTCACAGGACCTCTTCCTTGGTTCAGTATTGCAACTATCTCCCA 
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CTGGCTTCTCCTTCTTTATCTCCCTTTTO 
TTTTATTGCCTTACACTATACTTCCC^^^ 
TTCAGCCCATATTTGTCCTCTGGAACTCAGACCTGTAT^^ 
GGCATTTTAGATCCAAAATATCCAAAACTGAAATTCTGTT^ 

TTGTGGCCCTTAAAACTATGAATATCAACAGTCATCCAATTCTTCACCTTCATCTTCCTCCCTCAGTTGCTGTAAGTAC 
CCTATCACTAAGGCCTGTCGATTTCACCTTCCAGTTATGCGCTC 

GCCTGTCTGTGCTGGGATTACCTGTTTCCTGAACCACAGTGATAGCTGCCTTGATCCATTTCCTG 
CCCTCATCCAATCTGTTCTCCATATTGCAGTCAGTCACCTGTTTC 

CCTTGCCTTAAAACC^GTTAGCGGTTTCCCATTGTTCTTAAGACTATTAACGTCATTTTTGTGTGATTGTCCAGGGGCT 
CAATAATCTGAATCAGACCTTGTCTCCAGCCTCCTTTC 
GCTTCTTGTACACCGACTTTCCACCGAGTGCCTCAGGGCACT 
TGCTTTTCTCTCCCCTTTACCTAGTGAATCCCTCCT 

CTCTGGACTGTTATATTGTCAGAACTATCTTCTATATATGCTGCAGAAGTATACATACGCTGCATACTTCTTTCACTGT 
ACTTATCAGATATGAGTAAATGTATAATTTAATGTAAATGTGATTAAATTGTTAGTCTCTTTTATTCACTGAATAATGT 
CTATTTGCTCATCACTGCATCAGTAGTACCTAGAAC^ 

GGCAGCTCCTCGTTTTTTAATCTTAAGCCCTACCCTACCACCTAGCACAGAGAGAGTCTAAATAAGTATTTATTTAGTT 

GAAGTGGCTGTTAATGGCTAGTGTTTAAATATATTCATT^ 

AGTTTGACTCCCAATAAAAAATACAAGTGTGCCATTTTGT^ 

TTTTATTGATATATTAAGACTGCCTTGAACATATCAAGTTAATTTATTCCCATTTCATTTTTTAGC 
CTAAAGGAACAAAGATTTGGTAGAAGTGGTAATiU^TACTCAGA 

TCAGGACTTACTATGAAAAAAAATAAGTAGATTATGGCAGAATAAAAGTAAAATATTTTCTGCTTGATATTTAGA 
TGTTTTGGCATCTGTGACTTGTGCTAATGACCTCGGGTTTAAGTTTGGTTTTTATTGTCTGAAGATAGCTGGATTTGGG 

agagtaagtc^caacctttttttttct 
cg'agtcaaatgttgaatatgtattacaatttaggctc 
taatggaggtaaaatcatagtcaaacgcccttttaactcaaaag^ 
ttgcttctttcaggctaggatatttgggatattaaagggctcttt 

CTTATTTAGGAAGACGGTCTTTAACATTTAATTCT 
ATATTGGCAGAGAGCGAAGATAAGGTGAGCATTGAGCAGGATAA 

ATTCCAATTGTGTACCAGAAATTCTTCTAGGTACTGGGAATTTATCAGTGAACAAATAACATTTCTAT^ 

TTAC^TTCTGAAAGATAGGTAATAAATAATTATCTATCTATCTAATTGAATCACTCTTCTCTCTCTCTCTCTCTGTCTT 

TCTCTCTTTGTCTCCCCGCTTGGGTCTTTCAAAGAC^^ 

AACCTCTGGAAGATGGGTGTACCTGCCCAATAAAGGGGATCTGAGAAGACCGTCAGTAGCATCTACTATAGAAGATAAA 
TGCAGTATTCCAGGCAGGAGATTATGATGGCTTGGACTAGGGTGGTAGCTGTGTTTACGGTGAGAAAGATAAGATCTGG 
ATATATTTCTAAGGTAGATTTCACAAGTTTGCTGCTTGATTGAGATCAGTTGCAAGGAAAAGGAAAGTCAAAAATGACT 
ATATAAATTCTGGTCTGAGAAACTGTGCAAATAGAGATACTGTTTACTGAAATGGAAAGGGAGAGATCAAGATTTTCAT 
GTTAAATTTGGTACATTCATTCAGATATATCAGTGGAAAGATAGGCAGTTGGTTATGGTAGTCTTGAGTTCAGGTTGGT 
TTTACAAATCTAATTTGGGTATTGATGATTTTAAAACTGAGGAGTTACCATAGATAAATAGGAAAAGCCACTCTAATGT 
TTTGAAGTTGGAAATTCAAAAGGAAATGGAGCTTTTGAGAAG 

GAAAGGCTTGGAAGTCAATGAAGATAGTGTTTTACAAAGGAATGCATGATTAATTGTGAATGCTGCTGATTACTTAAGT 
GAGAACTGAGAATTGACAAATGAATTTAGCACTGAGAAGACCTTGGATGATCTTGAGAAGAGCTGTTTCAGTGGAGTAC 
TATAAACAAAAAC^TAGGAGTACATTCAAGAAGAAATGGTGGGAGGGCAAGAACTGAATATCATGAGTTTGGAAAACTC 
TTTTGAGGAGTTTTACTTTAAAGAATTTAGGCAGAGAAATAAGATATATAGTAGTTAAGACTTAAATTGGACATATTAT 
GGCAGGTTGCTATGTAAATGGGAAGAATCCAGAGAAGAGGAGGAAATTAGTGATGCAACAGAGACAGTAATAACTGGAG 
TGATATACTTGAAGAGGAGAAAAGAGATGATATCAGGCACATAAATGGAGGATTTGATAAATGTGATGGGGGCTGCAGA 
GAAAAATTGTTTTCTGATTTGCTATTATTTTTTTCAAAGAAATAGGCTATCAACTGAGTGTGAGGATAGAGCAGAAGCT 
GTTAAAAATTTAAGGAGAGTTGTGAAATAATCATCTGTAAGCAGGAGTGTGAATGAACTAGGAAGATGTAGTAATATTT 
CTGGACAGCCCTGAGAGCTGAAATATTGTAAGAAATAATCTGAGGAAGTTCTGAGTACTTAGACAGTTGAGGTTAGGGG 
GAGCATTTTATTAAAACAATCACAAAGAACATGGGAAAAACAGAT^ 

CTAATTTTGGAAAATTAAACTAAAAAGATGTTATATGC^TTATGATGTTTCAAAATAGACTAGGGCCAATCAGACC(^ 
TAGTTTCTTTATATAAGACCCCATAGTTTAATTATATAATTAAGTGTTACGTTCAAATTTTGATAAATGATAAATATAT 
TGTACCACGATGGGAATTTGAAAATGCGACCATTTGTACTGGGATATTATCATGTAATATTTTAATTTO 
TATCAAAGTGAAAGATTTCCATGCAGTATTATTTGGTTGTGGGGTA^ 

TTGCTTAGCCACATTTTATTTTGTGGTCAAATTCAAATGCTGATCTAATGGCTTCAGAGTAAAATGAGAAAGGTCAAAT 
GGGACTGGAAATTAGGGTTTTCTTCCTGTCATTAGGTATATTTATTTATAAAATAACTGGAAAATTCCTCATGTATTTA 
ACATCTGTTCCTTCTTTCCCTGGTCACTGCATATCAAGAAGACTTTGACATTGAGGTTTGATACGGTTTGGCTCTGTGT 
CCCCACCCAAATCTCATCTTGAATTGTACTCCCATAATTCCCAAATGTTGTGGGAGGGACTCGGTGGGAGATAATTTGA 
ATCATGGGGTAAACTTTCCCCCATACTGCTCTCATGGTAGTGAATAAGTGTCACAAGATCTGATGGTTTTATCAGGGGT 
TTCTGCTTTTGCATCTTCCTCATTTTCTCTTGCCACTGACGTGTAAGAAGTACCTTTTGCCTCCTGCCATAATTGTGAG 
GCCTTCCCAGCCATGTGGAAGTGTAAGTCCAATTAAACCACTTTTTCTTCCCAGTCTCGGGTATGTCTTTATAAGCAAT 
GTGAAAATGGACTAATACAGTAAATTGGTACCAATAGAGTGGAGTGTTGATGAAAAGATACCTGAAATGTGGAAGCGAC 
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TTTGGAATTGCCCAACAGGCAGAGGTTGAAACA6TTTGGAGAGCTCAGAAGAAGACAGAATAATGTGGGAAAGTATGGA 
GCTTCCTAGAGACTTG^ 

TCAGATGGAGATAAGGAACTTGTTGGGAACTGTAGCAAAGGTGATTCTTATTATGTTTTAGCAAAGAGA 
TTTGCC^TGCCCTAGAAATTTGTGGAACTTTGAACTTC 

GCAAAGTATTCAAGAGGTGACTTGAGTGCTGTTAAAGGCACTCAGTTTTATAAGAGAAGCAGAGCAGAAAAGTTTAAAA 
AATTTTGTAGCCTGACAATGTGATAGAAAAGAAAAACCTATTTTCTGAGGAGAAATTGAAGCTGGCTGCAGAAA 
ATAAGTAACGAGAGGCCGAATGTTAAGCCTTCAAGACGATGAGGAAAATGTCTC 
C&GCCCCTCCCATCACAGGCCTGGAAGCCTAGGAGAAAATC^ 

AGTCTAGTGACCAGGTGCCCTGCATCCCAGCCACTCCAGCTGTGACTAAAAGGGGCCAAAGTACAGCTCGTGCTATGGC 
TTCAGAGGGGAGGAGCCCTAAGCCTTGGCATCTTC^ 

G^CGGGAACCTCCGCCTATATTTCAGAAGATGTATGGA 

GGCCCTCATGGAAAACCTCTGCTAGGGAAGTGTGGAAGGGAAATGTGGGGTTGGAGCCTCCACACAGAGTCCCTACTGG 

GGCACTGCCTAGTGGAGCTATGAGAAGAGGGCCACAGCCTTCAGACCCCAGAATGGTAGATCCAATGAC^ 

ATGTGCCTGGAAAAGCCACAGATACTCAACGCCAGCCC^TGAAAGCAGCCAGTGGGAGGCTGCACCCTGCAAAACCAAA 

GCAGCAGAGGTGCCCAAGACCATGGGAACCCACCTCTTGCATCAATGTGACCTGGATGTGAGACATGGAGTCAAAGGAG 

ATCATTTTGGGGCTCTAAAATTTGACTGCCCTGCTC 

AATTTCTCCCATTTGGAATGGCTGCATTTAC^ 

GATTTTACGGGCTCATAGGTGGAAGGAACTTGCCTTGTCTCAGATGAGACTTTGGACTGTTGACTTTTGGGTTAATGCT 
GAAATGAGTTAAGACTTTC^GGGACTATTGGGAAGGCAT^ 

CAGGGGGGAATTATATGGTTTAGCTCCGTGTCCCCACCCAAATCT^ 

TGTGGGAGGCATTTGGTGGGAGATAATTAGAATCATGGGGCAGT^ 

TCACAAGATCTGATGGTTTTATCAGGGGTTTC 

TGCCTTTTGCCTCCTGCCATGATTGTGAGGCCTCCCCAGAC^ 

CCAGTCTTGGGTATGTCTTTATCGCCACATGAAAACAGACT^ 

AAAAGTAACACTTGCTGAGAATTTCCCTACCTTTTCTGGGCTTTTAAAAATGCATCTTATTCCTCATCCCCTAAAG 
GTGTGTTAGTCAGGGTTCTCTAGAGGGACAAAACTAATAGGAGATATATATATATATATCTCCTATATATCCTATATAT 
ATATAGTATTAACTCAGATGATCACATGGTCCCACAATAGGCCTTCTGCAAGCTGAGGAACAAGG 
TCCCAAAACTGAACTTGGAGTCCAATTTTCAAGGGCAGGAAGCATCCAGCATGGGAGAAAGATGTA 

GGCCAGTCTCATGTTTTCACATTCTTCTGCCTGCTTTATATTCTAGCTGTGCTGGTAGCTGATTAGATAGTGCCCACTC 
AGATTAAGGGTGGGTCTGCCTTTCCCAGCCCACTGACTCAAA 

CAGGATCAATACTTTGCATCCTTCAATCTAATCAAGTTGACACTCAGTGTTAACTATCGCAGTGGGTAAAAGCCATTAC 
TAGGCAACCCAACCGTTGCTGCAGGTTGATGCAGCAATGAGTAGGAAGATGTGGTGGGAAGATGTGGGAGTATAAACTT 
CGCCAGGCAGTAATATAGGTATATAATACATGAGCAGGGCTGCAATACTCTCTTAGGAACTGGACAGCTTTATGGG 
AACCAAACCTC^U^CCCAGCTGCCCACCTGACACAAGACTGTCCATGGGAGTGAAGTTC^^ 

ATTATCCCAGGGGAAGAGTTACTCTAGAGAATGCCCACTTAAAAGGTATGTGAGTCTGACTCTGCAGATCACCCACTGT 

CTACACAGCTCTTGTTTCTGAAGAGCTGTCCTTGCATTGTCAATACCTTGGTGCAACATATGTGGCTTCCTGCCCTTCT 

GCCAAGTGGACCTCCTCACTTTGAGCACATGGTAAGCATCCTCCATAGGTACACAAAGTTTGTAGCAACTAACTCCTAT 

CTGGAGTTACTCAGACCCACTACCTCTCCTGTTAGTGCATCTATGCTCTTCACAAAGTACAGTAAGCTCTGCTTCACTT 

GTCTTGAAAACATGAATTTGTTCTAATGCAATGGACATATTGGAGAAGAATTTGATGAACAGCTAAAAAAAGCAATAGT 

ATAAATAATTTTCATGGCTCTACATGTAACCTCTGGAATGCATAACAATGCTTTTTTCCATAAGAAGATGTTTTTCTGT 

GCTTGTAGATTATTCTTTTAGACCTGTAAAGAATGCTTGGAAATAATTGATGAAGTGCCAAGTCCACTAAGTTTCTGTT 

TTTAGCTTC7ATCCTGAAGTTTCTCATATTCTTTACCTTTACATCTCTCAGTGTGAGCTCATATGAATCTGTGGCTTCA 

GGTCCCATGTATATACTGATGACACCCAAATCTCTTCTTGAATGACCAAAGACCAAACTTTCTGAGTCACAGATTTTTA 

TTTACATCTGAATGTACCCCTAGTATTTTAAATTTCTTAAATATAAAAGTTTAATATTTCTCATACCCACTTATGTATA 

TGCATGTGTGAGTGXGAGTATGAGTGTGTGTACCACATATACTTACTATGTGTGTTAGGCATTGTCCTATATGTTTCAT 

ATCTATTAACTCATTAATTCCCCAAACAGCCTTATGAGTTAAGTCTTCTCATTATGTCCTTATAATAAATGAAGAAACT 

GAAGCCAAGGGATTAAGTAACTTATCCAAGGTCAATGAAGGAGCTGAGATTTAAATCCAGAAAATCTAATTCCAGAGGA 
CAACCATTTTCCAAACATCTVTGCAATCCAAC^ 

CTTCAGCAAGCACATTCACTGGAGGAAAGATATCCAGCCTTTGGTTACAGAGAAGGCATGCTCTCAGAAGGCTCATATT 

TGGTTTACAGTTACTTGCTCATTGATTTTTGTGAGTTCCTGAAACTTACAGAACTTTCTTAGG 

AAACTATTATATGAATAGTGTCC^TCATAGTTTTCATATGAACGTTAACCAAGGCCTCTC^ 

GAGCATAAGGTTAATATCATCAAGTAACTGGTGATAAGGCTAAAATGATGGATGAAAGTCAGATTGTGGAATACCTTAA 

AGGGCAGACCAACAAGGTTTAAGGACTTTATCTTGCTGTTGGTAGTAATAATTTTTTGTACCAGGAGTTTGCCATG 

TTCAGACCATGTTTC^GGAAGAATCAGTTGGGCCTGTGTGTGTAGTTCCTGGATAGTAGAGCATGCACAGACCTTGAGT 

GCACTCACTTTAGGGGTCTTACAGTCTGGTGCTGTGGTTCTCCAACTTTAGTGTGTATCAGAATCTCTTGGGGAAACAT 

GTTATAATATCCTGGGAGGGCTTCATACCAGGACTCCGTCTTCAGAGATTTTGTTTCAGTGGAAATGGATTTAAAAGGC 

AGTGAGCTGCATTTTCATAAACACCACTCTTGAAGATGATAATGCAGGTTGTTTGAGAAACACTGATCTAGTGGCTGTG 

GAATTGATGTAAGTGTCAGGCAAAAATGGTCAAAAGTAGGATAGTTGGAAAGTAAGAGGTGGAATTTCAATTCTGAATG 

GCCATTTGAGCCCACATGTTTTATTTATTTATTTATTGCAGATTCTCAGTAAACACACACACACACACACACACACACA 

CACACACAACCTACATCCATCCTGAAAAACAGGAAAGGTTTCCATGCAGAGGTCAAAAACTGTGACGTATATCTGCCAT 
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ATATAGTGCCTGGAGGACCAAG CTGAGGAAAGAAAC CATCAGCTTAAAAACCCAGGCACAAATTGAAAAG CATTCAAGA 

AAAGCAAGTGCATGGGATTCCTGAGAAAAACTTCATCAAACC^ 

AGCATGACAGTCAGCATAAGTAAACCTCAACTTAAACAGTCTC^^ 

AATGGGTTGACTGAGTCTCTTGCAGTGATCAGTTCAGGATAGGACTGCTTAAAGTAAGAAACTATGAGAGTTAATGACA 
GAAACTTGTTTGGGTAATGCTCACTTTTAGAAAATAGAGAAAAGACAGTCAACAGAGCTGATAGGAAACTTGAAATCTA 
TGCAGTGGCCTAGAAACAACAACAACAAAAGGAGTGATTTT^ 
GTCAAAGAACATGAAGATAAAGAAAAGATCAATTGTTTC 

AGAGTGGTGTGAACAGAAGTCAGATTGAGGGGGTGGAAGAAATGATTAAGAGATGAAGAAATGAAGTCATCAAAGGTTC 
AACAGTCTCTCTGTGGTGTGTGTGTGTGTGTGTATGTGTGTGTGTTTGTGTTTAGTAGCAAAAAGGAAAGAGGGTTGGT 
AGCTGCAGGGGTAATCAGAGTAGAATATTTTTATGAGCCAGAGGTCTTCTCT 

CCAGAAAGAATAGTAACTATTCAAGATGGCGAGGAGTAAGGTGATGATTGATGATGGATCATGTGTTGTGGGATCAGGG 
TCTCTTTAGAGTTAATATAAATCAAATTTCAGGGCCATGAAGTAAG 

TTCTCTTAAAAAGGGAATATAAAGGGAAGGTAATAGTTGCATATTTATAGATTGTAGTCTAATATGAGCTGATTTATAA 

AATGTTGGCATTATGTTTTTGAGGTGGTAGGATAAAGAAAAGAAAGTGAAAACTTTAAGTGTAGGGTTGAGTTTATCAG 

GAATGTGTTTGATATAGACT^GTGAGTGGTAATCTGGAATATATCTAGTATCTAAAGATACTAAAGAAAAAC^AAGGGC 

C^GTAGGCCTTATAGGAGAAAATGGATTCATAGCTCTTAAGGGATAAAAGTGAAAAAATGACAGATC^ 

GTTACTAGAACC^TTCCTTTGTTTGGAAAAAGTGTTAGT^ 

AACTGAAAAGGAGAATATAAAGTTATATCAACACTATAATTATAATTATTTAAAATTACTTATGTTGTGGATAAGAGCT 
GGAAGGAAATATTTTTTTTTTTAGAAATATGC^^TTTTGG 

CAGAAAAAATCTAAGTATAGCTAACATTAGCTTATGAAAGTAAGGTGTTTTATTCAGA 
GAATGGGTTGTTGCAAAGGGATTAACAAAAATGTTGCTTGCTTTAT^ 
TGATAGATGCAAACTGGTGTTGAGTTGATTATAATAT^ 
TTTGCAATTTCCCAAATGTAAGAATTTAATTTTT^ 

C TATTTAG CAGCAC CAAC CGAATTTTC C CATAAAGAAATAT CTCATTAACCCAATTATTTTCCCATAAATAATTAACCT 
AATTATAGACTATCAGTTTCTGCATTATGAGGTATTTAT^^ 

CTTTATCTGGGACAACACGTTGGTCAAATTTCTGTTATGAGTGGCTTTAGAATGGGAGACTTCCAAAGGATTATGTTGT 
ACTGGTGGCACTATATGGCAATGGGGGGTGTCAGTAGGCATAAGGGGGTTACCCTTATTAACATCTTTGGAAGCTCAGA 
ATTAAATCTATGTAATTTTTATATGCTATTGCTCCTCCTATAGAACTCTGGGTCTCAACCTTTTGTCTGTGGGCAAAAG 
TTCACATGCACAACACGATCTAGGTTGGTCTGTGTTGCA 

CTGTTTCTCAGGCCCTCACTATAATCCATCGTTTGCCCTCCCATAGACTTGAATTATGACAACCAGGCTGGGACTCATG 
CTATGTAGAAGACCTTTCTGGAGATGAGTTAAAGATACGTAGTCCAAGCATTGTGGCAGGAGCCATTCTTTAATAGTTT 
CATGTCTTATCTGTAAATAATGTTGTTTACTACAAAGCATAACCTCCAACTTAAATCTTCTATACTAAGTTGTGAGCAA 
AGAATTGAGCACACAACAGCAAGATCTAGGTTACTCCTTTCCCCTCCATTCACGTAAAATCTTATGTGAATGAGTATGT 
GATTCAGTTACTGAATCAGTAAACTGGTCAATAATT 

CTGAATATTATATTGATGTTGGTATTATAATACAATGGAATTGTGTCTACCTAGTACCCTTATTTCTAGATCTCAAGTG 
ACTAAACAGCCTGAATCTGGAAATACAGAGAAAAAATACACAAAGAGTCGTGAATTTAAATAGCAATTCTGTCACTAAC 
TGG CTGTTTAATTTGAGTGTTTTATTTAAG CTGTGTAAATCCAGG CTTCTCACTGAAAAATAGAGATAATACATAGATT 
ATAGCATTATATTGTGAAAGACACAAGATAGTGAACATATAGTTCTTTGCCCTGTATCTGGTACATAGTAGGTGCTCAA 
AATTACTAGTTTTTTAAAAATAATTATCCTCATTATTTGGTGTCTTCAATGACCTTCTTACATAGTCCATTATGATAAT 
AAATGCAATTAATTTTTTGTTCATGACACCCTGAAGGTGTTTCTGTGTCAGATTCACTCAGAGACCTCATGATGAGGAA 
GGAACATGGTGGCGAATCTTACCCTGGTGATGCCAAACACAGCAGTGACTCATAACCATTCCAGCACTGCCTATGAAAT 
GGATCAATTAAAGGACGGTGACACACA7UVGATGGCTACTTCCAGAGGGAGACCTTGGAAATTCTTTTATGTTAACAGTG 
TACCCCACACAAGAATAGGAGAACCACATTCTGTCAGTACACTG 

ATTTCTGGTAATAGAAAATATGATCTGCCACTTCAATCTACTGAATACTGTCCGTTTTTTTCTATATAATGGCTTTTAG 
GAACTGTTGTGAGGCATCCTAAGTATTATCTAGCCATCCATCCATCCATCCATCCATCCATCCATCCATCCATGTATCT 
ATCTAATCTATGTGATTATATGTGTAGAGCTTATTCATACATATATATATACACACACATACATACACACATAGTTATA 
TGTATTTATACACACATATACATATAATGTCTTTATCAGCCTGAAGTATGGATTTTTAAAGTGGTAATATTGCCTTACT 
TATTGTTTCTCATCCACTGTGACATTCTATGTTATTTCAGTAAGATTTAACAAGCAAAGTGATGATGGATGAGAGTTCC 
TTTGCAGCCTGGTGAGATTTTTACTTCATGTAAAGCAAAGCATTTTGGGGCAACATCAGGGATAAACTTGTGGAATGAA 
TCATTTGGTTTTTCTTTAGTATATCCTGTCCACCATTGGGAACCAGATTCAGTAATTATGTTCTCTGGTTTGTACTCAT 
CATAATGTCTTGACCTCCAGCTCTGAAACAACATATTTCCTGAGAGATGCTGATTGTATTTTGTGAGGTTCTGCAGGGT 
CAAGTAAATTGAGGATGTCTTTATTCTGCATTTGACTAATCTGAATTAGATAGTCTTAGCCATTAAAACTTTAGAAAGC 
ACATAATGAC(^^TTACAAGTGAGAGAATTTTTTTC^TAATGCTTTATATTTTCTAAGTACCGATACAGATGTTTTAT 
TACATTTAAAA(^TGATTGCCCTACCACTTC^CTTATATTTTAAAAACTAAGTTGCC^TCTTGTAAAAATAAATACATG 
GATATCATTTACAAGTGATATCAGTTAATACCTAATGTGAACATCCATTGTGTACTGAGTCTATGAAATACTACTAGTT 
ACTATGAAAATGTGAGATTCACCGAATCGGGTGGAGCATCAACTTTATTATCCACATAGGTTACCCATTTCTTATATCA 
TAGCTTTGGTTGTATAATTTATTTCAACAGAGTTTAGTTAAACATTTTCCACTGTTATTAGGTACTGCCACTCTACATT 
CCAGTAAATATTGCCACCATGTTGCAGAACAATTTTTGGACAACCAGGCATATCTTTGGAGTTGAACTATGTGGAGGTA 
C TACTGGTG CTGTGAGGGATCACCTGTAAACCTGGCAGTTTTAGGTGG CCTCTAG ACGTTATAGGGTCAAGGGAGAAAT 
TTTTTTTGTTCTTGTTGTTTAATACTGTGAGTACATTTAAATGCTCATGTAAAAGAGCCAACTTAGAGGGAGTGGTTGA 
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AGACACAAGAGAGATAAGAGCTGATTGTTATGGCAAGGTCTCTGGCTAGGCAGAAGTGAATGGGTCGAAGAGAACAGAT 
TTAGGAACTGACCTTCTATCAGGAGAACAATATTTCTTCCAATGTCATGGGGGAACATAGAGACTCAGGGGGTCTGTAA 
CCATGTATGGCCCCCAAAGGACTGGACACATGGTGAGCAACTATGGTAGGATGAAGGGAGGCATGTTAGGAAATGTCCA 
GCTCCGAGGCCTCCACGTGACCCCTAGGTGAGAAGCTGCCATGATTCCTTAATAGGGAGCAACACAAAGACTAAAATGA 
TGGCAATGTAAGGGTTAAGGAAAAGGTGATTTTAAAAGCTTCTTGAGGGTAAAGTCCATCTGTGTTCACTTTTGTGATC 
TTTGTTGCATCCTTCTCAATCTTGCATATTGTTGATCTCAAATAAGTTTATGGTATTTATTATGTTCAAAAAAGTTACA 
GTTTCTTAAGTTTCTTCTATTTTCTTAAGGAAGGAGGTGATAGGATGGAGGGGGCATGATGCCAACTTGACTCTCCTGC 
TTAGGACTTGCCCTTCTTTTAAATGGTGAACACAGAGTTACATTATTTAATGCATAATGTGAAAGTGACAGAGGCCCTC3 
ATTATTGGAGTATAAAATTTTATATTATTATGGAGGCTAAAAAGTACATGACTGGACTTTTTCATACAATAATTCAAAG 
TAAGCCCATGGAACATCCTCTTCAAATGAAGTTGACGTACGTCTCATCTCCCTGGATTGGATGCCCAACCCTCACCCTT 
GAAAGCAGCTTGTGGATAACTCAGGGCAAACAGAAGCAGAACCCTCATGAACCTTCTCTCTTCTCGA^ 

CGTTACAGAATGAGGCAAAAATAAAGTTACCTTCTTCTCTTTTCTTGGATTAAAGATCCCAGAGCCATTCTCCTCTGTG 

TTCTCTACTTGGACCTTGTATAGTGTAGGATATAGCCAGGAACTAAGGATCCTCGGTTGACTCATAGTCGGCAGAGGGT 

GTTATGGCCCTCCTGAGAGAGTGACCTTGAGGAGAGAATCTATTCAGATGGTTTTATGACAAGACCAAAGTAAC^TTTC! 

TOAGTTACCTCTTAGCCAGAGTTTAGTGTTAAGTTTGCCCTGAAGTATAGTTTTCAAAATAATGAGATCAGG 

TATTTTGACTAAGTAGAATACCCAATAAAATAAGTC^TTCAAGTTGTGACTGAAAGTTCGGATC 

AGGTCACCAAATAACATGATACTAAAC<^ 

^CCCC^TACGACCCCACACAGTTCAAAACAGTAGTGGTTACTCACTCCATGGAGAAGATGTCAAAA 

AApCATTGGTTATGATGTCTGAAATTGGGCAC^TAAGCATTTAGTTTTGTTGGTGAATAATGTTCAGA^ 

ACACACTCTTTGGATTATCAAGCTTTTTAAAAAGTATAATTAATCAGTTTTrTAATGAAATATACAGAAATAl^ 

^ctcttctattagtgaagtttcctgaggcagctggattgattg 

AAGCATGAAGAAACCAACTTTAGGGT^ 

TTOATCACAAGGTATATTTTTCTTTATTATATGTCTTTGTAGAAAACCTAGTAACATTCCTGTO 

ATCACAGATATACCCATCTGGAAAAATGCATGCTACTATAAGAGATGAGTGAAATATATAA?UiTTTATATTTT^ATTCT 

AATGATGATGACTAATAAATGTGTATCTTCAACATTGTATAATGCCCAGGAATATTTCCAAATAAA^ 
AGATGTTTAACAAATATATGATACTTTTGTTTTCTGGGTGAATGTTGAAACTAATTTCCTGGGGAT 
ACTTATAGTATCATTAATATTATTGTTGACATATAATAA.TAACCAAAAATATCCTGGTCAGATAGGTTCT 
AGCTGATT^TAATCATTGTACATATTTATGGGGTACAGAATGATATTTCAATATGCGTATAO^TGTGTAAT^TCM 

G^TTGAAAATACACAATGGATTATAGCTAACCATGTTTACCCAACAGAGCTACAGAACACCAGAAC^^ 

atctagctataattttatatctgttaaccaactccttcccatcctcctcttcccccatcottScaatc 

AC ^TACTTTAC T ACCATGAGCTG^ 

^^ctgacttatttcacttaacat^^^^ 

^™^f TGAATAGTA ^ TCA ™^ 

TTGATTCCATATCTTAGCTGTTATAAGTAGTGCCGCAATAAACATGATGGTAGAGGTATCCCTCTGATATATTGGTOTC 
CTTTCCTTTG^TAGATACCCAGTAATG^ 

AGATTGTTTTCCATAATGGCTATACTAATTTACATTTGCACCAACAATGTATAAAAGTTGC^ 

TAGTGATGTTCAGCATrrTCTCATATACCTGTTGGCCATTTGCAAGTCTTTTGAAAAGTGTCTATTSS^ 
CACTTTTGAATCACCTTATTTGTTTTTTTCTGra^ 

AGGTGAATAGTTTGCAAATATTTTCTCCCATTCTACAGGTTGTCTCTTCACACTGTTGATTCTTTTCTTOTC 

aaact^ttagtttaatatagtcccat^ 



cccccgtcccctcacctcacaacagtccccagagtgtgatgttccccttcctgtgtccatc 

ATCCTTGTCCCTACAAAGGACGTGAACTCATCATTTTTTATGTCTGCTTATTATTCCATGGTGTATA^ 

ACG ^^ CATGTGTCTTTATAGCAGCAT ^TTTATAGTCCTTTGGGTA T ATACC^ 
^TATTTCTAGTTCTAGATCCCTGAGGAATCGCCACACTGACTTC^ 

agtgtaaaagtgttcctatttctccacatcctctccagcacctgttgtttcctgac^taSt^^ 

TGGTGTGAGATGGTATCTCATTGTGGTTTTGATTTGCATTCCTCTGATGGCCAGTGA^TGA^^ 
TOGGCTGCATAAATGTCTTCTTTTGAGAAGTGTCT^^ 

wwcttgtaaatttgtttgagttcattgtagattctggatattagccctttctcagatoaS^ 

CTCCCATGTTGTAGG1TGCCTGTTCACTCTGATGGTAGTTTCTTTTGCTGTGCAGAAGCTCTTO 
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TATTTGTCAATTTTGGCTTTGGTTGCCATTGCT 
TGGTAATGCCTAGGTTTTCTTCTAGGGTTTTTATGGTTTT^ 
TTTTGTATAAGGTGTAAGGAAGGGATCCAGTTTCAGCTCT 
AATAGGGAATCGTTTCCCCATTGCTTGTTTTTCTCAGG 

CTGAGGGCTCTGTTCTGTTCCATTGATCTATATCTCTGTTTTGGTACCAGTACCATGCTGT^ 
GTAGTATAGTTTGAAGTCAGGTAGCGTGATGCCTCC^GCTTTGT^ 
CTTTTTTGGTTCCATATGAACTTTACAGTA 
CATTGAATCTTTAAATTACCTTGGGCAGTATGGCCATTTTC^ 

CTTCCATTTGTTTGTATCCTCTTTTATTTCCTTGAGCAGTGGTTTGTAGTTCTCCTTGAAGAGGTCCTTCACATCCCTT 

GTAAGTTGGATTCCTAGGTATTTTATTCTCTTTGAAGCAATTGTGAATGGGAGTTCACTCATGATTTGGCTCTCTGTTT 

GTCTGTTGTTGCTGTATAAGAATGCTTGTGATTTTTGTACATTGATTTTGTATCCTGAGACTTTGCTGAAGTTGCTTAT 

CAGCTTAAGGAGATTTTGGGCTGAGACGATGGGGTTTTCTAGATATACAATCATGTCGTCTGCAAACAGGGACAA 

ACTTCCTCTTTTCCTAACTGAATACCCTTTGT^ 

TGACTAGGAGTGGTGAGAGAAGGCATCCCTGTCTTGTGCCAGTTTTCAAACGGAATGATTCTAGTTTTTGCCCATTCAG 

TATGATATTGGCTGTGGGTTTGTCATACATAGGTCTTCTTATTTTGAGATACGTCCCATCAATACCTAATTTATTGAGA 

TTTTTTAGCATGAAGGGCTGTTGAATTTTGTCAAAGGC 

CGGTTCTGTTTATATGCTTGATTACATTTATTGATTTC 

TTGATCATGGTGGATAAACTTTTTGATGTGCTGCTGGATTCAGTCT^ 

TTCATCAAGGATATTGGTCTAAAATTCTCTTTTTTC 

CATCAAATGAGTTAGGGAGGATTCCCTCTTTTTCTAT^ 

GTACCTCTGGTAGAATTCGGCTGTGAATCCATCTGGTCCTGGACTC 

ATTTCAGATCCTGTTATTGGTCTATTCAGAGATTCAACre^ 

ATTTATCCATTTCTTCTAGATTTTCTAGTTTATTTGCGTAGAGGTTTTTGTAGTATTCTCTAATGGTAGTTTGTATTTC 
TGTGGGATCATTGGTGATATTCCCTTTATCATTTTTTATT^ 

CTTGCTAGCGGTCTATCAATTTTGTTGATCTTTTCAAAAAACCAGCTCCTGGATTC^TTAATTTTTGAAGGGTTTTTTG 

TGTCTCTATTTCCTTCAGTTCTCCTCTGATTTTAGTTATTTCTTGCCTTCTGCTAGCTTTTGAATGTGTTTGCTCTTGC 
TCTTCTAGTTCTTTTAATTGTGA 

TAAATTTCCCTCTACACACTGCTTTGAATGTGTCCCAGAGATTCTGGTATGTTGTGTCTTTGTTCTCGTTGG 

GAATATCTTTATTTCTGCCTTCATTTCGTTATGTACCCAGTAGTCATTCAGGAGCAGGTTGTTCAGTTTCCATGTAGTT 

GAGTGGTTTTGAATGAGTTTCTTAATCCTGAGTTCC^GTTTGATTGCACTGTGGTCTGAGAGACAGTTTGTTATAATTT 

CTGTTCTTTTACATTTGCTGAGGAGAGCTTTACTTCCAACTATGTGGTCAATTTTGGAATAGGTGTGGTGTGGTGCTGA 

AAAAAATGTATATTCTGTTGATTTGGGGTGGAGAGTTCTGTATATGTC 

AATTCCTGGGTATCCTTGTTAACTTTCTGTCTCGTTGATC 

TTATTGTGTGGGAGTCTAAGTCTCTTTGTAGGTCACTCAGGACTTGCTTTATGAATCTGGGTGCTCCTGTATTGGGTGC 
ATATATATTTAGTATAGTTAGCTCTTCTO^ 

AGATCTTCCTCCATCCTTTTATTTTGAGCCTATGTGTGTCTCTGCACGTGAGATGGGTTTCCTGAATACAGCACACTGA 
TGGGTCTTGACCCTTTATCCAATTTGCCAGTCTGTGTCTC^ 

ATTGTTATGTGTGAAGTTGATCCTGTCATTATGATGTCAGCTGGTTATTTTGCTCATTAGTTGATGCGGTCTCTTCCTA 

GCATCGATGGTCTTTACAATTTGGCATGTTTTTGCAGTGGTTGGTACTGGTTGTTCCTTTCCATATTTAGTGCTTCCTT 

CTGGAGCTCTTTTAGGCCTGGTGGTGAGA7VAATCTCTCAGCATTTGCTTGTCTGTAAAGGATTTTATTTCTCCTTCACT 

TATGAAGCTTAGTTTGGCTGGATATGAAATTCTGGGTTGAAAATTCTTTTCTTTAAGAATGTTGAATATTGGCCCCCAT 

TATCTTCTGGCTTGTAGAGTTTCTGCCAAGAGATCTGCTGTTAGTCTGATGGGCTTCCCTTTGTAGGTAACCCAACCTT 

TCTCTCTGGCTGCCCTTAACATTTTTTCCTTCATTTCAACTTTGGTGAATCTGTCAATTATGCGTCTTGGAGGTGTGCT 

TCTTGAGGAGTATCTTTGTGGCGTTCTCTGTGTTTCCTGTATCTGAATGTTGGCCTGCCTTGCTAGATTGGGGAAGTTC 

TCCTGGATAATATCCTGCAGAGTGTTTTCCAACTTGGTTCCATTCTCCCCATCACTTTGAGGTACACCAATCCGACATA 

GATTTGGTCTTTTCACATAGTCCCATATTTCTTGGAGGCTTTGTTCGTTTCTTTTTATTCTTTTTTCTCTAAACTTCCC 

TTCTCGCTTCATTTCATTCATTTCATCTTCCATCACTGATACCCTTTCTTCCAGTTGATCGCATTGGCTCCTGAGGCTT 

CTGCATTCTTCACGTAGTTCTCAAGCCTTGGCTTTCAGCTCCATCAGCTCCTTTAAGGACTTCTCTGTATTGGTTATTC 
TAGCTATACGTTCGTCTAAATTTTTTTCAAAGTT^ 

GTAGTTTGATTGTCTGAAGCCTTCTTCTCTCAACTCGTCAAAGTCATTCTTCGTCCAGCTTTGTTCCATTGCTGGTGAG 
GAACTGCGTTCCTTTGGAGGAGGAGAGGGGCTCTGCTGTTTAGAGTTTCCAGTTTTTCTGCTCTGATTTTCCCCATCTT 
TGTGGTTTTATCTACTTTTGATCTTTGATGATGGTGATGTACAGATGGGTTTTGGGTGTGGATGTCCTTTCTGTTTGTT 
AGTTTTCCTTCTAAGAGACAGGACCCTCAGCTGCAGGTCTGTTGGAGTTTGCTAGAGGTCCACTCCAGACCCTGTTTGC 
CTGGGTATCAGTAGCGGTGTCTGCAGAACAGCGGATTTTCGTGAACCGCAAATGATGCTGTCTGATGGTTCCTCTGGAA 
GTTTTGTCTCAGAGGAGTACTTGGCCGTGTGTGGTGTCAGTCTGACCCTACTGGTGGGTGCCTCCCAGTTAGGCTGCTC 
GGGGGTCAGGGGTCAGGGACCCACTTGAGGAGGCACTCTGCCCATTCTCAGATCTCCAGCTGCATGCTGGGAGAACCAC 
TGCTCTCTTCAAAGCTGTCAGACAGGGACATTTAAGTCTGCAGAGGTCACTGCTGTCTTTTTGTTTGTCTGTGCCCTGC 
CCCCAGAGGTGGAGCCTACAGAGGCAGGCAGGCCTCCTTGAGCTGTGGTGGGCTCCACCCAGTTTGAGCTTCCTGGCTG 
CTTTGTTTACGTAAGCAAGCCTGGGCAATGGTGGGCGCCTCTCCCCCAGCCTCGCTGCCACCTTGCCGTTTGATCTCAG 
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ACTGCTGTGCTAGCAATCAGCG^GACTCTGTGGGCGT^GGACCCTCCAAGCCATGTGTGGGATGTAATCTCCTGGTGTG 

C £ G ^?'^ AGCCCGTGGGAA ^^ 

TCTTTGACTAGGAAAGGGAACTCCCTGACCCCTTGAGCTTCCCAAGTGAGGCAATGCCTCGCCCTGCTTCGGCTCGCAC 

ACAGTGTGCTGCACCCACTGTCCTGCGCCCACTGTCTGGCACTCCCTAGTGAGATGAACCTGGTACCTCAGATGGAAAT 

GC^GAAGTCACCTGTCTTCTGCGTCGCTCATGCTGGGAGCTGTAGACTGGAGCTGTTCCTATTTGTCCATCTTGTCTCT 

TCCTCGATTTTTTTTTC^GGTTTTTAATTTTTTTAATTCATATTTTGATATTCTTCTTAATGCTAGATGTAA 

AGATTTTTCCCTGTTAATATTTTATAAACCATTTTITCTTTTAATTTAGTGAGAGTGAC^GATAGAATGATTTACTCTG 

AATTACTCTTCCTCTTGAAAGATTAAAGCTTGCTCTTAAGTAAAGTTTGTTATGCCTATCTGTTTTGTCTTCGGTTTAT 

TTTTTTCC^TGGAGCTGCTTCTTCCTTCTTACAAAATGAAGTTCTGGAGGACCAACAGGTCACTACATGTA^ 

TATATAAATTCTAGCAATGGTAACAGTTTGGCTCATGTTGGGGCCTGGCTACATGTTCTTCATTCCTGTTTAATAAATC 

TCATCTTTCTACCATATGCTAGTAATATATGGCTGGAATGCTGGTATGGGAATTACTCCCCTCTTTGCTGAAATAGTTC 
ATCTCTTGTGTCCTTTTCCCCTTTTTATTCTTCT^^ 

GATATTCCTACTCGGTTCATGTCCACCCAAAAGC^GAGAGGAGCCCATCATCATCATTTGTTTTGAATCTGAATCCCAA 

GCAGGAAAAATAACTCCAAGGCTC1TACTTAGGCTGTCGTGTCTGTTCTGTCATGCGGTGAGTCAGCAACACTGACTGC 

ATTTATTCTTCTGGGAATTGTTCTTCTAGGAGCTGTAGTAGTCATGGTACCTCCCTGCAGGAGTTCATGAATTAATAGG 

ACTCATAGTGC^UAGTTTCTOTGAGAATTTTCTATAACACAAACTCCTTAACTTCCTGGTGGGTAATGTTTTCTGGGTG 
TTTTTTCTGTTTTCTGTTTTTTTTT^ 

AATGGATTTAGTGTGAGGAOIGGTTCCTTTTCCTGGCAGGATTGTAGAACACTGGTATTCAGTTGACTGTTTACAATGA 

ATATATCTTCTGGTTGGTCATGGCCAGAAGAGAAAATGTCATTGGTTTGTGCCCAAGCAAATTGATTATTAAAATACGT 

TGAATATGACCCCATGGTTGCAAACATCCCTTTTCTTAGTAATTCTTAGAGATGAAGAAAGTCTTTTATCTGTTTTCTA 

T^CAACTTTCTGGGTAATCTCTATCCTTTCTTTTTGATAAGTCTCTGTCTTCCCTCTATCAGTGTGAATAATG^ 

A^AAAAACTGGTTCCCTAGCTACCTCAGTCCTGGGGTCTTAAGGTTTCTTCAAAACGTGACAGTCATGTTA^ 

AATTCTCTGAATTTATTTAGAGCACTGTTTGTAAAAGTGTAAGTGTTATTATGCAGCCTTGCTTTCCTACCTACCTGAA 
^CTCTCCCCTACTCTCCCCAACTCATATTGCCAGCAGTGGG^ 

^CAAAAGGCTTGGTCGAGTGACAGGATTCATATCCCAAACCT 

CATGTACC^CTGTATTGAAAATAAAATTAAAAAAACTAAAAAAAA 

ACAAAATCCCTGGTATATAITAA^^ 

GGTTGAATGATTTATACTGCATTGTGATTCTAAAAATTAATTATTTTTAAlTTCTTTGATACTCTAGATCAGTTTTnTA 
AGGTAAATGTGAAGTAC^TCAGT^^ 

^^^° ATCCACAGTAAATTAAAAATA ^ 
™™J ACCATAAAT ^ 

CATTAGCATTTTTAGAGACAATTACTCC^CTAAATGATTCAGAATTCAGCTC^^ 

ATGAAGCATTTTATTCTGCAACAGAGTATACATATAATGTAGAATTCCTAGGATTGAAAA^ 

AAA " C I OTACTO ^ AGATGAC ^ TG CTGA T GATTGGCCTAAAG^^ 

A ^^^T CCTCGCACTGGAGGTAGATTCAAAATACT ^ 

GA^TAAATAAATGAATATAAGATG^ 
T^TTTCTTCTTGCCTTATTATTGAATAAGA 

gagctttgaattttggacctgcattcat^ 

CAAATAACCATATCAATTTATATTGCACTATrCTCAACCCCACAAACTCCATTTAGACCTAACAGCTAT^ 

cctaatttcctaggaacatgatcattttgttcttgtttggtgtct^ 

S^ acgtttogcaaaatccattt ^^ 
^ g ^ gagggctcagctttgacttagaaaaa g c tcato 

atgcccatggtgtctcaotgcagggctggtgataaatgatgaaaccatttagtgcataaactcatataacct^^g^ 

gaatcaataatttagttgcaatttagttgcatacctaaaa.caatgcaaggttgaagaac 

ctgatgacagaaataggagtctcaggtattcttcitttgtttccca^^ 

ctattttacattgtgaaggaagtatgga^gggaaggcaaaaccagtgcaaatato 
cgctttcccttcctctcttcccctc^^ 

attcctccttcaccctgttccccatctatgagaaattatatttattagtgtcatgtttaitttttca^ 
g z aatactcattatatg ™^ 

ctcactgtcctgctcctagctttaattttaccaattartaaaacatactaaagattttScS 
ttttcctcttttttctttcaactgcataatattccactatgtggaaatatcatggitSSS 

GGAATATTTGAGTTGTTCC^GT^ 

CATCATTTCTCATTTCATATGTGTACAAAGTATCTGTGGGATAGAGTTCCAGAAC^ 



GGAATATTTGAGTTGTTCCAGGGTTTTCTTTC^ 

CATCATTTCTCATTTCATATGTGTACAAAGTATCTGTGGGATAGAGTTCCAGAACTGAAA^ 
ATTGTTTCTGTGGATTTGTAGAAATITCCAGATTTCCCTTTATAGTAGTTACACCAT^ 

tgaaagtgtatttttcacacatcctttcaaaaacattcaaactttggatttttgScatS 

TAC^GITTTCATTTTCAATCTATTCTTATAGATGAACCTGGACATATT^ 
TTCTCGGTAAACCGTATTTCCTTTGC^^^ 
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AGAAGTTTGTACTTTGTTTATGATCTGAGTTGCAAATACTTTTATTCCTTCCTTGACATTTATCATTTGCCTTAACTTA 

TGGTGAATTTTTACCATGCAAATGTTTTTGATTTTCATC 

TTAGTGGCTAAAACTTCCCAAATGTTGGTAGGAATATGGATC^ 

AACGCAAAAAATACTTTTCCTAGACACATTAAAATCAAATTGTCAAAATCAAAGACAAAGTGAGAATT 
AAGAGAAAAACTACTCATCACATGGAAGGGTACTCACAAAGGCTACAAGCAGATCT 

GGAGGGAGTGGAATGATGTATTCGGAGTACTAAAAGAAAAACAAAACTGCCACATAAGAATAATGAGTCTGTAAAAGCT 
GTACTTTAGAAATGAAGAGACATAAAATCATTCCCAGAGAAAAGAAAGCTAAGAGAGTTTATTTCCACTAGACCTGCCT 
TAAGAGAAATGCCAAAGGGAGTTCTTCAAGTTGAAATGAAAGGACCCGAAGTAACATCATGAAAACACAGGAAATCCCA 
TAGCTAACATCATACTCATGTTGTAAAGCCAAAAGCTTTTCCATTAAGATCAGCAAGAAGACAAGGGAGTTCACTCTCA 
CCACTTCTATTCAACATAGTACTGGGAGTCCTAGCCAGGGCCACTAGGCAAGAAATGGAAGTAAAAAATATCCAAATTG 
TAAAGGAAGAAGTTAAATTGTCTCTATTTGCATAAGGCATGGT^ 

TTAAAATTAATAAATTCAGCAACGTTGCAGGATACAAAATTAACATACAAAATCCAGTTGCATTTCTGTACATTA^ 

C AAACTATTTGAGAAAGAAATTACAAAGACAGT C CGTTTACAATAGCATGAJUyVTAATAAAATACAGAAGAATAAATAC 

AACCAGRGATGTGAAAGATCTGTACACTGAAAACTATAAGGCATTGATGAAAGAAATTTAAAAATACACGAATGAAAAC 

ATATTTTATGTCTATGTATTAGAAGAATTAATATTGTTAACATGCCTTTACTGTCCATGTAATATACAGATTCAACCCC 

TATCAAAATTCCAATTGCATTTTTATATAAAAATGTGTTGGGTACATTATAATTCTATTCTAGCTATTTGAAATATATA 

ATAAATTATTGTTAACTATAGTTTTCCTACTGTCCTATCTAATGCTAGAACTTATTCCTTCTATTTAACCATATTTCTG 

TATCTATTAACCAACTTCCAGGCTGTGTGTTGACAGTTTTTCTAAGAGTTTTCCCAAGGCAAAGAGTAAGTGGAAGTCA- 

ATCTTAAATCACTGTGTCTGGCCGTGACCCGTGATAAAAGATTTAATGGAAAATTTCAGTTTAGATGAGGGTAACAGAC 

ATTCATCAGATACTGGGTGCTGGAGATAGATTCAGAGCTAAGTAAGAAATCCTATTITTGAGATTAAGTAATCTCACTT 

CACACCCAGTGACACTGCAACTGTTGATTAAGAGTTTTCCA 

ATATCTAGTTCCTTCTGGGTCTGAAGATTCTGTAAACTTAA^^ 

TCTAATGTCCATCACAGCACCGGATTTAACACTCACACACATGCACACACACACAGGATATATTGAATGAGTAAATAAA 
TAACAGACAGGAGAGTTGTTACTAACTGATCTCTAATATTACCTTATTGTTCTAATAACTGTGGATTTGATATAACTTT 
GGGAGCAAGCAAGGTATCAGTCTTAAAGTATAGACAAATTTACTATGTCACCTCAGATACTCAAATAGAGAATATCCTA 
TGCCCAAATGGCAAGGCTGAATTGAYCCAAGTGATTAAGTCATACTCTTAAAACTGTATAACCTAATAACCTTTTATTA 
AGAATAAGTTCAGAAAAACAGTTCACAATTTCTTTTTACTTAAATTGTATATATTATATGTGCAGTTTTCAGATGTGAA 
TGGGATTTGAGATCAGAAAGGCAGGGCTTCATACTGCATTTCTCCAACTTGCTCTCTATTTGTCCTTTAGCAAAAGA^ 
ATCTTTCCTTCTTTACTTTTTATTTGTTAAAC^ 

CACAACTTCATAGCATCCAATGAGCAGTATCTAGGTACACGGCCAATGCAAAGCACTCATTTTCTTA.TTTCTC 

ATGTTTTTCATTCCTATTTTCCATCTTTGCCATGGACAAGACTTCATTCCCTAGCTGTGGCTTTAGAATAACAGTATGA 

CTAGATCATATTCATTTTTAGCTTAGCACATTACCTCCCATTT^ 

AATGCTTGAAAGCAC^TGTCCATCC^GATCCAAGTGACTGAAATAATAAGAGCCTTGTTATATGAAGAAATACC'CAT 
TTTGATGATGTTTTCTGAGGGATTAACTGTTACTC 

ACAATTAGATATTTGCTTATAAACTGGAATGACCTTGTAAATGGCCCAGGAGCAATGTAATTAAATACCATAAAAGCTC 

AGAATTCCATTGTGCCCCCTGGAAACATCATAATTGCCTCAGTCATTAGCTTTCAGGGTTTCAGCCTTAAACCAGGATA 

TTTCTAGTCTCATCAAAACTATACATTAGCATTCAGTGACTTGTAAGAGTAAACTTCCTTCTAGATAGTCCTGTGTGCT 

TATGAAGTACATCCAAATGAACATATGACATGAGGTGGAGTACAACTTAAAGTTGCCTTCTTTCATCCTATATATTTTT 

GTTTATTCTTAATGTATCGTGAACTTCAGTAGAGAGCAAACAAGTTGTCTTTATAATTTGAAGTTTTGCTTTCTCTTTT 

TGAAAGAAAACGCATAATTTGGAGATTCCATCTGTGAAAAAAACTTAATTAAACAATGTTAATTTTTAAAAT 

TGTATAAGGTGTAAGGAAGGGGTCCAGTTTCAGTTTTCTGCATATGGCTAGCCAGTTTTCCCAACACCATTTATTAAAT 

AGGGAATCCTTTCCCTATTGCTTGTTTTTGTCAGGTTTGTCAAAGATCAGATGGTTGTAGAGTGTGGAGTTATTTCTGA 

GGCTTCTATTCTTTTCCATTGGTCATAAAAACCCTAGAAGAAAAACTAGAAAATACCATTCAGGACACAAGCATGGGCA 

AAGGCTTCATAACTAAAACACCAAAAGCAATGGCAACAAAAGCCAAAATTGACAAATGGGATCTAATTAAACTAAAGAG 

CTTCTGCACGGCAAAAGAAAGTATCATCAGAGTGAACAGGCAGCCTACAGAATGGGAGAAAATTTTTGGAATCTATCCA 

TCTGACAAAGGGCTAATATCCAGAATCTATAAAGAACTTAAACAAATTTACAAGAAGAAAAACAAAGAACCCCAT^ 

AAGAGGGTGAAGGACATAAACAGACACTTCTCAAAAGAAGGCATTTATGTGGCCAAAAAATATATAAAAAAAAGCTCAT 

CATCACTGGCCATCAGAGAAATGCAAATCAAAACCACAATGAGATACCATCTCACGCCAGTTAGAATGGCAGTCATTAA 

AAAGTCAGGAAACAACTGATGCTGGAGAGGATGTGGAGAAATAGGAATGCTTTTACACTGTTGGTGGGAGTGTAAATCA 

GTTCAACCATTGAACTTGTAGATAGACAACTTGTAGATAGACAGATTCCATTGTGGAAGACAGTGTGGTGATTCCTCAA 

AGATCTCAAACCAGAAATACCATTTGACCCAGCAATCTCATTACTGGGTATATATCCAAAGGATTATAAACAATTCTCC 

TATAAAGACACATGCATATGTCTGTTTACTGCGGCACTTTTCACAATAGCAT^GACTTGGAACCAACCCAAAAGTCCAT 

CAATGATAGACTGGATAACAAAAATGTGGCACATATACACCATAGAATACTATGCATCCATAAAAAAGGATGAGCTCTT 

GTCCTTTGCAGGGACATCGATGAAGCTAGAAACCATCATTCTCAGCAAACTAACACAAGAACAGAAAACCAAACACCAC 

ATGTTCTCACTCATAGGTGGGAGCTGAACAAAGAGAACACAGGGACATGGGGAGTGGAACATCACACACTGGGGCCTGT 

TAGAGGGTGAGGGGGCTGGAGGAAGGATAACATTAGGAGAAATACCTAACGTAGGTGATGTGTTGATAGGTGCAGCAAA 

CCACCATGGCACGTGTATACCTATGTAACAAACCTGCACGTTCTGCACATGTATCCCAGAACTTAAAGXATAATAAGTA 

AGTAAATA7^TAAGTAAAAAGAAATATGTTAAAAAATTATATTATGTAGATATTTTTGTTATCTTGCTTCATGCCAAGT 

GCTTTCATAAATGCTAGACTTCTATTTGTACATTTTGCTTTCATGAGGGTGAAGACAAATAAAGAGTGATCATTCAAAA 

ATATTAATGTACGGAAAAGTAAAGTAACTGTAGGGCTTCCATAACAAAAGTACAACAAATTGAATGGCTTAAACAAGAG 
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AJU^TGTATGTATTGTCTCACAGTTCTGGA^ 

AGCTGAGAGAAAGATCTGTCCCTGGCCTTTCTTCTTGGCCTGTAGATAGACAACTTCCTTCCCTGTATGTCTCTTCA^ 
TTGTCTTCCATCTGTGCACCTCTCTGTGTTCAAATA^ 

TGTCACTCACATTGGGTTAGGGCCTACCCTAATGATTTCATC 
CCAAATCACATTCTAAAGTACTGGGGGTGGGTGAGGATTTC^ 
AAGTAGCCATTTAAATAGAAGTATTTTTAGTC 
TGTGTTATTTAGAATAATCTAAAAAATTATATATTT 

GTAAGCTGCCCATAAGTGACTTTAATCACTCACTGTATACCACTGACAGATGATTTC 

TTTGAGACTCAGGAAAGAGGGAAACTTGGCCTTACTAAAATCATATAGTTAGTATGTGGCAGAGCT^ 

ACATCTTGCTGCC TCCA AAGTTAGTGATATATGCATGGTCAATATTATTTTAAAATACTCATTTAGTGCTTO 

AATAAAATGCTGATTTTCCTGATTATAAGTGTAACAGGTGATCACTGAAGAAAGTTTAGGAA 

GAGATTAATATTAAAATTACTCATAATTTCACCATCCATAGATAATTGTTGGTATATTATCTTAC^ 

AACATTTTTATTATTCAATTTATATATTTATATCTGCAGAACTACATATGTAGTTTTACTTACCACCAAA^ 

AAAAAAACATTTTTACATTTGCCCAGTTAAAAATCACCATTAATCTTAGTGGAGAATTATTTO 

AGAATATTTTCATTTTTGCATTTTTCTAGAGAGAGCATGGCATAAGCCTTGTAAAGTTACTCCTGAAATTTAATTTTCT 
TTTCTTATTTCCTACTCTCTAGTCCTAAGAG 

TCTTTGCTCCACTCTCTGGTTCATCTCTGAAGCCTGATTTCT 

T C CAT CCTTTTG C CCTGATATGAAAACTGGTATATCTCTTGAGAGAAGAGCCTCAAAAAATAATCTGAGATAGGAACAA 
GTGGAAAGCAGAGATAGTCTCTTCTTTTT^^ 

ACAACATGGTGTCCACGGCAACCATATCTAGGTATTGCAGAATTTTAGAGAACCCATGAAATC 

AGGGGATCTAAATCGTGTCAGATGTATAGCACCCAGC^^ 

TTTGATGGCAATATCACTTCAAGGCTTCTT^ 

ATTTACACACTTACCTCACAACTTTTCTGGGACACATTCAATCTATCAGATATC 

ATTCTGCAAGTTTTGGTGTGGTAAGACTGGAATCGTACAAATGATATGCTTGGATCAGGTAGTCCCTCGTGGTGAGTCA 
TGTCTAGGCTGACCCCGATGCAGTCCAGTCATGCTTCCCCTATGACTTAGTTGTTTGTATTGTCCCCAGAGTCAAGAGT 
GTCCCAAGTCTATGAATCTTGCTCCAGAGCATTGTAATTTAGCCTACGGCCTTGTTCAC^ 
TTCCAGCTGGCAGTGATATGGGCTTGGTGATTCACTT^ 

A^GAGTGAGATCTCTACCATGTGTCTTCTAAGAGTGTTCAGAGTGTTTTTTTTTTTTAGCGTGCAGAAGTCCTAAC 
TATTCCTAGTACCCTCCATTCTCTCTTTTTTTTATT^ 

TTTATACATGTATACAATGTGTAATAATCAAATCAGAG 

GTGCTGGGAACATTCCAAATCTCTTCTTCTAGCTA^^ 



TCCCTTCCCAATGTCTGGTAACCATCATTCTACTTTCCACCTTCATGAGATCCACTTTTTTAGCTTCCTTATATGAGTA 

AGAACATGGAATATTTGTCTTTTTGTGCCATCGCTTAACGTAATATACTCTAGTTCCATCTATGTTGCT 

GAATTTCATTGCTTTTTTATGGCTGAATAATA^ 

TTTTTTTTGAGACAGAGTTTCGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCGCGATCTCGACTCACTGCAAGCTCCACC 

TCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGCGCGCCACCATGCCCGGCTAAT 

TTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTGTCAGCCAGGATGGTCTCGATCTCCTGACCTCGTGATCCGCCTGT 

CTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCCAGATTTTCTTTATCCATTCATCTACTG 

ATAGGTATATAGGTTGCTTCCATATCTTGGCTATTGTGGATAGTGCTGTAATAAACATGGGAGTGCAGATATCTTTTTA 

ATACAGTGATTTCATTTTTTAAAATGTATTCCCAGCAGTGAGATTGCTGGGTCATCTGTAGATCTATTTTTAATTTTTT 

GAGGAACCTCCATAGTGTTTTTCACAGGAGCTGTACTAATTTACATTCTCACTAACAGTGTATTAGCATTTCTCTTTCT 

CTACATCCTTGAAAGCATTGTTTATTTTTTGTCTTTTTGATAATTACCATTTAAACTGGGGTGGGATGATATATCATTG 

TGTTTTTCATTTGCATTTCCCTGATAATTAAGTGATGTTGAGGTTTTTTTAAATACACTCATTAGCCATTTGTATGCTT 

TCCTTTGAGAAATGTCTATTCATATCCTTCTCTGCTTTTCAATGGGATTATGTACTTTTTTACCTTGTATATTCTGGAT 

GTTAGTCCCTTGTCAAATGAATAGTTTGYGAATATTTTCTCTCATTTAACAGGTTGTCTCTTCACTCTGTTGATCATTT 

ACATTGTTGTGCTGAAGCTTTTTAGCTTGATGTAATTCCATTGTCTAGTTTTGCTTTTGTTGCTTGTGTTTTTGAGGTC 

TTACCTAAAAAATCTTTGCCCAGACCAGTGTTCTTCCAATTCATGAGCATGGGATGGATATCTTTTAATCTTTTGTGTC 

CT : ITTAAATTATTTTCAACAGTGTTTTATAGTTTTCATTCCAGAGGTCATTCACTTGTTTGGTTAAATTTATTCCCAGA 

TC- ^TTTTGTGTGTGTGTGTAAGTATTGTAAAT^ 

T> - A3AAATGTTACTGCTTTTTGTATC^ 

TTvGQTYGAGTCTTTAGGTTTTCCTAAATA^^ 

ATTTAGATGCACTTTGTATCGTTCTCTTGCCTAACCGCTGTGATAGGACTTCCAGTGCTATCTTGAATAACAGTGGTAA 
AAGTGGGCATCATTGTCTTGTTCAGATCTTGGAAGAAAGAATTTCCATTTTTCCCCATTCAGAATGATGCTAGCTGTGG 
ATTTGTCATGTAAGATCTTTATTGTTTCGAGGTATATTTCTTATGTATCCAGTTTGTTGACAGTTATTATCATGAAGGA 
ATG "?AATTTTATCAAATGCTTTTTCAGCATCTATTGAAATGAGCATATGGTTTTTGTCCTTCATTCTGTTGATACAA 
TGTP. r - A.CATTGATTGATTTACATATGTTGAATTATCCCTGCAACCCTGGGATAAATCCCACTTGGTCATAATGAATAT 
TTT7" VkTGTTTTGTTGAATTCAGTTTGCTTGTATTTTGATGAGGATTTCTGCATCTGTGTTCATCACTGATACTGACCT 
GTAGTTTTCCTATTTTGTTGTGTTTTTATCTAGTTTTGGCATC^GG ' 
ATAGTTTAGAAGTATTCCCTTCTCTTCAATTTTTTTG 
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TTGGCAGAATTCAGCAGTGAAGCTGTCAGATCCTGGGCTTTCCTTTAATAGGAGGCTTTATTACTACTGCAGTCTCATA 
CTCATTACTGGTTTTCAGGTTTTCTCTTTTTTCATGGGTTCAATCTTCATGGTTTGCATGTGT : : AGAAATTYATCCAT 
TTCTTTTAGGTTTTCCTATTTGTTGGTGT^^ 

ATCAGTTGTAATATATTCTTTTTCATCTCTGACTTTATTTTTTAGACTTCTGGTTGGTGTAGCTAAAAGTTTCTTGATT 

TTTTTTTCAAAAAACCAACTACATTTTGTTGATCTTTTGTATTTTTGTAGTTCAAATTTTATTTATT 

TTTATTATTTCTTTCCTTCTACTAATTTTGA 

GTTTGTTTGAAGTCTTTCTACTTTTTGATGTAGGTGTTGATTGCTACAAATTTCCATCCTAGAACTGCTTTTGGTATAT 

CCTCTAGGTTTTTGTATGCTGTATTTCCATTTTCATC 

TTGACCAATTTGTTTTTCAGTAGCATGTTGTTTTCT 

TTTATAGTTTTATTCAATTGTGGTCAGAAAAT^^ 

TTACCTAACATATGGTCTATCCTAGAGAATGTTCCATGTGCTGTTGAGAAAAATGTGCATTCTTCAGCTATGGGGTAAA 
ATGTTCTGAAAATGTCTGTTAGGTCAATTTGATCTAGAGTAAAGT^^ 

TAGATTACCTATCTGCTGCCAAAAGTGGAGTGTTAAAGTCTCCTACTATTGCCTTCTCTGTTGTTTTTAACTGTCCTTG 
ACTTAAGGTCTGTTTTATCTGATAATTATAGCTTTACTTCTGCTCXTTTTGTTTGTTTGTTTTCCATTTGCTTCTAATA 
TCTTTTTAAATATCTTCACATTCAGTTTGTGAAT 

ATCCTTTTAAAAATTCATTCAGCCACTCTGTCTTTTAACTGAAGAATATAATTCATTTATATTCAAGGTTTGAATATTA 
TTGATATGTAAGGATTTAGTATTGCTATCTTGTTACTTGTTTTCTGGTTGTTTTGTAGAATCATTTCTTTCTTTTTCTC 
TCTCTCTCTTACTTTCGTTTTTGTGACAAAATAAOT 

GTATCTATAATAGGTTTTTGCTTTGTTGTTACTACAAGGCTTATAAAAATATATTTATAACAGGTTATTTTAAACTGAT 
AATAGTTTAACTTTGATGCAAATAAAC7UVAAATAAACTCTACATTGTAATACCACCC 

CTGTTTCAATTTACATATTTTTATATTGCCTAACTCTTAATCAATTGTTGAGATTATTTAATAGTTCTTCCT'rrTAGCT 
TTCATACTTAGGATATAAATTGTTTACTTACCCTAATTATAGTATTATAGAATTATGCATTTTTCTGTTTTTTAATAGT 
GAATTTCATACTTTAGGTTTTTTTGTTTTGTTTTTT^ 

TGAAGAATTCCCTGTAGCATITTTTGTAGGCGAAGTGTCGTGTTGTAAATTTCCTCAGCTTTTGTTTGTCTGAGA^GT 
TTTTTATCTCTTTTTCCTGTTTAAAGGATAGTTTTCCTGGGTATAGTATTCTTAGCTGGCTTTTTGTATTTGTTTCCTT 
CAGCACTGTGAATATAGCATCTCACTTCTTTTGGTCTGCTAAGTTTCTCYGAGAAATCCGCTGAAAGCCATATTAGAGA 
TCAGTTGAATGTAATGTTTCTTTTCTCTTGCTGCTTA^ 

AATATATCTGGGTAGTTTTCTCTTTGAGTTGAATTTGTTTAATATCTTTGAGCTTCCTGCACTTGGATAGTGTTGGTTT 

TCTCCAGATTTCAGAAATTTCAGCCGTTACTTTTTGAAATATGCTTTCTAGACCTTTTCCTCTTTTACATAATATCTGT 

TGGAAATTTCTATTATGTGGAAGTTAGTTTGCTTGATGGTGTCCCCTTATTCTTCTTTACTCTTTTTTTAAATTCTTTT 

TCCTTTTGCTTCTCTGACTGGGTAATTTCATTTATTC 

TGCTATTGAAGCTTTCTATGGAGTTTTTCAGTTCAGTTAT^ 

TTGTTTTTATTTTTGTGAAATTTCTTATTTTGTTCCTGGATTGTTTTCCAATTTCAATCTGTGTTTTATTGTGATT 
TCAACTTCTTTAAGAGAATTATTCTGAATTTTCTGCCTGACATTTTGGAGATGTTGCATTCTTCTGTGTCTATTGTTGG 
AGTTTTGTTGGTTTCTTTGAGTGGTGTCATATTTCCCTGAGTTTCCACAATCCTTGTGTCTTTATGTTGATGCTTGTGT 
GTTTGAAGAGTCAGCTACCTCTTCCAATTATTGTGGGGGTTT 

ACTTCAATGTTGGCCTGTTATTTCTTCCCATTCTGGGAGTCTTATAGTGTGCACTGGTACAAAAACACTTTGCTGGAAC 
TAACTTGTTGCCCTGCCATTGTTTCCCACTCTGGGGATGTTTTATAGTGAGCACTGGAAGTTAAAAGCTGTCCTGAAAT 
TATATTGCTGCCCTACAGTTTTTTCCCAGTCTGGTAAAGACAGGTGAGTACCAGAACTCAGTCCCAACTTTTAGTTGTT 
TCTGGGCCAGGGGAAAGCTCCACCTGGGATTTATAAT^AAATTCAGCCACAGATTTGGGCCTTTGCTTGAATGGTGCCCC 
CCCTTGCAGCACTATGGCATCATCCAGTCTCTTCAACATGGCACCCCCACTGATTGAAGCACAGAGTTGCTGCCTAGAT 
CTGCATGCCAGTCTTTGAGATTAATGTCCTGTGCCTTGTCTTCCAATCAGCCCTCTGGGATACCCAATGGTTCCCATAT 
GATGGGACTGGAGTGGGCTTCCCATGAAGATTCCCAGACTGATGGGGAGATTGAACATTTCTCCTGCTCTCTTGAGTTG 
TCAAC CATGTGTTTG CATTTAGGCAGCAGATGGAATTATTGC AAATCATTTACTTTATAAC CATTTGTCCCCTTATACT 
ATCTTACAA.TCTACTTTTCATATAATTGTGATGAGTTTTCTGCTGTTATGGAAAATTCCATTTATGGCTAAAGCTTTTA 
GTAAATGCTATGAAGCTTGATGACTCTCTCTACTGAATGGGAATAATTATGCATTAGTTCATAAAATGTTCTTATGAGT 
TTGTTTAGTCACTAGAAAGGCTAGAATACTGATGCTTAAATATAAAAAATATATAGTTTAAAGAGCTATAATATCTAGC 
AGTTCTTTTGTTTCTAAAGCTCCCTGGACATTGAGTAACAAAT^ 

ATCAGAAAGCCTAAATAGTATTTTAAAAATAAAGCTTCCATATATTCAATCTTATTGGAAAAAGTATTTGAAAAGCTCA 

ACCTCAGCTTCCCCTGTTGTTTTATCTAGAATATTTAAGACTTTCTTAACATAAATCATCAAAAATATGTATTTTTTCT 

AGTTGAGATTTAACTAGATTAATTCAGTGTGTGGTATTTTTGGCTATCATAATAAAGGTATTGCATTTCCAAACTGCAG 

AATATTTGCACTGAGTAAAATAGATGCCATTTTTTTACTAAGTAATTAAAACATTGTCAGAGGATATGCTTTTAAAAAT 

TATCACAATAGCTGTAAAGTCAATTGTGTTAATATTGGCAATCTGTCCCTTCTATTTAGAATTTTGTGCCTTAGTCTCT 

GATAATTGCATCATTTACAAATCCCCTCTTTACATAAACATGGCCTTTCACCTAACCCTCTAAATTAATCAGCCCTCTT 

TTGATTACAAGTGAC^GAAACTCAAATCAAAATAGCATAAGCAATTTAAATAATAACAACAATAAATGATGAAA 

TTAGTTATCTTAGCTGGAAGGATTTTTAAAGATGTAGAAATAAAATGAGTAACTGTAGAGTCAGTGCCTCAGAGACTCA 

CCTCGTCATGAGTAGGACTTTTTCCCTCCATCACTTTCTTACCTCTTCTTAGCTACATCTACATGAAGGCATTCTCCAC 

TTGGAAAAAAAGACGGAGGCACAACCTCCCATAGAAAAGAGTTTCTTTCTCCCATTATCAATATATCTGCTTGGATTCT 

GCTTGGCTATTTGCTTGGATTAAATGTTTACTTTTTAGATACATTACTGCTAATAGAGAATGAGA7VAATAAGACTGGCT 

ATGCCTGGAGGTTAGGAAGTGAGGAACAAGAGAGGGGCTTCGCAAGAATCATGTGGAATGATTGTGTGATGCTTTCTGA 
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AAGGACATGAGTCTAGGCAGTCAAAAATACCTGGCTAAACACCCTAAGGCTATATTCCCTCTATATATTCCCTATTCCC 

TATATTCCCTCCCTTACCCAAACTACCCAGCATCTGCTATTCCCGAACTCTTTTCCCCTCTCATTCT 

TTGGAAGATTAACCTGTGAATAATCTTTTCAGG^ 

TCTTATCTCAGTGGAGTAAAGAAAGTATCTAGAGTTCTGTCTCTTTTTCAAAGTAGATTATTACTCTTAGGAAAAATAA 
AATGGGCAAATC^GAGTTTATATTCAAAATATCTC^ 

CTTTGTGTAGACATTGCATCCTGGAGGCCCGTATTATATCAATCAGGCTTAAATTTCCTCATTGCTGGATCATTAC^ 

GTCCTACTTATCTGGCTGATGGGGCAGGTTAACAGTTGAGGGCTAGGGGAGTTCAAAGTAGTAATTATTTATCCACCAG 

GACAGAAACTATGTAATATTTTGGTAATAATACATGACTGCTGACTAACCAAGGCGGGTCACTATGTAGGGGTGCAGGA 

TTAACAGTTACTTAATAGAATTAGCCCTGCAGTGACAAACTTTAAGAGAGTTACGTGTTTGGAAC^ 

TTCTTTTAAGTAGTTGCTTTGTAGCTTGCTTGTTTTGTTTTCTTTTTCCCAAATGTACTTCAAATGG 



TGCGAAATTCTCAAACAGGCCCATATTTCTCTCACACACAT^ 

ACACGTTAAGATGCGAAGAATCACTGTCATAAAATGTCATATTTCTAATTTCTGTAAATGGGGAGAATTCCTCAAGCTT 
ATATAAAAGTGATGTAAATAATTCAGTTACAATTATAAA 

AAATTTCTCTCTGATGTTTAAAACACCAT^ 

TCTTGTCTATTTTGCTTAGCATATTACCAAATCTGGTTCATATGAACTCATGGGTAAAATCTAAAAATGTTCATGAATT 

^TTCTTCATGAATTTTTCACAAAGCAATAATGTATGAA^ 

CAkTTTACAATGAAGAAAACTGGCATATAC^ 

AAGAGCTGTCTCCTTGACAAATGGTAAAGTCTAACCTTTGGCTCCCACCAGGCCAGACCATAACCGTAGAGTTACTA^ 
GAAAGCAACTGTCAAGGAACAAGCCCATTATTAAGACTGTTACTTAAAGTTCTAAGGG^ 

GTGTACTTTATTTATCTTGAAACTTTTTGGGAACAGCTGTATAACAGGAAGTAGTATTTCTGAGGCCCAGGAAGTGAGT 
^GGGCTACACAAATTGGGGCTAATGACTCTATTTTGAAAAACAAAC 

TGTTTTAT^TGAAAGTCTACTTCTCTATCTTCCATACTGTTTGCCATCTTCCTTGATGATTACAT 

tc^ggctttcccatac^^tttattttgccaagtttgctttgaaagaata™ 

AATCGTGAGTGGCTTCTTTTGCTTTTCACTGTTGAGTGTTTTTGCTACAGCCTAACCTATCOT 

TTCTTTGTATTTGCTACTCAATATAGCTTGTCAAATGTGTAATTCATGTCATATACAGTGCTGTCTAATATAATTCATG 

GGTATAAAGTGAGAG^GAAATGTAATTCTAAAGTTACTTGAGGTGGACCACTAAAAGGTCCTGAGTTCATTTATTTATT 
CAGCAAATATATATTGTCCAATTGCAAGCTAGGCATCAAGTAT 

TTTTAGGGCATTTAC^GTGAAGTGGAGGGGACGGACATGACTCAATC^ 
. AACATGAGAGCTGCAAAATAAATAGACGAGAGAGCTTTGAAAAAGAGTAATAAAGGGGGCTACCTCAGATGGAGGGAGG 
AGAGGTTTTATAGCAA^CTTCTCTGAGAA.GAA^TATTTTAGCTATGACCTGAGAAA.TCAGAAGGTGTCAGTCAAGGTG 
GGAGAAAGAAAATTTAAGTAGAGCGAGCAGCATGCCCAAAGGTCAC^TGAGGAACTGAGGAACTGATGGGAGGCCAGCA 
TGGGAAGAATGAGTAGGAGAGAGAATGGCACAAAATGAAGAACAAGAGGGCAGTGTGGCAGCACTACTGC 
GATATGTGACATTCCACCTCATTCCAGACACAAAGTAGAATTGCACTTCCTGGCTCCCTTGTGTTTGGGTGGGGCCCTG 
CTACTAGATCTAGCCAGTGAGTTGTGAGCACAAATGATGCCTGTAACTTTCTGGTCAATTTCTGAAACTAAAGTATGTA 
ATGGATCAGATCACCTCTGCACTAGAGTAGTCATTCAGTAAGACAAGGAGGAAAAATGGTGCTGGGCCCTATGTGAGGA 
GACTATAGTGTCCTAGTCAGTTTGGGTTGCTGTAATAAATTACTATAGATTAGGTGGCTTAAGCAACAAACATTTATCT 
CAGTTTTGGAGGCTGGGAAATCCAAGATTAAGGTGCTGGCAGATTCAATGTCTAGTGAGGGCACTCCTCTTGGTTTGCA 
GGTGGGTGTCTTCTTGTTATATCCTTACATCGTGGATAACAGAGAGAGGAAGCAGGATTTCTTATTTCTTCTTATAAGG 
GTATTAATCCCATTTATTAGGACTCTGCCTTCATTACCTAATTACCTCCCAAAGGCCCTACCTCCTAATGTCATCACAC 
TAGAGGTTAGAATTTCAACATATAAATTTTGGGGGGCAGAAAAACATTCATTCCCTAACATAGAGGGTGAGGAAGATGA 
GAGGAAATGTCCCTTTCAGAGACTGAATTGGGAAGTAAACCACTTTGTGTAATATTGCAGTAGGTACTGCTATAGTGAG 
GAATGGAGAGTGGATGGGGAGAACTCTCCTTTGGTAAGAAGAAGGAAGAAAAAGATGTAAAGTAGTGCCTATGATCCTG 
ATGAATTTACTTTACTCAAACTTTCATTAACCTCTACAAACAAAAAAGAACCTGAGAAGACTTTTGTTAGTCACTTTCC 
TGTGCATTGAGGAATTGTCCAGAGGGACTAGGGAAGCCCATCAGACTAATGGCAGACCTCTTAGCAGAAACTCCACAAG 

CCAGAAGAGATTGAGGACCAATACTCAACATTCTTAAAAGAATTTTCAAGCAGAGAAAACTCAGGATTAAGAAACTCAC 
TCAAAATCCACACAATTTCATGGAAATTGAACAACCTGCTCCTGAAT 

AATCCAGAAGTTCTTTGAAACCAATGAGAACAAAGAGACAACATACCAGAATCTCTGGGACACAGTTAA^ 

AGAGGGAAATTTATAGCACTAAATGCCCACATAAGAAAGCTGGAAATATCTCAAATCGACACCCTAATATCACAATTAA 

AAAGAGCTAGAGAGG CAAGAG CAAACTAATCCAAAAGCTAGCCGAAAACAAGAAATAACTAAGATC AGAGAAGAATTGA 

AGGAGATAGAGACATGAAAAACTCTCCAAAAAAATCAACAAATCCAGGAGCTGTTTTTTTTTTTTGAAA^ 

AATAGATAGACCACTAGCTAGATTAATAAAGAAGAAGAGAGAGAAGAATCAAATAGATGCAATAAAAAATGATAAAAGG 

GATATATATCATCACTAATCCCACAGAAATACAAACTACCATCAGAGAATACTATAAACACTTCTATGCAAATACACTA 

GAAAATCTAGAAGAAATGGATAAACTCCTGAACACATACACCCTACCAAGACAAAACCAGGAAGAAGTCAAATTCCTGA 

ATAGGCCAATAGCAGTCTCTAAAATGGAGGCAGTAATTAATGGCCTACCAACCAAAAAAATCCTAGGACCAGACTGATT 

CCCAGCTGAATTCTACCAGAAATACAAAGAGGAACTGGTACCATTCCTTCTGAAGCTATTCCAAACAATTGAAAAGGAG 

GGACTCCTCCCTAACTCATTTTATGAAGCCAGCATCATCCTGATACCAAAACTGGTAAGAGACACAACAAAAAAGGAAA 

ACTTCAGGCCAATATCCCTGATGAACATCCATGCGAAAATCCTCATAAAATACTGGCAAACCAAATCCAGCAGTGTATC 

AWAAAACTTATTCATCATGATCAAGCCAGCTTCATCCCTGAGTTGCAAGGCTGGTTCAACATATGAAAATCAATACATG 

TAATCCATGACATAAACACAACCAAAGACAAGAACCACATGATTATCTCAATAGATGCAGAAAAGGCTTTAATAAAATT 
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CAACATCCCTTCATGTTAAAAACTCACAATAAACTAGGT^^ 

ATAAACCCAC^GCCAATGTCATATTG^ 

CCCTCTCTCACCATTCCTATTCTACATTGTATT^ 

GATCAAATAGGAAGAGAGAAAGTCAAATTGTCTCTGTTTGTAGACAACATC^ 
CAGCCCCAAAATTTCTTAACTGATAAGCAGTTTCAGCAAAGTCT 

TTCTTTTACAGCAATAATAGGAAAGCAAAGCAGAAAGCCAAATCATGAATGAACTCCCATTC^ 

AGTAAAATACCTAGGAATAGAGCTAACAAGGGATGTGAAGGACCTCTTCAAGGAGAACTATAAGCCACTGCTCAAGGAA 

ATAAGAGAGGACACAAACAAATGGAAAAACATTTCATCCTCATGGATAGGAAGAATTGATGTCATGA 

TG C CC AAAGT AATTTATAAATT CAGAG CT ATGC C CAT CAAACTATCATTGACATTCTTCACAGAATTAGAAAAGACTAT 

TTTAAGTTTCATATGGATTCAAATAAGACTTTGGATGGCCAAAACAATCCCAAGCAAA^^ 

AGGCTACCTGACTTCAAACTATACTGCAAGGCTACAGTAACCAAAACAGCATGGTGCTGGTACTGAAACAGACAAATAG 

ACCAATGGAGCAGAACAGAGATCTCAGAAATAACACTACACATOTACAACCATTTGATCTTTGACAAACCTGACAAAA^ 

CAAGCAGTGGAGAAAAGATCTCTTATTCAGTAAATGGTGGTGGG 

GACCCCTTCTTTATACCTTATACAAAATTT^ 

CAGTAGAAGAAAACCTAGGCAATACTATTCAGGACATAGGCCTGGGCAAAGACTTCATGACAAAAA 
TGCAACAAAAGCCAAAATTGACAAATAGGATCTAATTAAACTAAAGAGCTTCTGCACAGCAAAAGAA 

GTGAACCTACAGAATGGGAGAAAATTTTTCCTATCTGCCTATCTGAGAAAGGTCTAATGCCCAGAATTTACA^ 
TAAACATATTTATAAGAAAAAAACAACTCCATCAAAAA^^ 

TTTACATGGCCAGCAAACATATGAAAAAAGCTCAATGTCATGGATCATCAGAGAAA^^ 

TACCATCTCATGCCAATCAGAACGACAATTATTAAAAAGTCAGGAAATGACAGATGCTGGCAAGGTTGTGGAGAAATAG 
GAATGCTTTTACATTGTTGGTGGAAATGTAAATTAGTTCAACCATTGTGGAAGACAGTATGGCAATTCCTG?^AGGATCT 
AGAACCAGAAA.TACTATTTGACCCAGCAATCCCATTACTTAGTACATACCCAAGGGAATATAAATAATTCTACTACAAA 
GATACATGCACTTGTATGTTTATTGCAGCACTATTTACAAT 

TAGACTGGTTAAAGAAAATGTAGTACATATACACCATAGAATACTATGCAGCCATTAAAAGGAATGAGACCATATCCTT 

TGCAGGAACATGGATGAAGCTGGAAGCCATCATCCTCAGAAACTAACACTGGAACAGAAAACTGAACACCACTTATTCT 

CACCCATAAGTGGGGGTTGAACATTGAGAACACATGGACACAGAGAGGGAACAACACACACCAGGGCCTGTTCTGGGGA 

GGGGATTGAGTGGAGGGAACTTAGAGGATGGTCAATAGGTGCAGAAAACCACCATAGCACACATATACCTATGTAACAA 

ACCTGTATGTTCTGAGCATATATCCCGTTTTTTTTACAAGAAATAAAAATAAAGAAAAAAAAGAAAATCTCTTG 

AATGAAAA.TGAAAACAAAATATACCAAAA.CATATGGGATACAACTAAAGCATTGCTAAGAGGGAATTTCATAG 

ATACCTATATTAGAAAAGAAGAGAGGATTTTAATTTAGCAGACTCACCTAGAGAGCACAACTCTGATTTTGTTGAGAAA 

GCCTATCTCCACAGAACCTAAAACACACAAACTTTGAAGGTAGGGGAGATTGGAATCCAAGAAGAATGCAAAAACATTT 

TGCAAGCTGGTAAGTCTCTGGACTGGAGAATATCTGGATCAGGAAGGAGGCAAGATGGTCGACTAGATGCAGCCAGAAG 

GAACATCTCCCACCAAAGGACTGGGACATCAGAAAGACTGGCACACTCCTAGCAGATCTTCACAGGGAAGGCACTGAGG 

GCAGATAGAGGGAAGACACAGATGCTGGGCTGCAGAGGGAGGAAGCTGGGAACCCTGAGCAATGCTAGTGCACACCAGG 

ACCGGTTCCTGGTCCCCAAGAACTCCTGGGGATGGGGTGAATTGAACAGGCCAGGAGCGATCCACTCTCGCATGGATCT 

CTGGAATCCTGGCATGGGGAAATCCTTTAACCACCATGGACATTTGAATTGGCAGAGAGAGCTGCTTAGAGAAGTGGAA 

GGGACAGAAGTCCAGCCAGTGCAGAGCCCAAAGGGTTTGGAGTGGGAGCACCTATAGTGGAGCATGGCCAGGGACACCC 

ATCTCCCTAAGCTAGACTTGTTTCCATAGGAGACTGTAGCCCTAGGGGAACTGTCACCTGAACTCTGCAGGGAGGTCYT 

GCCCATGAAATGGCAGTCCACCTTGAGTACCCCCTTGGTCTGCTGGCCTCTCCAGGGGCCCCAGCCTGGCTGCAGGTGC 

TTGCAGTGCAGTCCCCAGGTAGCTCGTGGGGGCCTGCATTACAGCTCCTGTTCTAGTGGGTCAGGCCTGACTGGCAGAG 

TGCTCCAGCATAGCAGTCCCTGCAGACACCAGCATGCTTGTGGCCTCCCACAACTGCAGCGTCCCCCATGCTACTTGGC 

CTTCACATACTC ACC AATGGCCACCCCCACATTGCTTTGC CACCATGTATTTGC ATGGG CAGACTTTG CCTTCCTTAC C 

CCACCAGGATATGTGCATGCATGCATCCTACCATACCGCTGCTGCCTGCATGAGTGCACCTTGTTGCCAACACCCCACT 
AAACCACCATTGTTGTTAGAGCACTGGGTGGCACAGAGCCCACCAGCCCTGCCTTTGCCAGCATTCTGCTCTGGCACCA 
ACACTTCCAGCAATGTGAAACTGGACACAGAGAACAGCAGAGTCACCCCTGCCTTGAGCAGCCACCACTGCCTGCATGA 
AAACACACAGAGGGTCCACAGTCTTGTGTCCATCAGCACTTCAACCCCATGCTAATACCACCACCAGCACGAATGCACA 
CACAGTCACTGGTGGGGGTCCCCGCCCCCAAGCCATGTCGCCATGTGGCCACCACTGCTGCTGTGAATGCCCACACAGA 
GGCCAGAACCCCAGCACCTGCTAGCACACTGCCACATCCAACAAGCATGCACCCTGCTGTGTTGCCACTGTCACTGCTG 
CTGGCACATGCAAATGAGAACAGATTCTGCTGCCTCTGCCCTATGAAGCTCTTTGTCTGGCACTACCCATCAGAGTGTT 
GTGACCAACAGTCCAGAAGTAACTCAGCCCCTCCAGTGCAGCAGGTTCCTAACCTTGAGGAGCCAGAAAACAAAGTTGG 
GAACTGATACCAGTCCCCCAGGGTTAGAGCACACAGTCCACGAGTCCTGAGTTGAGTCTTGGTCCCCTAAAATCTTCCA 
GAAATTGAGCCAGTCT^CTGAACCCACCTTATACCACCATGAAACACCCAAGGTC 

TCCAAAGGACAGTAATTTCAAAGATTGGAGGAACAGGCCAGGCGTGGTGGCTCACACCTGTAATCCCAGCACTTTGGGA 
GGCCGAGGTGGGTGGATCACGAGGTCAAGATATCAAGACCACCCTGGCCAACATGGTGAAACCCCATGTCTACTAAAAA 
TACAGAAAACTAGCCGGGCATGGCAGTGGGCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGA 
ACACGGGAGACGGAGCTTGCAGTGAGCCGAGACTGCACCACTGCACTCCAGACTGGGCAACAGAGCGAGACTCCATCTC 
AAAAAAAAAAAATTCGAAAAAGATTGGAGGAACATCAGACCACAAAGATGAGAAAAAACCAGTGTAGGAACTCTAAGAA 
CTCAAAAAGCCTGAGTGTCTTCTTTCCTCCAAATGATCATACTAGTTCTCCAGTAAGAGTTCTTAACTGGGCTGAGGTG 
G C TGATATG ACAG AAATAAAA.TTCAAAATAT ATATAGAAATGAAG ATCATCAAG ATTCAGAAGAATGTTGAAAC CAATC 
TGAGGAAGCTAGGAATCACAATAAAATAGTACAGAAGCTGACAAACAAAA.CACTCAGTATAGAAAAGAGTGTAACCAAC 
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CTGATAGAG CTGAAAAAACAC AG TACAAAAATTTCATAATTT^ 

GAAAG AATCTTAGAGCTTGAAGACTG G CTTTCTGAAATAAAATAGTCAGACAAGAATAAAGAAAAAATAATAAAAAGGA 

ACAAACAAAACCTCCAAGAAATAAGATATTATGTAAAGAGACC^ 

AGAGAATGGAAGAAACTTCGAAAACATATTTCAGAATATCAT^ 

ATTTAAATTCAGAAATGCAGAGAACCCCCATAAGAGACTTCACAAGAAGATCATCCCCAAGACAGACAATCATCAGATT 
CTCCAAGGTTGAAATGATAGAAAAAATGTTAAAGGTAGCTATAGAGAAAGGACAGGCCACCTACAAAGGGAAGT 
TGACACAGCAGACCTCTCTIGCGGAAACTCTACCAGCCAGAGA^ 
TATTCCAACTGAGAATTTGATATCTGCCCAAACTAAGTGTCATAAGC^ 

AATGCTGAGGGAATTCCTTATCATAGACCTGCCTTACAAGAACCCCTGAAAGAAGCACTAAATATGAAAAGGAAAGACC 
GTTATCAGACACTGCAAATACACAGTGTCTCTATAAGTACAC71GACCAGTGACTCTATAAAGCAA 
CTGCATAGTAACCACCTAACAACATGATGACAGGATCAAACCCATACAAATTAATACCAACOT 
AAATGCTCCCAATTAAAAGGCACAGAGTGGCAAGCTAAATAAAGAA 

CCATCTCATATGCGGTGACACCCATAGGCTCAAAATAAAGAGATGCAGAAAAATCTACCAAAAAATGCAAAAC 
AAACAGGGGTTGCAATCCTAATTTCAGACAAAACAGACTTTAAACTAACGAAGCTCAAAA 
TGTAATGGTAAAGGTTTTAATTCAACAAGAAAAGCTGACTATCCTAAATAGGTA 
TTTATAAAGCAAGTTTTTAGAGATCTTCAAAGAGAATTC 

TGACAGTATTAGATCATTGAGGCAGAAAATTCACAAAGATATTGAGGACTTGAACTCAACA 
ATAGACATCTACATATCTCTCCACCCAAAAACAA^ 

TTGATCACATAATCAGACTTTAGACAATCCTAAGCAAAAGAAA . 
AATCAAGACTAAGAAAATTGCTCAGAACCATACAGTTACATGGAA^ 

AATAATGAAATTAAAGCAGAAATCAAGAAGTTCCCAGAAACTAATGAGAACAAAGATAAAATAT 
ACACAGCTAAGGC^TGTTAACCAGGAAATTTATAGCACTi^ 

CAACC TAACATCACAACTAAATGAACTAGAGAAGCAAGAGTAAACCAAC C C CAAAACTATCAGAAGACAGTAAATAACC 
AGAATCAGAGCTGAATTGAAGGAAATTGAGACATGAAAAGCCATTCA^ 

AAAAATTAATAAGACAGATGGACTGCTAGCTAGACTAATAAAGAAGAAGAGAGAAGATCCAAATAAACACAAT^ 
AATAAGATAGTAATTACC&CTGACCCCAGAAAAATACAAATAACCAT 

ACACAAACTAGAAAATCTAGAAAAATTGATAAATCCCTGGACATATACACTCTCTCAGACTGAACCAGGAAGAAAT 

ATCCCTAAGCAGACCAATAACGAACTGTGAAATTGGATCAGTAAATTTATCAGTAAATAGCCTACCAAACAA 

CCAGGACCATTCATATCACAGCCAAATTCTAGTAGATATACAAAGAAGA 

AAAAATTAAGGAGGAGGGACTCCTCCCCAGCACATTCTATGAGGCCAGCATCATCCTGATTTAAAAAAAA 
CTGGCAAACACATAGAAAATAAAACTTCAGGCTAGCA7TCTTGATGAACATGCATACAATAATCTTCAACAAAATA 
GCAAAATGAATCCAGGAGCACATCGAAAAACTAATCCACCACAATAAATTGGCTTTACCCATGGGAGGCAAGGTTGGTT 
CAACATACACAAATCAATAAATGTGATTCATCACATAAACAGGACCAATGCAAAACCCACATGATTA 

CACAAAGGCTTTTGATAAAATTCATCACCTCTTCATGTTAAAAACCCTCAACCACCTAGGTACTGAAGGAACGTACCTC 
AGAAAAATAAGAGTTATCTATGACAAATCCACAGCCAACAT^ 

AAACCAGCACAAGACAAAGACGCCCTTTCTCACCACTCCTATTCAACATAGTATTTTAAGTCCTGGCCAGAGCTATCAG 

GCAAGAGAAAGAAATAAACAGCAAGGCAATACCAAACAGCCAAGGCAATACTAAGCAAGGAGAACAAAAAAG 

CTGGAGGCATCACACTACCTGATTTCAAACTATTCTAC^GGGATACGGTATCOVAAACAGCATGATTCTGGTATA 

CAGAAACATGACCAGTGAAACAGAATAGAGAGCCCTGAAATAAGGCTGCACACCTACAACCATCTGATCTTAGACAAAG 

CAAAGGGGAAAGGACTCCCTATTCAATAAATGATGCTGAGAAAACTGGCTAGCGATATGCAGGAGATTGAAACTGGACC 

CATTCAGTACACTATACATAAAAATTAACTCAAGATGGGTTAGAGACTTAAACGTAAAACTCAAAGCTATAAAAGCTCT 

GGAAGACAACCTAAGCAATACCATTC CAGACATAGGAACTGG CAAAGATTTTATGATGTAGATACCTAAAGCAATTG CA 

ACAAAAGCAAAAAAATGATAAATGGGATCTAATTAAATACAGAGCTTCCTCACAGCAAAAGAAACTACCAACAGAGAAA 

ATAGACAACCTACAGAATGGGAGAAAATATTTGCAAACTATGCATCTGACAAAGTTCTTATATCCAGCATCTATAAGGA 
ACTTAAATTTATAAGAATTAAACAACCCCATTAA^ 

TGCAGCTAACAAG CATATGAAAAAAACTCAGTATCACTGATCATTAGAGCAATGCAAGTCZAAAACCACGAGATG CCATC 

TCACATCAGTCAGAATGGCTATTATTAAAAAGTCAGAAAATAACAGATACTGGTGAGCTTGTGGAGAAAAGGAAATATT 

TATACACTGTTGGTGGGAATGTAAATTAGTTAAACTATTGTAGAAAGTAGTGTGGCAATTCCTCAAAGAGCTAT^AAACA 
GAACTACCTGTCAACCCAGCAGTCCCATTACTGGATGTATACGC^ 

GCTCACATATGTTCACTGCAGTACTATTCACAACAGCAAAGACATGGAATCAATCTAAATGCCTATCAATGGTAAA 

AGTAAATAAATTGTGGCACATATACTCCATGGCATACTATGCAGCCATAAAAAGGAATGAGATCGTGTCCTTTGCGGGA 
ACATGGATAGAGCTGGAGGCTGTTATCTTTAG<^^ 

TAAGTGGGAGCTAAATGATGAGAAGACATGGACACAAAGATGGAAACTAGGCTTAGCAACTGGGTGAC1AAAATAATCTG 

TACAACAAACTCCCATGACACAAGCTTACTTATATAACAAACTTGCACATGTATCTCTGAACCTAAAATAAATGTCTTT 

TTAATATCTGGATCCAAATTGTTTTACTGGCCAATGGAA7VAAGATTTTTTGCCCAGATGGCTAAATCTTTTGJ\ATAATA 

TTTGTGAAAAAGACTTTTAAGATTTTTGAATAATATTTGTGAAAAAGACTTTTAATAATATTAGTGAAAAAGACTTCCT 

TACAGAAGGCAAATTAAGTCTTAATTTAATTTGGCAGCTTTTAATGTGGCAATCTTTGATTCTTTA 

CTG TGTG CAC C AATTAAAG AATG CATC C CATTTG CTAAAG AAATTAAAATTT AAAAGAAAAAAATCTT AAAC AATTT AA 

TACTACATCTCAAGGAAGTAGAACAATAACAACAGACTAAGGCCAAATTAGGCAGAAAGAGGGAATTAACAAAGATTTG 

AGCAGAAATACATGAAACGGAAAATTCAAAAATAATAGAAAAAAATAAGACAACTAGGAATTGGTTTTACTGGTTTTTT 
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ATAAATATAAACTAAATTGGTAAAACCTTAAGTAAACTAACTAGC^ 
AAATGAAAGAAGAGAAATCACAAATGATGCCACAAAATAAGAAAG^^ 

AACAAACTGGATAAGCTAGAAGAAATGAATAAATTCCTAGAAACATACAATCAACCGAGACTGGATTCTGAGGAAGCAG 
AAAGTCCGAACAGACCTATAACTAGTATAGATATTGAAATAGTT^ 
AGGTGGCTTCACTGGTGAAATTCTAACAAACGTTTAAAGAAAAATT^ 
TGAAGGGGAGAGGGAACATGTCCAAATTCATTACTCTGATACTAAAGTC^^ 

TAGGCCAATATC CCTGAAGAATGAACATACAAATTCCTCAACTAAACC CCAGCAAACTGAATCCAAGAG CACATTAAGG 

GGATTATACACCATGACCAAATGGGATTTGTACTTGGGATGTTAGAATGGTTCAGTGTGTAAAAATTAACGTGAAAT^ 

CACATTAACAAAATAAAGCATAAAAACATGTGATCATCTCAAGATACAGAAAAAGGGTTTGACAAAATTTAACAT 

TAATTAAAAACTCAAACTAGTAATAGATTATGTCAAATACAAATACAAATATTATATACCTGAACA 

ATATTAAATGCCCATC^CTAACGTCATACTCAATGGTGAAAAACCGAATGAAGGCTTTTCCTCTAAGATTAGAAACAAG 

ACAAGGATGCCCACTTTCACTGCTTCTATTCAGCAGGATACTTGAAGCCCTATCTAGAGCAATTGGGTAAGAAAAAAAG 

TAAAAAGGCATTTAAATTGGGAAGGAAGAAATAAAATTTTCCCT^ 

CTCTGAAGATTCAATTAAGAAACTGTTAGAACTAACAAATG 

GAATCAGTTGCATTTCTATACACTAACAACAAACTATC 

CAAAAAGAATAAAATAATTTAGTAATACACCTAAACCTAACTAACAAGGTGAAAGATTTGTGTATTAAAAACTACAAAA 

CATTGATGAAAGATACTAAGCAAATCAAAAGACATTGAATGTTCATGAACTAGAAGACTTAACATT^ 

TACTACCAAAAGAAATCTAGAGATTCAATGCAATCCCTATCCAAATCTCAATGTCATTTTTTACAGA 

G CTCTAAAATTTATATGGAG CCATGAGTCAAGAAATAACCAAATCAATCTTGAA7U\AAAGAATAAAGCTAGAGACATCA 

CATTTCCTGATCTCTAGATATGTTACAAAACCACAGAGATCAAAACAATATGATACTGGCATTAAAACA 

CCAATGGAACATAAGAGAATCCAGAAATAAATCTATGCATACTTGGTTGTTTTATTCTATTCGGGCTACTATAATAAAA 

TACCATAAACTGGGTAGCTTATAACAACAGAAATATATTTCTC^ 

CAGGTACTGATGGACTGCTTCCTCATAGTTAGTGCCTTCT 

CAGATGTCTTTTATTCATGAAGTCTCC^CTTTTATGACCTAATCATCTCTGTAAGTCCCCGTCTCCTAATGCC^TTC^^ 
CATATAGATTTAGGGAGACAAAGATTCAACATATGGATTTTGGGTGACACCAACATTCAG 

GACGTTTGATAAAGGTGTC^GAATACACATAGAGATTGGAGAGTCTCTTCAACAAATGGTACTTGGAAAACTGGATAT 

CCATATTAAGGAATGAAACTGGATGCTTGTCTTACATCATATGCAAAAATCAACTTGAAGTGGCTTi^ 

AGACCAAGACTATAAAACTACTAGAAGAAAACCTTCATGACATT 

AGCACAGGCAACAAAAAO^AAAGTAAACAAATAAGAATAC^TCAAACTAAAAAGCTTGTGGGTGAA 
GGAGTTCGAGGCCAGCCTGGGCAACATAGTGAAACCTTGTCTCTACAAAA^ 

AGGCTCAC AC CTGTAGTACCAGC CACTTGGGAGGCTGAGGTAGGAGGATTGCTTGCACCTGGGAGGTGCCAGAGGTTG C 
AGTGAGCTGAAATTGGGCCACTGTACTCCAGCCTGAGTGACAGATCCAGACCCTATTGCAAATAATAGTAATAATAATA 
ATTAATAAAATAATGATATGAATCAACAGAGTGAAAAGGACACTTACAGAATGGGGGGAATATTTGCAAACCGTATATC 
TGATAAAGGGTTAGTATCCAAAATATCTAAAATAAACCCCTTCAGGTTATTAGTTAAAATAAAAGAGAGAGAAAAATAA 
ATAAATAAATAAATAACCTGATTTAAAGATGGGCTATGGACTTGGA 

CAACAGATATTTTAAGAAATACTCAGTGTCACTAATCATCCAGGAAATGTGAATTAAAACTATAATGAAATATCACTTA 

ACACCTACTATAGTAGAATGGCTACTGTTAAAAAAAACAGAAAATAGCAAGTGTTGACGAGGATGTACAGAAATTGGAA 

CCCTTGCACACTGTTGGTGGAAATGCAATATGGTGCAGCTTTTGTGGGAAACAAATGAAGTTCCTCTAAACATTTAAAA 

ATGCAATTACATGATCGAGCAATCCCACTTTGGGGTGTTTATTCAAAAGAATTGAAATCAGGATCTCAAAGATGTATT 

GCACTCCTATATTCATTGTAGGATTATTCACAATAGTTAAGATTTAGAAACAACTTAAGTGTCTATTGACAGATGAATA 

GATGAGAAAATATGGTATATAAATAGTGGACTATTATTCAGCCTTAAAAAAGCAGGAACTATTGCCGTATGTGACAACA 

ACATGGATGAAACTTAAAGACATTGTGCTAAGTGAAATACATGAGTCATAGAAAGACACATATTGCATGATTCCACTTA 

TATGAGTTATCTAAAATAGTCAAATTCATAGAATCAAAGAGTTGGATTGTGGTTACCAGTGGGTGGAGGTAGAGAGAAG 

GTAGAGAGAAATGGGGAGTTACTAAACAATGGGCGTAAAGTTTCAGTCAAGAAAGATGAATAAGTTCTAGGGATCTGTT 

ATAC^CATTGTACCTATAGTCAACAATAATGTATTG^ 

TTTTTAGCACAATTTTTTAAAATAAAAAG 

TAAATTTGGGGCATGTTCTTACATTTATAGGTAAGM 

TAAAGGGAAACTCCCTTTAATTCATCTTCCTTCCTGATATTCAAGAACATAGACTGAGCTTTCCTCTATCTCTTTCAGT 
TCTAGTTTATATTTGCAAAGGTGTGTCTGGGCCAG 

ATTACAGATCACATGCCGAACTTTAGGGGAGAGGACAAATTACTGGGATTAACAATGAAAGATATAGAACTGCTCAGGA 
TATTTTCTAGGTTTAGGAGACTTGAGGAAAATGAATAAGTGAAATGTAGACATATATGAATGAATATATCAAACATCAG 
AGGAGAAAATTTAGCTGTGTCCAGAGAGGACAGAGATGCTATCTTTCTATTGCTTGTTTTTGAACTTTCTTTCGTATTT 
TATTATTGTATTGTTAATAATCATTGAAGTAGTGTGAGAAATTTCAGAGAAGTAGAAGTAGAGCAGTTTCTCTGAAAAA 
CTTATAGATGGTGACAGATGACCACATAATTGTGTGACAGTAAAATGCTGTATTGAGCTTCCTGCTGTATTATAGAAAG 
AACATATGAATAGATAAAAGCACAACAGTTTTCCTTTTCACTATGTCTCAGGAGAAAACAATGC^ 

GAAACAAATGAGATTAGTTAAAAGAAGGAATTTAAATTATGTAGACTAAGCCAGGGTAATGCTTACGAATGAGATGACT 

CATCTAATAAAAGCATCAAAGAGAAAAACTGTTGTTTCAGTTC^ 

GATGATGATGATGATGATGATGATGATGATAATTTGCTTTAGGAAGGAGCT 

AATGATAAGATTAGTTGAATTAAGTAATTCTAGACCCCAAATTGATTATTTCATTTCACTTTCTAGGTCAATAGTGTAC 
CTTGTTGCAATGAACTGAGTTGGTTGTAAAAAGTCTACTATCTTATCAAAAGATTGTTCAAAAACATCTCCATGTACTA 
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AATACTATCAAGCAAAAATATATTGTGTATAGG 
ACAAATTTACAAGAAAAAAACAAACAACCCCATCAAAAAGTGGGC^ 

ATTTATGCAGCCAAAAAACACATGAAAAAATGCTCATCATCACTGGCCGTCAGAGAAATGCAAA 

GATACCATCTCACACCAGTTAGAATGGCGATCATTAAAAAGTCAGGAAACAACAGGTGCTGGAGAGGATGTGGAGAAAT' 

AGGAACACTTTTACACTGTTGGTGGGACTATAAACTAGTTCAACCATTGTGGAAGTCAGTGTGGTGATTCCTCAGGGAT 

CTAGAACTAGAAATACCATTTGACCCTGCCATCCCATTACTGGGTATATACCCAAAGGATTATAAATCATGCTGCTATA 

AAGACACACGCACACGTATGTTTATAGCTGCACTATTCACAATAGCAAAGACTTGGAACCAATG 

GATAGACTGGATTAAGAAAATGTGGCACATATACACCATGGAATA^^ 

TTTGTAGGGACATGGATGAAACGAAACCATCATTCTGAGCAAGCTATCGCAAGGACAAAAAACCAAACACGCATATT 
C^CTCATAGGTGGGAATTGAACAATGAGAACACATGGACACAGGAAGGGGAA^ 

TCGGGGGAGCGGGGAGGGATAGCATTAGGAGATATACCTAATGCTAAATGATGAGTTAATGGGTACAGCATACCAGCAT 
GGCACAl'GTATACATATGTAACTAACCTGCACATTGTACACATGTACCCTAAAACTTAGAGTATAATAATAATAATGAT 
AATAAATTGGTAACTAGTTTAAGGTCATGTAACCTACTG& 

GTAAAACATAAATTTTATACATAAAATAAATAATAGATCATAGCCCTGATGCATGCGTGCACAAACACACACACACACA 
CACACACACGACACACACACTTGCACTATATTTGCAATAGCCTAGCTACTAAGGAATCTGATTAAACATAGATTCTATC 
TTGCATATCCGATTTCTTAATAGCAGAATTAAGAGCTTC 

TCCTTTTGAGTTGAGCACAAAAGGAAACCAAAAAGACCCAAGAATAGCAATGCAATGTGTGTATTGAAGGTTTGTTAGG 
AATTATTCACTATTGTATTTCTTTTCTGTCCTACATTACAGCATAGGCTTTGCCTAGAGGGAAAAGAATTAAGAATTAC 
TTGCAGTTCCTACTCTTTTGCAGTCAAGGCAGTAATAG^^ 
-GCCCTTGAAAAATCAAGGAAATAGATGGCTTCACATTTC 

CAGAGATGCCAATATAACTGAAGGGTTTTGAAATGGCCCTTTGAGGAAAGGTGATGAGGTATCCATTGATTTAATCTAA 
GAGGAGATGGAGAAATAATACAAGAGGGACTTGATTTCACATGCAACTTGTTTAGGAGACCGCATCTCAACAGTTTTTG 
^TGGCATATTTCTAGCTGTTCATGTGGCTTTATGCTGATAGTG^ 

AAAATATTACATTTTATAAGTGGAAGGGTGCAAAATAAGAAGATTGCAAAGTAGCGCTGCCTGCACCTATCATTAATGC 
TGTGTGGATTTTTTTCTAATTGAAAACAGCACAACGAGAGCTCTGAGTATGAGATGTAGTTATACAAAAAGGCATAAGA 
TGCTAGACACCTTCAAATACTGGGTGTTCTCCTTACTAGCCATATGACCTTAAGCAATGTATTTAACCTATTCTTTGTT 
CTCATTTTCCTCATTCATAAAATATGCACAATAAAACTTACCTTATAGTTTTGTTTCAAATATAAAATGAATAAATAT^ 
GTTAAATTATTTCGAGGATTCTTTGGTACACAGTAAACCCTCCGTAAGTATTAACTTTTATGGATAAAAACTTTTAAAA 
AATGGAAATAGATTTATTATTTTTATCTGATTATGAAAATTATATGTGATTATTATTTAAAAGATTTTAAAGAAAGATG 
CAAAGAGAAAAAATTACTTAAAATCAATTTGTCCTCAGAT^ 

CTTTTGTGTTCAAAAGATGCATAATGTATACAATTGTGTCATGGGCACATCTCCTCGGGCCAATC'TATGGCTGACCCCT 
ACTCCATCCTACCCCTAAAGTAAACATGCATTTTGACCTGTATCACTGTCATCTGTCAAAATCCATGCTCCTCAAAGGC 
AGTATCTTCTGTAAACCCTCAATCTTTTTATTACTATCTAGATTCTCAGGCTTAATTGTTCCAAATTATGCCAGCCATC 
ACCTCCATGCAAATCTCACTTACCTACCTCTTTATCC^TCAAAAATAATCTATTAAAATC^ 

GCACTTAAATATTTTAGACTTTGTGCTAAGTGCCTCACATATAGCATTTTTACTCTTCCAGATAGCTTTCAAGGGAGCT 
TTCATAACAACCATTTTAGCATTGTTTCGATCTCATTCTCAATCTCCATCTCTTTCAAACTATAAACTAAATTTCTCC 
TTGGCAAGG TTG GCCTACACCCAGGAACAAGCAAGGAAAGCCACC CTCTGAGGCTAGAAGCAAGATGGAGTCAGCCATG 

CTAGCCTTCTCTCATTGTTATAATCTTTGCAAAGCTGGTTTCATATTTTACTAATCTTTCTCTGTTAAATGGACAAACA 
TCCITCTTGATGCTACTTCACACACCTTTTCCAACCTCTC^^ 

TATTTATAAAGTTAAGAAAGAATCACTTTATACCTAAGAGTGGATCCTAATGTTTACATAAATATATTCCTGTATTGAG 
GTTCTTCCTTTCTCCCCAATTACCAAATTCTTTCTTTCTTTTTCTTTCTCTTTTTCTTTCTTTCTTTCCTTCTTTCTTT 
CTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTCTTTCTTTCTTTCTTTCTTTCTTCTTTAAGTTTTGG 
GATACATATACAGAACATGCAGGTTTCTTACACAGTATATGTGTGTCACGATGATTTGCTGCACCTATCAACCCATCAC 
CTGGGTTTTAAGCCCTGCATGCATTAGCTATTTGTCTTGATGCTCTCCCTCCCCTCGTGCCCCCATGACCCAACAGGCC 
CTGGTGTGTGTTGTTCCCCTCCCTGTGTCCATGTGTTCCCATTGTTCAACTCCCACTTATGAGTAAGATGGATTTCTGT 
TTGCTTTTCTGATCCTGTGTTAGTTTGCTGTGAATGATGGCTTCCAGCTTCATCCATGTCCCTGCAAAGGACATGAACT 
CATTCCTATTTGTGGCTGTATAGTATTCTATGGTGTATATGTACCACATTTTCTTTATCCAGTCTATCATTGATGGGCA 
TTTGGGTTGGTTCTATGTCTTTGCTATTGTAAATAATGCTGCAATAAACATACATATGCACGTGTCTTTATAATAGAAT 
TATTTATATTCCTCTAGGTATTTACCCAGTAATGGGATTGCTGGGTCAAATGGTATTTCTGGTTCTAGATCCTTGAGGA 
GTTGCCACACTGTCTTCCACAATGGTTGAACTAATTTACATTC 

GCCTCTCTAGCATCTGTTGTTTCATGACTTCTTTTTAATAAGCGCCATTCTGACTGGTGTGAGATGGTATCTCATTGTG 



TTTGAGAAGTGTCTGTTCATGTTTTTGCCCACTTTTTAATGGGTTTTCTTGTGTTTTTCTTGTAAATATGGTTAAGTTC 
CTTGTAAATTATGGATGGTAGCCCTTTGTCAGATGGGTAGATTGCAAAAATGTTCTCCCATTCTGTAGATTGCCTGTTC 
ACTCTGATGACAGTTTCTTTTGCTGTGCAGAAGCTCTTTAATTAGATCCCATTTGTCAATTTTAGCTTTTGTTGTGATT 
GCTTTTGGTGATTCCATCATAAAATCTTTGCCCATGCCTATGTCGTGAATGGGATTGCCTAGGTTTTCTTCCAGGGTTT 
TTATGGTTTTGGGTTTTACATTTAAGTCTTTAATCCATCTTGAGTTGATTTTTGTATAAGGTGTAAGGAAGGGGTCCAC 
TTTCAGTCTTCTGCATATAGCTAGCCAGTTTTCCCAGCATCATTTATTAAACAGGGAATCCTTTCCCCATTGCTTGTTT 
TTGTCAAGTTTGTTGAAGATCAGATGGTCTTATATCTGAGGTCTCTATTCTGTTCCACTGGTATATGTGTCTGTTTTGA 
TACCTGTACCATGTTTTGGTTACTGTAGCCTTGCAGTATAGTTTGAAGTCAGGTAGTGTGATGCCTCCAGCTTTATTCT 
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TTTTGCTTAGAkTTGTTTTGGCT 

TGAAGAAAGTCAATGGTAGTTTGATGAGAATAGCACTTAATCT^^ 
ATTGATTCTTCCTATCCATGAGCATGGGATGTTCT^ 

TAGTTCTCCTTGAAGAGGTCCTTCATGTCCCTTGTTAGCTGTATTCCTAGGTGTTTTATTCTCTTTGTAACAATTGTGA 

ATGGGAGTTCATTCATGATTTGGCTCTCTGCTTGTCTATTGTTGGTGTAAAGAAATGCTTGTGATTTTCACACACTGAT 

TTTGTATCCTGAGACTTTGCTGAAGTTGCTTATCAGCTTAAGGAGATTTGGGGCTGAGACAATGGGGTTTTCTAAATAT 
AGGATCAAGTTGTCTGCAAACAGAGACAATTTGACTTT^ 

TGATTGCCCTGGCCAGAAC^TCCAATACTATGTTGAATAGGAGTGGTGAGAGAGGGCATCCTTGTCTTGGGCCAGTTTT 
CAAAGGGAATGCTTCTCGCTTTTGGCCATTCAGTATGATATTGGCTGTGGGTTTGTCAGAAGTAGCTCTTATTACTTTG 
GGAAATGTTCCATCAATATCTAGTTTATTGAGAGTTTTATCATGAAAGGATGTTGAATTTTGTCGAAGGCCTTTTCTGC 
ATCTATCGAGATACCAATTACCAAATTCTAAGATTACATGGTGTTCTGCAGTGAATAGATCTATGCAAACCTACCCCCA 
AAGTTCAAGGAAG CTGAGAGGCTGAAGAGG CTGACATATCCAGCTTCTCAGGAAAAATGAAAAAACAAAAAACATTTAA 
TAGCCAGGTCCCAGGTGGCTGCAAGAGGAGATGGTGGTTCACTGCAGTGTTAGCCCCAGACCTAGGAATTATTTGCTGT 
AGTGAAGGAACATGTAGGACAGTTGAAATCAACTCCTCAGGGAAAGGCAAGCATGCTATGTAAATCTGCCTAAGGGAAG 
GATTTATGGTTGAGGCTGTTTTGAACAAAGGGTAGAATTTATGGTAACAGTAGGTAAAGTATAAATCTTAGAGGCATTC 
CTGGAACTGGGGTAAATCAGATGTCAGTATGGTGGACTGACAATGAAGATGGAGTTGCTTTAGTCTCCACACATGGGAA 

CAGATAGAAAAAGGTGTCTTTATAACCAAAATGTTGGCTTTTACAAAGCTCTGCTGTAATTCTAAATAGATGGAAGAGG 
ATAAATCAAATAACTGAATTAACTTAAAAATTCCCTTTTC 

AGTGTGGGCATATCTACTGGGGGATGGAGAAACATAGAGCAAGAGAGAGAGAACTTTGTGATGGAAATCAAGATTTTCT 

TAAATCTCTCATAGAATAATTATTAGAGTATTTATGAATTTTCTTCTCTTCTCCAAATTATCTTCACTTGGGGTTATTT 

TATCTTTATTTGTGTATCTTGGACTGTCTTTTTTCAAAGCAAGCTTTCTTTAGATGCCTGATGAGCTATGATTATAATT 

TTATTCAAGTTTAAGGAATGAAAAGCTGATTGGGCTCTGACTTGCACTTTGCTTTGGAGTCATGGGGCTATGAATTAAC 

AGTTTTCCTGGGGGGGATCAGAACATGCCAGATGATGGAAGTCTTTTGTCTGGAGCTATTATTTTGATTTAGAAAGGTT 

TTATTTTAGTGAAGTTATAAAGAATCCTCAAATATTTCTCTAAGCTGGAGAGGCCTGTCTCCTGGGTGTCCTCTTTCCT 

GCAGGGTTGGATAGTGGCTATTTCTACCCATAGATACTTGTAATTGTCAGTTCCCCATGTCACTCCTGTACCCTTTCCT 

GTCTTCATTGCATGTGGTGTTTTGGAATTCTTAGCCTTTCTGGAAAGGCAATTTCTCTCTCTCAGTCTGTCATATTTAT 

ATCCCTTCTAGATAATCTAACCTGTGGTTGACTGTATTTCATGTGCTATCTCTTCTTTATCTGCTTTGTCATCTATACA 
TCTGTTGACATATTTTGTATTCTCATGACTCTC^ 

AGTGACATCTAAGATGGGAAAGATTGTAAATACATATGACCAGATTCATCAGGGAAATATATGCTATTCTAGGTAGTTC 

ACACAAGATATTATGTAATACAGGTAATTAAAAGGTTACATGGTCATTCTGAGAACTTGGAGTTAGGTGATTAGAGAAG 

TTGCTACTAGAATGCAAGAAACTGGGAAGTGGAAAGATCACAGACAGCTGCCAACAGTGTTCTCTGGTGCCAACAGCTT 
AAAACTTAGTTCTCAGGAAAATCTCCAGTGTGTTTTGGGT^^ 

ATCATACAGAATGGAGAAATAACATGTTTATTGAAra^ 

TGACAATGCCAAAAAAGATAGATAGAACTTCTAATTTCATTGATGTTTCTAGTTTCCTGAAGAAGCTAGAAAGAATGGT 

ATGGATATCATTTTTCTGAATATATACATAAAGGTTGAAATTAATATAACTATTCAGAATTTTAAAACAATGAATAACT 

GTGATATGGGATTTATTTTATTTTTAAAAAAATGAGGAAGATTTTCATGTTATGATGCTTTCATACGGTATCTCTCGTA 

TGAGTGACAATACTGCCTTTTAATTTTTTCTCAAAATGTTATAGGGCAACAAGAGATTGGCAGTATGAGCTGTCTTTTT 

ATTGTATTTTAATGGTAAACTTGTACATGATTATGGGGATATTCTAACTTTTATGATTTTTTAAACAACTCTCAGTTCC 

ATCCCATAAAAGAGCTTTATGTAGAAATACTTTTAGCAGCTTTTAAGTTTATTTCATCTTCTCTTCCCCAGGAGACAAG 

GTAAAAGTAGAGATTACATTTTCTGGAGATATTACTTTCATTTATATCTTTATAAATATGGATAGACAATTTTATAATA 

ACAGTGCTAACACTGAAAAGGAAAAGAGTAAGATTTTGTAATTTATAAATAATCCTTATGGGGATGTTATTATTTAACT 

CTGAAGATGTTGTTTCACTTTTCATTATTTTGGTTTCAGTCACTGCTTGCAGAATAGTAATCTCTTAGCATATGAAGTC 

AGCAGATCAAATGCAAGAAACAAAACAAAACAAAAAACTCAGAACAAAATCAAGAAGGCTCAAAGTTTAGCACACTAT^ 

TATTTCACTGTTTTTAATCATACTCAGGAAGGGTTTTAGTGAAGAAACAGGAGTGAGATTAATCAAAATAGCTCAAAAT 
GCTCAAAACTTAAGTTATATATTCAGGAGGCTTTAA^ 

GTACCTTGCTGTTCCTTGGGTTTGACTGAGGATCAGTATTTTCTTGCCATTTATCACACTTAAACATAGAGCATCCAGA 

ATCAATAAACTACAAAGCAGAAGATTTAGAGAATCTATCTTTCCAGAATAATAGTCATACTTTCCCAAACATGTTCTAT 

ACAATTTTAGGGGACTATAGACCTTTGGTATATATATGAGATGTTAAGCTTTTTGTTCCATTAACATTACTGTAGTCAG 

TTGTAATGCTATGTTGTTAATCTAGAGACAGGAATATATAACTTCTATTTTCTTCAAATGAAAAATGGCTTTGGTCATA 

AGTACCTATACCCAAATCTTATTTCAATATACTCTACATTAACAGCATGTTACAGATAGGAATCCAGTATTATATTTAC 
ATAAATTAGTTATTTATCTCGATATTTACAGAGTGCTAGGC^ 

AAACTCAACACTAGCTAATGGGAGACCAGCATCAAAATAAAAAAATAAGAGCAATACAGTTTTCTATGTGCAAGACA 

CACAGTTCTACAGGGCTGGGGACAGAAGGCACTGAAGAGGAATGGAGAAACTGAATGAGGAAAAACTTTGGAGAGGAGG 

TGTGGCTGGAGCTGAGTATTGAAATAGGAGAAATATTTGTTCAGATATTACTCTTTTTATTTTTTCATGACTGAATTCC 

AGGCATACGTACCTTCAAATACCTTATTGCAGATGACCTAGAAGGCTGCATGTAAAGATAAATACATCCTAACATTTGT 

ATATTGTTGCTTCTCAAATTTCACAACTGTGATTACTTGCTGTGTTGGTTACTGATCXTTATTTTCATTTACTTAGCAT 

CTTCATTGATAATCCTGATTGATGTAGTTTTACTTTCATCATCTAAATATCTCTAGTTTCTAATTTATTCTGTGTAGAG 

ACTTTAGTTTCATCAAATATAAGTGGGCATGAAATTATATACCTGAGCCAATAGAAGAACTCAAGACTTTTATTTGCCT 

TAATGTAGGATTTAAAAACCAATTCAAAAACAATTGTTTATATATGTGGGAAAATTCCTTTAAGTTTCTGTTG^TAGG^ 

ATTGGAATAGGTTTCCTAGTAAGATATTAAATGTGTCATCCAAATAAATTTTTAGGTTACATAAACACTGATCTTGAAT 
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AAAATAGCTATAGTTCTACCTGGAGGTAGAGAGTCATAATAATATCAAATTAGAGCTCATGT'^GTGTGTGTATGTGTT 
TGCATACTTGTGCACGTGCTGGCTTTTATGTACA^ 

ATAAAAGCTAAAAAGGACACTGTATTTTAAAGATACGGAAACCTAGGCCCAGAAAAATTAGACAGGTTGCTTAAGACTG 
AGAGCAGAGCCCAGAACTTGGGCCTCTTGACTTCCCTTTGCAAATATATCATTGTGCTTTGAAATTATAGATATACGGA 
ATCATAGAACAGGAAGAAACTGTATGATCATCCAGAGCTCATTGACAGCCCCTCCCTCCCCTCCACATATATGCTAATA 
AACCCTCTGCTGTCTCTCTTCCACTTAAATTTGCGGGGAAATCTAGTTAGCATAAAAACACTGATCCCTGTGGCTGGCT 
ATGCTTTTTTTTTGACAGATTGTCCTGCTACTG 

GCAGAGTCTCAGTGAAAACCTGTTTGGGGGTTGGTGCCTCTGATTCTCAGTGCAGCCTGCCAGCCTCATTGGGAAAAGG 
TGTTTAATATAGGGAGCGATTTTCTGTATTATGAACTGAAATAGAAAATGCTGCGATGGGTTCATTG^GGGAGACC^ 
ATATCTTACTTACAATGAAGAAATCAGGCAATTTTGGGGAGTAGAAGTGGAAGTGTGACTCATACATATATTGGTA^ 
TCTTTTATGAGATTTTGATATGGGACTTAATGTTT^ 

CTGAGAAAATCATACAGCAAGGACACAGAACTTCATGCAACTGCCTTC 
CCTTTCTTCCCTTCCTTGCTTCTCCTTC^ 

ATAATTGATTTTGCTTCTTTGTGTTACTACTTTCTTTCCATGGTTCCTCCAACCTGTAGTATGAAAGAGAGTGGATATG 

GTAGTGGTTAAGAGCATAGGCTCTAAAGTCAGACTGCCTGGCTTTGAATCCTCTCTACCACTTACTGACTGAGTGACCT 

TGGATTGAGTCACTGAACTTCACTTTTCAATTTTTTATGTCTTATTGGATAAGTTTCAATCAGAGTTGAGGATGAAGTG 
AGATATATGAAAGTGCTTAGTACAAAGGA.CATGTG 

CATTTATGGTTATTCCAATATATACATTTTGTGTAGAAGGCTTAGTCTTTCAATTACAATAAGCTATTGGTATAGTTTA 
GCCATCTAATGCTAATGGAAAGGAGAATGGGCTCAATTGTTCT^ 

AGAAAGGTATGAGGAAATTAACCACAGAGATGTGTGCACACCTAAGAGACATTGACCCCACTTACnTTCTTTCCTTGCT 
CCTTGGCTAAGACTCCTATGTAAGTGCCATTGTTGCTAGAA^ 

ATATCTTTTTTCAGATATTTAATTAAATTTAATATATATTTGCAATCTATAACACCATA 

AAAGATATATTGTCTGGTCCCTGGTCTCTCGGAGCTGCCAAGGCTCCTAGCTGCTGGGAAAGCTGATGTATATGCAACT 
TGGAACATAAGGCAGTGTTTATTGATGCCATTGATCTTTGTAATGGGCTA 

CCTTAGTCTTTGATAATGACTTCACATCTGTAGTTATCTCTTTATATTTGTTGAGTTGCTTTTTGCTGCCTGCAGTATT 

CTAGACATTTTATAATTAGAGATAAAGCTTGGAATTTCCTATGCAACATGTTTTGTATTCAGCCTGCTTTCTTCTTCCC 

ACAGTTTTGGTCTGGTTTTGTTTATTAGTTTGTTTTCTGCAGGTAGAAATACCTAGGAAAGACAACATCATTTGATAAA 

GTATAAAATATGCTTATTTAGGAGAGAATACTTTAAAAGGCTTATGAACTCTTGATGACTATCCTTTAGTTTATAATTA 
ACTTATTTTTTTTTATTATACTCT^ 

CCTTGGTGGTTTGCCACACCAATCAACCCATCATCTACAT^^ 

CCCACCGACAGGCCCTGGTGTGTGATGTTCCCCTCCCTGTGTCCATGTGTTCTCATTGTTCAAATCCCACTTATGAGTG 

AGAACATGCGGTGTTTGGTTTTCTGTTCCTGTGTTAGCTTGCTGAGAATGATGGTTTCCAGCTTCATCCAT^ 

AAAGGACATGAACTCATCCTTTTTATGGCTGCATAGTATTCC^ 

GTTGATGGGCGTTTGGGTTGGTTCCAAGTCTTTGCACTGTAAACAGTTCTGCAATAAACATACATGTGCATGTGTCTTT 
ACAGTAGAATGATTTATATTTCTTTGGGTATATATCCGGTAATGGGATTGCTGGGTCAAATGGTATATCTGGTTCTAGA 
TCCTTGAGGAATTGCCACACTATCTTCCACAATGGTTGAACTAATTTACACTCCCACCAACAGTGTAAAAGGATTC 
TTTCTCCACGTCCTCTCCAGCATCTGTTGTTTCCAGACATTTTAATTATCACCATTCTAACTGGCATGAGATGGTATCT 
CATTGTGGTTTTGATTTGCATTTGTCTAATGACCAGTGGTAATGAGCTTTGTTTATATGTTTGTTGGCCGCATAAAAGT 
CTTCTTTTGAGAAGTGTCTGTTCATATCCTTCGCCCACTTTTTGATGGGTTTCTTTGTTTTTTTCTTATAAATTTGTGT 
AAGTTCCTTGTAGATTCTAGATGTTAGACCTTTGTCAGATGGATAGATGGCAAAAATGTTCCCTATTCTGTAGTTTGCC 
TGTTCACTCTGATGATAGTTTCTTCAGCTGTGAAGAAGCTCTTTGATTAGATTCCATTTGTCAATTTTGGCTTCTGTGG 
CCATTGCTTTTGGTGTTTTAGTCATGAAGTCTTTGGCCAGGCCTATGTCCATAATAGTATTGCCTAGGTTTTCTTCTAG 
GGTTTTTATGGTTTTAGGTCTTATGTTTAAGTCTTTAATCCATCTTGAGTTAATTTTTGTATAAGTTGTAAGGAAGGGG 
TCCAGTTTCAGTTTCCTGCATATGGTTAGCCAGTTTCCCCAACACCATTTATTAAATAGGGAATCCTTTCCCCATTGCT 
TGTTTTTGTCAGGTTTGTCAAAGATCAGATGTTTTTAGATGTGTGGCATTATTTCTGAGGTCTACATTCTGTTCCATTT 
GTCTATATATCTGTTTTGGTACCAGTACCATGCTGTTTTGGTTACTGTAGCCTTGCAGTATAGTTTGAAGTCAGGTAGC 
ATGATGCCTCCAGCTTTGTTCTTTTTGCTTAGGATTGTCTTGGCAATGTGGGCTCTTTTTTGGTTCTGTATGAAATTTA 
AAGTAGCTTTTTTCTAATTCTGTGAAGAAAGTCAGTGGTAGCTTGATGGGGATAGCATTGAATCTATAAATTACTTTGG 
GTAGTATGGGCATTTTCATGATACTGATTCTTTTTATCAGTGAGCATGGAATGTTTTTCCATTTGTTTTTGTCCTCTCT 
TATTTCCTTGAGCAGTGGTTTGTAGTTCTCCTTGAAGAGGTCCTTCACATCCTTTGTAAGTTGTATTCCTAGGTATTTT 
ATTCTCTTTGTAGCAATTGTAAATGGGAGTTTGCTCATGATTTGGCTCTCTGTTTGTCTATTACTGATGTATAGGAATG 
TTTGTGATTTTCACACATTGATTTTGTATCCTGAGACTTTGCTGAAGTTGCTTATCAGCTTAAGGAGATTTGGGCCTGA 
GACAATGGGGTTTTCTAAATATATGATCATGTCATCTGCAAACAGAGACAATTTGACTTCCTCTCTTTCTATCTGAATA 
TCCTTTATTTCGTTCTCTTGCCTGATTGCCCTGGCCAGAACTTCCAATACTGTGTTGAATAGGAGTGGTGAGAGAGGAC 
ATCCTTGTCTTGTGCCTGTTTTCAAAGAGAATGCGTCCAGCTTTTGCCCATTTGGTATGATATTGGCTGTGGGTTTGTC 
ATAAATAGCTCTTACTATTTTGAGATATGTTTCATCAATACCTAGTGTATTGAGAGTTTTTAGCATGAAGGGGTGTTGA 
ATTTTATCAAAGGCCTTTTCTGCATCTATTGAGATAATCATGAGGTTTTTGTCATTGGTTCTGTTTATGTGATGGGTTA 
TGTTTAATGATTTGCATATGTTGAACCAGCCTTGTATCCCAGGGATGAAGCTGACCTGATCATGGTGCGTAAGCTTTTT 
GATGTGCTGCTGGATTCTGTTTGCCAGTATTTTATTGAAGATTTTTGCATAGATATTCATCAGGGATATCGGCCTGAAA 
TTTTTTCGTTGTGTCTCTGCCAGGCTTTGGCTTCAGGATGATACTGGCTTCATAAAATGAGTTAGGGAGGACTCCCTCT 
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TTTTCTATTGATTGGAGTAGTTTCAGAAGGAATGGTACCAGCTCCTCTTTGTACCTCTGGTAGAATTCAGTTGTGAATC 

TGTCTGGTCCTGGGCCTTTTATGATTGGTAAGCTATTAATTACTGCCTCAATTCAGAACTTTGTATTGGTCTA 

GATTCAATTTCTTCCTGATTTAGTCTTGAAAGGGTGTATGTGTCCAGGAATTTATCCATTTCTTCTAGATTTTCTAGTT 

TATTTGCATAGAGCTGTTCATAGTATACTCTGATAGTAATTTGTATTTCTGCGGGATCAGTGGTGATATCCCCTTTATC 

ATTTTTTATTGTGTCTATTTGATTCTTCTCTCTTTTCTTCTTTATTAGTCTGGCTAGTGGTCTATCTATTTTGTTAATC 

TTTTTTAAAAAAAAACAGCTCCTGGATTCATTGAT^ 

TGGTCTTAGTTGTTTCTTGTCTTCTGTTAGCTTTTGAATTTGTTTGCTCTTGCTTCTTTAGTTCTTTTAATTGTGACGT 
TAGGGTGTCGATTTTAGAT(^TTCCTGCTTTCTCCTGTGGGCATTTGGTCCTATAAATTTCCCTGTAAACAGTACTTTA 
GCTGTGTCCTAGAGATTCTGGTACATTGTATCTTTGTTCTCACTGGTTTCAAAGAACTTATTTATTTCTACCTT 
CATTATTTACCCAGTAGTCATTCAGGAGCAGGTTAT^ 

CCTGAGTTCTAATTTGCTCTGTGGTCTGAGAGACTGTTTGTTATGATTTCTGTTCTTTTGCATTTGCTGAGGAGTGTTT 

TACTTCCAATTATGTGGTC^TTTTAGAATCAGTGTGACAAGGTGCTAAGAAGAATGTATATTCTGTTGATTTTGGGTG 

GAGAGTCCTGTAGATGCCTATTAAGTCTGCTTGGTCCAGAGCTGAGATCAAGTCCTGAATATCCTTGTTAATTTTCTGT 

CTCAGTGATGTGTCTAATATTGACAGTGGGGTGTTAAAGTCTCCCAATATTATTGTGTGGGAGTCTAAAAGTCTCTTTG 

TAGTTCTCTACAAACTTGCTTTATGAATCTGAGTACTCCTGTATTGGGTACAAATATATTTAGGATAGTTAGCTCTTCT 

TGTTGCGTTGATCCCTTTACCATTATGTAATGCCCTTCTTTGTCTTTTTTTGATCTTTGTTGGTTTAAAGTCTGTTTTA 

TCAGAAGTTAGGATGGCAACCTCTGCTTTTTTATTTGCTTTCCATTTGCTTGGTAAATATTCCTCCACCCCTTTGTTTT 

GAGCCTATGTGTGTTGTTGCACGTGAGATTGGTCTCCTGAATACAGCACAACAATGGATCTTGCCTCTTTATCCAA 

GCCAGTCTGTGTCTTTTAATTGGGGCATTTATCCCATCT 

TCATTATGATGCTAGCTGG1TATTTTGCCCATTAGTTGATC 

ATGTTTTTGCAGTGGCTGTTACTGGTTGTTCCTTTCC^AATTTAGTGCTTTCITCAGG^ 

GTGGTGACAAAATCTCTCAGGATTGGGTTGTCTGTAAAGGATTTTATTTOTCCTTCACGTTTGAAGCTTAGTTTGGCTG 
GATATGAAATTCTGGGTTCAAAATTCTTTTCCTGGGG 

CTCCC^GTGAGAGCGTCAC^GAAGACGGGTGATTTCTGCATTTCC^TCTGAGGTACTGGGTTCATCTCACTAGGGAGTG 
CCAGACAGTGGGCGCA.GGTCAGTGGGTGCATGCACCATGCGCGAGCCGAAGCAGGGTGAGGCATTGCCTCACTCGGGAA 
GCACAAGGGGTCAGGGAGTTCCCTTTCCTAGTCAAAGAAAGGGGTGACAGACAGCACCGGGAAAATTGGGTCACTCCCA 
CCTGAATACTGCGCTTTTCTGACGGCCTTAAAAAACGGCACCAGGAGATTATATCCTGCACCTGGCTTGGAGGGTCCTA 
CGCCAACAGAGTCTCGCTGATTGCTAGCACAGCAGTCTGAGATCAAACTGCAAGGTGGCAGCGAGGCTGGGGGAGGGGC 
GCCCACCATTGCCCAGGCTTGCTTACGTAAACAAAGCAGCC 

GAGGCCTGCCTGCCTCTGTAGGCTCCACCTCTGGGGGCAGGGC^CAGACAAACAAA^GACAGCAGTGACCTCTGCAGA 

CTTAAATGTCCCTGTCTGACAGCTTTGAAGAGAGCAGTGGTTCTCCCAGCATGCAGCTGGAGGTCTGAGAACGGGCAGA 

CTGCCTCCTCAGATGGGTCCCTGACCCCTGACCCCTGAGCAGCCTAACTGGGAGGCACCTCCCAGCAGGGGCAGACTGA 

CACCTCACACGGCTGGGTACTCCAACAGACCTGCAGCTGAGGGTCCTGTCTGTTAGAAGGAAAACTAACAAACAGAAAG 

GACATCCACACCAAAAACCCATCTGTACATCACCATCATC 

AACAGAGCAGAAAAACTGGAAACTCTAAAAAGCAGAGTGCCTCTCCT^ 

GGAACAGAGCTGGATGGAGAATGACTTTGATGAGCTGAGAGAAGAAGGCTTCAGACAATCAAATTACGCTGAGGTACTG 
GAGGACATTCAAACCAAAGGTAAAGAAGTTGA7VAA.CTTTGAAAAAAATTGAGAAGAATGTATAACTAGAATAACCAATA 
CAGAGAAGTGCTTAAAGGAGCTGATGGAGCTGAAAACCAAGGCTCGAGAACTACATGAAGAATGCAGAAGCCTCAGGAG 
CTGATGCAATCAACTGGAAGAAAAGGTATCAGCGATGGAAGATGAAATGAATGAAATGAAGTGAGAAGGGAAGTTTAGA 
GAAAAAAGAATAAAAAGAAAAGGGCAAACCCTCCAAGAAATATGGGACTATGTGAAAAGACCAAATCTATGTCTGATTG 
GTGTACCTGAAAGTGACGGGGAGAATGGGACCAAGTTGGAAAACACTCTGCAGGATATTATCCAGGAGAACTTCCCCAA 
TGTAGCAAGGCAGGCGAAAATTCAGATTCAGGA7\ATACAGAGAATGCCAAAAA.GATACTCCTCGAGAAGAGCAACTCCA 
AGACACATAATTGTCAGATTCACCAAAGTTGAAATGAAGGAAAAAATGTTAAGGGCAGCCAGAGAGAAAGGTCGGGTTA 
CCCTCAAAGGGAAGCCCATCAGACTAACAGCGGATCTCTCAGCAGAAACTCTACAAGCCAGAAGAGAGTGGGGGCCAAT 
ATTCAACATTCTTAAAGAAAAGAATTTTCAACC CAGAATTTCATATGCAG CCAAACTAAGCTTCA.TAAGTGAAGGAGAA 
ATAAAATCCTTTACAGACAAGCAAATGCTGAGAGATTTTGTCACCACCAGGCATGCCCTAAAAGAGCTCCTGAAGGAAG 
CACTAAACATGGAGAGGAACAAATGGTACCAGCCACTGCAAAATCATGCCAAAATGTAAAGACCATCGAGACTAGGAAG 
AAACTGCATCGATTAACGAGCAAAATAGCCAGCTAACATCGTAATGACAGGACCAAATTCACACATAACAATATTAAC^ 
TTAAATGTAAATGGACTAAATGCTCCAATTAAAAGACACAGACTGGCAAATTGGATACAGAGTC^AGACCCATCAGTGT 
GCTGTAATCAGGAAAACCATCTCACGTGCAGAGACACACATAGGCTCAAAATAAAAGGATGGAGGAAGATCTACCAAGC 
AAATGGAAAACAAAAAAAGGCAGGGGTTGC^TCCTAGTCTCTGATAAAACAGACTTTAAACCAACAAAGATCAAAAGA 
GACAAAGAAGGC(^TTACATAATGGTAAAGGGATCAATTCAACAAGAAGA 

ATACAGGAGCACCCAGATGCATAAAGCAAGTCCTGAGAGACCTACAAAGAGACTTAGACTCCCACACATTAATAATGGG 
AGACTTTAACACCCCACTGTCAACATTAGACAGAGCAACGAGACACAAAGTCAACAAGGATACCCTGGAArTGAACTCA 
GCTCTGCACCAAGCAGACCTAATAGACATCTACAGAACTCTCCACCCCAAATCAACAGAATATACATTTTTTTCAGCAC 
CACACCACACCTATTCCAAAATTGACCACATACTTGGAAGTAAAGCTCTCCTCAGCAAATGTAAAACAGAAATTATAAC 
AAACTATCTCTCAGACCACAGTGCAATCAAACTAGAACTCAGGATTAAGAATCTCATTCAAAACCGCTCAACTACATGG 
AAACTGAACAACCTGCTCCTGAATGACTACTGGGTACATAACGAAATGAAGGCAGAAATAAAGATGTTCTTTGAT^ACCA 
ATGAGAACAAAGACACAGCATACCAGAATCTCTGGGACGCATTCAAAGCAGTGTGTAGAGGGAAATTTATAGCACTAAA 
TGCCCACAAGAGAAAGCAGGAAAGATCTAAAATGGACACCCTAACATCACAATTAAAAGAACTAGAAAAGCAAGAGCAA 
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acacattcaaaag ctagcagaagg caag aaataact aaaatc agag cagaactg aagg aaatagtgacacaaaaaac cc 

ttcaaaaaattaatgaatccaggagctggttttttga 

gaaaaaaagagagaagaatcaaatagacgcaataaaaaatgataaaggggat^^ 

actaccatcagagaatactacaaacacctctacgcaaataaactagaaaatctagaagaaatggataaattcctggaca 

CACACACTCTCCCAAGACTAAACCAGGAAGAAGTTGAATCTCTGAATAGACCAATAACAGGCTCTGAAATTGAGGCAAT 

AATTAATAGCTTACCAACCAAAAAGAGTCCAGGACCAGATGGATTCACAGCCGAATTCTACCAGAGGTACAAGGAGGAG 

CTGGTACCATTCCTTCTGAAACTATTCCAATCAATAGAAAAAGAGGGAATCCTCTCTAACTCATTTGATGAGGCCAGCA 

TCATCCTGATACCAAAGCC^GGCAGAGACACAACCAAAAAAGAGAATTTTAGACCAATATCCTTGATGAA^ 

AAAAATCCTCAATAAAATACTGGCAAACCAAATCCAGCAGCACATCAAAAAGCTTATCCACCATGATCA^ 

ATCCCTGGGATGCAAGGCTGGTTCAATATACGCAAATCAATAAATC 

ACCACATGATTATCTCAATAGATGCAGAAAAGGCCTTTGACAA^ 

ATTAGGTATTGATGGGATGTATTTCAAAATAATAAGAGCTA^ 

CAAAAACTGGAAGCATTCCCTTTGAAAACTGGCACAAGACAGGGATGCCTTCTCT 

TGGAAGTTCTGACCAGAGCAATTAGGCAGGAGAAGGAAATAAAGK3GTATTC7 

CCTGTTTGCAGACGACATGATTGTATATCTAGAAAACCCC^TGTCTCAGCCCAAAATCrCCTTAAGCTGATAA 

TTCAGCAAATTCTCAGGATACAAAATCAATGTACAAAAATGAG^ 

GCCAAATCATGAGTGAACTACCATTCACAATTGCTTCAAAGAGAATAAAATACCT^ 

TGAAGGACCTCTTCAAGGAGAACTACAAACCACTGCTCAAGGAAATAAAAGAGGATACAAACAAATGG 

ATGCTCATGGGTAGGAAGAATCAATATCGTGAAAATGGCCATACTGCCCAAGGTAATTTAAAGATTCAGTGCCATCCCC 

ATCAAGCTACCAATGACTTTCTTCACAGAATTGGAAAAAAAACTACTTTAAAGCTCATATGGAACCATAAAAGAGCCCG 

CATCACCAAGTCAATCCTAAGCCAAAAGAACAAAGCTGGAGGCATCACACTACTTGACTTCAAACTA 

ACAGTAATGAAAACAGCATGGTACTGGTACCAAAACAGACATATAGATCAATGGAACAGAACAGAGCCC 

TGCTGCATATCTACAACTATCTGATCTTTGTCAAACCTGAGAAAAAC^GCAATGGGGAGAGGATTCCCTATTTAATM 

ATGGTGCTGGGAAAACTGGCTAGCCATATGTAGAAAGCTGAAACTGGATCCCTTCCTTAGACCTTATACAAAAATCAAT 

TCAAGATGGATTAAAGACTTAAATGTTAGACCTAAAACC^^ 

ACATAGGCATGGGCAAGGACTTCATGTCTAAAACACCAAAAGCCATGGCAACCAAAGCCAAAATTGACAAATAGGATCT 

AATTAAACTAAAGAGCTTCTGCACAGCAAAAGAAACTACCATCAGAGTGAACAGGCAACCTACAAAATGGGAGAAM 

TTCACAACCTACTCATCTGACAAAGGGCTAATATCCAGAATCTACAATO 

ACAACCCCATCAAAAAGTGGGTGGAC^TGAACAGACACTTCTCAAAAGATGA^^ 

AAAATGCTCACCATCACTGGCCATCAGAGAAATGCAAATCAAAACCACAATGAGA 

GTGATCATTAAAAAGTCAGGAAACAACAGGTGCTGGAGAGGATGTGGATAAATAGGAACACTTTCACACTGTTGGTGGG 
ACTGTAAACTAGTTCAACCATTGTGGAAGTCAGTGTGGCGATTCCTCAGGGATCTAGAACTAGAAATACCATTTGACCC 
AGCCATGCCATTACTGGGTATATACCCAAAGGACTATAAATCATGCTGC 

GTGGCATTATTCAC^TAGCAAAGACTTGGAACCAACCCAAATGTCCATCAATGATAGACTGGATTAAGAAAATG 

ACATATACACCATGCAATACTATGCGGCCATAAAACATGATGAGTTCATGTCCTTTGTAGGGACATGGATGAAATTGGA 

AATCATCATTCTCAGTAAACTATCGGAAGAACAAAAAACCAAACACCGCATATTCTCACTCATAGGTGGGAATTGAAC^ 

ATGAGAACACATGGACACAGGAAGGGGAATATCACACTCTGGGGACTATTGTGGGGTGGGGGTAGGGGGGAGGGATAGC 

AATGGGAGATATAGCTAATGCTAGATGACGAGTTAGTGGGTGCAGCACACCAGCATGGCACATGTATACATATGTAACT 

AACCTGCGCATTGTGCACATGTACCCTAAAACTTAAAGTATAATATAAAAAAAAAGGAAAAACTAGAGTATAAATGAAG 

TGTCAAAGATGTTAAGAAACAGGATCTTTTAAAAAATTGTTTTTAATTATTATGGGTACATAATAAGTGTATATATCTA 

TGGGATACATGTGAAATTTTGATACATACAATATATAATAATCTTATTGGGGCAATTGGGGTGTCCATCACCTCAGGCA 

TTTATCATGTCTTGTATTAGAAACAGTCCAATTCTCCTCTTTTAGCTATTTGAAAATATACIAATAAATTATTGTTGAGT 

ATAAAAAAAAAGTCCACACCTAGTCATATTATGTTCAAATCACAGAAAACTAAAGACAACCAGAAAACATGAAAGAAGC 

TACAGAAGAGAAGAAATTTACCTAAGGAGGGACAAGGATAAGAATTACATCAGAAATCTCATTGGCAACCATGCAAGAA 

AGAAGAAGGTAGCGTGAAATATTTAAAGTGTTTAAAGGATAAAACTAGAATTCTGGATACAGTGAAACTATCCTTCAAA 

AGCAAAGAAGAAATGCTTTCTCAGACAAAGGCTGAATCTGTCACCAGTAGACCTGCCTTGAAATAAATGTTGAAAGAAA 

TTTTTCGGTCAGAAATGAAATGACATAGGTCAAAAACTGAAATCTACGTAAAGAAAAGAAGAGCTTTCAAGAAGGAACA 

AATGAGGATAAAATAAACTCTTTAATATTCCTTAACCTTAAAAAAAAAAAAAGAAAATTCCTTCCTTTAAGAGTGGCCC 

CCTCTCTTTTCTGTCTTGTAGGGTTTCTGCAGAGAGATCCACTGTTAGTCTGATGTGCTTCCCTTTGTGAGTAACCTGA 

GCTTTCTCTCTGGCTGTCCTTAACATTTTTTCCTCCATTTCGACCTTGGTGAATCTGATGATTATGTGTCTTGGGGTTG 

CTCTTCTCGAGGAGTATCTTTGTGGTGTTCTCTGTATTTCCTGAATTTGAATGTTGGCCTGTCTTGCTGGGTTGGGGAT 

ATTCTACTGGATAATATCCTGAAGGGTGTTTTCCAACTTGGTTCCATTCTCCCATCACTTTGAGGTACACCAATCAAAC 

GTAAGTTTGTTTTTTTCACATAGTCCCATATTTCTTGGAGGCTTTGTTCATTCCCTTTCATTCTTTTTTCTCTAATCTT 

GTCTTCACCCTTTCTTTCATTAAATTGATCTTCAATCTCTGATATCCTTTCTTCTGCTTGATCAATTTGGCTATTGATA 

CTTGTGTATGCTTCAGGAAGTTCTTGTGCTGGGTTTTTCAGCTCCATCAGGTCGTTTATATTCTTCTCTAAACTGATTA 

TTCTAGTTAGCAATTCCTCTCACCTTTTTTCAGTGTTCTTAGCTTCTCTGCATTGGGTTAGAACATGCTTCTTTAGCTC 

GGAGCCATTTGTTGTTACCCACATTTTGAAGTCTACTTCTGTCAATTTGTCAAATTCATTCTCCATCCAGTTTTGTTCC 

CTTGCTGGTGAGGAGTTGTGATCCTTTGGAGAAGAGGCATTCTGATTTTTGTAATTTTAAGACTTTTTGCACTGGTTCC 

TCCCCATCTTCATGGATTTATCTACCTTTGGTCTTTGATGTTGGTGACCCTTGGATGGGGTTTCTGACTGGACATCCTT 

TTTGTTGACGTTGATGCTACTCCTTTCTGTTTGTTAGTTTTCCTTCTAACAGTCAGGCCTCTCTGCTGCAGGTCTGCTG 
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GAGTTTGCTGGATGTCCACTCCAGACCCTCTTTGCCTGGGTATCACCAGCAGAGGCTGTAGAACAGCAAAGATTGCTGC 
CTGTTCTTTCCTCTGGAAGGTTTTTCCCAGAGGGGCACCCACCAGATGCCAGCTGGATCTCTCCTGTATGAGGTGTCTG 
TCGACCCCTGCTGGGAAGTATCTCCCAGTCAGGAGGCACGGGGGTGAGGGACCCATTTGAGGAAGCATTGTGTCCCTTA 
GCAGAGCTCAAGCACTGCGCTGGGAGATCCACTGCTCTCTTCAGAGCCAGCAGGCAGGAATGTTTGTCTGCTGAAGCAG 
CGCCTACAGGCACCTCTTCCCCCAGGTGCTCTGTCCCAGGGAGATGGGAATTTTATCTATAAGCCCCTGACTGGGGCTG 
CTGCCTTTCTTTCAGAAGTGCCCTGCCCAGAGAGGAGGAATCTAGGAAGGCAGTCTGGCTACAGTGGCTTTGTGGAGCT 
GAGCC CAGTTTGAACTTCCTGGTGGCTTTGTTTACACTGTGAGGAGAAAACCGCCTACTGAAG CCTCAGTAATAG CAGA 
CACCCCTCCCCTCACCAAGCTCAAGTGTCCCAGGTCCACTTCAGACTGCTGTGCTGGCAACAAGAAATTTAAACTAGTG 
GATCTTAGCTTGCTGGGCTCCACAGGGGTGGGATCCGCTGAGCTAGACCACTTGGCTCCTTGGTTTCAGCCCCCTTTCC 
ACAGTTGTGAATGGTTCTGTCTCACTGGCCTTCCAGGTGCCACTGTGGTATGAAAAAAAAAAAAAATCCTGCAGCTAGC 
TCGGTGTCTGCCCAAACAGCCACCCAGTTGTGTGCTTAAAACCCAGGATCCTGGTGGTGTAGGAACCCAAGGGAATCTC 
CTGGTCTGCAGGTTGCAAAGACTGTGGGAAATGTGTAGTATCTGGGCCGGA^ 

CATGGCTTCCCTTGGCTAGAGGAGGGAGTTCCCCAACCCCTTGAACTTCCCAGGTGAGTTGATGCCCAACCCTGCTTCA 

GCTCACACGCCGTGGTCTGTACCCACTGTCTAACCAGTCCCAATGAGATGAGCTGGGTATCTCCGTTAGAAATGCAGAA 

ATCACCTGCCTTCTGGATTGGTCTCGCTGGGAGCTGCAGACCGGAGCTGTTCCTATTCGGCCATCTTGCCAGCCAGCCA 

CTGTAATTCACTTATTTTCAAATGTTACCATTAGAACTGTATACCATATTACAAGTTTCAAACACTATCC 

ACAAAAGAGTTCCTAGTTGCCTTAAAGAATTAGCTATTGTTTCATCTGTGTGTGGCTTCGTCTCAGAGGGTGATTGAAA 

CATGACAAGAAGTGATTTTTTTTTCTCAAGAGAAATGGAGGCTTTGGACATTAGTGTCATAGCAATGTCATGTAGAACA 

TACATAGAGAATTCTATGAAGAAATCAGCCAAGCCGTGACTATCGACCAAAATTTTCAACTTTCAAC^ 

ATACTATCTATATATCTAATAATCCT^lAAGCT^ 

TGATTTAATGATGGAAATTTTTTATAAGAACTATAATGGCAGTTAAATTATAAAACTGAAGTTACTAATATC 
GAGCCTTTCATGAGCTTTTATTTTAAC(^GCTAAAATACTAAAATACTTTTATTTTAATCAGCTAAAGCAT^ 
TAGTGAGGAGAGTTTTGTTTTCT^CACAGTTACGAAAGAATTCGGGCTCACTTAATTGTAAATAAAAAT 
AAACCATTGTTTAAAATGTTACCTCATTGAGTTTTTCAGTAAATGGAACAAGAAT^ 

ATGTCTGTTTTTAATTATCGGACAGAATACTTAGGGAATGGACAGAGGCAGTAAAGAAAAATAGTTCATTATATTATAA 
TGTATCATTAGTTTTGAATGTGCATACACCTAATATT^ 

TATTACCTCATATCAATAATCCTAATTTAAATGGTTAAGAACATGGAAATAATTTCCATGAAGTATGCATTTCTGAGTA 
ATGGTTGTATATAACCAAAATGAAAGCTAATTAATTCATTTGGTGAAAGTTATAGTGAGATAAAGCACAGACTGTAGAC 
ATATACAACATTAATTAGGACAATGTTATTCTACATCTACAGGTG 

TACCTTTTATTCAAAGGGGAAATTGGTGAGAGAGTAGAGGCAGATAATCACAGCATCCC^CTCTACXAGAAAAGCAAGC 

CACAGCTCCCATCCTGCTGGTGATGTGACAGCACTGGTCTTTCTACACAGCAGCACACTAGTACCAAAAAAGA 

GCTTTTTCTGTGTGATGAGCTGTAAACCTTCATATTAGAAAAACTCAGAAAAGAATTTTGCTTAGACGCTAATCAAATA 

CAAAAATTGTGGCTGATGGAAACTACACATAGATAAATTAGTCCAATATTCTTCTACTTGTGAAATTTAAATAACTTCA 

TCTTAAGAAATAAAGGTAATTGGGAAAATTGAAAAGGAAGTGTTTCCAGTTTTGATAGAGTGAATGGGGCATTCAAAAT 

ATATTTCTAAATGAATGATAAAAATAAAATACTTGCAATATTATCAGAATTTATTTCCACAATAAATATGTTCAGGAAT 

GTTAAGTGGGGAAGCCTGGGCAGCCATTGTGCTGTAACTGGCTCTGTTTATTTTTTGCTCTTCAAAAGAGAAAGAAAGG 

AACCTTAGCACAATAGCAGAATTTCCTGATGGTGGCTATTACAATTTTACCACTGAGGAAAGGACATCTATGGGTCTTT 

GAAAAGCTAGGAAACATCTTGAATATCAGAAATTGTAAATGAATACTACTTGGTGTAGATTAAACTAAAGACATGGGAT 

TATATGGTCTCAAAGCCACAGATGTAGTTGGGTCCTAAGAACCTTGTCATATATATCTATATTTTTTATTTTTTTTATT 

TTTTTTCTTTTATTATTATTATAGTTTAAGTTTTAGGGTACATGTGCACAATGTGCAGGTTAGTTACATGTGTATACAT 

GTGCCATGCTGGTGTGCTGCACCCATTAACTTGTCATTTAGCATTAGGTATATCTCCTAAAGCTATCCCTCCCCCCTCC 

CACCACCCCACAACAGTCCCCAGTGTGTGATGTTCCCCTTCCTGTGTCCATGTCATCTCATTGTTCAATTCCCACCTAT 

GAGTGAGAATATGTGGTGTTTGGTTTTTTGTTCTTGTGATAGTTTACTGAGAATGATGATTTCCAATTTCATCCATGTC 

CCTACAAAGGACATGAACTCATTTTTTTATGGCTGCATAGTATTGCATGGTGTATATGTGCCACATTTTCTTAATCCAG 

TCTATCATTCTTGGACATTTGGGTTGGTTCCAAGTCTTTGCTATTGTGAATAGTGCCACAATAAAACATACATGTGCAT 

GTGTCTTTATAGCAGCATGATTTATAGTCCCTTTGGGTATATACCCAGTAATGGCATGGCTGGGTCAAATGGTATTTCT 

AGTTCTAGATCCCTGAGGAATCGCCACACTGACTTCCACAATGGTTGAACTAGTTTACAGTCCCACCAACAGTGTAAAA 

GTGTTCCTATTTCTCCACATCCTCTCCAGCACCTGTTGTTTCCTGACTTTTTAATGATCACCATTCTAACTGGTGTGAG 

ATGGTATCTCATTGTGGTTTTGATTTGCATTTCTCTGATGGCCAGTGATGGTGAGCATTTTTTCATGTGTTTTTTGGCT 

GCATAAATGTCTTCTTTTGAGAAGTGTCTGTTCATGTCCTTCACTCACTTTTTGATGGGGTTGTTTGTTTTTTTCTTGT 

AAATTTGTTTAAGTTCATTGTAGATTCTGGATATTAGCCCTTTGTCAGATGAGTAGGTTGCGACAATTTTCTCCCATTT 

TGTAGGTTGCCTGTTCACTCTGATGGTAGTTTCTTTTGCTGTGTATATGGAACTAAAAAAGAGCCTGCATAAGCCAAAA 

GAACAAAGCTGGAGGCATC^CACTACCTGACTTCAAACTATACTACAAGGCTACAGTAACCAAAACAGCATGGTACTGG 

TACCA7VAACAGAGATATAGATCAATGGAACAGAACAGAGCCCTCAGAAATAACGCCGCATATCTACAACTATCTGATCT 

TTGACGAACCTGAGAAAAAGAAGCAATGGGGAAAGGATTCCCTATTTAATAAATGGTGCTGGGAAAACTGGCTAGCCAT 

ATGTAGAAAGCTGAAACTGGATCCCTTCCTTACACCTTATACAAAAATCAATTCAAGATGGATTACAGACTTAAACATT 

AGACCTAAAACCGTAAAAACCCTAGAAGAAAACCTAGACATTACCATTCAGGACATAGGCATGGGCAAGGACTTCATGT 

CTAAAACACCAAAAGCAATGGCAACCAAAGCCAAAATTGACAAATAGGATCTAATTAAACTAAAGAGCTTCTGCACAGC 

AAAAGAAACTACCATCAGAGTGAACAGGCAACCTACAAAATGGGAGAAAATTTTCGCGACCTACTCATCTATATTTTTT 

AATGGATTTAACCAGCAAGAAAGACCATGGAGCCACCTAAATTTTTC CAAAATCTG CAAAATGAAGGTGATATAAATAT 
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GTG&CTTAGACAATATTTCATTT 

CAGTTGTCTTAAAATATTTTAGGGTTG CTTAGG? * ".TCACTTTAAAAATAAAAAGTGTCAGAATAAAAGTTGTCTGCTT 
ATGTTCCATATTTCAGAACTACCTTTGATTTCTTTAGCTAAACAATATTGCACATAAATAGGTTAGGAATTATAGACTT 
-TCAGATGTGCTACCTGTCTCCCTTCAAAACACTCATTTAGGTAATGTATTAATTATTTTTAGAATCACCTGTCTTCTCT 
GCTTCAGCAAAAACCCCACCAGGGCAGAGATCACTCTCCCTCTTGTTTGCT^ 

TGG CACATAAACATTATTAAAACCAATGAATGAGGAAAG CAACGAATAAGTAAACAAATGGGCCCAGACTAAAAAGTAA 

GTTATATGTATTAGTGAGAGTCAATAATAAATTAATGAAATAATCT^ 

TATGAACCTTAAATCTTTTTGTAAAGATCTAGTACCAATAAGAT^ 

TATGTTCAAATGAGCTTTGTTTCTATA^ 

GTATTGCATGTAATATTCCOTAATGCCCCAAACTTCAAGATTATATAATGGCTTACTCTCTCCCTGTCCCTACCCA 

GATAGTGTTATCCACATACATTCTCATCTAGTTTTGTTCTGTGATGAAAAACGATATGGGTATCCTATTCCTATGTGAA 

TTAACCTGGCATGCAGGTAACTGAAGTGCATGTGATCTGGTCTCTGCTGACATATCACAATGGGCCCCCCTCCTTGCAT 

GGAGGTAGCGTTTTTTATAAGACAAAATGTTOTTAAATAGAACACATTTCAGATTTCAGATTT^ 

TTTTCCTCCCTCTACCCCTTTCC^AAATTATGAA 

TAAACCAATGGACCCTGAAGTGTCCAAGTC^GAGTTTAT^^ 

GGCCTGTGAGGACACGAGGGTAACTAGGCAAGAAAGTGCCGTAGTCAGGCTTC 

ATTGACTTCAGTGTCAGGGCATAAAGGAGACTCAGGACTTATTAATTTTTTTCCCCATAATTCTGTGAACTTTGTGAAT 
TCCCTAATATTCTTTTAAC^ 

AAAGTTGAATAAATTATTAGGTTAATGGCCTGTGTAAATTCACC^ 

GAGTTATTGTGATTCACTCTGCTGATGAGCTCACACCCTTTTTTCCTGATACAGGAATTATTGTACACCAGGGGACTGG 
ATTTTAAACAAAACGTATTCCTTAGAATAACTTGAACAATGGAT^ 
GTACAAGTGTGTCTGCATGAGCTTTAGGACATTATTTIGA 
TTTTCCTTAGTTCTTTTAAAATATTTTCTC^GAAAACCAACAGT 

TGTC7VTATCAACCCAAAATGAATATGATCTTCCAGGTAATGATGAAGGATGATAACTATAATATTTCCAGCCAAAC 
ATTTTGAAAGkTGACTGAGTGTTTCACATGTT^ 

ATTAACTTATTTGGTTGTTGTGTATCTTCT^ 

AAGGAATGGCAAGGATGTTAAGACTTTCTCATGCTAAGACCCCAGCTTGGTATTGAGTTTTTAGGAGGGGCCCGCATGA 

CATCTCTAATTGCTTTGGCAATCCAATTATTGAGACAAGTAAGTGAGCCCATCGGGTGCCIJCCCMGGAATTAACTTGG 

TCATTTG ATAT AATGTTGCACTCTCCCTATTTGGGAGGAGGGGTGGCCACCCTCACCTCTGCCATTGAAGATTAACCCA 

CTACAAATlTTCAAAAATATAATATCTAATTTATTACACAGACTATCATATGGGTTTCATAATCCTrAA 

ATTTTATTATTATTTTAGATTTTTAAATAAGACTCCACCT 

GTTTGGCTCTTGGTTCTCAGAGTGACTCGCCATGTGAACATGGGCAAGTTATTTAACTTCTTTGAGCCTTTTGAATTTT 

AATCTGTAAAACAGAGACAAAAATGCCTTCCTCAGAGGGTGAAAATAAGGATTAAGTACAATAATGAATGCAAT^ 

TGGCAGAGGACCTACCTTGATGTGCTATTCTCAACATTGATATTTAATCAGTATACACAAGTATGCCCTTTTTTTTTTT 

TTTGAGACGGAGTCTCGCTCTGTTGCCCAGGCTGGTGTGCAGTGGCGCCATTTCAACTCACTGCCACCTCCGCCTCCTG 

GGTTCAAGCAATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCATACGTCACCATGCCCGGCTAATTTTTG 

TATTTTTAATAGAGACTGGGTTTCGCCATGTTGGCCAGGCTGGTCTCGAACTCCTGACTTCAGGTGATCCTCCCGCCTC 

AGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACCGCACCCTGCTGCATGCACATTTTGCCTGGATGATCTTCCAG 

GCTACCATGTGGATCTCTCTCATACAGCAGAGGGAGAGTTGTACAGCAATGAGGGCTTCAGAACTGTGTCTGACCCATG 

CTGATTG CTCAGTG CCCCTGAGCACAAGTTTTTAAAC ATTTTGAATCTCAC CCATAATATTTCTCATCTTGCAG AGACA 

GAGAGCATTGTGGCTATATAATGCAGGTAAAGTACCTAGTGTAACG^ 

GTATTACTGCCTGTGGTAGTCTGAATAATGGTCCTCAAAAGATATCCAAGTCTTAATTTCCATAACCTGTGAATATGTA 

ACCTTATATGTCAAAAGGAACTTTGCAGATGTGGTTAATTTAAGGATCTTGAGATGGGGGGATTTTCCTTGATGATCCA 

GGCAGGCCCTAAATGTAATTATAAAGGGGCCTTTTAAGAGAGAGGGAGGAAGGTCAAAGGCAGAAGAAGGCAATGTG 

AGCAGAAGTAGAAATTGGTGTGAAGCCGCAAGCCAAGGCATGCAATGCTGAAAGCCTCTAGAAGCTGGAAGAAGAAAGG 

GATGAATCCCCCATTGGCATCTCCAGAAGCAATTAATCCCACTGACATCCTGATTTTAGCTTAGCTCTGTAAGACTAAT 

TCAGGACTTCTGACTTATTTGTGGTGTTTTAAACCACTCAGTTTGTGTTAATTTGTTGTAAGGGCAATGGGAAATGAAT 

GCACTTCCCATCCATAACCCTGTCTCTAGCTATGTTGAAGTCTTTACCATCCCCCAAATCTGACTTTTACTTGCATGCT 

TCTTGCCTTTACATATCTGCTTTTCCTTCCTGCTTCTTCCTATCTCCCACATCATTGCCTTTCTCACAACTTCTCTACT 

CAGCAAATTCCTGCTTATCCTCTGAGAGGGAGGACAAGATCATCTCAGATATAGTTTGCTAGCTAAGAAAAGAGTCCTG 

AGACTGCTTTGAAATCTTGTGGTCCTTTATCCATAGCTCATGTAAATAACTCTGAGCTAGCAGTGTATATTATTTTTAT 

TTCATCCTGGAACTATGTCTTAGCAATATTTTTATTGGAGAAAAAACTGAGAGCAAACTCTCTGTTTCCCACATGCCTA 

TTGCCAAATTTCTCTGGGTGCTTTACTTTCACTGCACTGATTCTAGAAATTGTATTGACAACTGTGTTCTAAGATGACC 

CTTTGATTCATCCAGATGGTGTGAAAATGTTCCTCTTCAAAAACCCCACA.CTGCTTTTCAACATCCTAATGGGTAGAAT 

ctctaaatccttagggtgtcaacaaaagcaaagggcatat™ 

AATATTTACAATTAATGGAGATTACCTGACTTTAATAGTGAGATTGTGTAGCTACTTTGTATC^CTCACTCTTTTTTTG 
TTGTTGTTTTAGAAATTGTGGCAAAAAATGGATAAAA.TAAAATTGA.CCCTTTTAAAACATTTTTTGAA 

TAAAAGTGGTAGGATAACCAAAACATCCTCTTTCTTGTTGAACCATCAACAATTGTCTTTTGAAAAGAGGTTTGAATAT ' 

CTTTTCTTTGAAAATCCTCGTGCAAAACTTCACACCATGATCATTTATGAGGTAGTTATCAGACACTGGAGATGAATTA 

CTGGGGATTTTTGTGTTCTGGTTCTCAGTATACAACCAAAGGTAGAATATTGACATTGAAAATAAATGTCACTCGTTTC 
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TCAAGGAAAATTTGTAGTTTACCGAAC^ 

TGAGTAAAAACTCAATTAAAAGTATATTGGGGTGGCGGGGGCACTGTGTATAGATAGACCTGGACATGATCTCTAATCA 
CAAATGCTACTTTTAGAAGGGCCAGATTCTTGATACAGAGACATTTO 

AATGATGCCGTATTATTCTCCTGACCTAACTTCAAAGAAATAAAGAGTTTGCAAGAAGAACTGCAGTTCTTCAAAGT 

GCAATATGGATTTCCAAGATGAATGTAGTTTCTCTCTCTGAGGAATC 

ATATCTTTTGCTCTACATCCTTCCCTAAAAGAACTTGTGGCAACAAACAM^ 

ATGTGGAAAGCTCTATAGTAAGTGCTTCACATGTTACCTCATTTAATTCTTACAACTACCTTATCTAGTAAATTATCTC 
CCATTTGACACTTTAAGGAAGCAGCTAAGAGATGTTTCATAACTTTCCTAGAAAAGGTAGGATTTGAATGCAGGTTTGT 
ATTATTCCAAAGCTCACAATGTGCTTTACGCAACATCAAAGTAACATATTGCGGGAATGAGTACCTTTCCCATTTAAAA 
CAAATGAGTCCTGGAAACTCTTACCCTGTTTAGTTATGGAATGGCTCAGAAAATAGAAAGTGTTGAGATCATCAAAGAG 
AGAAGTTAACAAAGAGCATTGTAATCCAGAAATAAGAACGCAATAGAGAAGTAGAAGTTGTGTGGCTAATTTTACCAAA 
CTAAATAGCCTGAATTATTCAGTGTGACTATACACATTGATCAAATTAAATGAGCATACCATAGTCTA7\AGGGGACGAG 
ATTTATATTCTATCCAAGAAGTCATTAATTATGTTTGTACTAT^ 

AATCTATAAGATTTTACTGTATTTCCCTGAATTACTAAATTCTTCTATTTITGAAGTTTTACTAAGATTTTATTGTATT 

TCCCTGAATTACTAAATTCTTCTGTTTTTGAAGTTTTACTAAATACTTCAGAAGCTTTACTAATTAAAAAGGTAATTTA 

TAATGTTTATCACTAACCAGTTGATAATAAAGCGCTTCCTTATAGCTTCTTAAGATAATAGCTAGAAAACAAAGCTGAT 

TTTAATTATTCTTGTAATTTGCTTCAACTTCACTGACAGTCTGTTGTATATTTTCTGCATATGTAATTACATCAGGTTT 

TGACTATTTTCTCTGAGGTAAATAATTCCAATTACTTTAACCTGTCATTGTTTCTCTTTCTCTCTCATTTCTTTCTCTC 

TCCCTCCCTCTCTCTTTCTCTTATTATAAGACATATTATTTGTTTAATTTTAATAGCTATTCCAGCAGTTAAATATTCT 

TATCATAAATTTCTTGCAATTTTTAAATGTGGAATTCCAGTACAAAACTTT 

GAAATTTATGTAAACATATTATTCTTCATCAGGCAGGGCT^ 

ATTTAAAGGGAGGCTATA(^TGGAAATTATCCCCAGGCTCCTCCCCGCTGCTGTTCCCAATTTCTGCAGCAGCCTGCAT 
GCTTGTATTTAGGATTCACCAATTTTTTTGGCCCTTGTGTGTGCTTGGCTTTTGTTTTGATTTACTCTACAATGGCAGG 
ATGTTCTGGGAACTGATGTGATGAAGTAAAGGAAAGCAAATAGCCTTTGTCATGTTTAATTTCCCTTAAAATCTATTTG 
CCAGTGAAAGGCCTTTAAAATTTTTCATTATAATTAAATGTTTGTTAAAGCAAAAAGCCTCTTCTTGTATCTATAGACT 
AAATCAGGGTTTCTTTAATCATAGGTGGTTAATCCTCACTACTCCTTTACCCAAATACATTTCATAAGATGCTAAAGAT 
GTCAAGGAAAATTCATATCTCTGACTAACAGAAAATATTCTTTCACAAATAAAATGTGAAGTGTTCTTAGTTGTCCACT 
ATTCTTTTAGGTCCTACATTATTCTATATCTATTTTCAACAAAAGCATAAATTATGGGAACATTGAATTAAAATAACAT 
GAAGGTCCATACCATGTCCCTGGATCAGAAGTCTCCAAATCATAAAAATTGCAGTGGTCCATCAACTGATCTGTAGATT 
TGATATAATTTAAGTCAAAATACTGACTTGTTTATTTTGGGGGAACTTGCCAATCTGGGTCTAAAACTTACACGGAAAA 
GCAAAAATTAATAGGCCACTGTAGATTTTCCTTACGAGGTAGTGTGAGTTTTTAAATTCATTTATTTATTTATTTTTGA 
ACATTTAATTTAGGTTTGGGGTATATGTGCAATTTTGTTATAAAGGTAAACTCGTGTCACAAAAGCATTGAATTTTATG 
CCATGTTATCTATGGTTGAAATATAATAGGGAGCGAGTTTATTTTAAAATCATGTGTCTTTTTAAGATTTGATTTATGC 
TGACTTCAGAATGTGACGAGTTTTAGAAATCTGAGTGTAGGAATGAATGTTCTATTGGAAGTATCTAGTTTATTGCTTT 
CAGCTCTACTGATCATGGATATTAACCAACTCTTGTTTTTGTTTTTTGTTTTTTTGTTTTTTGAGACGGAGTCTCGCTC 
TGTCGCCCAGGCCGGACTGCGGACTGCAGTGGCGCAATCTCGGCTCACTGChAGCTCCGCTTCCCGGGTTCACGCCATT 
CTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGTGCCCGCCACTGCGCCCGGCTAATTTTTTGTATTTTTAGTAG 
AGACGGGGTTTCACCTTGTTAGCCAGGATGGTCTCGATCTCCTGACCTCATGATCCACCCGCCTCGGCCTCCCAAAGTG 
CTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCTTAACCAACTCTTTAAGCAGTGTTTGGCTCATGGACATTGGGGTT 
AAGTCTGTGTAATTAGGGCTTTAGGATATTGGGATTAATTAAACCAGTTGCTGCTTTAATCCAGCATTTTAGGCATCAA 
TGGTTGATGATGGGAATGATTCTGTAACTTGCATTTATGGTCTAAGAGCTCACTGGTGTATATACCTGGGTTAATTGGG 
GATTTTAGGTAGCCAGAATTGGAAAATAGAATGCACAGTATGAGAAATTCCCCCGTCTCTGAGGATGGGGGATGCTGGG 
GCCCCCGTACCATCAAGTAGCACATCCACAACTCACTCCATTTACCACATCATCACCATCACCACCACCAACAAGCACT 
TGACCTCCATCCTAACTTCAACAATCACCTTCAGTCTGCCTAACTGATGCTATGGAAGAACAACAGAGACTCAGAAGGG 
TAAGAGGGTGGTGGTGGCGGGTGGTAGATGATGAAAGATTACTTACTGGTGTGAACCTTCAAGATTTGAGACAAGTCTT 
AGTTAATTTGGAAAGTTTATTTTGCCAAGATGGCATTGAGGATGTGCACCCCTAACAGCCTCAGGAAGTCCTGACAATA 
TATACCCAAGGTGGTTAGGGCATAGCTTAGTTTTATACATTTTAGAGAGACATGAGACATCAATCAATGTATGTAAGAA 
GTGCACTGATTCAGTCTGGAAAGGCGGGACAACTTGAAGCAAAGGCAGGAAGACTGGAAGCGGGAACTTACAGGTCACA 
GATAAGTGAGATGAATGGTTGCATTATTTTGAGTTTCTGATTAGCCTTTTTAAAGGAGGCAATCAGATATGCATCTATC 
TCAGTGAGCAGAGGGGTGACTTTGAATAGAATGGGAGGCAGGTTGGCCCTAAACAGTTCCCAGCTTGACTTTTCCTTTT 
AGCTTAGTGATTTGGGGGCCCCAAGATTTATTTTCCTTTCACACTGGGTATAAGGTACATGATTTGAGTGATGGATACC 
CTAAAAGCCCTGACTTCACTGCTATGCAATCTATGCATGTAACAAAATTATACTTGTACCCCATACATTTATACAAGTA 
AAAATAAATAAATAACAAAAACAAAACAAAAATAACAATGGCCCTAGCCATAAAGCAATTTTTAATTTAGCGGGGAGGA 
CAGATATGTATCTAACCAGTTATACTGGAAAGTGGAGTGAGCTCAATATGCTAAAATAGAATTATTGTGCATCATAAAT 
GTTTAAGAGGAGGGAAAGGGTAATCTGACTGGAGGGATTGAGGAAGATTAGAGAAGTTGTCATTGACTTGGCCTTGAGG 
CAAAACAGGGGTTTATTTATTCAGCAAATCAATATGTATTGAGTGCCTAGAATTTAGGAATCATTGGAAGGGCATACTG 
GGAAGAGATTATATTGAGATCAAAGATCAAAAGAGAAAAAAATGCAAGGAAGTTTTTAGAATGTTGAGTCACAGAAGGG 
TCTTAAAGCAAAGAACTATAGGAGGAAAGAGGCAGTTGAGGAATGTAAACTAGGAATATGGATCAGGGGCATTTCATGG 
ATTTTACTCATTTTTATACAAGTAATTGGGATACTTCCTTCAGTCAGCGGCAACCATGAAAGGTTTTGAGTTGAGTGAA 
ATGAACAGAGCATGATTTATTGGTGGATATGTTGGAGGGAAGGAAAAATTATACTGAGGAAGACCAATTAGAAAAATTT 
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CTICAATAGTTTAGGCAAACAATGAGGGCAGACAGAC^ 
TTTATAC^GATGTGTGTTGAGATTGCACAGTGGTGAAGGCAGGGCT^^ 

GTATCCAGTGTGAAAGGAAAATAAATCTTGGGGCCCCCAAAACATGAAGCTAAAGGAAAAAGTCAAGTTGAGAGACAGA 

AAAGATAGAAGAAAAAGGCAAAGAGAGCTCAAAGGTTATCAGCCTGACAGTGATAAGTGATTAACAGAGGAAGAGTGTC 

TGGGTCCATGAAATAGTGATGTATTTGGGCAAATAGAGTCTATGTTGTCTGGGGTGTAAGCTAAAAGAATCATTTAGCA 

AATGGAGAAGTGAAATAAGAGAGAAGTATTTCAGGGTCCTCTGTTTGGAGGTGAATGACAGTTGAGGCCATAAGAGGAC 

ATGATCGTATCAGGCATAGAATATAGAACAGAGATTCTCAGAATTTTCCAACTCATTCACAATACCCAGAACAGCAGAG 

GACACGAAAGTTTTAACTCAAGTTATTTGATGGCACAGTTCAAAATGCAACATTTCTTTAGTATCATGTGTTTTGCTTT 

AAAAATATGGATAGATTCTTTATTCCACTGCATGATGTAGTCACACATTTCTTCCTGATTCCAGCACTAATGGACAAGG 

TTTTGCTGTATTGAGATTCATTTATTTAATCAACAAATCTTTATTGAGTGTCCAGCATGCATCAGACACCATTCCAGGC 

CCTGGGGATATGTCTGTGACTGAAACTGGCAAAGCCTGTGATGACGCTTACAGTGTTGTGAGAGGGAGACAGACAAGAG 

ACCAGTAATGGATGAGATATTTCAGAAAACAAGTACTATGATGGAAGTAAAACATAGTGATGAGATGATC^^ 

GGGCAACAGCAAAGACATGGAGTCAATCTAGGTGCCTATTGACACCTAGGTACATATACACCATGTGGTAAATATATAC 

CATGGAATATTATGC^^TCATAAAAAAGAACAAAGTCATGTCCTTTCAGCAACATGGATGTAGCTAGTGGCCATTATCC 

TAAGTGAATTAAAGCAGGAACAGAAAACCAAATACCTCATGTTCTCACTTATAATGGGAGCTAAACCCTGGTTATACAC 

AGATATAAAGATGGAAACAATAGACACTAGAGACTCCAAGAGGGAAGAGGGAGGGAGTGGAGCAAGGGTTAAGAAA 
TCTATTGGGTACAATGTTCACTATTTAGGTGACAGGra 

GGGA ™ C f CTGGACAGAA ^ 

AGAAGTCTA^GAAACATGAAGC^GAATGAAATTGAAGAGTGAGCACGGTTCTGGGATACCATGCTG^ 
TATTTTAAATGCCACAGC^^^ 

C ™^f TGTCG ^ TGTOTGCATG ^^^ 
ACTTATCATGGTGTTGAAAGTGATGAGCAAAAGACTAA^ 

ATTGGACTGAGTTAAAGACAGCTAATCACATACATTCGGTTCAGTATCACTACACTTTTTCTTGTCTTGGTGT^CCTC 

ATTCTCAGGACTCAAATTAATTAAGTACATGTGAGCACTTTAAAGATTTTATGATCTGTGCATGAGGAATGATGTGTGA 
AGATAAGGCCAGAATC^TAAATGGAAGGATGATGCCATG^ 

^actgctgagtcattggtgcacttgtctacttgtctgggtggactaa^ 

agttgaatgacagtgttctgactttgagggaaaaatctgctaactagacaatcccatgtgacccacaatS 

gtataaaaaataaattaactcataatatttaggatttgtttgtttgttgtttctgagatagggtctcact 

aggctggagtgtagtggtgcaatcttgtctcactgggttcaactgattgaatgcagtgagactccac^ 

agtgattaatatttagggttttttttaaatc^tgatgtctttgttacttacat^ 

^aaaattctaaccatgagtactattta^^ 

otctcattatattagaattttacctaaaataataaatattaaaaatatg 
atc^ttttacatgctgagaaaaatcaagaaaaaaagttgttttgagtggtctcttggtaaatg 

gggatgaataaataaaatcattagttgctggagtagtcgggggcataatgtctttgattcaaactattgctt^ 

tttgcttaacatagatgtgagtctaac^tttttcttctaatgctcacatcttgctccaaac^ 

ttcaagttctttggcaatatcttgacagactactttataagtgaggccaactaataaagtagS^ 

AATACACCTC^W^TACATCTCAAGTGCCTCTTTTTGAATCAGAACAAATCTAATCTAACTTC 

^ CAA ^ TCCCTTGCCAGGAGTTCTAC CTTCCT T GCTGCTTTTGAAACAAACAAACC^ 

TTTTTTTTTCTCTGCTTCTTTGTGCGTTTG^ 

CTGTTTTTCCAAATTGATTTATATGTTATATATTCAATG 

cagctaaataaggctcatittgtatctccaccgtgatttaaaaacctctgttttaaatcS 
^tttgtggccaactgc^gtgctcatttggagttccat^^^ 

aaatgccctgtgatgtaccccatgcttcaaggttgttctgaattcatctcagtatcttttccaStS^ 

GCTT^GCTCCAAAC^TAACTGCTTGTGACCACCTCTGTAAATITCTAATTGAAACTGTAA^^ 
TTGAAACAATAAATACAGAGTGACAGTTCTCTAAAGTTAGAATCTCTAGACTTATTGCTAT^ 

TGGTTGAACCAGTGGTTATGTGTGTGCATGTTCAATCAAAAATAAAATAAACAATTATGGTTTG^^^ 

ttotataaattctctctctctttctctctccctctcacttatagttgaattagaaaattctJccatS 

TTTTTTAAGGAAAAATCCATCTAGGTAGTAGTATAAGTTTTCTTAGTCTTTTCTCATTATAr 
TAGTGAATATTAAAAATATTGTATTTTGTAAAATTTT'rTAGTTTTACTAAG^^ 

GCAAAATTCTCTGACCCATTTTTTAGAGAAATACTAGCCCTATGGTTGGGAATTATTAGTGAT^ 
GTCCATACGTTCACTTTGATTTGATTACAGTGTTAGTGACACTTGCTTCCCCAACAACTCT^^^ 

gtcactcattatatgtgaatattttctacttac^ggacttaaaacatgaagtttgctgacctggSS 
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TCTTCCTTCTAAGGTTG^ 

ACTTCAGGTAA.CACCCTTTTAGGAGTGGAGAGAAGGGGACCTGTAGAAGTAGAGAAAGAAATCTGAAAAGGGGAAAACT 
AGGAGCATCAGGGTGATTGATGCATGTGAAGCAGGAAGAAAGGCTTAAAAGACATTGTTAGTGGGGAAATGAAGACAGA 
TAAGAAAAGAAACAGGCCTTTGGAGCTGAGGTCTAGGAAATTATTGGTGGGGGGAATGCAACTGAAATTGCTAGGAGTT 
GAGTCAGGCAGCTATGAGCAAGTTGAATGGTAGGTATAAACCATGCTTTCA 

AGCCCAGATGCTAAGGACATGGGGAAATTAAGAAAACAGTTGAGGTAGAGAAAGAATTTAAGGAGGGCTGAATGCTATA 

ATAGCTGCCATTATTTGACTGCTTATTATGCACCGTGGAGAGTTCTAAATGCTTTAGCTAATTTAATCTTCATGAGACA 

CCTAAGAGATAAATCCTGCTATTATTATTCATATTTTGGATAGGAGATTAAGGCACAGAGAGGTCGTACAAACAAGTGA 

GTGTCAGGATTCAAAGAAGGAGGTTTTGCTCCAGAGGCCTCCTGAATTTAACCACTGTGCTAGAGACACAGGGACATTC 

AATGGAGCATTAATGTCCCGAGCTGGTGACAGGTCGAGCTGAGGCTATAGATGTGTTGAGGAGTCAGCATCAGTGGAGG 

AGGAAAGAGATGCGGATGGAGGGAGACTCGGTGTCTTTGAAATAGATAAGAGAGAGAGACAATGTAATGGTTTCCACTT 
GGCACAGAAAGAAATGCCTTACTAATTAGAGGACCAGGGAGACACA 

TCATCACTGTGGAGTCTGTGATAGGGAGTCAACTAAAGTGGAAATAAGTAATTACCAAATAACAATGAGGGGTCAGCAT 

CGGCAAAGGAATATGTTTGTAATAGAGGCTTCGCAGCTGTATCTGGAGCCTGGGAGCGCAGGCTGAGAGGGACATTGAG 

ATGTAATGAGGGATGTGACATCTTAGACAGAGAGAGAGCTGGGATGCTCTCAAGAACTTCATTGATATCCCTGTCTGTA 

ATAGAAAGAGGTAAGTATAGCAAAAAAGTTAGAGCCATAATTGGTTTTCACATTTTAAAAATTGGATTATGATTAAAGG 

AAAACATTTAAAGACCTTGTCTAAAGGAATATAAAATTCTTGAGTCTAGGCACTCTCCATAACTTAAATTAACTTCCCC 

ATTTCTTCTACAGGAATACTCCTCTGTTATAAGGATTCAATAAATATGGTGACTTTATTGTTATTCGAAAGATTATAGG 
GAACTTTAGGAGGTGGTATGGGTACAGAGGAGTCCM^ 

TTGGAAAAGGAGCTCTTTTAAGGAGAATAAAGCTACAAAAATGACCTTTAAAACTGTCCTATCCAGACTCTGGCTCTCT 
AAATTGGAATCTTTGACAAAACCACAGCTGGAAGACAGGAGCCAGTAATACAGCAGCC^ 
AAGAGGAGGGATGTTTGTTTCTACTAATTACACAAAAACATG 
CCTTGCACTTTGGGAGATCAAGTC^GAAGAATCACTTC^ 

TCCATGTCTTTTAAAAAATAAAATTAAGGTAAAAATAAAATAAAAATGCAATATTTACTGCTAAGATGTG 

GATGGACTTGAAATGGTCCACCACCAGGACATTAAAGACAGGGTCTGCTCCTGCTTTCTCCTGAGAGAGGAAGAACACT 
GGTTAGATTTACAGAAGTATCAATACCAATATTCTra^ 

TTGACTTGAAATTTGACCTCAGCTTTTGATCCAGTATGCTAATGATGGTATAAAATTTACACTCCTTACATAAATAAA^ 

GTACCCTCAAATGTGTCATTTTCCTGCATTGACAGATGGATCCCATGCTTAAAATTACCACAAATTCTTATTCTGAGCA 

GCTTTGCACAGCACTCTGCATCCACTTTTGTTGTTTGCCACGTTATAGCACTGCTTGTGCCCTGAGCTTGCGTCTCAAG 
GTGGCTACAGCGTGACATTTTCCTTGAAGAGCGATAGGCAG 

TTCTGTGGCTATGCCTATTACCTAACACTGCTCTCAGGAGGTATAAAGCTGTGTCCAGTTGTTCTTGTTGCATGTCATT 

GAGTGACTTGGTGCCACTTGCAGCAGCCCTTCTTGCATTCCAATGACTGCATTCCTGAATCTATTATGACATAGAGACT 

CTAGGGACCAATGAGGTTTTGTGTAGGAGGGCTAACTTTTATTTTCCCCTTATAGTTCCTTTGTCTGGATTTTCCCCCT 

TTCCTATCTATCTTTATAAAGAGACCTTAAATGAAGGCTACAGCTATAAGATGAACAAATAGCTGGCTATTAAAAATCT 

CCAAATTGTCATATAAATGCAAACATGATCCC^^TGATTGGTTTGAATAAAATTCAGACTTTACTGATTGGA 

CAATTCCCAGTTATAGGCTGACCTTCCACTTCCTTCAGAGCTAACCCTCTAAACAAGATTAAGCTTATGTCTAGGATGG 

GAGAGAGAATGGCTGGAAGAAAAGAAGATGTTTCACTTCCTTATGTTGTGGCTTAATGTAATGGCTTAAGAACAATAAT 

TATTTTTTTTCCTCACAATTTGTTAGGCCAGATCAGGTATTGGCTTGGTGATTCTTCTCTTCATGTGGCATCAACCTAG 

CTGCATTCAACTGGTGACAGGACTGGGCTGAGCTGGGCTGGGCTGGGTTGGTCTGGGCTGGAAATTCCAGGAAGCCTTC 

ACTCCTATCTGTGGTGCCTCAGGGCTCCTCTGTATATTATCTTTTTTCTTTCACTGTCATAGTGTTCTCTAGAGAAATA 

GAACCAATAGGCTGTGTGTGTGTATATGTATACATACAGCCTGTATGTTTGTGTGTGTATGTGTGTATACATAAACATA 

CAAATGAGGCATGCCTCATTTTATTGTGTTTTGCTTTATGGTGCTTGACAGATATTTTATTTTTTCACCAATTGAAGGT 

TTGTGAAAACTCTACATCTAACAAGTGTATTGATGCCATTTTTCCACAGCATGTGCTCACTTTGTGTCTCATTTTGGTA 

ATTCTCACAATATTTCAAACTTTTTCATTATCATTATATTTGTTACGGTGTTATGTGTGACCAATGATCTTTGTTGTTA 

CTATCATAATTGTGTTAGGGTTTCAAAAACCATGCCTATATAAGATTGTGAACTTAAGTGATAGATTGTGTGTTTTCTG 

ACTGCTCCACCAACCATCCATTTAGTCCATTTATTATCTCTCTGTCTCTCCTCAAACCTCCCTATTCTCTGAGACACAA 

CAATATTAAAATTAGGCCAGTTAATAATCCTACAATGGCCTCTACATGTTCAAGAGTTTTCAATCTTTTTCTTTAAATT 

AAAAGCTAGAAATGATTAATCTTAGTGAGGAAGGCACGTTGAAAGCTGAAATAGGCTGGAAGCTAAGCCTCTTGTGCCA 

AG CAGCTATCCAAGTTGTGAATG CAAAAAAATAAAATAAAAGTTCTTGAAGTTCTGAATTCTTGAAGCAAAGAAGTTCT 

TGAAGGAJUVTTGAAAAATACCACTCCAGTGAACACATGAGTGGTAAGAAAGCGAATAGCCTTCTTGCTCATATAGAGAA 

AGTTTTAGTGGTCTGGACAGAAGGTTCAAACCAGCCACAACATTCCCTTAAACCAAAGCCTAA^ 

AACTCTCCTTATTTCTTTGAAGGCTGAGAGAGGTGAGGAAGCTGAAGAAGAAAAGTCAGATGCTAGGAGAGGTTGGTGC 

ATGAGGTTTAAAGGAGAGAAGCCATCTCGATAACATCAAAGTAAAAGGTGAAGCAGCAAATGATGTAGAAGCTGC^ 

AGTTACCCAGACCTAGCTAATGCCATTGATCACAGTGGCTACACTAAATAACAGATTTCAATGTAGAGGAAACAGCCTT 

ACATTGGAAGAGATGTCACCTAGGACTTTCATAGTTAGAGTGGAGAAGTCAGTGCCTAGCTTCAAAGGACAGGTTGACT 

CTACTCTTAGGGCTAATGCAGCTGGCGACTTTAAATTAAAGCCAGTGCTCATTTAGCATTTCAAAAATCCTAGGGCTC^ 

TAAGAATTATGCTCACTGGTTTCAAAGAACTTCTTGACTACTGCCTTAATTTCATTATTTGCCCAGGAGTTATTCAGGA 

GCAGGTTGTTCAGTTTCCATGTAGTTGTGTGGTTTTGAATGAGTTTCTTAATCTTGAGTTCCAGTTTGACTGTGATGTG 

GTCTGAGAGACTGTTATGATTTCAGTTCATTTGCATTTGCTGAGGAGTGTTTTACTTCCAATTATGTGATTGATTTTAG 

AGTAAGTTGTCTTGTGGCACCAAGAAGAATGTATATTCTATTGTTTTTGGGTGGAGAGTTCTGCAGATACCTATCAGGT 
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TCACTTGACCTAGAGCTGAGTTCAGGTCCTGAATATCCTTGTTAATCTTCTGTC^ 

TAGGGTGTTTAAGTCTACCACTGTTATTGTGTCTA^GTCTCTTGGTAGGTCTCTAAGAACfTGTTCTATGAATCTGGCT 

GTTCATGTATTGGGTGCATATATATTTAGGATAGTTAGCCCTTCTTGTTGAATTAATCCCTTTACCATTATGTAATGTC 

CTTCTTTGTCTCTTTTGATCTTTGTTGGTTTAAAATCTGTTTTGTCAGAAACTAGGATTGCAACCCCTGCTITrTTCCG 

CTTTCTATTTTCTTGGTAAATTATCCTC<^TCCCTTTATTTTGAGCCTTTGTGTATCTTTGCACATGAGATGAGTCCCT 

TGAATACAGCACACTGATGTGTCTTGATTCTTTATCCAGCTTGCCATTCTGTGTCTTTTAATTGGGGCATTTAACTCAT 

TTACATTTAAAGTTAATATTGTTATGTGTAAATTTGATCCTGTCATCATGATGCTAGCTGGTTATTTTGCAGACTTGTT 

GATGCAGTTGCTATATAGTGTCCTTGGTCTTTATATTTTGGTATGGTTTTGCAGTGGTTTGTAATGGTTTCTCCTTTAC 

ATAGTGCTTCCTTCAGGAGCTCTTGCAAGGCAGGCCTGGTGGTGACTAATTCCCTCATCATTTGCTTGTTTAAAAAGGA 

TTTTATTTCTCCTTTGCTTATGAAGTTTAGTTTGGCTGCTTTGAAATTCTGGGTTTGAAATTCTTTTTTTTTTTTAAGA 

ATGTTGAATCTTGGCCCCCAATCTCTTCTAGCTTGTAGGGTTTCTTCTGAAAGGTCTGCTGTTAATCTGATGGACATGA 

ACAGACACTTCTCAAAAGTAGACATACATACAGCCAACAGACACATGAGAAAAAGCTCAACA.TTATTGATCATTACAGA 

AATGCAAATCAAAACCACAATGAGATACCATCTCATGCCGGTCAGAATTGCGATTATTAAAAGGTCAAGAAACAACAGA 

TACTGTTGAGGCTGTGGAGAAATAGGAACGCTTTTACACTGTGGCTGGGAATGTAAATTAGTTCAACCATTGTGGAAGA 

CAGTGTGGCAATTCCTCAAAGACCTAGAACCAGAAATACCATTTGACTCAGC^^TCCCATTACTGGGTATATGCCCAAA 

GGAATATAAATI^TTCTATTATAAAAATACATGCACATGTATGTTCATTGCAGCACTATTCACAATAGCAAAGGCATGG 

AATCAACCCAAATGCCCACCAATGATAGACTGC^TAAAGAAAATATGGTACATATAC^CCATGGAACACTATGCAGTCA 

TAAAAAAAATGAGATTATATTCTTTGCAGGGACATGGATGGAGCTGGAAGCCATTATTCTCAGCAAACTAACTCAGGAA 
CAGAAAACGAAACACCACATGTTCTCACTTATAAGTGGGAGra 

ACACACACTGGGGCCCATTCAGGGGGTGCTAGGGGAGGGAGAGCATCAGGATAAATAGCTAATCCATGTGGGGCTTAAG 

TCCTAGGTGATGAGTTGATAGGTGCAACAAACCACC^GGACACACATTTATCTATGTGACAAACCTGCATCTCCTGCAC 

GTGTATCCAACAACTTAAAATTAAATTAAATTAAATATGCTAAATCTACTCTCTTTGTGCTCTATAAATGGAACAACAA 

AGCCTGTATTACCGTATTTCTGTCTGC^GCATGATATACTGAATATTTTAAGCCCACTATTGAGACCTACTGCTTAGGA 

AAAAGAGATTTATTTCAAAATATTACTGCTCATTGACAACGCACCTGATCACTCAAGAACTCTGATGA^^ 

AAGATGAATGTTTCTCTCATGCCTGCAAAAACAACATTCATTCTGCAATC^^TGGATCTAGGAGTCATTTTGA 

AGTl^TACTATTTAAGAAACACATTTCATACAGCTATAGCTGCTATAGATAGTGATTTCTCTAAAGGATCTGGGCAAAG 

TAAATTTTAAAACTTCTGGAAAGTATTTACTACTCTAGATACAATTAAGAACATTTATGACTCTCAGGAAGAGGTCAAG 

ATATCAACATT1ACCGGCATTTGGAAGAAGTTGATGCTAACCCTCATGATGACTTTGAAAGTTTCAAGGTTGCAGTAGA 

GGAAGTAACTG^GAAGTGGCTGAATTGCTGCAATTTCATGATAAAACTTGAAGAGATGAGGAGCTAC 

GCCAAGAAAGTGATTTCTTGAAATGGAATCTACATCTGATGAAGACGCTGTGAACATTGTTGAAATAGCAGCAAAGGTT 

TTAGAATATAATATAAACTTACTTGATAAAGCAGTGGCAGGGCTTGAGAGAACTGACTTCTATTTTGAAAGAAGATATA 

C * GAGGGAAAAATGTTATC ^^ 

AACTTCATTGTTGTATTATTTTAAGAAATTGACATAGCCACCCCAACCTTCACAACCCCCACTCTGATCAGTCATCAGC 
TACCACCATTTAGGCAAGACCCTCTGTCAGC^AAAGAGTACAAGTTGCTGAAGGCTCAGGTGATTGTTAGCATTTTCT 

GCAATGTAAACATAACTTTTATATTCACTGAGAAACAAAAAAATTCATGTGAGTTACTGTATTACAATATTTGCTTTAT 

tgcagtggtctgaaactgtacctgctatatctttgaggtatgcctgtgtgtatgtgtatatatatgtatgtatS 

ACACAAACACACACACACAC^CACACACACACACAGAGAGAGAGAGAGAACAGAGATTATTTTAA 

caggaggcagagcttgcagtgagccgagatcgtgccactgcactccagcctgggtgactgagtaagactctgtctcaa? 

AAAAAAAAAAAAAGAATTGGTTCATTTGGTCATGG^ 

gacccaaggagtggattttgcaactcaaatccgaaggctatcaactggcagatttccctcttcctttgagaacatSgt 

ctcatttactgattaatctcatctaaaaagtagtttcacggcaatatagatatgtttgaccaaatatccaagtacStg 
ggctagccaagctgacatataaagttaat^tcatactctctgtgtagtgtctcatcattta^cc^ 

CATTACTGTTGCATTCTATTGGTGAAAGAAAGTCAC^GGTCTAGCTCATAGCTAAGGGGAAGAAAACT^ 

CA ^ G ! GAGG ^ 

T^ GCA ^ CTTGTCCC ^ TCAGAAAGTCTCATCA ^ ACAGTGCTGGGCC ^ 

AA ^ GGGACATAGCAATCGGTGCTT CATAAAAA1TC^^ 

TAGGTTTCCTGAAAAGGATCCTGTTCTCTGGATGTGGATTTC^^ 

? AAG IE AACCTTCCTT ^ CTGTAAGAAAT G G CCCTCATTCGCAAACGGAGT^ 

AGG ™ G f GCCTAAAATCraC ^ CATTTTGTCCTGTCACTCTCC " 
AAAG ^ AATTOTCTAATGTA T CCAGTT ATATTCC^T1GCATTGGGCGAA^^ 

AGACACTTTTCTTCTTTAGACTGAGAGTCAGAATCCTGTGCAGTAACGTTTTTAAGAGTTTAATCA^ 
GCAGAGTGGAACTTATAAGGGTTTTAAGAGGTATCTTACTAC^ 

G I AG ^ CAGTACTTGAmGATCAGAGACCATT ^^ 

AAATAATATTATTTTCTAAGCCAGCAAGTCCTGAGTTGGACTTTGTGGATTAAAATAACAGTTTCCT^ 
TAGGATTTTCCTGAGTATGTCTTCTGCTCC^TGTGGTATTGATTAGGTAGGTCAC^ 
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GCTGGTCTGGGCTGGATGGTCCAAGAAAGTTTCAGTCATATACCTGGCACCTCTGAGCTTTTCCATATGGCCTCTATGT 
GGAATCATCTTGGGCTTCCTAATAGTATGGCTGATT ^AGACTGGTCAGACTTTTTTTTTTTTTTTTTTTTTTAAAGT^ 
AGTCTTGCTCTGTTGCCAGGCTGGAGTGCAGTGGCATGATCTCGGCTCACGGCAACCTCCGCCTCCTGGGTTCAAGCAA 
TTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGACTACAGGTGTGCACCACCATGCCCAGCTAATTTTTGTATTTTTTAGC 
AGAGATGGGGTTTCACCATGTTGGCCAGGATGGTCTCGGTCTCTTGCAGGCTGGTCAGATTTTTTATATGGAGGCTGAC 
TCCAAGGGAAGGTGTTTTAAAGGAACAGGCCTGCCCAATGTGCAAGCACTTA^ 

AATGTGCCAAAGTAAGTCATATGGCAAGGCCAGGATCAACATGGGAGAAACTACATGAAGTGGCAGTGCC^ 
CATTTATTATGGGTCACCCATATAACAATCTCTCACAC^^ 

CTTGTACCTTTTACTAGTAGTATAACTTAGGGCAAATTGCTC 

AAA.CATGACACAGATGCTACTAGATCTTTGTGACAACTGTACACACATATGCATACACACACACACGAG 

TGGTACTTAACAATGGCTACTATGTTTTAATGGTGTACTTGGCAGACCAGCAGTTAGGTTTTGAATGGACTAACTGTGG 

TTTTATCATATCAGGACCAGGTTGTAATCAGAAATCAGCGCTTGCATAGCTCAAGGTGATTAAAGGTAAAAAGGTT^ 

AGTTGAGAAGAAAGGTTGGTGTTAGATACTATTAGTTCTTGGCCAAAAGCTGTTGGCCTTGGGAGAGGTGGAAGTTTGA 

GATCAGGGATCACAGTTATATGAGAACACAC^GTGATGGTGAAGTTTGGAACCAGAAAATAAGTCAGGATTATACGGGG 

TCCAAAAAAGCGGAGTGA.GGGCACTCATGAATCTAAACCAGATATAGAAGCTTATGGAGTCAGAGAGCAGAAAT 

ACACAGGCAAGAAATCGAGGAAAACAAGAATTAGATATACCCAGTATGTTGAGACAAATAGCTA 

AGAGAAAAATTTGGTAGTTTGGAGCCATTGTCTCCAAACATAATTATAGC^^ 

GCAGATCTTGAGCCATAGGTGGAAAAAGACATCTGGTTAGAATACGATGGCAGCAAATTGGTAGCTCCTGACATGCATC 
AGAACCCCTTTAAATTTTCATGGGATTCAGGTTGTTCCTTCAATTATTTCAATGATCTAATCTTTAACTTCTTGAGAAT 
ATGATGTTTTCCTAAAAAGGGGACTCCCACACAGAAACTGTCAGGCTATGAAGCTGTCGATGGCATTTGTAGTACTCAC 

CGTCTTCCTTGAATGGTTCCTACCCAGAGGGAAATCGGAATTGCCGGTACTCCTATGTCTC^GTTGCAGAAGTCAGGA^ 

TTTTTCTGAATCATTCTGAGCATCTTATCTTTCCTGATGCTGATTATTATTTCAGTCTGAAA 

AAGTCACATTGTACTTTCGTTTTCCATTGAAAATTC^ 

AGTAGAGTTTCTTGATTAAAAAGGAGAAATTTAGAGTGGCATTCAAAAGAAATACATTAAAAGGAAAAAGTAGCATGCA 
CTGATGCAGTTCTTGTTGGGAGGATAGTTTCTTTTC 

AGATTTCAATTATGAATGTATCTTAGGCATTGATAGGGAGTAATTTTTAGATCTGACTTATTTTTATATATTATTGTTC 

ATTTTTATAGCTTTTCTGAGATTCTTGGCAGTGAGTCAGCACACAGCATTTCTACCTATAGTCCAATTTATATGAGTCC 

TACTTTCATGCACCACTGTGATAGTGATGTCTCGGTTAGTGGCTATCATGGTCAGTAGCCTGAAGATCTATAGCATCTA 

CATATTTAGAATGGATTTTTAATGTCTATGAGAGCCTTTATTTCTCCACTACCCGGTTCCTTTGTGGATCCTGAGTCTG 

AGGAGAACATAACTGTCAATTAGAACCACTTTTTAAGAATTGCTGTAATTAAGATTTTTGATGACCGAGTTATTAATTA 

GGAAACAGGGTCTCCATATTTTGCTCTGCTGCTTCTTTATGTCCTAGAGCAAGGGTCAGCATACTTTTACTGTAAATGG 

CCTGGTAGTAAATATTTCCAGCTTTGTGGGCCACATCATTTCTGCTACAAATACTAAACTGCCATGTGGTACAACAGCA 

GAAAAGGACCTATGCATAGACTGCTGTTTTTAATGTCAATATAGTATCAGTAGAAAAGACAGGGCTTAATAAAAACTTT 

GTGTAATATGGTCTCTTTGGCZATAAAATTAAGAAATGTATAGAAGTAAACGTTGTTACAAAAACTTTTGCAAATGTG 
TCGCTTTTCCCAGCACTCACGAATAACAGTCATCTTT^ 

TAGTAACAGTCTAGGACAGGTGTCAGCAAACTACTGCCACAGGCTAAATCCTGCACCTTGTCTTTTCCTCTCATGCCAC 

ATAGATATTCAAATGAGGAATCTATGCACAGGTCTTTGACCCACCCATCAGCAGAACATGCCCTTTCTGGAGCTCCATT 

TCTCACTCTCAATAGTGCTGACCACTTAGGAGGAGCTGTCCATGTTCTTTTGTTTGAAATTCTCTATGAAAAATGACAT 

CTTTTCTGAAGTGATTGCTGGAACTAATGGGGCCTTTTGTGTTTGCAGACCTGTTTTCCTCAGTGAAGCTGGCAGGGAC 

TGGTAAGGAATCAGAATTACAATCTTGTCTTTATTAGCACTGTGTTTGCATCAGTCCTCTCCTGAGAAACAGTGCAGGT 

TGAGATAAATTTCTCCTGTGAAGTGATACAATTCATTTTCATCTCACATATGCATGGCCTTTGTGCCATGCAGAACACA 

CTTTTTACTGTTGTTGATGTAAGTGAGATGTTATTAAGAGGTTTTAGTTTGAGTTTATTTTAGATAATACCAATAATTG 

AATGCTTTACTAGTGTTTACTACAAAGGTTTAAAAAATCATTACTACCTATAAAACTGAGTAAAATAAAAATGATTTAG 

AACTAAAGATAATCTCAAAATTGCACATTAGATAGCTATCCTATGTTGTAGAAGATATTCAGTCTGCATCATAATATTT 
GAAACAAATACAACATTTC^CCATAAGACAAGAGCAAAATGCACA^ 

ACACAAAGCCTGTGGCCAAAATGAGGCAAGAGGAAGTATGAGGGGTACACAGATGTCATGTGCAGTACCACATACCACC 

CCTGGGGAGTGATAAACTTTTTTGTGTATTTGCATTTGACTGATTTTTACTTTGTGAAAACATAATGTGCTG 

TCACATCTGAATCCACAAAATGTCCATGGTATATTGACATGTACCCCTAATTTATCAATTTTGTATGAATGTATTTGCA 

TTAGAGAAACATGTTTCAGAATACATTGTGCTTTGCAAGTGTTTGCACTGTTGCAAACTATGTGCTTTATCTCACTGAA 
TCTTCACAATTACTGCATGCGGTGGGCACTAT^ 

TTGCCAGTGGCTTTGAGGAAATACGTAACAGTATATTAGAGATGGGATTGAGTTATTCTAATTTTCAGGAAGAAGAGGA 
AAGTGAATTCTCCCCACTTATGTCCTTAGGGAGTAGGACATTAATTGTATTTCTTTTAGTTCTTTTTGCAAATGTTACT 
TTCACAGAGGCTTCTCATGGATCCCTATCTAAAATTACTCCCCATTCTATAGACTTTTGTTTAAAAAAAATAGAGGCCA 
CAATGTACATACTCCAAGACCT^CTGCCATTAGCCACATAACCAAAATTTAAATTATCTCAATT 

GGTCTAACCATAAACAAAACGTGAAATGTGAGCTTTTCATCCTTGTCAACATGACTCAGTAAAATTAAACCAATCAGCT 
GCAGACAAATCAGCTTAAACAGTTTTACTTGTCCTAAAAGGAATATAAGTTTATGATAGCCAACCACAGCGAAGACAGA 
TGCAGTTCCTTAATTATGCTTTATAAGCTGCATTTTAAATGCTGTGAACAGAGCTTCTTACCACTTTTGATTTGAGGTC 
CCTGGTTTGCAAACTGTCCTTTTGTATGCTCAATAAACTTTAAAAAATTTTTCTAACTTGATCTGATTTTAACACATTC 
TATCTACTTTAGTGCTTTTTATATCCTAAACACATGACGCTAACATTCTATATAGCTCACTTGTTTATACTGTTTATTT 

Fig. 
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TCTCTTCCCCTA^CTAGTGAAATTCTATGAAGGC^^ 
™TAGGCACTC<^TAAATAArrATC^ 

TAAAAAAAAATCTTGTGAGCCTTTAGAAAGGAAAGTGATGATCACCTGGAGCTTGTATTAGGTCACTAATAGTAAAGCA 
TATCAGATTAAATAACTTACTTTTCCCATAAGACCAGTGTATCTGAGGAGTGCTGCTCCCCCTGTCTATCTGAATTTCA 

CAGCTGAATGCCTGTATTCATGAATC^TGTTTAGAGA 

^r cAc ^ TTTTcATTGTOAAmTGAGGGTGGTATOAA ^ 

GG ^^ CCACTAATATGGCTG ™^ 
^^^^^ 

taggagcaaaggtgagacatagtttaataacaactgtagg^^ 

gctgtaaatttatgttgcttctcccatagctagagctatgaccccaatcctgggcaattcactttaagaac™^^ 

GTAGTGTACACCTAAAACTTO^ 

* CAAAATTAGTAGATGTCTCA ^^^ 
TGTGTTCCTCTCAG&CCaCTTO 

r^ AAAAAAGGACTGGGGAA ^ CATGGCCTGTA ^ 

CCATTAACCATATAGAATAACTATCTTATAGTGACTTGAGACTGGCTATTTTATTCATCTTTTGTT^TCAGTA 

attccaggagcagctagaatatatgctctttgagagc^gagatctttgtcaattttgtttacagcStat^ 

atggtctacttgtcagtgctgtaggaaaaagtaattaacaatataagtagagggt^ 

aatattaagcatagtaaagttaaagtagtgtaggtatotgtggtaacaaaac^ag 

™^ ATGGACAGGAAAOTA ^^ 

ATCATTCCTACGTGATGCAAATATACTTTTATTCCCTGGTATTTGTAATTTAACTTACA 

A " G J^ G f GTGGTAACTGAAGGTGAG GTTTTGAAAAATCATA^ 
A ™ GGCAAAGGAA ^^ 

A ^ AA . AmTCAAAATCCAGAAAGATGAAAAATCTC ^ A ^^ 
AA ^^^ TAGAAATGAATGTATTTAAAATGCAGTC ^ 

A ™^f TCCTGCTTAG ^ CAGGAAAAAAGAAAAGAAGCAOT ^ 

GATTAGACCTATGCATCATCATGTTTACAGC^CAGAACAATGGGAAAAATTTCTATTATGGAGCA 
TAATATCCTGTATCATCATTATCATCATTATTATGTGTTGAGTATACAAGCG^ 

TATGAATTTGTTTTAATTAGTTTTCTCAGCCTTCTCATAGGGCATGGGGGACATArrGC^AtS 

agccttaggtaaa^tggtgatgcaaacactgitttactttggtgactcttctgcttgcaggS 
agcaccttatttctccttctgtaaactaaaggagaaaattattatacatttttatacttaSS 

nI CAAA n ATATGCAAAAGTACAGAGAATAGTAATT ^ 

aaaccacaattgctttcgcccaacctaatataatgcatcttaaatactcatcacccagtt^ 

™ G " c ™ GmcATCTGTACC ™^ 

cttcatctgtaagtcctttagtatgtatctaa^ 

S^ AAAAAA ™ TC ^^^ 

tttttggtatgaaatggtagcaactaaggttaacagatcgaaatcattatgtgtotgaattctct 
ttcctctttctatcctttctctctccacccttttaaaaaaactgggtcataS^ 

GATAAATGACTAATGTTTTATTATTTTGAGAGGATAAGCATATITTGTTTTTTGTTTCCCCAGC^TT 
TTGTCACCAAGCTGCAATATTAAATCCCCATAATGTATTTGTCTTATAACT 

ccccatttctaccatgtcccagattctggc^ 

acatataagcaagatcatacagcatctggctgtctgtgtctggtttatttcagSagcS 

C^TTCTCAAATGGCAGGATTTGTTTTTCTTTTTACTGTTGAATAA^ 
! A ^f ATTTGTCAATGGACAC ^ AGG TTGGirCCATACCTTGGCTATTGT^ 

agtgcagacatctcttcagcatgctcctttcatttcctttggatatatacccaaacattagagS 

atctctatttttaattttttgaggaatcttcatactgttttccataatggagttaccaaSS 

ctacaagcgttccc^ttctccacatagtcaccaacacittttatgaccatcctaatS 

Fig. '6 .^^2^ 
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GTGGTTTTGATGTACATTTCCCTGGTGATTAATG 

CTTTGGAGAAATGTCTATTC AAGTCC CTTGC CTATTTTTAAAATGGGTTATTGGAGTGTTTGCTATTGAGTTGTAGGAT 
TTTTTTGTGTATTTTGAACATATCAGGTACACTCAGCCCTTTGTATCTGTGGGTTATGCATCAAGGGATTCAATTATCT 
GAGAATCAAAAATATTTGAAAAAA.CATAATAAAACAATAAAAATAA 

TGTTTACATAGTATTAGTATTATAAATAACATAGAGATGATTTAAAGTATGCAGGAGGATGTATGTAGGTTATATGCAA 

ATACTATGCTATTTTATATGCAGGACTTGAGCATCTGAAGATTTTGGTTTCTGC^GAGGGTGGGAAAGGTTGAACCAA^ 

CCCCCATGGATACCAAGGTAAAACTATGTATGGTTTGCAAATATTTTCTATCATCCATATGTAG7VAAATATTTCATTTT 

GCTGATTGTTTCCTTTGCTGTGCAAAAGCTTTTAAGTCTGATGTAGTCCCATTTATTTTTTATTTTGTTGCOT 

TTGGTATCATATTAAAATAATAATCACCAA 

TTTAATGTTTTAATTTCTTTTAAGCACATTTTTGTATTGTATGTAATAAAATATGGATAC^TTTCATTCTTTTGCATA 
TGAACATCCAGTTTTCCCAGGAACATTTATTGAAGAGACT 

GACTAACTGATTATATATGCAGGGTTTATTTCTGGGATCTCTATTCTGTTCCATTGTTCTGTGTGTCTGTTTTTATGCC 
AGTACCTCACTGTTTTGATTACTATAGCTTTGTAATATAGTTTGGAATTAGGGAGTATGACGCTTCCAACTTTGTTCTT 

TGGCTCACTGCAACCTCTGCCTCCCAGGTTCAAGCAATTCTCTGCCTCAGCCTCTCTAGTAGCTGGGATTACAAGCACC 
TGCCACCACGTTCGGCTAATTTTTGTATTTTTAGTAGAGATAGGATTTCACCATCTTGGCCAGGCTGGTCTTGAACTCC 
TGACCTCATGATCCACCCACCTAGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGTCACCACGCCCAGCCATTCTTCT 
TTCTTAGGACTGCTTTGGGTATTCAGGGTCTTTTTTGGTTTCATATGAATTTTACAATGGTTTTCTCTATTTCTGTGAA 
AAATTCCATTGAAATTTTGATAAGGATTC 

AATCCATAAATATGGGATATATTTTCATTTTCATTAATGTCTTTAAGTGTAGAGATCTTTCACCTCCTTGGGTAAATTC 

ATTCCTAAGTATTTTGTTCTTTTAGATATTATTAAATGGGATTGTTTTTCTTAATTTATTTTACAGATAGTTTATTGTT 

AGTATATAGAAGTGCAACTAGTTGCTGTATGTTGATTTTATATCTTGTAAATTTGCTGAATTATTTTCTTAATTATGAC 

AGTTTTTTAGTGAAGTCTTTAGAGTTTTTTTTTAAATATAGAAAATGTCATCTGCAAATCTAATTTGGATGCCTTTTAT 

TTCTTTTTCTTGCCTAATTGCTCrGGCTAGGGCTCT 

TTTGTTTCAGATTTTAGAGAAGCAGCTTTCAGTTTTCCACCAT^ 

CGTTTATTGTCTTGAGGTTCATTCCTTCTATTCCTAATTTGTTGAGAGTTTTTGTCATGAAAGGATGTTGGATTTTGTC 
AAACACTGTTTCTGCCTCTATGGAGATGATTATAGATCATATGATCTTTATCTTT(^TTGTGTTCATTCGGTATATTAC 
ATTTTTTGATTTGTGTATATTGGATCATACTTGCAAATCTAGGATAAATTC(^CTTAATCATGGTGAATTATATTTTT^ 
ATGTATTGTCAAATTCAGTTTGCTAGTATTTTGTTTAGGACTTTTGCATTTATGTTCACCAGGGATACTGCCCTGTAAT 
TTTTTTTCTTATAGGGTCCTTATCTGATTCTGGTCTGTTGGTAATGCTGGCCTCATTU^ATGAATTTGGAAGTGTTCCC 
TTCTCTTCACTTTTTTTGGAAGAGTTTGAGAAGCATTTGTATTAATTCTTAAAATGCTTGCTAC^TTCACCCTTGTTG 
CCACATGGTCCTGTGCTTTTCTTTGTTAGGAGTTTTTTTTTTTAATTATGGATTCAATCTTCTTACTTGCTATTGGTCT 
GTTGAGGTTCATGTAATATATTTCCCTATCCCTTTGCTTTCAGCCTATGTGTATCCTTAAGGCTTAAGTGAGTCTCTTA 

AATCCATTTATATCCAAGATTATTATTTATAGGTAAGGAGTTATTACTGCCATTTAAAAAATTGCTTTCTGATGGGTTT 
GTGGTTCTTGTGCTTTTTTTTGTTGTTGCTGTCTTGTGATTTGTTGATATTTTGTAGTGGTGTGCTTTGATTCCTTGTT 
GTCTTTTCTGGATCTATTAGAGTTTTTTTTTTTTTTTCCTTTGTAATTACTATGGGACTTTCAAAAAACATCTTGTAGC 
ATCTTTTAATTATAATATTTTATTTTAAGCTGATGACAAGTTAATTTCAATCACATACAAAAACTCTACACTTTTACTT 
TCCCCCGTCATTTTGTGCTACTGATGTCATGCTTTGCATCTTTTTGTATTGCATATCCATTAACAAATTACTGTAACTA 
TGGTTTATTTTTAATTATTTTACCTTTTAACTTTTATTCTAAATTTAGAAATAATTTATACATCACCATTACCACATGC 
AAGTATACAGAATTTAATTATGTATTTACCTTTTCCAGTGAGTTGTATACTTATATATGTATTTATGTTGTTATTTAGC 
AGCTTTTCATTCCAACTTGAAGAATCACATTAGTATTTCTTATAAGGCAGGTCTTGTGGTAATGAACATCCTCAGTTTT 
TGTTTGTCTGGGAATGTCTTTACCTCTCCATTTCTGAAGGCTAACTTTGCAGGGTACAGTATTCTTATTTGACAGGCTT 
TTTTCTTTCAATGTTTTGAATATATTATTCCATATTATTTATTTGTTATCCATGTAGGCTTGCATTGGTGTCTGTGAAT 
TTGAAGAAGCAAACAGTCTTTCGGTCTTTACAGGCTGATTTTAACAACCTTCTCTTCCACCAATGGCAGACCTGTTATT 
AGGTATGCAGATAGGCGTGGTTCCCTCTGGGTTTCTGGAGGACTCCCCCTGGCTCTCTGAGTATGTCTATGGGTAGGGA 
GAACCGTCCCCAGATCAACATGAGAGAGCTTGGAACTAAGTCACTGCTGCTTCAGGGTCCACATCTGAGAGGACTTGCC 
TCCAGGGAGTTGGATGGGCATACATCTCTGGGGACAAGATTGACCTTGGGCCAAGTCTAAGTGGGAATGGAGCAAAGTT 
ATAGGGCCATCTCAGAATCTGCTGTGGAACCAAGTTTGGCAAGCCTGTCTCCGAGAACATGGATGGGAATGAGTCCTGA 
CAGGTCGCTAAGTGGAGACAGGACTGCTCTCAGGCCACAGTTTCAGTTTTAGGATATCATAGTTAGCAGACAGCTCTAT 
ACAA^CTCTACTCCTTTATATCTCTGCCCATTTATGTTATCAATGTCACATATTACAGCTTTTTATATTTTGCATTTG 
TTAACATAGTTTTATATTTATATTTTATAATTAAGTTCTATACCAGAGTTAAAAATAATTTATGCACCACCATTGCAAT 
ATTATACGATTTTTATTTGTCTAAATATTTACCTTTTCCTTTGTGTTGCTGTCTAGCATACTTTGTCTCAACTCAAAGG 
ACTCCTTTTAGCAATTCTTGTAAGTCAAGTCTAGTGCTAAAGAACTACCTTAGCCATTGTTTATCTTTATTTCTCCTCC 
ATTTTCAAAATACAGTTTTGCCAGAAAGAGTATGCTTGGTTGACAGACTTTTTCTTTCAGCACTTTGAATATATTGTCC 
CACTCCCTTCTGGCCTATAATGTTTCTCCTGAGAAATCTGCTAATGTCATTGAAGGTCGCTTGCACATGATGAGCCATT 
TTCTCTTCCTGCTTTCAGGATTCCCTTTTTGTCTTTGATATTTGACAGTTTGATTATAATTTATGTTGGTATGTTGGTT 
TTTCCACGTTTGAGTTTTATCAGTGTCTTGAATTTGGTTGTTCATTTCCTTCCTCAGATTTGGCAAGTATCTAGCCATT 
GTTTTTTTCAAATAAGCTTTCTGTCCTTCTCTCTTTCTATCATCTCCTTCTCAGATTTGCATTATGTGTATGTTGGAAC 
ACTTGATGGTGTCCCATATGTTTCTTAGTCTTTCTTCACTTTTCTTCATTCTTCTTTTTTTCCTCTTTGTATCTCTGGC 
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TGTTCCTGCATCATTTTCCTAATTTCATTTAGTTTTCTGTCTGTGCTCTCTTCTAGC^ 

GTOTCATGTTTCCCTGTTTCT^ 
CfTCCTTATAAATTGGCTTCMACAGGGGAAGA^ 

TTGCTTCTTTTTCTTCCAAGAGCTTTTAATCTCCTTCTCCGTCTGGTGTCTGTCTGTACCACTGCAGGTTnTGTrrrji'r 
?£ C * GC ^ GGGAGAAGTC ^^^ 

G I^ GG ^ CGTG ^ TGCCTTTT ^ATCTGTTTCAATGAGACTATTAT^^ 
AACTTCTTGACTGGTTTCTAGACTTTTCATAAAACTTTTTGGATCATATATTATTGCTAAGTrGGC 

A ^ G ^r TCCT ^ CACTTATATAATTGTTCTCTTCCCA ^^^ 
ACTAAGTTCTTATATAAGAAAATATTTAAGG^^ 

^ CAC ^ TCG ™ GTTATOGTGGC ^^^ 
I AAC ^ CCTAATTCCTCCAAAAAGTA ^ TAA ^ 

AACTGGTCTTTGATTTTATAAATAAAAGCCTTTTGCAT^ 

^TCAGTTGATrTTTCTGGGTTTCCTACA^^ 



^^ AAATATAAGTTOAATATAAACATOCTOTTGATCCATAG ^ 
P^P AAA ^ CCAAAAGCAAAGCAACAT " CTCGCTCTCTGC ^^ 

cctcccacagcccaatatttgttagtttattctagatttacatacccagtttatcattataaaS 

™ G ™™ GGTTTOTC ^^^^ 

aga caatagatcctttgtatttcttttaagg^ 

I^ c ^r eTACTAACAAAATAGAATTGACraTATT 

^gttaattgaatcctagagttgcagatcgagtt^ 

TTATCTTTGTGTTAACCTGAGGTAGAAATTTTCATTTTTATATAGAATTAGTTTTGCAAG^ 
GACTTGTTTGTTTCCTGTAAAGTTATTTGGGCAATAATAGC?ATTra(TrT"PT?i ar>7\ -PR * » »^iTmr~ A _ G r_lT A T^ G ? 
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GATAGCAGCTTGGAC^TGCCTAGGTTTTAAAGACAGTTAATTGAGGAGCCAGC^TGAGACTAAATGAAAATGACTGG 
AGAAGCAGATAGACAGAAAGCAAAAATAAATGTCCAATTTATGGG 

GGTGTTCTCTTTTTGTCGATGTCACAACTGGCTAG CACTTTCTTTCAACTTGCAAAAGTGTTATGTACTCCAGTAAAC C 
CTAAGTTCTCTGTTACAGCTTTGATCATATACTGGTGATTATCTGTCTATTATATTTTTCCTCAAATGAACTGTAAGTG 
CTTAAGCAAAAGGAGGTGCCTAATTCATCTCTGCATTTTCAGT^^ 

AAATGATTAATTGGGAAATTAATAGGAATGGAAACAC^TTAAGATAGGTTGAACTCCTTTAGAGATATACACATAAAA 
TAGTACTACCTGTAACAAGAAAATGCTAAATTTTTGTGGATTACCCCAACAGAAGATTATCTGTGGCTCGTGTACCCCA 
AATTAAGTGTTTCTGATTGGCT^GTGTCTCTCATGTAAATAATGATTAAGAAACCATGGCTTCTTCCATCTTGTGACTC 
TACCTVTCTTCAACACATGGTGAGGGGCTACAGAGGGGAAGAGAAATAGGGGGTTGTACTCACAAAATTTTTATGTGGC^ 
GGCCTGAAAGTGGCACATACACAGACCCATACACATTTCCTTAA 

GACATCTCTATAGCTACCTGTAAGGGAGTCTGGAGATGTGGTCTCACTGCATGCCAAGAAAGAAACATTCTTTCCTGCA 

ATGCCTATATATGTATATGTATAAATATATATATGTATATACATGTTTACATATGTATGTATATATATATGTGTGTATA 

CATATACTGTATGTGTGTATATGTATATATACACACACACACACATCTTAAGGGGATTTTCTTATAGAAATTTTATTTC 

TCCCCCCTCTCTATATATATATGAJ^TAAATATCAGAGACTGTGAGAT'rATTAAGAACCACAGAAATTTATTTAACCCT 

AGTAATGTGCATGCCTGTGTTTTAAAGGCCATTAAGTAGTTTATTGTCTACTTTTGAAAGAAAAAAAATTAAACAAAGA 

AATTAATTAAATATCTTGGATAAAAACTGAAACAAACAAAAAGGAAAATAATAATAATAAATTTAACATTC^ 

TAAGTGTCAATTATTATGGAATTGCTTACTTTAGGCATGTATTTGAGAAAGAATTTTATGCAGTAAAAA 

AAAGTTATTTGTCTGTCAATTATTCCATATAAGTTGGCTA 

TTCATATTACAGTTATTTCAATATGTGAGCATTTCTTTTATTTTGATATTGCATATCTTGAAGCCGAATATATTTOTAA 

GTCCCATCAATAGCAAGGTGAATGTTGTATCATTTTATTATTATGACTTTTATTATACTTTTAAAATTGAAAAACAAGA 

CATCTTTATTATAGGGAATACAGAAGCTCATAATTAAT^ 

AGCCATTTTAGAGAATTAGGATACATCCTTAAACAATTGTTTTAT 

TATTATTGTTTTATAAAAATGGGAGCACTCTATAATCTC 

TTCTTCTACATTATTTTAACAGCCTCATAGTATTTC 

AGCAATTAGATTACATCCAGTTATTTGCTATTATAAATGAGCTGCAGTGAACATCTTTGTGCCTGGATATTTGCCAAAC 
AGTTTTATTAAACTATGTCTAAAATGTCAAAACCATTAGTTCTCAAACTTTAATATGCACTGGAATGATACTGGTGACT 
TATTCAGACTCATAAGCCCTACTCATAGAGATTGTGTTTAGGAAGATCTGGAATAAGACCCGGGAGTCTGAATTTTAGC 
AAGCACCATCTATGATTCTAATGCAGAGGGTTTGAATGTCACATTTTGAGAAATAATGACTTGGAGACATTAGAAATAC 
TATCTTTTTTC(^TCTTCTCCCTGCCATAATGCCATTTTCTAACAATAACATAAGATACTTATTGCTCTGGTGATTAGT 
TTTACATCTCTCTCCAAAATAAAGGCATTTAACCTCTTACCTTCTACCTGATAAGGTTGTTCTTTTTATTTCTGAACCA 
TAACTGATAC^C^TTGATCTAGAGTGTGAAAAAAGCCTCTTATACTGTTTTGGAATGGAAAATGTTAGAATATAGCCCT 
CTAGTGCTTTATCATTTTTATTGTAAAGATAAAAGTATTTATAGAAAGTGGGTTTAAACTAACAGAGTATAAGCATGAG 
TGTAAACTTCATTTTTAGTAGAGATAATTATCTCAAAAAAGTTACGTCTTGAGGCAGTTTTATCTAAAAAAGAATGTCA 
AAAACATTAAGTCATTCAACAGATAACCTCAGTTATATAAAGCATTTTTGCAATTGCAATGCTAACACCCAGAGTAGGC 
AGCTAAATGCTTATAAAAAGATGTTAACTTTGGCCAGCTATATTTAGTGCTACTGAAGCTTTGCTAGACTCATCCTTTG 
TTCTTCTTTTCTATGTTCATCCAGAAGAAGAGTATTTACACATGTATTAGTCAGGGTTCTCTAGAGGGACAGAACTAAT 
AGGATACATGTATATGTGAAAGGGAGTTTGTTAAGGAGTATTGACTCACACGATCACAAGGTGAAGTCCCACAATAGGC 
GGTCTGTAAGCTGAGGAGCAAGG7VAGCCAATTCGAGTCCCAAAACTTCAAAAGTAAGTAAAGTGGCAGTGCAAGGATCC 
AA7VAACCCATCACTCTGTAGAAGCATGTTGTAACATTTGATGATTCTATAATTCTCATCACACTCAAAAGTAGGAAAGC 
TGTTTTCAGTCTGTGGCTCAAGGCCCAAGAGTCCCTGGAAAACCACTTGTGTAGGTCCAAGAGTCCACCTGTTTAAGAA 
CAGGAGTCTGATGATCGAGAGCAGGAAACATCCAGCACAGAAGAAAGATGCAGGCCAGAAGACTCCGGCATTCCAGTCC 
TTCCATGTTTCTCTGCCTGCTTTTAACCCAGCTGTGCTTGCAGCTGATTAGATGGTGCCTACCCACATGGAGGGTGGGT 
CTGACTCTCCCTGTACACTGACTGAAATGTTAATCTTCTTTGGTAACACCCTCACAGACACACCCAGGAACAATACTTT 
GTATCCTTCAATCCAATCAAGTTGACACTCAGTATTAACCATCACAACACATAAGTCATTAACTTAATCATGACCTGTT 
TCCAATCCAGGAATGAAGTTCTGTTCTTAGAGGAACTTCCTAAGTAC^TAAGTACACAGAGGCTaiCTTTCCCAATCTA 
AAAGCTAAGACTGTTCCAAGTGCATATGCTTTCTGTTTOT 

TGGTTCTTGCAAAATCAGTATTTTATAACTGGAGGTGGTGTTAAGGTTTATTTTGTATAACCTTTTGATTTTATCCCTA 
TGGAGACTAAAGACCAGCAAGGTTAAGACCAGCAGATCTGGAACAGGTTATTATAGAAATTTGTATATTATGTTGTTGC 
TAGCAAATGGAATTATTGCAAGGAGATGATGGAAAAGATAGTATTTCTGATATCTCCAAGCCATTGTTTTTCAAAATGT 
GTTGTTCAAACCCTCCGCATTGGGATCAGAGGTGGTGCATACTAAAATTCAGACTCCCAGGTCCTATTCCAGATCTGCT 
GGTCTTAGCCTTGCTTGTCTTTAGTCTCTGCAGACAAAAAATCAAGACATTATACAAAATAAACCTTAAGACCCCTTCC 
AGTTATGAAGTACTCTGATTTTGTAACAACCAATGGCACCTCTTAAGACCACCTGAGTAATTACTGGCAGAGCAGGGGA 
TAAAATTTCTATCCTCTCATTTAATGACAGATTGTCATTCATTTCTAATGTTTATGTAGGGCTGCTCTCATCTCAGTTC 
TGTTTAATTTTTCAAATGAAAATGTGAAGCTTATTGAGTTATGATCAATTAGTGTGTGTTCTGTTATTTTCTACTAATA 
CTCACTCTGCCAGTGACTATACTTGTTAAGGTAGTGCAGCATGGTGGCTTTTAGCTCCAGTTTTAACTAGAAGAGATTT 
GGGTTTGGATCCTGACATGTAGGGTGATCAATCATCCTGGTTTCCTTGGGACTGTGGGGTTTCCCTGGACATAGGACTT 
TGAGTGCTAAAATCAAAAGGTCCCAGGCGAAGTAAGATGATTAATCACCCCACTAGCCATGTGGCTCTGTCATGATAGG 
TCTCTGGGTTTTTTAATGGGTAAAATTGGAAAAGCAAGAAGAAGTAACTCATAGGATTTTAGTAAAAATTAAATGAGAC 
AGTATATGTAAAACACGGCACTACTTAATAAAGACTCAGTAAGTATTAGTCATTATTATTGATGTTTTATAAAGCAAGT 
AGATTCCTCAAAGCACAGATTCTCAGAATTTAGGATTTGAAATAAATGAACTTTCTTTTTAGCTTTGACCTCTTTTTTT 
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GMJTCCAO»TCTCACATCCT 

GTGAAGAGTGAGCATCAAAGACAGCATAGAGCTATGGAGAAAGGGGAAATTAGCCTGGATTATAATAACAGCTGCCATT 

Z^SIZ ATTATCTCAGTCTTCAGATG GAGAAA^ 
™S AG ^ GTAATAAATGAGGTCTCGATGraCCAAGCTCGAT ^ 

AATATAAACTTCTTCACCTGTAAAACTCAGAAGGGAAGGAAATTGCCATATATGAGTGCTAATCCCAATG 
AACTATGCACATCATATGCATGATCTCATTTAATTCTTGTATGTAAATATTAGTcS 

agccttagagagactaagcaacacactatcaatacaaatagtaaagtggcagtgcaaaSt 

gtttacctttgc^tgtggataacatggatcaaatttgcaaaattctgctgagctgtgacttaaata^g^ 
tcctcaagtttcttttaaagtcttttttttcttactaccctctcagtcttataaaaattgg^ 

atgggcatgcatgtaagaaagatatatataaatatacagtcatgtgctatataacattttagtcaactatc^^ 

ataccatggtggccataagattataatactgtatttttactgtatctttcctatgttSgata^^ 

! a ^ gccactgtg ^ ataa ^ctacagtatttattacagtaac^ 

GA ^ ACACAAGGAAAmCCTAATGA TGCA^^ 

TGTGTGTATATATATATATATATATATATATATATGAC^CATGCATATGTCAATGTATATATTTA^TCATC 

GA ^ CTGAAGATCTTAGTOAAC ^^ 

A 3 C ^ CAGGCCTCTGAGGAAACA CTAC^TTCCAGTAATGAAGAGGAAGA^ 

G ^ G ^f^ TCATGTCG ^ TAOTCAGCTTCCCCCTCTCGC0TT ^ 
^ GAGAGAACATOCAACGAC ^^ 

^ GG I GAG P CCCTCAGATCTCATTTCCC ^TTTTATATTTTAGATGGTGA^ 
TCGCTCATTGCTTGATTTGAGTGGGAGAACAATGGGGTTTCTAGAGTCAAAAAAAAAAGGATGAA^ 

™ A ^f CAAAGGGCAGTTGTACTTGGAAAATTAATA ^ GG CCA^ 

TAAAAATTTTG CCTT 



GGAATCAAGAATAAATTGTATTGTAATTAGAATCAAAAGAAATATGCAATGGTATTCATGAGTC' 



TGACATTTTGAGGTATTGCTTACCAGAATACTAITTCAGCTCC^^^ 

PCAGCCACAGCCACGTCTCCATCATGTAACATTTTTATTTCCTACTTTGGAGGGIATAATTT^ acttat 
r _ . GGTGTTGT ^ AC ^ TGGAG ™ A ^CTTTAAAGCAATGTCACCAGTTTAAAAA^ 
GA ? A !? GGGCACATCAATOA ^^ 

GCCAGTGGGCCATACATAGATAGACTCTTGAACATTTGCTAAAACTACAAGAACAAAACAATTAC 



AGA ^^ CAGCCACAGCCACGTCTCCATCA TGTAACATTTTTATTTCCTAC^^^ 

TCTTTTTCGTGTTGTTTACCAATGfi AfiTTTTa OA rwr» *»r.™->^^ - - - Z iTreTT TTTAT 

TGTGAAAGAAAGTAAG 
^GGAAAGAGGATGAA 

^^^^ 



°^ C J GAGAGGAAA ??T?? C ! AG ^ AACT ^ 

ICTTGAAGCAAT 
.CATTGATCAGA 



GGGACCTGTGTTAGAAAAAGGTATGAGGAAAATACTACTAGATAAATAATAAGAAAACAAATATTCACCTTrAanrAAT 
CTCATACTAAAGCAGATGGGAATTTTATATGACAGCTTGACCTGAACATTTTTTGAAAAAT^ 



£ CCCAAGATCACC ^ 

ATGTGTTATAGCAAAAGGATTCAATGCAAAATAAGCAAAGGGAAAGGTAGATGGAACA^AATCTOGAGG 

AAA Z G ^ CACCAG6GATGCCmACCAGGGAAGCCTA T^^ 
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GGCCAATTGCAAGAATTGAGTATGCATGAATTTTGGTACATGTGGTAGACCCGAAACCAATCCCCTACATATACCAAGG 
AATGACTATGTAAGCAATGTCATGCTTACTATTTACAAAT 
AGATGGAACAAGGGTTTCATTTCAAAAGAAACAATAGACA^ 
AAAGGTATTGTTATTACATTTGGAAGCCAGAACJ^TTTGCGAAT^ 

TTTCTGGAATGTCGAAGCTTTGGAGGAGAAGTAGAAGGTAAAGTGCGGGGCCAGGTGCAGTGGCTCACGCCTGTAATCC 
CAGCACTTTGGGAGGCTGAGGCGGGCAGATCACAAGGTGAGGAGATCAAGACCATCCTGGCTAACACGGTGAAACCCAG 
TCTGTACGAAAAATACAAAAAAAAATTAGCCGGGCTTGGCAGTGTGTGCCTGCAGTCCCAGCTACTCAGGAGGCTGAGG 
CAAGAGGATGGCGTGAACCCGGGAGGCAGAGGTTGCAGTGAGCCGAGATTACGCCACTGCACTCCAGCCTGGGCGACAG 
AGTGAGACTCTGTCTCAAAATAAAAAACAAAAAACAAAAAACAAAAAAC 

GCCATTTTAGTTAAC C AGGAG CC CCAGATTCCTTTACAGCTGTCAGAAAGAGCTAATGGGAAATTTAGCCTATTTTAAC 

TGAGTTGTCTCCAGCCCATTGCCTCATTATTAAAGGTTAGTATGCCTTTAAGTCCCATTGCCAACCTATACTGAGACCA 

TACCTTAGCAATTGCAAATCTTTGATGGTC^GGCGACTTTTCATGCCCTCCAGATTTATTTTCCTTrCTTTCTTAACA 

TCATAGCCTTTTGCTCTTTCTTCTGGCATATCAGTATGCCAGATACTTTCTTTGTCAAGTGTCAGGCAGTGGGTCTAGA 

GACTTGTACCACCCCTTTAGAAAGCCACAGTATGGCCCTGAGAATCATTAGTTTCTGAAAAAGAACT'PTGATGTGCAGA 

AATAAGTGTCGTAGATGACAGCTATTAGCTTCCTCATGAAGTACTTGGGTCAAGAGACTGAGTTCAAAAGGACTTTTAG 

TTATTCACACTTCCATATTTCTACTTTGACTTTTTTTCCCAAGGAATGCGAATGTGTTCAAATGTACACTT 

TTTCTTTTGAGTATGCCCAAACTGTTAGGTTGTGTGTATGCTGTGATTTAGCAAACTTAAGAAACTGTAAATGAACAGA 

AAACAGAATTATTAAGACCTGGGATGCCTATAACCCTGAATTCATCTGCCAGTTAACTTTCTGTACAGGGTAGGCGAAT 

TCAGGCTTCATGGCTGTTTACTGACCTTCCTCGAAGTAAGAGAGACAGCTATTAATGACTTGAAATGTTATGAACGTGG 

GATAGAAGTAATTTGGAAAGTCAGTTTTTCATATTTTCCTCCTAAATAATTTTCTATTACCTTTCATAAAATCTTTTTA 

TTAAGGTATAATTTACATGCA.TTATACATCTTGAATTAATATGTATTTATACTGTCATGTAATCACCATCCTATTTCT 

AACTGATCACTAAAGGTTATTTTGCCTCCTCTTGGACTTCACATAAATGGAATTGTACTGTATGTACTTGTTGTGTCTG 

GCTTCTATTAGTCAAAATTTTTTTTTGATATCCATGCT 

CATAATGTATTTATTTTTACTCTCTTACTAATGAACCTTTGGGTTGTTTCTAGTTTGAGGGGATTATGAATGAAGCTGC 
TATGTACACTTATACCAGTCTTTTTGTGAATATATGCACTCATTTCTTTTGGGTATATTCCCAGGAGTAGCATTTCTGA 
GTCATAAGGAGGCAAATATTTATTTTCATTACTGCCCAACAGTTTTCTAAAGTGTTGTACTCTTTTACCCTCCCACCAG 
CAATACGTAGTAGGTACAGTTGTTCTAGATTCTCACCAACACTT^ 

TGAATGTGTAGTGGTATACTACTGTGGTTTTAATTTACATTTCCCCGATGAGTAGGAATATTGCTTACCTTTTGATGTG 
TTTATTGAACATTTGGATATCTTCTTTGTGTTATGACCATTCAGACATTTGTTCAGTTTTTATTTTACTTATTGATTTC 
TGAGGGCTCTTTGTATATTCTAGACATGAGTATTTTGTTAGACATGTGTATTATAAAGTGAATATTTTGTTCTAAACAG 
TGTCTTGAATTTTTACTTTATGTTTACTTTGAATATGTTGGTAATCCTAGGGACCTGTGAAATATGAGGGAAGTGTGCA 
GCAGGGAGAGGAAACTGTAAGGCAAGAAGTGGACCCACCTTAATAAGGGGAAAACAAGAATGACATTTAACCTGCAGAG 
CAATTTCACTTGGAGACAAGGACAGCTGGTCCCTTGAATATTGGATGGTC 

CAGGCAGAGAAGAGTTGAGAATGAAGCAACAGCATGCTTATGGTGGCTGATGGCCGGGTAGTGAGTAGACAAGAGTGGG 

GCTCTGGACATAGATGGTCTGAATTTGAGTCCTGTCTCCCACCTACTACCATCTTGTGAAGGTACTTAACCACTCCAAG 

TTCCTAATTTTAAAAAAGCAAAAGTAGGAATAATGCGAGCACCTACTTCATGGGTTTGTTCTAATGGTATACTACCTAT 

CCCCATTTTTCACATATTGTGAATACTTAATATATAACATCAAAAACTGCAACTCCTATGCTGGGAAAATATTAGAACA 

AATAATGTTTGTTGTTGTTAATATTTGTTTACTTATTGGAATTGGCTTCAGAGATACTCTACAAATAACTCTTGGGGTA 

GAGATGGATGTTCTAGCAGATTTGGGAGTCAATCAGAAATTGGCTCCTGTTTCAGAAAGTTACAGTTATTATGGACTTG 

TGACATTTCTGTTCAGAAGTCTGTATCTGGCATCTTCCCGCACACATGTCTTGCTTTCAAGTGCTGTTCAGTTATGTTT 

GGAATGAGAATGGTGGTCTCCCTACTTCTGCTTCACTTCTTCCACAACCTTGCTGACTTCTAAATAGTTTCCTGCTTAG 

AATCCTTAGGAGGAATTAGGATCTCCTTTCAGCCCTATCTTGGGCACTGACTTACATTCCCACATGTGGTCCATGTGCC 

CCTAGACAATCTAAGGAGAGTCTAGCTTGCCACACATGTGGAAATCATTCCCAGTTCACAGGTGGGAAGTTATGGGAAT 

GAAGAAAATGTGGGGGAGGTAGCAATAAAACTCTCTACTTACATTTCATTGCTGCATCTGCTATAATAAAATGAGAGCC 

AAGAGCAACTTATTCCCTTGTGACATGATGACACACCTCTGGATAGATGTATATTCAGGGATATGGGTGGGTGGAGAAT 

GTTACAAACACTTTCTCATCCCTAGTATCCTATTACCTGTCTGAAGAAGTACACTGTGTACCTTCGTATCACTATGTCC 

TATAAAAAAAGAAAATGAAAAGAATGT7VAAAGAAGACATGGTCACTTTTGGGGATAAATTTAACTACCCAACAGAGAGA 

GAAGAATTACTTTATTCATATAAGGGTTCATTTTACAAGGATCTTCCAGAAATATTTCCTTGATTTGTGTGCTATTCAC 

AGAGGGACTGGTCACAGATGCCAGTTAGACATTGGATTCTTTGACTAACCACTCTTCATCTTGTGCTCTTGAGTACAAA 

CAGTACGTTAGAGAGAACATTAAAAAAAAGATTGTTTTCAGCAATTTATTCCTGAATCAAAATCCAAACAGAAAATAAA 

AAAGGAAAAACAGAAGGCTGGATCAGACACATCTGATCTTTCAAATTTGGCCTTTTAAACTTAAGAAGGTAT 

CATTTCATATTTTAAATAATTTGGATATAAGGGTGTTTATAAAGCTAGAGATTGTATTTCACAGTCTACCATGAAGCCT 

GTACCTTCATGTTTGATGTATGTTCAAGCTTTAAGTGATTTATCTAAGTTCTTATTGAATGTTATATGGAAGATCTATA 

ACCCACTAGGCAAAGCTTCCCAAAATTGAAAATAAAACACATAATCATGATTGTGAAACATTCTGTAGAAATATAGTAT 

TCTTGAGCTAGATGAAATTTTAAAAGTAATCAATGCCAAAAATTGGGAAACAATACTTCCAATAATCTTGAAGATGCAT 

ACTAAGCAGACAAAATTGGATTCTTTTGGTTTTGATTGATTTACATGCAATTTATGATTGTAGTGTTTATCTAAACTTC 

TCAGGATACTCACAAAATATCACAAGCCTTTTATTTTAAAGCATTGTTCTGATTTAATCTTATCTGTCTTTGCCTTAAA 

CTTTGTAAATTTGTGATTATTTTTGTTTTGTTTTGTTTTGTTTTGTTTTTGAAACGGAGTCTTGCTGTGTCACCCAGGC 

TGGAGTGAAATGGCGTGATCTCGGCTCACTGCAACCTCCGCCCCCCAGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCA 

AGTAGCTGAGACGACAGGCATGTCCCACCACACCAGGCTAATTTTTGTATTTTTAGTAGAAATGGGGTTTTGCCATGTT 
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GGCCAGGCTGTTCTCAAACTCCTGGCCTTATGAAATCTTCC^ 
GCCATCATGCCTGGCCCCAAATTTGTGATTTTCA^AT^^ 

TGGATAAAAATCATCTTATTTCCAGAATCAGGGCAATTCTTGAATCTAATCTAAAATAAGCAATGTAAAAATGCT 

TTTTTCTCACCTATCATAGACTCTCTAAAAGGTTTATGCTATATCTGCCATGCCTTCAATTTACAAAATAATATG 

TGATTAAACTCCAGTGTCTTTTTCAGGTTATCACAGTACCTTTTCATTATTGTAGTACATTCTGGTGTCCCCATTAAGG 

ATATGCTGAATGGACTGATACTATACCACAGTATTTTACTTTATATCTGTGTGTCAGTAAAGCAGCATGTACCAGGGGA 

AGGTTTACCTTTAGAAATCAAAGGCTTCTATTTCACC 

CTGCGTTCACCAACATCAGAGCATCTAGTCCCTATTTTC^ 

GATTGGTTGGGGAATCCCATATTTTTTAAGGCAAACCCAAGGAAGCATTTATTTTACCGTGAAAAGTGCT^ 

TACTATATTAAGCACAAGGCAGAACTCAACAAAGCCCTTTCCTTTGATTATO 

TCCATAGATAGTTTCTTTGCAAGAAACACTGCCCTGGCTGAC^ 

GTTTAAGGAGAGCTTATAATTCTTTAAAAGCCTTTTTATTCTGTTTTACAGTATTTGTGTTTATGAAAAAAATGCAGGT 
AAAAATATTCTGACCAAATTGTATTTGTTTAATTAT^^ 

C CAGAGTG CATTGCTTGGAGAAATCCAAAATGAAAAATATATTTTCAGTTGAAATTCATTAAAGGATGA 
CTTTTTTTCTCTACAAATGAGCACTACAAAATGGCAA 

AAAAAATATATCACTTCTTGGGTTAAACACACTTCCCCCCAACCAAAAAAAAATTCTAGGTACTTAGAATTCTTTCTAG 
AACTTAGAATTTCCATATTATTTTTCATCCCATTTCTCTCATTCATTTAGAATCTGCCCTCCAGTTGAAAGGAAGTAGA 
TGGAGCCGGGCACTTTTAGATTATTTCAAATCTGAGGAATTC7VACAAAAATAAATGCTATTTAGTTATGTTGTTTGAAG 
TCATGTATGCAACATATCTGGATGATGGGTCAACTTTGTTTAA^ 

GAGCTTCGTTAAAGTGAGACCTTTGTCCACATTCCCAGGAGGGCTTTTTCTCAGGGGGTTCTGAATTTTACCATGACGT 
AATTCCTAAACAGTTGTGATTAGTGCTAAATGTTATCA^ 

GCTAGATATAGATATTAAAAACTTTAGAATACTTGTTTTTTAAATATGTAATTTATAATATATAAATAATATTTAGAAT 

ATAAAGTTTATAATACATAAATACTATACTTCTTT^ 

CAAGGGTGGTCTCCCTCTTTACTCCTCTACTAACTCTTCT 

CCAACATTATTTAATTCAGACTAACTTTATTTCTTGAAGGTATATACCAGACATACCTCGGAGATATTGTGGGTTCAGA 
TCCAGGCCACTGCAATAAAGCAAATATCACAATAAAGCAAGTCACACATACTTTTTGGCTTTCCA 

TATGTTTACACTATATTGTAGTGTGTAATAGCATTGTCTCTAAGAAAACAATGTACATGCCTTAAGTAAGAAATACTTA 

ATTGCTAAAAAAAAAAATGCTAACAACCATTAGAGCCTTCAGCAAGTCAGAAACATTTTGCTGGTGGAGAGTCTTGCCT 

CAATGTTCATGACTGCTGACTGATCAAGGTGGTGGTTGCTGAAGATTGGGGTGGCTGTGACAATTTCTTAGAATAACAC 

TACAGTGAAAATTGCCACATCCATTGATTCCTCCTTTCATGAACAATTTCTCTGTAGCATGCAATGGTGTTTGA 

TTTTACCCATAGTAGAACTTCTTTCAAAATTGGAGTCAATCCTCTTAAACGCTGCTGCTGGTTTATCTACTAAGTTTAT 

ATAATATTTTAAATCCTTTGTTGCCATTTCAACAATGTTCACAGCATCTTTACCAGAAGTAGAOT 

CATTTTCTTTGCTTpATCCAAGAAACAACTCCTC^^ 

TTCAGGTTCCATTTCTAATTCTAGTTCTCTTGCAACT 

AGTCATCCATGAGGGTTGGAATCAATTTCTTCCAAACTCTTGTTAATGTTGATATTTTGACCTATGCCTATGGATCACA 
AATATTCTTAATGGCATCTAGAATGGTGAATCCTGTCCAGAAAGTTTTCGACTTACTTTGCCCTGATCCATCAGAGAAA 
TAAGTGTCTATCATAGCGATAGCCCTATGAAATGTATTTCTTAAATAATAAGGCTTAAAAGTTGAAATGACTCCTTGGA 
ACATGGGCTTCAGAATGAATGTTGTGGTAGCAGGCATGATAACATTAACCTCCTTGTGCATCTCCAGCAAAGCTCTTGA 
GTGACTAGGTGCATTGTCAATGAACAGTCATATTTTGAAAAGAATCTTTTTTTCTGAGCAGTATGTCTCAACAGTGGGC 
TCAAAATATTTAGTAAAC CATGCTGTAAACAGATACACTGTCATCCAGTCCTTATTTTTTTATTTATAAAGCACAGG CA 
AAGTAGATTTAGCACAATTCTCAAAGGCCCTAGAATTATTGGAATATTAAATGAACATTGTCTTCAACTTAAAGTTACC 
ATCTGCATTAGCTCCTACCAGGAGAGTCAGATTTTCCTTTGAAGCTTTGAAGCCAGGCATTGACTTTTCCTCTCTAGCT 
ATGAAAGTTGTAGATGGTATCTTCTCCCAATAGAAGGCTATTTTGTCTCCACTGAAAATCTGTTGTTTAGTGTAGTGCC 
TTCATCATTGATCTTAGTTAGACTTTCTGGATAACTTGTCACAGTTTATACATCAGCACTTGCTGCTTCACTTCACACT 
CCTTTTTTTTTCCAGCTTTTATTTTAGGTTCAGAGGGTATTTATGCAGCTTTGTTAAATGGGTAGCTTGTGCACCCTGT 
ACTTTTATGTATTGGAGATGGCTTCTTTTCTTTAAACATCATGAACCACCCTCTGCTGGCATCCAACTTTTCGTCTGCA 
GTCCTTAACTCTCTCAGACTTCATTGAATTAAAGAGAGTTAGGGCCTTGTTTGGGATTAGGCTTTGGCTTAAGGGAATG 
TTGCGGCTGGTTTGATCTTCTATCCAGACCACTGAAGTTTTCTCCACATTATCAATAAGGCTGTTTGGCTTTCTTGTCA 
TTTCTGTGTTCACCAGAGTAGTACTTTTAATTTCCT^ 

AAT^GGCCTGGCTTTCAGCCTGTCTTGGCTTTTGACATGTCTTCCTCACTAAGCCTTATTATGTCTAGCTTTTGACTTA 
ATGCGAGAGACCTGTAACTCTTCCTTTCACTTGAACACTTATAGGCCATTGTAAGGTTATTAATTGGCCTAATTTCAAT 
ATTATTGTGTGTCAGGGAATAGGGAGACCTGAGGAAAAGAGAGT^AATTGGGGAATGGCCAGTCAGTGAAGCAGTGAGAA 
TACATGCAACATTAATCCATTAAGTTTACTGTCTTACATGGGCATGGTTTGTGGCACCCCAAAAATTAAAATAGTAACA 
TCCAAGACCACTGATCACAGATCACCCTAGCAGATATAATAATAATGAAAAAGTTCATAATATTCTGAGAATACCAAAA 
TATGACATAGAAACACAAAGTGAGTACATGTTATTGGAAAAAATGGTGCCAATAGACTTGCTTGATGCAGCATTGCCAC 
AATATTCAATTGGTAAAAGCACAATATTGTGAAGTGTGATAAAGCAATGTGTTAGTCTGTTTTGCATGGCTATAAAGGA 
ATACGTGTGACTGGCTAATTTACAAAGAAAAGAGATTTATTTGGCTCATTGTTTAGCAGGGTGTCTGGGCAAGGCACCA. 
GCATCTGCTTGGCTTTTGTGAGGCTTCAGGAAGCTTTTATTCATGGCAGAAGGTGAAGGGGGAGCAGCTTTGTCAGATG 
ACAAGAGAGGGAATAAGAGAGGGGGCAGGTGCCATATTCTTTAAACAATTAGATCTCACAATAACTCATGACCACAGGG 
AGGGCACCAAGCCATTTATGAGGGCTCTGACCCCATGACCCAAGCATCTCCCACTAGGCCCACCATCAACATTGGGAAT 
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CAAATCTCAACATGAGATTTGGAGGGTATAAATACCCAAACCATAT 
TTTATACACATATTACAAAACAGAATTAAAAACAATAA 

TCAATCATGCATTAGTCATATATTAATGTATTCACTTTATATTCAACCAACAAATAGTGAGAGTCTGATATTTGCTGTA 
TACTGAGGTATGCACTGGCGACCCAAGGCTCAACAAGACAAAACACAGCCTTTTCTTTCACAGGGGATTGAATCAAGTA 
GGGCACGTGCAAGAAAATAGACCACTATAATCTTGTTTGTTTCATATAATGTACAAATATGACTGCAGACAAATGGAGA 
AATATGAAATCTCACTGGGGAGCAAACTCACTTTGGCTTGTGAGGAACTAACACCTAACCTGAGACCAAAATAAGATGG 
TTCCAGGAAGAGAGAACAGCAGGTCAAAGTCCAGGGATGAGATTAAAGTAGAGTGTCTGC^ 

GCTAAAACATGGCTAGACCAGAATGCCAATTGAAGGTACAGTTGATAAAACTTACCATTAACTTTTCATGTAACCAATA 

TGTGAGGTTTTGTAATATTTTCCAGTATGCTAAGCAGCTATGATATAAACACTGAAAAGGCAAACAGTTGGATTATTCC 

AAAATTGGAAAGCAGGTGCAATATAAGAAAAATAGGGCAAGGGATTTGAAGGTATTTGAAAGAAAGTGATAGAAATGAT 

GAATTGTGGCAACTTAGCTGGTTATGGAAATGAGTGAATATAAGAAGATACTGATATAGAAAGTATTCAAGGTCTCTAG 

AAATCTCTATGATGTCAAACAGGTGAATTAGAATAACTGAGCAAACAAAAGATAGATCATATTTGGAGGACAGAATGAA 

CTTTAAGATGTAAGTGCTAGAGGTAATTTAAGGTATGTTCAAGAC.-.TAGAAGGGTGTCAGGGAAGAGGGTGACTGCCTT 

GGAAAAGATGTAGCTGAGGAACTGAGAGATCGGGGCATGAGGTGATGCCTCCACATCAACATGAAAGTCACCCAGGACT 

GCAGCAGGATTCAAGCTGTCAAGATGACAAAAAGGTGGGCAGTTTTCAGTGAATGAGAAACTGACGAAAGGGACTGGCA 

GAAGTCAGAGACAAGGAAGTAGAGTTGATTGGCATAGATGTCAAACGAGAAGTTTTTACAAGAAGGTGGAGGAGTAAGT 

AAAAGTGAGTAACCAGGAGAGCACCCATTTCATCTTGGGACCCAGAGAGGGCATTGAGAACCAGAGTACCTTACCCTGA 

ATCCACCACAGGGAAGTGACATCTTTAGCGT^AGAGTCAAATTTGAGAGAGGTTAGGATCTGGGATGACTTTTTGGTGGC 

AAGGCTGAGGATGAAGTGAAGTCTGTTTGCCATGGGTU^GGGATCCAGAGAAACTGATTGAATAATATGGAAAGAATG 

AGAATGGGAGGATAGACAGGGGAGAGAAATCACAGTGCAACATGGGGATAAGAAGTTGAAAGAACACA.GGGAGAGGAAG 

AAGCTCTGTATCAGGTGGTTGTCTGAGATATGATTATGAAACAGCATTCCAAAATATTTTCAATAATTGGTCCACCTGT 

CCTCTGACTGATGGGTGTTAAACCAGGGAACAAGAAGTTGAGCATAGCTAGTAGGTCTTTTGGAAAGACCATAACGTTT 

GTCCTAGTCCCAGTAAGTAGGTCTGCAATGGTGTCCTTGGGTTCCTAGTACATTTCAGCATCTATTGGAGAATAGGAGC 

TTCTGGTGTTTCAGTACTTCTGCATCTTCCAGATTACTCAGCTGTTTCCCAGATTTATTACAGTCTCTGGAGTATGGAG 

AAGGATCTG^TTTTTTAAAAAATATGAATTATCATTTTCAAAGTATTAGTTTATTTTAAATAATTTTTATAT 

TAATATTTTGCCAGCAATAATAACATCTTAGGTATTTTGAATTAGCATTTGAGTTTGCTTTTGAGAATTTTAGTTCTTA 

GAAATAATAATTGAATTAAACACTATTGCTTTCTTATATATTCTTAAATACTATTTCTGGCATTCAAGCATTATTCCAG 

TTCGTGATGCTGCG^TTTTAGCAATAAAATAAAGAATAAAATTGAATTCAATGTGGAAAAATTCTATTTGT 

ATTCGTCTGTAAACGGGGTTACTGTTGTGACCTTAGTGAAACAACAGAAAGGCACGTGCATACGGTTTTGCCCTTAGCT 

TGGATGTAACATATTATTTGCAGACTTTAAGTCATAGCAACCTATGATCATGCTAATTTTTATTTAAGGCTATTTGATA " 

GAGTTGTATGATTGAGACCTGGAACCAAGATCCTTGATGTAATACATATGTGCACACAATTTTTTTATTCTCTTCTCTT 

TGGTGACCTTGTCTGGGTCATTTTTTTGTTTGTTTGTTTAATTTACACTGTTTGAAACAGTATCTGTGACTAGAATTTG 

GCAACTGTAGAGTATATCATATGTACACAGTGCCTTAGCAAAGGGTTTTAATTAAACTCAGTGGAGGAGACCCAAGCAG 

AGGAGCCTTCATTTGTCTTAAGAAGAAATGTCAAGGTTAATTGATTTT(^GAGGATTATCTGCAACAA^TAAAGACCAA 

GACTCATATCTTCTTATTTTGGCTTATAAATTCTGGTATGTTCTGTTCAATATCCACTGAAAAAAACTGAGATGAGAGT 

GTTTCTATAAAACTCTATATGTCAAAGCATCCTTTGCAGTTGGCAAAACTGAATGAATGACAGTGAAAATGTATACTTA 

TGGATTATGATATAGTCATTAAAATGATTATTATGATAAGTATATGGTAACATGGAAGTATTTAGAATGTTTTGAGGAG 

AAAAGCAAAATATACAAGTATATCCAGGTTAAAGTTAAAACACTGCAAAATATATGCCTGCATGTGGCTGAGAACTGGA 

AAACAATGTGAAAATAATTTGAATTTTTTGATTTACAAAATTGTGGTTTTTTATTTTTCTCACATTGATTTCTATTAAT 

GAAAATAAGTGTTTATCCAATCAATAAAATTACATTAAAATTTATTATTTATTTACAATTTCATTCATACAAATTCATC 

TATTGTGTCTTAGTATATGACAGACACAGTTTGAGGTACTGGGAATATTTTATATGTAGATTTTAAAAATTCATGAACT 

TTTGTTTTTCACAGGCAATCCAATAGGAAGTTTTGGCAACTATGGTGGGAGGTAGGGATACTTGGGCCTTTCAGAATTC 

TCCAGATCACTTTGTATAACCATTCCTCTGTTGGTGACCGACTCCCCAAAAAAGATCACCAGCAGAACCAAGTGAAACT 

AAGTATTCATCTCAGTGAAATAAGGGAGGACATCACCTTTAAAATTAGTAGTATTTTGGAAAGGGGAAGTAAAGGGAAG 

ATATTTGTAGAGTTTTATAGCCAGGTCTGGGAGGCTGATCTTGCAAGGTGGAAAAATGGCTGGCATTAGGCAGAATTTA 

GAGCCTAGCAGTTCTGGATTAGTGGGGTCTCTAAGAGCAGTGAGGTTCTCAAAGTGAACCTTGATAAGTGAACTGTTAG 

TCTTATTGAATAAGCTGGTTCAGGCCATTTACAGCCTTATTTTCCAAAAGCAAACATTTCCTGGAGCAAGTACCTAAGT 

TATTTTTGCTTGGTCTCCATGTG CTCAG CATTAAAACAGGCATTTAAACTTTGACTCCAAATTGTTTAGCACTGGGACA 

GAAAAGTATTTTGGTTTCAGTTTTTACCTTCTTTGTGAGCGACCTAGGTTTGATCAACTCATTTGGCTGACAAGCCGGA 

TCCTTTGTCCCTTATTTTATTTTTTTAGACTTATATTATTGTCACCTATATTGCTTGGJU^ATTTAGGAAACACAGTCCT 

TGGGATAGCTGGGGGGATGAGAAGTCAAGAGAGGTAAGGTCTTAGGGTAGACAACTGGGTAGATACTGGGCTACTCAGT 

ATCCAATCCTCTTCTGTTTTGGGGGAGTTTCAGAATAGGTGAGAGAAAGGACCTAGCCTTCCACTAGGGGAGTAGGAAT 

ATGCATTCCCTCTGCATGCCCCTCTGGCAGACAGAGGGAGGGTCTATAACCTCAATGTAGTCAATCTGATGTTCCTAGC 

CAGGACTTTGAATCTTGAGGGGATGGCTCAGACCATCACATATGCCACTATCGAGTGGAAGGGCCAGTGGCATCTGTTG 

TAGCTGCTGACAGTGTGGCGAAGAGCAGTGTGTGCCCAGCAGGTGAGGAATAGGGTCCCAGGCAGACTGATCCAGCCTC 

CCAGCTGCTTATTATCTTCACTGGATTCTGCTCAAGTCTGCTTCTTCAAGCTCCCTGTTTATTCTGAGTTCTATCCTAT 

ATTCTTTTGATGGATTCCTTTTCCTGCTTATGTCAATCCATCATTTCTATTGTTTGCAAATCACAGCCCTTGATCACTC 

TAGAAACTAAAGTACAGAAAGTGCCCTGACTTTGCTAGAAGTTTAGGTGTAAAATTAGTAGTAAAGTTAGTAAGGAAAA 

ACCAAAGGGGAAGATTGAATTTTATTTTAATGCATTATTTTTTTACATAAAAAGATAACAAAAGGAGGGTAGTGAAGAG 

AAGAGTCTCTTGAGATGTCCGTGGCAAAGTTTTTAAAGCTCTCAATAAGGAGACAAGGACTGGGCTTCATTGCAATTAT 
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TCCCTTTTGACTGTTGAAGCTGGTAGGCTT^ 
TGACATTATAAACTGCATGTCTCTTCCCTCTGGAGAAT^^ 

CTGTCTCTTCCTCTCTGTTTCCCTCTCTTTGTCTCTCTCTCTTTTTTATTTATTTATTTATTTTTTATTATTATACTTT 

AAGTTTTAGGGTACATGTGTACATTGTGCAGGTTAGTTACGTATGTATACATGTGCGATGCTGGTGC^ 

AACTCGTCATCTAGCATTAGGTATATCTCCCAAAGCTATCCCTCCCCCCTCCCCCCACCCCACAACAGTCCCCAGAGTG 

TGATGTTCCCCTTCCTGTGTCCATGTGATCTCATTGTTCAATTCCCACCTATAAGTGAGAATATGCGGTGTTTGGTTTT 

TTGTTCTTGCGATAGTTTACTGAGAATGATGATTTCCAAT 

TTTATGGCCACATAGTATTCCATGGTGTATATGTGCCACATTTTCTTAATCCAGTCTATCATTGTTGGACATTTGGGTT 

GG TTCCAAGTCTTTGCTATTGTGAATAGTGCCACAATAAACATACGTGTGCATGTGTCTTTATAGGAGCATGATTTATA 

GTCCTTTGGGTATATACCCAGTAATGGGATGGCTGGGTCAAATGGTATTTCTAGTTCTAGATCCCTGAGGAATCGCCAC 

ACTGACTTCCACAATGGTTGAACTAGTTTACAGTCCCACC^CAGTGTAAAAGTGTTCCTATTTCTCCACATCCTCTCC 

AGCACCTGTTGCTTCCTGACTTTTTAATGATCACCATTCT 

CATTTCTCTGATGGCCAGTGATGGTGAGGATTTTTTCA^ 

CTGTTCATGTCCTTCACCACTTTTTGATGGGGTTGTTTGTTTTTTTCTTGTAAATTTGTTTAAGTTCATTGTAG 

GGATATTAGCCCTTTGTCAGATGAGTAGGTTGCGAAAATTTTCTCCCATTTTGTAGGTTGCCTGTTCACTCTGATGATA 
GTTTCTTTTGCTGTACAGAAGCTCTTTAGTTTAAT^^ 

GTGTTTTAGACATGAAGTCCTTGCCCATGCCTGTGTCCTGAATGGTATTGCCTAGGTTTTCTTCTAGGGTTTTTATGGT 
TTTAGGTCTAACGTTTAAGTCTTTAATCAAAAGTTGTCCCTGAAGGAAAATTAACTCTGCTGTTAGTCCACTGAGAAAG 
CTTCTCTTTTAATACTGGAACATATCTTTGTCTAACTCTCCCTCACACCTAGTGCTAAATTTATCAGCGTTGTTCCTGA 
TACAAACATTTTGAAGACAATCGTGAGGAAAAAGATGAAAAAAGTTGGATTT^ 

CCAGAAGTTACTGTCTTTGTTGTAGTGTGCATGCAGTCACAGGAGTGTGCATACATGTGTGAAGTACTTGAGAAGTGTA 
TTTGTCCGTTCTCACACTGCTATAAAGAACTC^ 

GTTCAGCATGGCTGGGGAGGCCTCAGGAAACTTAGAATCATGGCAGAAGGGGAAGCAAACCCTTCTTC^ 
GCAAGGAGAACTGCAGAGCAAAGTGGGGAAAAGCCTCTATAAAACCATCAGCTCTCATGAGAACTCACTATCACGAGAA 
CAGTATGGAGGTAACTGTCCCCATGGTTCAATTACCTTCTACCAGGTCTCTCCTGTGACACATGGGGATTATGAGAACT 
ACAATTCAAAAGATGAGATATGGGTGGGGACACAGCCAAACCATGTCAAGAAGTATTTCAGAGACAAG 

ACCTTATCATCAGGGTCAAGACCTGGCAGGTGAGACATTAGCAGGTGAACACAACATTCTCAGAAACCCTTGAGAGTAC 
TCCTTTCCCTCCAGGCATCTTCTTTGAACCTTAATATATTC 

TTCCATTCTTCCAAATTTGTTTTCTTCTCCCATCTTTCCTCCTAATAAAATATCTATTCTTCAGATAGTCTTCCTTTGT 

AAAATAGAAAGGATCTACAAAAGCCATTCTTTGTGAGATGTGAATCATTTCAAATAAATTAATGCCTTGITCTAA^ 

AATGGTGGACTTGTGAAGAGAAGTGGGTAGATATTTGAATTTCTGAATGCTTTAGAATATTAGTTGCACATGCAGTAAT 

ATTTCCTGTAGCTTAGAAGAAATTGGTTGGCTTAACAGAAAATGCAATTAAAATAGTTTACAAATAGGTTCTGGCATCA 
ATAATAGAAATATTAAAGAAACTACATATTATATCM^ 

TGATGAACACAGTACTCTTTCTTCTTTGTCTTTTATCTTCCATCTCAAATTGTCAATAATAAATTTGAAGAATGGAGAA 

TAATACATTATCACGTGCCAGACCTTATGCTAAAGACTGGATATGTTATATTGTGTTTCATACTCAGGATGATGCTACG 

GTAGGTACCATTATTATCTTATTTTACTTATAAGAAAACAGAAGCCTGGAGAAGTTAAACAATTTCCTCAGTATCAGAA 

AGAACCAAGATCAAATATCTAGGTTAAGGTATTTTATCTTAACCTAGATATGCCAGAATATCAAATCTAGGTTTCACTA 

TTATTTTGTATTCTATCCAAATTTCTAAAACTGCTAATGATGGAGGGCTGTTATATGGTTCTAGCTTTATATATTTTTT 

TATTTCAACTTTTATTTTAGATATATGGGTATTTGTACAGATTTGTTACATGGGATTATTGCATGATGCTTAGGTATGG 

TATATCCCATTACCCTGATAGTGAGCATAGTACAAGATAGGTAATTTTTTAATGCATCCCACCCTCCCTCTACCCTCTA 

GTAGTCCATGGTGTCTATTGTTCCCATATTTATACATATGTCCACGTGTGCTGAATGCTTAGCTCTCACTTATAAGTGA 

GAATGTGCAATATTTGGTTTTCCATTCCTGTGTTAATTTGCTTAAGAATATGGCACCCAGTGGGCCGGGCGCAGTGGCT 

CACACCTGTAATCCCAGCACTTTGGGAGGTCGAGACAGGTGGATCACCTGAGGTCAGGAGTTCTAAACCAGCCTGACCA 

ACATGGAGAAACCCCGTCTCTACTAAAACTACAAAATTAGCCAGGCGTGGTGGCGCATGCCTGTAATCCCAGCTACTCG 

GGAGGCTAAAGTAGGAGAATTGCTTGAACCCAGGAGGTGGAGGTTGTGGTGAGCTGAGATCGGGTCATTGCACTCCAGC 

CTGGGCAATAAGAGTGAAACTCACTCTCAAAAAAAAAAAAAAAAAAAAAAAAARGCATATGGCTCCCAGCTCCATTCAT 

GTTGCTGCAAAAGACATGATTTTATTCTGTTTTGGGGTTGCATAGTATTCTATAGTATATATGTACCACATTTTCTTTA 

TGCAATCTACTATTGATGGGCACCTGGGTTGATTCCACATCTTTGCTATTGTGAATAGTGCAGTGATGAGCATATGAGT 

GCATGTGTCTTTTTAGTAGAATTATTTATTTTTGTGGAAGTATATACCTGGTAATGGGATTGCTGGGTCAAATGGTAAT 

TCTGTTTTAAGTTCTTTGAGAAATCTCCAGACTGCTTTCCAAAATAACTGGACTAATTTACATTCCCACCAATGGTGTA 

TAAGCATTCCCTTTTCAGCCTCGCCAGTATCTGTCATTTTTTGACTTTTTTATAATAGCCATCCTGACTGGTGTGAGAT 

GGTATCTTATTGTGGTTTTGATTTGCATTTCTCTGATGATTAGTGACGTAAGCATTTTTCATATATTTCTTGGCCACTT 

GTATGTCTTCTGTTCATGAAGCCCTTTGCCCACTTTTTAATGGGGTTATGTGTTTTTTGCTTATTGATTTGTTTAAGTT 

CCCTGTAGATAGTGAAAATTAGGCCATTGTC^TATGCATAGTTTGCAAATATATTCTTCCATTTTGCAGGTCTTCTGTT 

TACTCTGTTAGTTTCTTTGCTGTGCAGAAGCTATCTAGTTGGCCATCTTGGCATCTAATCTTTAATTTTCTTTCTAAAA 

TATTTGAATGTTTTGCAATTTCTGACTGAAGTTACTTCCCTCTTTCTGAAGAAGGCCCTGCTGACATCAATAATTATCT 

GAGAGTGACATAAGCTGACTCCGATTATGCCAAAGTAACCCTTACGTGGTATGAAAAGAAAATGAAGGTGACTATGATT 

CCTGGGGCATTTGAGATTCTGAGAAAACTCCAGGTCAGCTCGCCATAAAAATTCCCCACACCTGTAGTTTAATTTACCA 

ATTAGGAAATTATATATTTGGGGCTAAATGGTTTCTGATTTGTTGGCCTGAAAGAAATAATGTACTTTT7VACAACTATA 

AAAGTTCTCTGCTAGGAATATCTTAAATACAGTGAAAATCTGCCTTGACAGTGGACAGTAAGTTAGATTTCATTGTTGT 
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AAATTGGCACCATTAACTAAAACCCTTGTCCATTC^^ 
CTGCCACAGATTATTGCTTTAACAGTTTC^ 

TAATTGATGAGAAAACCAAACTCAGATGACATTTGCAAAAATAAA^^ 

TTATTTAAAAGACATTTTTCATCTGGAAAATGACTACTTCGATTAGCCTCAGATCACAACCACAAAATAAAGTTGTCTA 
TGGGTGGCTTCTTATTTGCATTTAAATTATTATGTTC 

GACATAGGCCTATACACCTGAGAGAGAAATATGTCATCTACAAAATGTAAAAATATAGGTTTTTGTAAATGCCTCTGAA 

AGGATTATAAGAATCTAC^TTTTCCCCTCCCTCCTGGAGTTTGTCTTTCTATTAAGGCTCTAGACGAAGAAAAGCTCTA 

ATATACTTTCCTTGGAGGGGTCATGAGACAATGAAGCATAATAGGATTTGAAGTATATTGGATATAAAATTCATGTGAT 

ATCCTCAAGTAGAGAGATGTTATTTTACTGTTCTTTAATCTTTACTGTTGGCGATAATTGCCTTTGT 

TGTTGTAAACTAGTAGCGAACCAGAGATTGAGTTGAGAGGTGGGGGTAACAGATGAGATCCTCACTTGTGAGGGCTCCA 

AGGGCCTGTGAGGCAATGGAAAGGGCTGACCTTGCTACCTGGATGGGAAC^TGCTGTTATCATTTTCATGTGCTCCTG 

TTTAGAAGATGAGTTAACATCCATAAAAACAAGTTAGACTAAGGGTO 

TGCCACTTGTTTTATAAATGAAGGTTTCTTGGAGCTTGCACTACTACTGCAGAGTAGAGTAGTGGAGATGGAGACCATT 

CGGCCTGCAGAGTCAACAATGTTTAATATCTGGTGCTTTACAGAAAAACTTTGCCAAGCCTTGATTTAGACTTAGTAAC 

TTTAGTAAGAAGTTACTGACTGCACAAATTACCAGGATATTTAAGCTTGTAAAGTATTAAAATACCATAACTATCTGCT 

TCTTGTGGCAGGGAGGGGGCCAAGGAGAGGTGAAGTGGTTATAATGCTCGTGCATTGGTTCCTTCATTCACCAGAGTGA 

TTGTGCGCCCTCTCTGAAAC^GGGATAATGCCAGGTACTCAAG 

TTAATGGAGATATGCATTGGAGTCACATAGCATAATAATGTTC 

GTTTTAGGGTAACCATGGAAGATCTCACTGAGAATGTAACTTTGAATAAAGGATTAGAGGACTTGAGGAAGCCAACCAT 

GCTGCTAGAGTTTCTCTGCAGAGGAAAGGGGAGTGATGAGATATAGGTGAAGGACAATGTGAGCCAAGATTGTTTTTO 

TAAGTTGAGGAATTAACAGCATGGTTGTATGCTGAGGGGGACAATTCAGTGGAGAGGGAAAAATTGATGTTGCAGGAAA 

TTGCTGGGATAATGTCTTTGAGCAGATAAAAAGGGATTGATCCAGTGTACAACAGAAGGGACTAGTCTTGGTTTTGGAT 

CAAGGACAGTTTATCCATAGTAAAATAAGAGAACGTAGAGTATATGGGCACAGATGCAGGTCATTGGGTAGTCGTGGTG 

TGGTATAATCAAAGAATTGAGAGAAGAAAAACATAATCTAACTGTAAATTAAGCAATACCATGGAGCCAGATGAGGCro 

ACGAGGTACACAGGATACAGACGTCAGCAAGACTAAGAATATGGTAATGCTAAACCAATTAAGAATGGGGTTAAATCAA 

ATTTGCCTTTTTAAAAAAAGATGACTGTGGCTACTGATAGAGATTGGATAGGAGAGTGCAACAAGAGTTTCTGTGGAGA 

GACCAATCAGGAAGCTACTGCAGTAATTCAGGTGGGAAATGAAGGCWTCATGGTCTAGAGTAGAGGGAGTGGGGAGAAG 

AGAAATGATCAGATTTTGAGAGATATTTAGAGGCAGAGTAGATAGACTTACCTCACTTATGTTTGGGTATAGAAGACAT 

TGCCTATGTAAAGACTGAGTAGAGAAGAGAGCCTAGGAGTAGATGTGGACACTCAGGAGAAGGATTGAGATCCTGGTTT 

AGAACACTGAGTGAAGAAGCTGGGTATTGTTAAAGAAGAGAGCCAAACTTCACAACTGCCTAGCAGTGAAGAAGCAGAT 

CAACAAAAATCATATGGTGCGGAAGGGATACTTGCCATTAGATTAGTCCAGCTGAAGCCAAACGCTGGTTGCTTCTGAT 

TTTTTTAAATCCTATAAATATATTGGTTAATTTTATTTAAAAAAATTGAACTTTTCATTCTCATAATGAGACCAAAGTA 

AAGGTCAAAATCTTAAGAAGAGAATGGGTCAGAACATAGCAGGCAGATTGTTGTTTGACATGATGTCAATGGACACTTC 

AGTTGTCATGTTCTAGGCCCATTACATTGGCCTTTCCTCTTTTGAAGCTTCTCTCATGGAACCAAGTGCATTTTATATC 

TGCATCTGTTCCAAATATGGGTATAACACAGACTCTGTGAGTAGCCTGCAATGTGTTTCCCTTCCACATATTGCTAGAT 

AACTCTGCTTATAAAAATCTGCTTGCAAAAATCATAGAACTTGCAGATCCTGTCAAAAGAATTACTATTAGATGAAGTT 

AAGAAATGACTGTAGAAGTAAAAGAACAAGAGCTGGTCTTAGGAGTTCCATCCCTTCATCAGTCTAGGAGGGTTGGGAT 

CTTAGAGGCATTTTTGAGCTGAAAACTCAAGGCAGGAAACAAGCCATCCCACTCTGAATAGGGCTGTGTTTCTCACCTG 

AACAGTGAGAAGAGGGTGTTATATTTTCTAATAAAATCCCACATTAAGTTAGACAAAAACTCTGTATAACTATGGAATA 

GACTTTACTAATGGAAAGAGTAATGTGAA7UVGCTAAATAGGAAAATTTTAGGCACGTATTTTCACAATAGATCTTGCTG 

TACTTGGGGGAGGCTTGTCTTCTTGATTACTAAGGTTAACTTAGTGCTTCAGAAGCCAGCCCGTTTTTATGTTCTGCTG 

TTTTCCTGATTTTGGTGTGTCTTGATGCCACTGTGTTCTAGTAAAAATTCCCTTCAATAGACTGCCAGGAGAGCAGACC 

AGGGAGTGTGAGTGTTTTGTGCATGGGCGAGCACATACAGATGTTAGGTGACAGTGGTTATTCAGTCATGCTTTCAGAC 

CTGGAGAACAGTTCAGGTCAAAATCTCCAAGTCTGTGGAATGAAGCTTTGGGGGAATTAATCAAAATGTTACTGAAAGA 

AAAGGGAAATCAAATCTGACTTCCACCCCTCTGAGATTTTTGTTGAGGACACAGAATGAGAGCATAACCTTCAGGTCCA 

GAGTGGAATATAGAGAGATCTTCCACTGACAATATGCTATCAACAAAAGCAAGGTAGAGAGGAAACGTTGAGCCTCAGC 

AACCTGTAAGTCAAGACCCTCTCCATCATCCCTAGATGCTTTTGCTCTGTCATTGGGATTGTGTCCCTTTCTATAACAC 

TGTGACTTCTTTGGATCTCCACAGCCTGACTGTGTTCACGTTCTCCTCTCCAGTCTTTTAGTTTCTCTTACAGAGCTGG 

TGCATTTCTGTGGGGACAGAGCAGCTGGAACCTGGGCCCGAAGCTGGTTCAGATATGGAATTCCCTTTAAGAGCAAAAA 

TAACAATTACTAATATAATACAAGCCCAATACAAAGTGAATAGTTAAAAGGAGAAAAGATATCACTATGAATTCAAATT 

TTAAGTTAACATATATCCCAACTACCACAAAATATTATAAATCATAACATTTTATTAACTGCCCAACCCAATTTTATAA 

TACATTTTCCCCTATGCTTGGCTAAATATTCTTTGATTGTCTCTTTAAATGACACTGAAATTGTAATATTTTCTATGTA 

GAGATTGGGAAGATACTTTAAACTTTTCTTCA<3GATTGTTGATTTTTAAAAAATTATTAATAGTTAGAAAAGTTTTGTA 

ATGTCATATACATTCTTAACATTGTTATC^WITTTTGAGAAATATTTAAATTTTTTTTTCATGTAGGAGCGTAAGATTT 

CAGGGCATTCGATGTGGTGTGTGTGTTTGTGGGTGTGTATGTTGACTAATCTTACATACTTGTATTCTTTTACCAGTTT 

GTCATCGAAGTGTCACTGCATTTGTCATGAGATTTAGATCCTCTCTGTCAATGTCAACATTTTATATCAAATCAGAAAA 

AAATTAAAAATTGTTTCAATGTGTGTTAGTTTGATTAACTCCTTTTCATTAATTTACTTGTCAAGCAACCCAAGGGCCA 

ATTCATCATATCTATTTGAAATTTATCTCTTTCTCTTATTGAATTACCACTTTTGAGATGATCTGGAAAAAAATTGTTA 

CAATGTACTGTCTGATATCTGAATAATTTCTATTGATTTAACCACTTGGCTTTACTGCATTTTCTTCATACTCCAATAA 
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.TTGTATTTGAAATTTTCTTATTCATTT^^ 

CGTATATTGAAATCAGGAGTCAGTAATTTTTCACTTGTTTAAACATTCAAAACATCTTTCTAACTCACTTCTTGATATT 
GGGATAATTTTAATTTTACTTTTGCAAATTTTGCCAAAGCATCTGGCTAAATAAACACACTTGCCAGGGCACCGCCC^ 
GAGCCTCGGCAGGTACTTATGCAAGCAGAGAGCCCTGCT^GCTTTGGCTTTTATCATCTT 
TTCTCCCCTTTCCCTACAGCACrTTCCACTA^ 

TATGCC C CTTTTCTGTAGTATTTATATC CATAG CAATTATCACCATCTAACACACTACATATTTTGCTTATTTATTTAT 
TTATTGTTTATCTCTCCACACTAGAATTTAAGCTTTGTAAAGGCAGATGTGTTCCTTTCCTGAGGCTGCCATATAAATG 
ACCACAAATGGGTGGCTCGAAACAGCAGAAATTTATTCTCTCTGAGTTGCAGAGAGAATTCTGCATCTCAGAATACAGT 
TC^UU^TCAAGGTGCTGTAGGGCTGGTTCCCT 

GTGGCTGCTTCCAACCCTTGGCACTCCTTGGCATGGGGCTTCATGAGGTTCAATCTCTGCCTGTGTCCTCTCGTGGCCT 
TTTTTTTTTTTTTAATCTGGGTCTCTGTGTCTTCTCTTTTTCTGATCTTAAACATAATTTCTTGAGGAAATCATAAATC 
ATTGGACTTGTAGCTCACCCTAATACATGGTGATCTTATCTC 
TTACAAGTAAGTTTACATTCTTATTCCGGGTGAACTTATC 

TTTTTCTGTTATGCTC^CTGATGTGTCTCCAGCAmTAGACCAGAGCCTGGAATGTAGTAAGTGCTAAATAAATATTTG 
TTGAAGGAATGCATTGAGAGCCTATAGTGCCAGATGCTGAGGTAGGTACTTAGAGCACTGCAATTTAAATATTCCCTAA 
CTATAATTTATCTTCTCTTTTCAATTCACATATAAATATTTTTTTAATTTTTTAAATTTTTT^ 
TACATGTGCAGGTTTGTTACATGGATATATTGCATGATC 

GAACATAGTACCC^TTGGAAGTTTTTCAGCCCTTGCCTCCTCTCTCCCTCCCCTGTTTTTGAGTTCCTTGTGTCACTG 

TTCCCATCGTTATGTATGTGTGTATGCAAATTTTAGCTTCCACTTATAAGTGAAAACATGCAACATTTGGTTTGCTGTT 

TCTGCATTCATTCATTCATTCATTCAATGGCTTATG^^ 

TGTGGCTGTGTAGTATTCCAGAGTGTATATGTACCATATTTTC 

TTCCATGTCTTTGCTATTGTAAATAGTGCTGTGATAAACAT^ 

TTTTCCTTTGGTATTATACCCAGTAATGGGATTGCTGGGTCAAAATGGTAGGTCTAATTTTAGTTCTTTTGGAAATCTC 
CAAACTGTTTTCCACAGGGTCTGAACTAATTT^ 

GCCAACATCCGTTATTTTTTTACTTTTCAATATAGTAGCCATTCTGACTGGTGTGAGATGGTATCTCC 
ATTTGCATTTCTCTGATGATTAGTGATATTGAGTATATTTTCATGT 

TGTCTGTTCATGACCTTTTCCCACATTTTAATGGGGTTATTTGGTTTTTTTCTTATTGATTTGTATAAGTTTCTTATGG 
ATTCTGGATATTAGGCTTTTGTTGAATGCATAGTTTGCAAATATTTTCTCCCATTCTGTAGGTTGTCTGTTTACTTGGT 
TGATAGTTTCTTTTGCTGTTCAGAAGCTCTTCAGTTTAATTAGATCCTAATTTTCAATTTTTGTTTTTGTATGCAATTG 
CTTTTGGGGACTTAGTCATAAAATCTTTGCCTAGGCCAGTGTCCAGAAGAGTATTTTCTAGGTTTTATTCTAGGATTTT 
TATAGTTTGAGGTCTCCCATTTAAGTCTTTAATCCATCCTGAGTTAAGAGGTAGGGGTCCAGTTTCATTCTTCTGCATG 
TGGTTAGCCAGTTTTCTCAGCACTGTTTATTGAATAAGGAGTCCCTTCCCCCCTGCTTATTTTTGTTGACATTGTCAAA 
GATCAGATGGCTGTAGGCGTGCAGCTTTATTTTGGGGTTCTCTATTCTGTTTCATTGGTCTATGTGTCTATTTTTGTAC 
CAGTATCATTCTGTTTTGGTTACTGTAGTTTTGCAGTATAATTTGAAGTCAGGTGATGCCTCTGGCTTTGTTCTTTTTC 
TTTAGGATTGCTTTGGCTATTCTGCTCTATTTTTGGCTCCATTTTACATTTTAGAATAGGTTTTTCTAATTCTGTGAAA 
AATAACATTGATAACTTCATAGAAATACTGTTGAATCTGTACATTGCTTTGGGCAGTATGGAC^TTTTAGTGATATTAG 
TCATTCAAAGCTATGAGCATGAAATGTTTTTCCATTTGTTTATGTTGTCTATCATGTGTCATTTATTTCAGTAGTGTTT 
TGTAGTTCTCCTTGTAGAGATCTTTCACCTTCTTGATAGTCCTAGGTATTTGTGTGTGTGTGTGTGTGCACCTGCGTGT 
GTGTGTGTCTATTGTTAAGTGAGATTGTGTTCTTGATGTAGGTCTCAGTTTGAATGTCACTGGTATATAGAAATGCTAC 
TGATTTTCGTACATTCATTTTGTATCCTGAAACTTTACTGAAGTCATTATCAGGTCTAGGAGCCTTTTGGTGGAGACAT 
TAGGTTTGTCTAGGTAAAGGATCACATCGTCAGCAAAGAGAAATAATTTTACTTCCTCTTTTCCTATTTGGGTGCCTTC 
ATTTCTTTCTTTTGCCTGATCGCTCTGACTAGGACTTCCGTTACTATGTTGAATAGGAATGGTAGGAATGGGCATCCTT 
GTCTTGTTCCCATTCTTAAGGGGAATGTTTCCAGCGTTTGCCTGTTCAGCATGATGTTGGCTTGGGGTTTTTCATAGAT 
GACTCTTATTATTTTGGGATATATTCCTTTGATGCCTAGTTTGCTGAGGGTTTTTATCATGAAGGGATGTTGGATTTTG 
TCCAATGGTTTTTCTGTATCTATTAAGATGATAATATGGTTTTTGTTTATAATTCTGCTTATCAATTCACTATAAGTTC 
TTTGAAGATGAAAACTCTGTCTTTTATGGTGTTTGTACATTTTGAATTTCTTAATACTGTGTATGTAGCTGACAACACA 
TAAATAGATATGCAAATGAGTAAGAGAGTCATTTGGGATCACTGCTGATTTAACTTATCTTGCCATGAAAGCATTCTGT 
TCCTCTTTCCCATGCTTGGTAATATATCCTTTTGGAAGAAACACTCTTGCCAAAAGAGAATGGCATTATTACATCCAAG 
GGAAATATTATTTGCCC^GAGTGTAAAAATGTATGAAAGAAATATGTAAATAAAATCCTATATGTAAAATCTAATAAT 
ATCAAAGTTTAATGATGAAATTTGTCAAGATGATTATAAAATATCACAGTTAAACTGTATATTATATTCATGTTTCTTG 
CCATTTGTATGCTAAAAACTTATAATGATTTGAATGTACAAAATCAAAAATCGGGAGAAAAGAAGATAGATCAGAGCCT 
ATTACCAATAATTTATCCTTTACCTCCATAAATGTTTGCTAGAAATGCCAAAGGCTCTAATTTGTCTATTTAAATGTAC 
TTCAAAAAAGCATTCCCCAAGTTGCCTATTTACTCTGTTATCTCTATAAATCAGGAAACTCTCCAGGCTTTCCACTGTG 
AATGTTGTATGGAATTGATAGAACAATTTCTTTTTTATGTTGTACTCATTCACCATTTAGTTACTTAGACAATAAACTT 
AGAATGACAAATTCTAAGTCTCAAAATATGAATGAAAATTCACTCATTTTCAGAACAAAATTTAGCATCACACTCTCTT 
GAGCAAAATCTCACTAGAAAAAAAGATAGAGAAAATACGTTATAGCATTTGAAGTCTGCTACCTCATGTCCTTTTATCT 
GCTTTCTAATTTATTAGAAATAAATATGCAATTAAAATATGACTTTCCTTAACCTTTACATAATTATAATTATTATGAA 
AAATATGTGTAAAAATATACATGTTATATTCCTTTTCTCTATACTACCAACAGCCACTCCCATTCATGTACTCATATTA 
GAAGGGAAGAGCTTTGAATATCATATATAACATTTTCAGATAAAAGAACTTAGGTCCAGAAAAGCTAACTCTTTTGCTG 
GTGACTAAACATACACATACGTGCACTGACACACACATATTAAGTTACTGAGTTGATAGCAAAAAAAAAAAGTGCAACT 
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TTATATGGAAGTAGAATTATGTAAAAATGTCTGTCTAATTCTATACTGGAAAATATCTCATATGAAATGGCTCCTTC^T 
ATGAC^CACTCAGTATTCAAAAGCAAAGCACAACAACTAAGAAAGTTACTTTC 

TAAAAAAAGAAATGTACCTATTGTGGACTAGCTGATTGGATACCATGGCCACAGCCCTGATTTTCAGTAAAGACATAGT 
TTCAAGAATGTCATTCAGATGGTTTCTTAAGTAGGGATGTTGTT^ 

TCJ^AAACACAAAGAATTCCATAAGTCAGTGCCAGTCTTGTTTTTAATGCCTAAATATCTGGCCACATATATATTTATGT 
TATGTAAATGTTATTGCCTTGTTTTTCAGAATAAGAATTTAGAACATTAGAAATTGACTTTTATAATGCAATTTTTTTC 
■ AAACTCTTTTTGGCTTTTCTCTAAATCTCAAAATTTGTTTCAACT 
TTTTTGTTAGCCAGTTTCACCTCTCAGATTCCAGGGAACAAAGCCAAACTATAAGATAT^ 
AAATAATTAAAAGCAGACTCTGAATAAGCATATAAAA 
GTGTTCATTTAATTCTGAAAGCATGCCTCTTTTC 
CTCACAAATAGAAACATTTGGTTGCGTTTGGTTCACAAGCA 

TACTATTTCTTGCTTTTTTTTTCCACAATGAGTATGTGGGTGCTAGAATGTTATCGAAATATTTTGCAAGACATGAATC 
TAAAATGAGCACTCTGCTATGGTTGCAGTTAGAGTGCAAACCCCATC 

GGGGCAGCCAGAGAGTCTGAGTTCCTGTGAGGAACTGCAAGGGGGAAGGGGCTGTGTTCAGGGGCTGTCCTGCAGGCTG 

AAGGTTGTTATTAGTTGTGTGGTTTCTGGGCCCACACAAAACTCCACCTTCTCCCATTAGAAGTCAGTGTCCTGTTGAT 

GTGACCACCTGCTTTATTATTCGGGGTTTTCTGCCATCTAAGACCTGGGCCACTCACCTGGATTTTTGAACTCTTGCTT 

TTGCACTGATACCTGATTCAGAATCCGATCAATTGCCTTTCCATCTTTGTCTGTGGGGACCAGAAGTACAGAGGTCTTA 

TAGGTGAGCTTTTATTCTTTCTTCCAGAAAGAGTATCCTATAACTGTGTCAGTGAGGAAGTGAAACACAACCTCCTGTT 

TGAAACACAAAAGGAATTTAGAGAGGAGTAAAATACAGGGCCGTTTAATTATTCCCTTTAATAAGAAGCAGCATCCCCA 

CCAAAGAACATGTCGATCTTACTTGGTGATACATTTCCCTATGGAGAAGGGAGATCTGATTGAAA^GAAGACCGAAGGGC 

AGGAGGGAGGGAGGGTTGTAAAGCAAGGATGTGGCTCTGTGTAACCGGGATAAAAGCACCCTGCCTTAGGGAGATGTTG 

TGAGAT^TACCCCAGCACCCTCCTGCTACAAGAGGCAATCCTTATAGCTGGCTCTTGCCATGGTTAAAATGAT^ 

AAAAATATTAAAAAAGAAAATGCTCCTCGCTATACTGGTTGGAATCCTCAGGCTTGGAGTAGGAGGAGCTGAGTAATCC 

CTGCAGTGTCCCGAAAGCTGGAATCCTGAGTAGATTCAGGCCAATTTGTGTGATATTCCCAGGGATTCCCTCCCTATTT 

TGGGGAGAGGAATGGATTTGGATGGGGCAGCATGTTCCTGTGAGTTGGC^ 

GTACCCAGACTGCAGATACCAGCTGAATTGCCAAGCAGATATTGCCTGAGGGAAATACJCTGCTAAAGTTGAAATGATCA 

CTACTTGGATGGGTTAAACATTTACCAGTATCAACTAGTATTATACATAGTGTTTTAGTTTTTCTGAAAATGTGCATGC 

ACATGAGAAGAATAAGTATTAAGATGAAACTCCCAGTCCCTCTCCAGAGGCACAA.CCATGGTTACCAATTTCTTATATA 

AAGTATATATATAAAAGCTTATATAACCTCTTCTTTTACTTATTAAATACTTGCATTGATTACTTTAGAATGGGCAAGT 

AAAAACTAGTTTAATTGTAATAATTGTAATCACTCTAATACATTTTCTTATTCCTGAATATTTGCTTTGTTTTAAACTT- 

TAGCAATTATGAACCTTATACTAGTCTAGGAAAATTAATCTGTAAATATTOCTGTTGGAATCTCAGATTTATAATTAAA 

AAATTATATAGGGTATGTTACATAATTTCTGATC7U\AGATTTAGATTAAACAAATATGTTTGTGC^CTTATTACATCGT 

CAGCACTGTCCTGTGCCTCACTCAATACGTGAACTTATTTAATC 

AAAAAGGTCTGGGGCACATACATGGCATTCTTGTGAATCTTTCTGAAAGTGCTCTCTTACCTGACATGGTAGGGATATC 
CTGAAAGGTAAGAAGGGAAACCTTCAGGGCAGTGCCATTTGCAGCTAGGTCTTTGAGAATAAGAATGAATTCTTATTCA 
ATATGCTGGTGCCACAGTTAGGGCTAAAGTATCTTTAGACCTGCCATCTCTAATAATAACGGCCATTTCTGACTTGTTA 
ATCTTCCCGGCTTTTTTCCCTACAATTTTAGGTCTAAATCTTCCATGTAAACACACTCTTTCATGCTGAATCCTGCTCA- 
AATAACTGCCAAGATGTTTGTTTAGTAATCCTGAAATAGAAGATTGGCTTCTATGCTAAGATAATTATTGGGAGAATCT 
CTTCTTTTAATAAATACCTGGTTCTTCTCAAACCCATGCCAAGAAGAATTCTTATAATATCATTTCTTCTCAAACCCAT 
GCCAAGAATAATTGTCACCATATCATTTCTTGCTATTCATCCCTTTTAAAACTAAGAAACAGGCCAGGTGTGGTGGCTC 
ATGCCTGTAATCCCAGCATTTTGGGAGACCGAGGCCGGTGGATCACCTGAGGTCAGGAGTTCAAGACCAGCCTGGCCAA 
CATGGTGAAACCCGTCTCTCCTAAAATACAAAAATTAGCCGGGCATGGTGGCGCATGCCTGTAGTCCCAGCTACTTGGG 
AGGCTGAGGCAGGAGAGTTGTTTGAACCTGGGAGGCAGAGGTTGCAGTGAGCTGAGATCGTGCCATCGCACTCCAGCCT 
' GGGCAACAAGAGCAAAACTCTGTCTCAAAAACAAAAGAAAACAAAAAAACT^ 
AGCGTTAAGTGGGGTCTAACATTTAATATGACTGTAGAGTAACTCCTCTTTACTAAGTCTTTTTACTAGTTTCTCCCTT 
TCTCTCAAATATGTACAGTTTAAATTGGATGGGTAAAGCAAATGGGAGAGTATTGCTACTTTTTAGTCATATTTATACA 
AATGAATTATATAATATTAATTGTTCATAATATTCCTTGTAATTTATAGCACTGTGAGCAGTATAAATAATTTGATAAG. 
CGCTGGGCCTGCCCAGCCTTTGTAATGTCTTGTCAAGAGTAGATTGAGAACTGTGACATGATGTTAGGAAATGGAGATT 
TACAAGCTTACTGAAGAATATAACTGAGGCATTAGGAGTGCTTTTCTGATCGGATTAATGTTCAGTTTTATTTTCAATT 
TTATCAAGTGAGTGTTAATGAGAAATTTAGTTGGCTCCAGTAAAATCAT^ 

AAAATAATAGTCTAATTGTTTCATTTTTATGGCTTCGAAATTCTAGACAAAAAAAAAATTCTAGACAATGTAAATATTT 

AACCAGTAAATATTTTGATGCATTAAATCGCAAAATATCTTTTATAATTGCTGCATCTCTCTTCCAAATAACTAG 

CAATTCCCATTTTCACTTTTCTCACATAAACATGAAACCATTTCTTATAGTCTGTAAACATTTCTACATAAGTGGCTAG 

AACATATACTGCCTTATGTTTAATTGCATGAGACCCGAACTTATTTAGTGAGTATTTTGAAAAGCAGTTAAAGAAAAAA 

GATGATGAAACATTAATGGCTCCCTTCCTCCAAGTAGAAGATAAGAGTAATATACGGTCATGGAGTTCCTTTTTAAGGG 

GATGTATTAGTTTTCTATTTCTGCATATAAAGTCACCCCAAAGCTTTGTGGCTTAAAACAATAATATTTTATTCTCTCA 

TGGTTTCTGTGAGTCAAGAAATTGAACAAGGTAGGGTAGAGATAGCTGGTCTCTTGTTATGTAATGTCTAAGGCCTTAG ■ 

CTGGAAGACTCTAAAGGTTGAGGGCTGAAATC^TCTGAAAAGTTGTTC^TGTCTGGTGGTTGATGCTGGCTGTGGGCTA 

GAGACTTCAGTTCATCTCCATGAGTTCTCTCCTTGAGGGTTAGTTTGAACTTCCTCATAGCATAATAGCTGATATCCAA 

GGGCAAGCATCCCCAGAGAGAGTAAGAACCTGTTAGAATCTGTGTCCTTTTTATGCTTTGGCTTGGAAACCACAGAGCA 
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TCACTTCAACCACACTTCATGGGTTGGATCAA 

CATAGATTCTACCAGTCAGAACGTAAAGTAACATAAGAAGATCTGTATATTAATCTTTGGAAAATATAATATGCTATGG 
GAGGAGTGGACACAGGTTTAGCTAATGCCAGGTTAGGGTTTTATTAAGTGGGACATGAAAGCTTAGAGCTTGAAGTGAC 
GAGAAAGAGGGAGCAGGGTTGGATGGGGTGAGAATTTTACGGACTGTGGATATAAAGGGGCTGCATTAGTCAGTTTTCA 
CACTGCTATAAAGACATACCTGAGACTGGGTAATTTATAAAGAAAAGAGGGTTAATTGACACAGTTCCACAGACCTTGG 
GAGGCCTCAGGAAACTTACAATCATGGAGGAAGGGGAAGAGGCATGTCTTACATGGTGGCAGGTGAGAGGAAAAAGAGT 
GAAGAGTGAAGGGGGAAGAGCCCCTTAGAAAACTATCAGATCTCTTTAGAATTCACTCACTATCACAAGAGCCGGATGG 
GGGAAACTGCCCCCATGATCCAGTTACTTCTACCTGGTCTTTCCCTTGACATGAAGGGGTTATGGGGATTATAATTTAA 
GATGAGATTTGGGTAGGGGCACAAAGCCTAATCATATCAGGGACAGAGAAAGGAGAAGTGAGGAGGCTGACATTATGAG 
ATGGATTTTGAGGGAATAACAGAGATGTTTAACGGGGATATTTATGCAGCTTTGCTGTGTGGAATGTGAGGTAAAATTG 
TTTCTCTATATTTTTATAATCTTTAGAGGAAACATCCC^ 

TAAGTTGCTGAATATGGCTTCTATGTAGAGGGAGGGAAAAAGTAGAGGCCTACTAAATCTAGGTTACATCTGTTACATC 

TGCTTTCAGAAAAACTTAGTAATAAATGTGGCTGTC^TGTTAACGTTTGGTGGTTCCTAAATGTCATTGCAAAGACTGA 

AG C CAGTCCATGGTAAAATTTTCATTGGCAAGCTCTGAAATCAGAAATTAGACATCATGAATCTTTCACAAAG CTAAAT 

TTGTTCAATTAAATGAAATGATCTTTATTGTGAGTTTATATCCTTCCAAACTTTTTAGTTTTAAAATGATCTT^ 

GAGGAAATGATGGTGACAGTAGATAGTACTTGTGTTTTGGATTTTTAACTGTCCATATTTGGAAAAGTAAAAAGTTACT 

GACCACCATACTTTAGTTTCTAAAACACTGGAGTGCAATCTCTAAATTGCAATGTGTTTGGGGAAAAAAATTCAATCCC 

TTTGCATTAGGTATTTTTATTGACATTAGATATAAGAGAATAGTATAAATTTACCTAAATACACAGAAAAATAATCTTT 

ACTCTTTATAATCCCAAAGAAATATTCCTTAGTTCTTTTTTCTTCTATTTACTATCAATATCTATCACAAAAGCTGATA 

TTACATGA^AATATTAATATAAATGTTACAACATTATCTTTCTTACGCAGGTTTGTTGTGAGGATTAAATAAATTAATA 

TTTATGAAGAACTTTGAATCATGCCTAGCATGTAGTATGGACTCAAATATTGCTAATAATATTGACAATTTTTTTTGAA 

ATTGCTCTTCTTCTGTAACACTCAATTTATGCCATTGGCATAAATGTTTTGAGCTAGACAAGATATTGCTCTATTCAGA 

GTTGCCCTGGAATAACTTGTTTCTTTAATCATAACTGGT^ 

AAACGAGGAAAAAAGAAGAAATTAAAAACAGTAATAAAACCAATTTCTCAGAAAGCCAAAAGATAACAACi^ 

TTTAACTACZU^GTCTTTTTAGAGAAGAAATATTCTTATCCACCTCATAGCCTAGACTCAGTCAAGGGAAAGGGCAGC 

CAAGAATATCTTAAGTGATATCCTGGGCTTTGTTTTCTTGATTCAAGTAGTGTTCACATTATTATAATTATATATTCT^ 

TTATCTGTATATCTGTCTATTCATCCATTTATTCATTTGACAAAAATTGAGTATCTGTGTTTGAGAGACACAAAGATAA 

ATAAGATATCCACATCCCTCCAGGAAAATGTAGCATCTATTTTATAATACTTATGAATATTACTGAAGATCTAATTATA 

AAATA7UVTTAAATCATTTATCAAATATAAATTCTATTAATATGAGTTTATATGACCACCTATAATGATAACAAGTATGA 

GTTCCCTCTTTTACTTTTATCTGGCCTTCCCTCAAAAGATAGAGCTAACTACCTAGCTACTGGGCTGAAAATACTGAGT 

TATTAGCCTTTGTGCATAGTAAGCTGGTGGTCTTAGATCAGAGGTATATGGCTTTTTTCCAAAGACACTGTGAGATACG 

CAGAACAAAAATCAGAAAACTATAATCTTTTAAATGAATCATGAAG 

ACATTTAGGATAGATACCATCAGACCAGTTCTGTACTCTGCCTATACTATTTTGAAAATCTTCCTTAAAGAAGCTTTAA 
CTCTGATGTTTGAAGTGGCTCATACAATGAAAATAGGTTTAAATGCTTATTAATCACATGTAAATTAAACACATAACTT 
TTGTGTTATAATCATT^AAGTGGATTTGCTTTGTTTCATGTTTCTTCTTAAAATAATATAAAGCAAATAAATGAAACAAA 
AATGGAGGTGTCCTCTGCTAGGTCTACAGTTATATAAGGAAAACCGGAAAGATAACATAAAAATCTCCCTAAATCAGGT 
CTATACAGAAACAGATTTGCTGGATTTAGAGAGTAGATAATGCATGTAATCTCAAATATAAAATATAGCAGGTGACTTT 
TTATGGGGAAGTTTTTTCTTAATGTTGATAGTAACATATCTGTACTTGACATTAATTAATCCATATCGTAAAGATTTGA 
ACCAGAGAATCAGGCCCACTTGGTCATAGAGGCAGTCAAGGAATGGGCTCTCCACTACAATTTGATGTGAATTGTCTAC 
TTATCATGTCTCATAGTTAAACCAGATAGTTTGGTAGATTCTTTATCACGTGTGTTTCTAATACAACCAGGAAAACCTA 
TCGTATATTCTTTTTTTTTTTTTTTTTTTTTGTGAGACGGAGTCTTGCTTTGTCGCCCAGGCTGGAGTGCGGTGGCACG 
ATCTCGGCTTACTGCAAGCTCCGCCTCCCAGGTTCACGCCATTCTCCTGTCTCAACCTCCTGAGTAGCTGGGAATACAG 
GCTTCCGCCACCATGCCCGGCTAATTATTTTTGTATTTTTAGTAGCGACGGGGTTTCACCGTGATAGCCAGGATGGTCT 
CGATTTCCTGACCTCGTGATCCACCCGCCTTGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACCGCGCCCAGCC 
TATCATATATTCTTACATTCTCTCTCACACAAATGTGCATGCGCACACACACACATGCACACATATACATCATTCTGAC 
ACTGCCTTAACTTTCAGAATACAAGGTTGAGTCCTCTGCCACATACTAGCAGTATAATCCTGGATGAGTTACTTAAACT 
TACTTTGCTTCAGTTTGAGGATGAAATGAGAGAATATGTGTAAGACATCTGGCACACATAGTGAGCATTCAATAAATGT 
TAACTATAAGTAGGTGACCAGTTGGGGCCCAAGGAGATTGTAACTTGCTTAAGGTCATTAAGGTAGTTCGTGGCTAAGT 
CAGAATTAGAATCTACATAATGATTCTCAATTCAACCTCCTTTATACTAAGTTATCTCACTAATTGGCAGCTCTTTCCT 
GTGTTAACTTTCTGTACATGAAGGGTTTGCCTTCCCAAGTAAGTTGTAAGCATCTCAAAGGTTAAAAGCATTGTGAGTG 
ATATCTTCATCAACCATAGGTTCTAATAGAGACTTCTTGCTATTTGTAGGGGTTCAGCATTTATTTGTTAATTATGAGC 
TTTCAACTTCACAATAGTTAACCTGAAATTGTTTTATTCATCCCATTTTTCTCATTCTGTCTTCAGTAGTTCTGTATAT 
AAGAACAGCAAGCCATTATCATTCTCAGCATAAAATTAGAATTGCACTCTGCACAACTACCATCCTCTCCCTCTGTAAG 
TCCTCAGAGAAAATCATACAATTTTCTACTATATTTCTGCAGTATGAAGAAAATAATTTAATATACCTATGCTTTGGTT 
TCTCCATATACAGAACTTATATATGGCATTACTCAATCACCAAAGAATTCCATTATAATTTAGCTTATTGTTATGTAAA 
TTCAGGCATAACCCAGGCCACAATATGATCCCAAGAATATAACAAGTATCCATAGGGAAAACCTGGTAGAATAACTCAA 
GAGTGGGAATTATTTTTAGCTTTGGATGACTTTTATATAAAGGAGCTCCACTCACAATACATTAGTGGCACTATTAACT 
ACACTCGCTAGTAAGCTAATATTTGAGGTCCATTTTTTACATCTCTTTGAGAGTATATCAGTATATCAAGCATTACAAA 

CACCATCTCAGCTCACTGCAACCTCCACCTCTTGGGTTCAAGTGATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGATT 
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ATAGGCGTGCACCACCATGCTCAGCTAATTTTTC 

TTGAACTTCTGACCTTGTGATGCACCTGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCATGGGCCACCGTGCCTGGC 
CCTTAAGAGCCAACCTAGCATATCCTTGTAAATCAGTTGCCTAAACAAGCTTCCTCTTAAATATGCCTTTGAAAAATAT 
AAATTCCTCTCTATCAGTATCTACATTTCACTTTGAAGATCT^ 

TTTCAGTTTTCTCTTGATGCTCAGGATGAACTAAACATCTAGACAAGGGAGCATCTGGGAAGTCTGACTAACTGGACTA 

CTTGGACTGGTTTGTCCTCACAAAATGTAAGACTTACAATCTGTAGGCTGTTACCTAGCTCCTGAGAGCTACCTCCCCC 

GGGCCGCCCACA.CTAGATTTTTAGTCCTGAGCTGCATACCCAGGAATTCTCCTGTTTCCGTGAATCAGGAAGGATATGG 

C^GTTAAGAGAGAAGGAAAGAACCTGCTGAGCCTTGCCTTCCAAGGGATATC^GGAAGTTACTCAAAAGACGGCAAAG 

TGCTCTCTACACAAAAGTGCTGGAAGAACTGCAGTTATATTCCCTTTAGGAAAGGAAACTTTAAGATGATTTGGAAA.TA 

GCCAAATGTAATCACATAACAACCAATTTTGAAGTTTGCTGGC^ 

TGGTCTCATTGGCAACAAATAGAATTTCCTAAGCCTTATTAG^^ 

TTTGAAAACTAGAGCCAAACTCAGTTATATAAAAACAGGGATGTAAGAGAAAGAGCAAACAAGGAAAGCTATTATGTTA 
TATGTGTGCAGAACATAATAGTTTGAAGAGGGAGACTTCTCGATGGACCAGAATAAATACTAGAATGTAATACACAACT 
CGGTTATACAAGGTAAAAATGAGTTACTGGCCCTTCAGGATGGGTATCATGATAGCTCATTAATTTAAATAACTCCTAA 
TATGCGTGTAGCAGTTTATCAGTTAGAGAGTGCTTTACATGGGTTGCTTTTCACAATAGATAACTTAGGGCAAGTGAAG 
GCCTGGGTCTGAAAACATATTCTGCAAAATAAGCCCCTCACTGTTAAAACCTGGCAAATGCTAAGGACTCCACAGCTAG 
AGCAAATGGCTTCTATAGTTGAATAATCTTTCAAT^ 

GGAACCCAGGATACTTTAGAAAGTCTCTTGGTCCAGCACTCCGACTTGTGAAAGACAAATATTGTCATACAATGCTTTG 
GCTGATCTCTTATTTCTTGTCAACCTAAGGTACAGTGGGTATTAAACTCTTTTAGCTTCCTGAAGACAAACTAATTCCC 
GACCTCCCTGTAATAATTGCTGAACATGGGAAGTTTTGGGGTCTGAGTTTTAATTCCAAGTAATTCATTATGTCTGTCA 
TTGTCTGTGGTAGGTTGCTTGCCCACCACTTTGCCAGTATCATO^ 

TCTGAGTCTCAGCACTTGGGTGGCAGATGTGACAGAGATAGATAAATTGGCCAGAGTGAGTATTTTAAACCAGAATACT 

GCCCCCAAGCCCAGTATGGGACCATCTACAGTATGGAAGGCAGCTCAGACATAGGTCAG 

TTATGATCTGTTGAGCTGTTCATCATTTTCACTTG^ 

ATTCTATAGTGATTAGGTGGTGAAATGGCTGCTCTCTGCAGACTGCTCAGGGGCTGTTAGAGCTACACAATTGCCCTAA 

AATCAACAGGAGCAAATAGCCTCACGAAACCAGCCTTGAGTCATTCCTO^ 

TTTTAAGAAAGAAATTCAATAATCAGTCTGTCCAGAGACTC 

CTCACCATCACTTTGTTGGCATTAGGCTTTGAGACATGGTTCTCACCAGCAAGATGGTTATTTTTATGTCTTATCAAGG 

TCTCTAACAGGTCCTATGACACGCAAATGTTAGAAAGGAGAATAAAGCAACAATTGAGTAAAGCAATAGTACAGTGGGA 

AGAGAGACAGGAAGATGATGTTGCCATGTTTTAGTTTAATATAAATTGTTAATATCTTTGTCTCAGTCACTGTATAGAA 

ATAAAATATTTTCAGATTAAAAGATCCTAGATCTTCATTGAATCCTACCTCTCTTAACCTCAGCCCTTTTGGAAAACAG 

CACAAACTCCAAACTGTAATTCAAGCTCTAAAATAA 

GATTTTTACTGGTTTTTCATGAAAAGCACTTAATTCAAATATTATO 

TGATACTCTCTTCTGATATACTCCTCTCAAAGTGGTAGAAGAGT^ 

TCCAATAATGCAGTATTGAATACACTGAAGCACGGAAAAATTAACTAAACTACTTTTATGCACTTTCAAAAGAAGGAAC 
AGAAAAACTTGGCAAAGTAATAATAGTGAAATTTTATTGCTTCTCAATAGATTAATATACTTAATAATATCCTAGAAAA 
TGCTGCACTTTGAAATTTTAACATGTAACAGTGTATATCTTAAATTAAAAATAACTGTATAGTCCAGGGTGGTTATTTA 
TACTTTATATAGTCTATATTCTTTGTGAGAT1TGGGTTTAAACACATCAGAGTTTAAATTCTGCGAAGACTGCAGAGTA 
AAGAAGATTAAGATGGAGGGAAGGAGGAAGAGCAGGAAGAGGGAAAGTAGGTATAGAGGAAGAAGAGAAAAGGAGATAG 
TAGAAAGGGGAAAGGAAGATGGCAGGGAGGAAGGAGAAATACCTCAAGTCCATGAGGGGTTAGTGCTGAAGGATACCTT 
CATCATTAAGTAAAGGGTGAATTGCACTGGGTTGTTTAAAAGCATGCCCAGATACTGCTGGGTGCGGTGGCTCACGCCT 
GTAATCCCAGCACTTTGGGAGGCCAAGGTGGGCAGATCATGAGGTCAGGAGATCGAGACCATTGTGGCTAACACGGTGA 
AACCCTGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGTGGTGGTGGGGGCGTGTAATCCCAGCTACTCGGGAGGTG 
AGGCAGGAGAATGGCGTCAACCCCGGAGGCGGAGCTTGCAGTTAGCCGAGATGGCGCCACTGGACTACAGACTGGGCGA 
CAGAGCGAGACTCCGTCTCAAAACAACAAACAAACAAACGAACAAAAACAAAAAAAAAGCATGCCCAGATACAATCCTA 
AAGTATGCCCAGATACAATCCTAATGCAAAATTTTATCAGATGGAAAAGTATCAAAAGCTGGAATAAATAGAAAAAGGA 
GTTCATGAAATGTATTCAAAGAAATTTTAAAAATAGCTCAGGTACAGAA 

TCTTCTTAATCTTCCACACTTGACTCCACGGCATTAAGTTAACACTTCCTTAGTCTCCTCTGAGTTGAGACAAATTTCC 
TGAAAGGAAGGTTGACATTCCCTGGACACTTTAAGGATCTGTTTGTGCCTCATGGGTATAGGTTGTAAAAGTTCTTTGC 
ATAGATATGTCAGCATTTTAGTGCATTGTTTGGCTCCAAGTGACCTTTCCTCCCTGCATTTCCTCATTTGCCATTCATC 
TTCTTGCTTCCCTTCGTCTGCCATAATAGTCCCTGGGGTATAGTATAAGTGCTTCTAGGGCACTCCTCTAACTGCACGG 
TTATTGTTACTGCACAATTAAAGGACTTAGATATTGAAAAATGGTAGTGTTTGGAATTCTGCAATCTCATTCCTTAGGG 
GCAGGGAACAATTGGAACACCTAAAAAAGGGTCAGAGTCCAGAACCAGATTCAGGAGAGAGTTCAGCTTTCAATTGGGT 
TGGTCCATTTTTCAGTGCTGCCCGCACGAGCTGTCAGTTGCTGGAACTGCAGAGTATTTCAAGGAAAGGCGCGGCTAAG 
CAGAGGTGAAATCTTTAGACAGATGAGTCTCAAAGAGGAAATTATGCAGAAGCCAAATGGCTACAAATGGTACTGAGGA 
TTGAAACCTAAACTATAAGTGAAGGTCTCTTCCCTAAATGATACACTCAGACTTAACAATAAGCTAATAAGGTGGTTCA 
ATAAAGAAAATGTGGGTCTGATGGAAGAGTAGAGAGTTTAGAAGGTGAGTAAGAGATATCTATGATATTAGCTTGGGTG 
TGTTTTTGGTATTGATGCCATTGTGTTGGGAGTACAGCAGAAGGACAAAGAACTCCTTTAGCAACTTGGCCTGCAGTCA 
AATAGGCCAACATTGGAATCTGAGCTCCACTGCCTTCTTCACCTGGGACTAATCACTTACCCTCTCAGTCTCCTCATCT 
GTAAAAAAAAAAGGATAATAATAATAATAATTGTTACCTTTGGAAAATTACACCTTTCTCTTCTGTACCTTTAACCTTT 
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CTCTCT^CTAGATACTTTCCATGAGACTCAAAATACATTCAA 

CACCTTCAACCACTTATTTCCCTATGTTAGGGTTTCTCTTGACGTTTGGGGCTAGATAATTCifTACTTTGGGGCTG 

CTGTGCGTTTTGGGATATTTAGCAGCATTCTTTACCCATGAAAATATTGTGTCCCTCGCCCCACAAGTTGTGGCAATCA 

AAGTTGTCTCTAGACATTGCCAAATATCTCCTGGAAAGATGCCCACCCCCCACCCCAGTTAGGAACCACTATTCTAATG 

ACTGCCTCATCTCTTGTCTCCCTTGCAAAGCCACACTTGCCCAGTTTTGCCTATTCTCTCTAGCTATATTCCTCACTTC 

CCTATCACAGCCGATCCTAfTCTAGTCTGTCTCTTGTTCCCATTTTACCAATAAAATCATTTTTAGTAAGAAGAACAAT 

AACCTGGATAGTTCTAAATGTAATGAATATTGCAATTCTTCTCTTCCTTGATTTCTCACAATTTGAAGTGTGTTCTTCT 

CCTGGCTCCTCTGACACTATTCTCTCTCGGCTTGATCTGTGAAGCCTGGGTCTCCTGGAATAGCTGCAGCCTTTCTCTC 

CACTTTCTTACCATATTCTCTCACTGTGTCCAGGACACTAGCTCAGACTTTTTCAAATGCTGATTAAAGGGCTTCCATG 

CTGACAGAGGGCAAACCTI^CAGAGCAAGCTTTTCTTAAGCTTTTGCTTATATCAC^TTTGCTAGCACTCTCTTGGCCA 

ATGCCCAGAGTCACATGGGAAGAGCCTACTGAAGGCAGAAATACAGAGAGAGAAGACTTTTGGCATAACATCTTGAGGG 

CTTCCTTTAACCC^CTCCCCAGTAAAACTAGTGAAAACTATGATCAAAC^^TAAAAACTCC^G^CrrAAATCCTCT 

GGAAATGATCCTAAGGACAAATAGCAAATGAAGAAACATCTAT7~AAGAACATTTATGAAAA 

GCCTGTGGTATTTAAACCAAGACTGCTCCCTCTCACCCCCTTCCAAGTTCAGGGAGATGGAGCTTCCATTCCAGGCTGG 

TGC^TCAAC3AACACAGAGCTCTCTCCCCTCCAGCTGGAAGGTTTCTTCCTGGAAGGAACAGAACTTCAGTGTTTCTOV 

TCCTGGCCATAGTTACCCATTGCTAAGGCTAAGCTCTGGTGAATACAGTAGAGAGGTAGGGGCTTCCTCCCCTGCCAAA 

TCCCCCATCATTGAATGGAGGGGATACCTTAGGCACTGCATGCTAAGAATACAGAGGCCTCATCAfCCTTGCCTGGCCT 

CCTGAGGTGGGGGTTCCACACCAGGAGAGATAAATATAGAAGATATTAGAGTGCTGCCACCTCCCAACTAAGCTAAGCT 

CCTAGAGTGGGAGTTTCATGCAGTCATGCAGGAAGAACCTCTCCATTTTCTCCACCTCCATCTTGAGAAACATGGCTTA 

GAGATTTTGCCTGGTGGTGGCGGGGGCAATAATCCATCATAAAATAAATATTCTTAATCTCTTCCCAAAGGGCATC 

TCATTTGCAACAAAGTATGGAAAAGTTCAAGCCTTAGAGTGCGCTCAAGAACAGTGGAAGCTATGGTGAAAGGCAAT^ 

GGAGGAGAGTCAAGATACAGGCTAAATTGCAGACTAGTTTGCAGGAGAGAACCAGAGAAATAACACAGCTGGGAGGAGC 

CCTGACTTCGAACTATTTCTTCAAAGGAGACACAATTCGATTGTATTAGTGTGTTGAACAATATAAGGTTGTAAAGCAC 

TGTTGAAAATAACACAGCAATTGTTCACCAATTAGTGGAGTTGAACAGCTGAATGTGGTTAAGGAAAGAGTGAAGGACA 

ATCACACGAACATCACTCTCATGCCGGCTGGGCTGTCTGTGGACATACCCAAAGATGTACCTCCCTGATAGCAAACTCA 

GTGACTTAACTGAGGGAA^.TTAACTCACCTGACTGTGAAGGAAATATACTTATTAAAATAATCCAGCCCCTCACTAAAC 

AACCAAAGAATAATAGCAAGCCCTGGGTGGTGGTAGGGGGAGTAAGAAGAGTTGGTACAGTATATTATCTGCAATATCC 

ACTTTCCAACCAAAGATCACAAAGCATGGAAAGAAACAAAAAATATAACCC^TACACAGGATAAAAGAAC^^ 

GAAACTATGGGTGAGAGGGACCCAGATGTTGGATTTAATAGAGAGATGGAGAGGAGAATGAATGCAGCCAGTGTGCAAT 

GTGTC^TGTCCTCTAAATGTTCAAGTCCCTCAAGTCATAGATCCACCTATTTTTTCTCAAGTTAATATCTCTACACCTA 

GTTTTAATTCCCTGTCATGTATACAGGACTCACACATTTTATCTTCAACTTAGGCCTTCCCTCTGAGCTCCGGACCTGT 

GTATCATTCAGCCTTTTTGAAATCTCTATCCATATGTCTCAAAGGCACTTTTGATTAAATACTACCAAAAATTAACTCC 

ctctatctcccagtgttctctatttcagtgaatgataccatcaaacatctactttcAaaatcaaaactctgagataaat 

CTCTAACAGCTCCCTGCTTATCACCCCACCCCATCATATTGAAAACCAAACCCATTTAAATACCTTTCGTTTGTGTCCT 
CCTCTCTCTACCTCCACCACCAGTACTGTAGTGTAATCTGCCATCATCTCTCACATGGATTACTGCACAAGTCTCCTAT 
CTGGTGCCCAAATTAGGAGCACCCTCCTAACTGGTATCCAATCTAATCTCTACACTGTAGCCAGAAAAAATCCTTTGAA 
^^ TCTMTCATGGTATGTGCCTCCCC ^ 

TGAGTTGATGCTAGTAACCTCTAAACCTCATTTCATGCCTGGATCTGTCACTTCCTGAAGCTCCATGATAAAGCACAGC 
CTCCTCACCCTCCAAGTGCGGGGGTTCTCTAGTTGTCTCTTCCAGGTGCCACCAGAGGGACTTCTCTCATAAAAGGCCT 
GTGCACCCTATGCTCTTTCTCTCTCTGTTATGGACTTCCTTCCAGAGAGCTGGTCCCCATTCCTTGATATGGGACTGTC 
CACTTGTATGAGTAATAAAAATCCTTCTCTGATCATACCAAAGAATTGGTGTCATGAGTTTTTATATTAGAAGCTAAAC 
TTGAGAGGGAACTTCCCCATGTCACAGTGAAGGTGTGATGATACCCTCTTTCTACCATCTTTAAATTCTTCCGTCGCTT 
CCATTCCATTTTCTCTTAGGATAAAGTTCACAATCCTTAGGTTGGCCTACAAGGTCCTCTACAGTTAGGTACCCCCGTC 
TGCTTTCCTTCCTTCCTTCACATTAGTTATGCTCCCCACTGCCTGAAAACATGCAGACCTGCTGCATCCTCTACCTGAA 
ATACTCTTCTCCTCACCCCTGCCAGACTTTACCTAATTTGCCCTTCGTTTGTCTTTGTAACACCGCTCAGAAATCTCTT 
CCTCAGAAAGGCCTTCTCTGACACCTCAGCACAGTCCTCCTCACGAGGTCAGATGTATTTTTTCTTCAAGGCACTGACT 
TTGGTTTAAAATTTGTATTTATTCATGTAATTATTTGGAGTGCATTTATCTTCCTCACTAGATATAATCACCATTAGCT 
CAAGGGCTTTATATGTTTTGCTTGCCATTGTGTCCTCAGTGCCTAGGCCATTCACTGACCCACAGTAGGTGCTCTGATA 
AATATTTGTTGAGTGTAGAATAAATGAAGACCCTTAGAAGCATAAAATATATAATCTCAAAGCAGAAGATACTTTAGTT 
AGAATAAGTTAGGTTCAACTATATTAACACTCCTTACTACACACACACATAGCTACACTCATCAATTTTGGTGGCTTAC 
ACCAAAAAGGCTTATTTCTTGTGCACACTGCATTCTTGTGCTTTAACAGGATACTCCGCCCTACCTCATCTTTATTACA 
GA ^ GGC I GACGGAGGCTACCA ^ 

ACTCTGGCAATTAAATATTCCAGCTAGGAAATGACATACTTTATCTTCATATACAATCCATTGGCCATAACTAGTCTCA 
TGGTCCTGCCCATTTGTAAAGGGGAAATAGGTAATCATCTCATGCATTGAGGAGGAAAGAAGAATTAGATACATGTGAC 
CAGTAGAAGTCTCCTTACTGACATTTTAATGTAGAGCTGTATGTGATTAAAGTTAAAATTGAATCTGAAGGGCTGACAG 

AAAAA ^ CAAGAGGATATGA ^^ 

TGCTAGCAGGAAAGACAAAATAAACATAATCAAGAAGTATGTATGAACGTGTGCCCAGGGCAGTGAGGAGTGATCAGCC 
TCCTTGAAGTGGAGGATGTGTGTCAAGGAACCAGAGGAGATGATTAGAGTGGCAGACCTGATTATTAGCATATCCATGC 
TTCTGTCTGAAGCCTTTTTGGCCTATAATGTAGAAATATCCTTGGAGTAAGCAGTTCAGCATATGGTTTTAGACATATA 
GGTCATCTTGGC,TGGATTGCATATTCTTCATTTTTAAAATTCCAGGCTGTATTGGTTGATATGCAGTCCAGAAAGAGCT 
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GGATCTGACTTAAGAAAATAAAAACTGCTTTAATC^ 
TGTCCCTGCAAGTGTGTGAACTGAGCTTCCTTAATTTCACCTTO 
ACCCTTAGCAATGATACAAAGTGAAGGATGGTATAGAATAATAGGTTTTC^ 

ATTTAATAAATCTGTCCCTAGAAGCTAATAGCACGTAGTCAATACAATTTAGCCTATTTTCTCCCATGTTACATTTGTT 
AGTTGTACTGGTTTTGGAAAAGGAAAAGTC^TGCTGTTACAGTTCCACTAATAGAAAACAGATAATTTGGGAGGAAATT 
AGATTG G AATAAAAGC ACGTTGTTAAACAAGAAAT C ACAATAAAGTATTGAGTAGAGAG AAAC C GTTAATGG AGACAG C 
TATGTCATACCTAATATGCCCTCTTTTCATTGATCCTTAGAGGAAGCATAAGATCGCAGCTAAGTATGGTCTCTTGAGC 
GAGCCTGCCATGATTCAAATTGAAACTCCATCATTCACCACTC 

AGTGATTCTTACTGCTATGGACAGATTTGTGTTCCCCCCAAATTCAAATGTTGAGGCAACTGTGTGAGGAGAGAGGGCC 

TTTAGGAGGTAAAGTTAAATGAAGTCATAAATGTAGGGTCTTAATTCAATAGGATTAGTGGCCTTATAAGAAGGGGAAG 

AGTTTTCTCTTTTTCTTTCTCTACTTGCCTGCACCAGGGAAAGTCCTTGTGAGGACACAGTGAGAAGGTAGCTATCTGC 

AAACTGGAAAAGAGTCTTCACCAGAACCTGACCATGCTGACACACAGATCTCAGACTTGCAGCCTCTAGAACTGTGAGA 

AAATAAATGTTGTTTAACTACCCATTCTATGGTATTTTGTTATGACAACCTAAGCTGACTAATACACTCACCTATAAAG 

CAGGGATAATAACAGTGCCTATATGATAGTGTGTTTACAAGGATTTAATATATGTTAGTTTATATTATTTTATGTCCAT 

ATATGTTAGCGTATATATTATTTTATGTCTATCTCTAATTCCTCATTGAGGATACTTAAGAATTCTACTTTCCATGTTT 

GACAGACCTGGTTTGGATTTCAGTTCCACCTCTTGTAAACTCTATTACCTTGAGCCAGTGACTAATGTATCTAAGCCTC 

CATTTTCCTATCTGTAAATGGGGATGATAACTAGTGCTGCTTGTCTCTTCAGGTTGTTGTGAGGATTAAAGGAGATATG 

CATGACAATTCATCTGCCAGGTAGTAAGCATTCCAAATATGCTATTTACTGCCATCATTAGAGGTTTGCTGAGCTTCCT 

CTTTTGCATTAAGTAAGAGACTATTCTCTCCAGAAAACTTTGAA^^ 

CTGAACCTTGGAACTCTAAAAATGTTTTTTCTAAGCCATTCT 

CATTTTGCTTTTATTTAATATATGCCATGAGTGTCTTTCTCCCTATCATGATGTCAATGTTACATTACAGATTCTAAGG 
AGCAGGGGCCATATCCCTTAAACATGATTTATTTAA^^ 

AACTGAAAGATGGGAGAGTGAGATTTTTCTCACAGCTATGGAGTGGCAGACCTGAGCACTAAAATCCAGTCTCAGAACC 
CAGTTATTATCTCAGAATGTGAAGGCAGGAATCTATAGACAGAOT 

TTAAGCTTATATGTATGACAAAATAGTATTTTGTGCAGCAGTGCTTCTCAAACATTAATAAATGAATCACCTGAGGATC 
ACATTAAAATTCAGATGCTGATCAGGGAGTCTAGAATGGGACTGAAGTGCTGCATTTCTTTTCTTTTTTTTTAGACTTT 
AAGTTTTAGGGTACATGTGCACAACATGCAGGTTAGTTACATATGTATACACGTGCCACGTTGGTGTGCTGCACCCATT 
AACTCGTCATTTAACATTAGGTATATCTCCTAATGCTATCCCTCCCCCTTCCCCCTACCCCACAACAGGCCCCGGTGTG 
TAATGTTCCCCTTCCCGTGTCCATGTGTTCTCATTGTTCAATTCCCACCTATGA 

TTGTCCTTGCGATAGTTTGCTGAGAATGATGGTTTACACCGTTGGTGGGACTGTAAACTAGTTCAACCATCATGGAAGT 
CAGTGTGGCAATTCCTCAGGGATCTAGAACTAGAAATACCATTTGACCCAGCCATTCTGTTACTGGGTATATACCCAAA 
GGATTATAAAACATGCTGCTATAAAGACACATGCACAGGTATGTTTATTGTGGCACTATTC^CAATAGCAAAGACTTGG 
AACCAACCCAAATGTCCACCAATGATAGACTGGATTAAGAAAATGTGGCACATATACACCATGGAATACTATGCAGC^ 
TAAAAAATGATGAGTTCATGTCCTTTGTAGGGACATGGATGAAGTGCTGCATTTCTAACAAGCTCCTAAACGATGCTAA 
ATCTGCTGGTCCTCAGACTACTCTTTAAGTAACAAGGATATAGTTGGTTTTAGCAATAGTGACTTAAAGATTTTTTGCT 
ATTTTTGTTTTTATCTACCCATTTTTGTATTCACTAAAATGTGTTCTGGATGCAAACTTCTTTAATACAAAGGGAAAA^ 
AAATTAAAAGCCAACTTTGCAAGAATTGAATTACACACATTTTAAACTTAAAATGCTTCGGTTCATTTCTCTGTATGTT 
GTGTATTCCTAAATCATTCACAATGTCTTTATTTTTTACCCCTTTTTTATCAAATGAGGAAGTAGTACTCCTCTGACTT 
TTTTCAGTTTTTATCTTCCATAACACATTAAAT(^CCTCAACCTTCCTAAAAAGCTCTCCTTGTTTTCTGACTTTTAAC 
TGTCTTGAGTCTCCATTTCTCAACCCCTAAGTCATGCCCAAATCCTGTTCTCTGACATTTTCTCATCTCTCTTACTTTC 
TTCTCCTTGGGAACTCCCATCCACTGCCACATATTCAAACATTAAATTCAGCTCTCTATACACTTCTGCATCAGTGTCT 
TTCATTCCAAAGTCTTTTCTAAGTTTTATTCTTCTATGCCCAATGGATTGGATACTTATGACCTCACAGCCCTTTAAAC 
TCAACATGTCAAA7VACCAGAATTCATATACTTCTTACTGTTAGGCCCCAAGCCATCTGCCCACAACCACCAGGTTATAT 
TGTTCCCTTTATCAAAATTTTCAGTGATTATATTTACGGTGGAATAAATTTTTAACTCTTTATTCTGACATTGAAAATT 
GTCGTCTCTCCAACTTCAATATTTTTTTGTACCTATATCTTCCATTGCTTTTAAATATGTGGTTGACTTAAGTTTGCCT 
GAATCCTGTTTCCAGAATGTGCCTGGAAACTCCCAACCTCCATGCCATTTCACTCTGAATCTAAAGATCTCGTACCAAT 
CTTTGCTTATTCAAATGTTGCATATCTTTTAAGGCCTACACGAAATGCTACAACTTTTGTGGTATATTCTCTAATCCCT 
TACCTGAAAGTGATTGGTCCCTCCTCTGCACTGCTATAATGCATATTCTTTGCTATTTAGAAGACAGCCCATGCTGCAC 
TATATATTATAGATCTATGCAAATATCTGCCACTATCTGAAACTTCAAGGCTCCATCTCTTCTCCATTATTCCTCCAAA 
CACCACTCACAGCAGGTTGTTGTCAGTAATAAAATTTTATTGAAAGTTTTGGGGATTATGCAGGGCAATTATAGCAGAA 
GCAGGAATCAACTGGAATTAGAGTGATAGAACCACAGCCCTTAGACATGTATCAGACACTCCCTGACCAAGTCTGTCCA 
TGGACACAGAACTCCTCACCTCCAGATACTTCCTCTTGCATCTCT^ 

AACTCAATGCCTTTTACTTCGTTATGCAGTAATTTCCCCTCTTTTGTTACTGTTTAAACTTTCCAGCGCTTTGAGAGGC 
CAAGGTGGGCGGATCACCTGAAGTC^GAGTTTGAGAC(^GCCTGGCCAACATGGTAAAACCCTGTCTCTACTAAAAAT 
ACAAAAATTAGCCAGGTATGGTGGCCAGTGCCTGGAGGCTGGGGCAGGAGAATCGTTTGAGCCTGGGAGGCGGAAGTTG 
CAGTGAGCTGAGATGGTACCACTGCACTCCAGCCTGGAGGATAGATTGAGACTCTGTCTCAAAAAAAATAAAAAGAAAA 
AGAAAACCCTCACCTTCTATAATCAAATAGGTTTTTAAGTGTTTTCCTAAGCTTGATAGCACTTCAGTCTCTCAGAGGA 
ATTCTGCAGTCCTGCAGTTGTCTTGGGTCAACCAGCCAAAAGTTAACTAATTTGCATAATGGCAGCCCCATAAAATGCG 
CAAAATTATTATCTTTTATATGAATGCTTATTAATATATATATATATATATATCTCCTTTTACATCTATCTAGAAAACG 
TTTTAAGGGAAGAATGATATAGCTTCAAACATTTTTGTTAATTACAATATGGAAGAAAAGAGAGTTCAATTCCTTAATC 
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TATCATGTGTGAGTTAGGGGACTTTAAGCAAGTTATTTTCT 
AATAGCTACCTCACATAAGTGTGAGGACATAGAT^ 

GCCCTGCTCTCAGTACAAGTTTAAAATGTCTGTTGAATGCTAAAAGATTACTCCATTGAGCTTTTTCA^ 

GAGTATAGTGTTTCACTGTAGGATTCCAAAAGCTGTTTGATGCTATGATTTCTTTCTCAACATCATGTTTACTCTGAAG 

ACATTTCCATAGTGTTCTACCCTTAATTGAACAGAGATAGGAAATCACGACTTTAAAACTTTCAGCGTTAAGAGTAAAT 

GACACATTAGTTTAGAGACATATCAATAATTATGGAAGTATCTTCTCAAACTGTAATGTTTTCCTCTGCCTTAGTGCTA 

GCAATCAAATCCACTGAATTAATCTGAGCAGGGTCAGGACT 

GTGTGCAGTACAAGGTGTTCCAGCTACAAATTTTCTC^ 

CTCAAAACTTCTGAGTCCCATAGTGTTTTC^ 

TTTCTAAAGGGTTAGCTGCTCCCTGGGGATGACAGATAGGTGGCAAAAATTGGAATGTAGAAATTTTCCTTATGTTCTA 

AAATTGCAGAGAAATTTTCTAGGGAAATATTCTTTATAGATTTCCCAATTTTGTTGACTAATCTCTTCAT 

TTCCCTCCATGTATGAATTTTCTCTC^ 

TCCTCC^^GTTGGGATAAATCATCATTTCCTCCTC 

GGTTACTGATGATGGTGGGGAGGTCTTTACAGTGTGATGGCTTGAAGTACAAAGTACAAACTTGAAAGTCAGATTACCA 
CTTACTT-TGGACCTTAGGCAGGTTACTTAACCCCACT 

AGCAAATGAACTTACTAATAGTAGCTACTTTATGATTTTTATTAGGATTAAATGTAATGGTGCATATGAAATTAGTAAA 
CAAGAGTTGCAAAGTAGAAAACTGTCAGTGAATGTCAGCTCTCTCTATTATCCCTCAGAGACTCCTCCTGCCACTTTAG 
GTAGAAAGCTCCTTAATAATTGTGACCATAACATGTTTATTTCTTTGTTGGTATAGTCAGTGCTCAATACATTATCTGT 
TGAGTTGAACTGC^TTTTTGACAGGAGACAACTTAAGTTATAAAAATCCTATTOT 

TGATGGCTATGCTTTTAACACTTGACCTACCTGAATGTGGATGGTTTCTAAAAGTAAAATACCTTTTAATGCTGTTTAG 
AGTGTATGGCAGGATCAGAAAGGCATATGTGCCATGGCTTGAATATTTGTCTTCTCTAAAACTCATGTTAAGATTTAAT 
CCATGGCCGCGCCCCACAGTGGCTCAGGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCGGGCAGATTACGAGGTCAG 
GAGATCAAGACCATCCTGGCTAACACGGTGAAACCCCATCTCTGCT 

GGTGCCTGTAGTCCTAGCTACTCAGGAGGCTGAGGCAGGAGAATGGTGTGAACCTGGGAGGCGGAGCTTGCAGTGAGCT 
GAGATTGCACCACTGCACTCCAGCCTGGGCGACAGAGTGAGACTCC^ 

GAAGAAGAAAAGTGTCAGTATAGAGAAGTGAGACCTTTAAGAGGTGATTGGGTCATGAGGGTTCTGCTCTCAAGAATAG 
ATTAATTGATTTCTGGATTAATAGGTTTTCATGGGATTGGGACTGGAAGGAGAGGAAGAGAGACCTGAGCTGGCATGCT 
CAGTCCCCTTGCCATGTGAAACCTTGTGCCAACTTTGGAC^ 

ATGCAGCCCCTTGACCTTAGATTTCTTAGCCTCCGTAACTGTAAGAAAGTTTCAGGTATTCTGTTATAAGCAACAG 

atggactaggcagcatgtaaaccaaattaatcaacatacacaaatttttgtagcactattttact 
ataaagccttaaaacaaatactattttgaaagaaact^^ 

ATATGTAAAGTTTTCATTGTCCAAACATGTTGATAGACAA 
GAAAAGTATTGCTTTGATTAAAATTCATATTC^ 
TTTTTCAATGCAGTATTTGTTTTCCTTGAAAGCT^ 
ATATTTTTATTACAATCACTGTAATCCTGAAT^ 

AGATGAAAGTTTGTTTACTCATACCACTGCATATTATTGTTTGAAACAA.TCATTTCTGGCAATAGTCATACCTCTGCGT 

ATTATTGTTTCAAACAATCATTTCTTTCAATGACTCTAAATAAAAAATTCCTGCTTCTCTTTAAAAAGACAGTGGGAAT 
AAGTTTCTCTCCTTGAGCAATGGGGCCCCTACTC^ 

GCTGAGCCCTCATTTAAGATTGATTCTATATTAGTTTCCTAAGGATTCTTTAACAAATGACTGTAAGCTGGGTGGTTTA 
AAACAACAGAAA.TTTATTCTCTCACAGCTCTGGAGGTCAGAAGCCTAAAATCAAGGTGTTAGCAGGACTTGTTGGTTCT 
GGAGACTTTAGGAAAGAGTCCTTTCCTTGCCTCTCTCCTTGCTTCTGTTGATTCCAGGCATTCCTTAACTTGTGGCATC 
ATAACTCCAATCTGAGTTGATGGAAGTAGAGATCTCCATCAGTACATGGTCTTTTTCTCTCTCTGATTCTCTTCACTTC 
TTCTGTTCTCTTCTAAGGGCACTTATCATTGGATTTAAACTCCACCCTAATCCAGGATGATTTCACCTTGAGATCCTTA 

CCGGTTOTT^TTTTT 

CGGCTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGA 

TGGGGCCGATTTTTAATCCACTAACAGGTACCTTGAGACTAGGGCTCACTATACTTTGGTCAGAGATGCTCTAGGCATG 

AAGATTATATTTGCATGAAGCTAACATTTTTTCAAGACTACGTGATTGCACTGCTCAAACTTACATTATGGTTTCCAGA 

GACAGCTAGAGCTTCCTTGTTCATTAACTTTGAAAGGAAGCATTTTCCCTGGGAAGAGGTGCCCAAGCCTCTTTTGTAA 

GGTGGGCTTGTCTTAGGCAGTAACTAAGCCTAGAGTCAGGTCTACTAATAATCCATTAAGATGCTGTGTTAGAAAAATC 

CTCTCCAAATATGATGGAAATAAGTATGTATT^GAAGTATTTCACAGATGAACACATTCCCACTTTATTAACCAAGTGC 
CTGTGTGCTTGCTTAAATTTTTC^^ 

TTAGCTTTTTGGATTCTTTGGGATAAAGAGCAAACCAATTTTGAATTAAAAAAAAAAAGACTGTAGATACCACATCCTT 
AAATAACTCAAAAGTTTTGTACCAAAGGCTAOT^ 

GAGAGGCAGAGAAATTGGTTTTTTTAAAAAAGTGGGAATAAGTGAGTATTTTTTAAAATTGAAAAGGGTGTAGATTGGG 
TTCCTCAGAGATTGCTAAAGCTGATATCATAAATTACCTAAGGACAGGGAGAATGAAGTGAATTGTGTAAATGTCTACA 
ATATTATACTTTTCTTGCTTATACTAAGCTAAACTAGTATGGATGACATGTAGTAAAAGTTATAAAAGGAAATTCATCT 
TCACCTGTGTACATGCAAAACTGCTGCATTTGCAGATTAAGTCAAAATTATATATAGAGAGAGACACACACACACATAA 
CACACACACACATATATTGAAAATCTTTAAGTACATCTAATTTTTTATGACTCAGAAAAGAATCCTTATTTAAGCCCTT 
TTTACTACAGCAAAAAATGTTAATGTCCATTAAATTAATGGACTTTGCTCTGATTTGGGGATGATAATTGCAGAAATGA 
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GTAGGGATATATATATGATCTAATATATAGAAATGGATATATAGAATATATATGTATATAGAATATATAGAAATTTCTA 
ATATATAGAAATTTCTAATATATAGAAATGGAGCATTTTAAGGTCTGGAACTTTGGGGCTGTCAACAGTTATAAGAA^ 
TATAAAGAGAGATATATACAGAGAGAGTAATAACAGGTAGTCCCAGGAGTAGGACAGGAGATTAGTGGCCCAGAATCAA 
TACCATATTTGTTCTATTTCATCTTTTTGCAAGACAAAATAGATACCCAGGGGGCTGGGGAAGGTGACCAGTAAGTTAC 
TTCCATTATTTTCTTTTTCTTTTTCT 

ATCTCGGCTCACTGCGACCTCCACCGCCTGGGTTCAAGTGATTCTCCTGTCTCAGCCCCCCGACTAGCTGGGATTATAG 
GCGCGCACCACCACACCTGGCTAATTTTTGTATTTTCGGTA.GAGACGGTGTCTCAGGATGTTGGCCAGGCTGGTCTCAA 
ACTCCTGACCTCAGGTCATCTGCCCACCTCAGCCTCCCCTATTACTTTCTTCCTTTATCCTTTTCTACTGTTTAAAAGC 
TCAAAACTTGTTGAAACTCCCTCTCCATCAGATTCTGTGTGCCCAAAGAACTC 

TTCATTTTAATGTCTGGCCTTGGTGATTGTTTAAGAAGTCCCCTGAATGAATTTTTGGGTGAACTCGGGGCCTAGACTG 

GCTCAGGAAATCTGGCACTGAGCCCCATATTTACTTTGGCCAAACACAATACTTGCTGTGCAGCCACATTCACTATGC^ 

CTGCTCACACCACGCAGCTTGAGAGCTTTGTCCCTGATTCAAATCTGCTGGGTATTATTCAGTCTGAAAATTTACTTTT 

ACACCAAGCATATAAACAAAATGAAATACAGTTTAAGAAATCAGCT 

CAGCTTATGGAAATGCCACATGTGAACTGTAAACTTTAT^^ 

GCTTTGTTTCAGTATAAGTGATGTAGAATATTACCATCCATCAGCTTGCAGTTTTGTTTTAAAACTTGTTGAACC^TGT 
ATATCATCAAAAAGAACTTTTGGTTACATTTCTC 

TTCGTACTAATTAGCACCTGCACTGAATTCAGAAAGCAGCACTTGAATCAAACCAAGTCAA 
AAATACCAAGTTCCAAGATTTCTTGTTAATGGAGATGAACAGT^ 

TAAAGTATGAGAATTTAGTATATGTTCTTTCAGTATATGCAAATATATCCACATGGGTATTTTCi^ACTATGCTGCAGT 
GTGCTTTGTCTGGTTACCAGTTTTTATTCTAGTACAAGAAT^ 

AACCTCCTAGGTCTGGGAGGAGAGAGGAGGAAAATTAAAGGAGGCCCAAGCTTTGCATTTGAGAGAAAAAGTGAACTGG 

GTCTTGAAAGATGTCTTAAGAAACAAAAGAGAGAAAGAAAATAGAGGAAATGTT^ 

GGAGTAAAGAAGAGCATGGAGAGAATACTATTAGTCAAGAGAAACTGCAGCTCAAACACTCAAATGCAG 

AACAAGCTAAATTCCACTCTTCCTTTAGTTCATGTGTTTTGGTCTATGTAAGCTGAAGACAAACTCTCCTTTTTCCATG 

CTCCCATACCTCATAGAATGTGTTTGGAAGTATTCTCTCCTCTTCTATTTTTCAGAATAAATTGGGAAAATTGGTATTA 

CTTCTTTAAATGTTTGGTAAAATGCAGCAGTGAGGCCATCAGATCCTGGGCTTTTCTTTGCTGGGAGACTGTTTATTAT 

TACTTTGATCTCATTACTTACTATTGGTCTATT^ 

'AGGAATTTATTCATTTCTTCTAGCTTTTCCAATTTACTGCCATGTAGTTGCTTATAGTAGCCTCTAATGATACTTCTAA 
TTTCAGCAGTATCAGTTGTAATGTACCCTTCTTCATCTCTGATTTTATTTATTTGTGTCTTCTTATTAA 
TAGAAAAATCCTGTCAGAGTCTGGCTAAAGGTTTGTCAATT^ 

GATCCTTTGTATTGTTTTCTTCATTTCAATTTCATTTACTTCTGCACTGATCTTGATCATTCCTTTTCTTCTGCTCGTT 
TTTGGTTTGGTTTGATCTTGCTTTTCTAGTTCTTTCAGGTGCATCATTAGGGTTTTTTGTTTTO 

TTTTTGATATAGGGTATAAACTGCCCTCTTATTACTGCTTGCAACTGTACCCGTTAGGTTTTGGTATGTTTCTGTTTCC 
ATAACCATTTGTTTCAAGAAATGTTTCAATTTCCTTAATTTCCTCATTGACTCACTGCTCATTCA 

AATTTCTATGTGTTTGTTTAGTTTCCAAAATTCCTCTTATTGATTTCTAGTTTTGTTCTATTGTGGTCAGAGAAGATAC 
TTTCTATTATTTCAATTTTTTTTAATGTTTTAAGACTTATTTTGTGGCCTAACATGTGGTCTATCCTTAAGACTGATTC 
' ATGTGCTGAGGAAAAAAATATGTATTCTGCAGCCATTGATGAAATCTTCTGTAAATATCTATTAGTTCCATTTGGTCTA 
TCATGCTGATCAAGTCCGATGTTTCTTTGTTGAACTCCTGTCTAAATGATGTGTCCAATGCTGAAAGTGGAGTGTTGAA 
CTCTCCAGCTATTATTGTATTGGGGTCTACCTCTCTCTCTAGCTCTAATAATATTTGCTTTATATATGTGGATGCTCTA 
GTGTTGAGTGCATATATATTTACAATTCTTATATCTTCTTGCTGAATTGACCCTTTTATCCTTATATAGTGACCATGTA 
GTCTCTTTTTATAGTTTTTGTCCTGAAATTTATTTTGTCTGATATAACTGTAACTATTCCTGTTCTTTTTTGGTTTCCA 
TTTACGTGGAATATATTTATCTATCCCTTTATTTTCAGTACATGTGTGTCTTTATCAGCGAAGTGCATTTCTTGTAGGC 
AACAGATTGTTGGGTCCTGTTGTTTTATCCATTCAACTACTCTGTGTATTTACTGGGGAGTTTAGTCCATTGATATTCA 
ATATTAGCATTGGTAAGAAAGAACTTACTCTGCCATTTTGTTGTTTTCTGGTTGCTTTGTTTTCTTCTTTCTTCTTTCC 
TTCCTTCCTGTCTTCATTTTAGTAAAGGTGATTTTCTCTGCTAGTATGTTTTTAATTTCTTGAATTTTATTTTTTGTGT 
ATCAGTTGTATGTTTTTTGATTTGAGGTTACTACAAGGTTTAGAAATATCATATCATAACTGATTATTTTAAGCTGACG 
ACAAATTAT^AACTGATTGCATAAACAAACAGACAAGGAAAGAGAAAAGTAATAATTTTACACTTTWA 
ACTTTCTACTTTTTAACTTTCATTGTTTCTTTTTTTTTTGAGATGCAGTCTCGCTCTGTTGCCCAGGCTGGAGTGCAGT 
GGCGTGATCTTGGCTCACTGCAAGCTCTGCCTCCTGGGTTCACGCCATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGA 
CTACAGGCGCCCACCACCACACCGAGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCATGTTAGCCAGGATG 
GTCTCAATCTCCTGACCTCGTGATCTGCCCGCTTCAGCCTCCCAAAGTGCTGGGATTAGAGACATGAGCCACTATGCCT 
GGCTGTAGTTATTATTTTTGATTGGTTTGTCTTTTAGTCTTTCTACTCAAGATATTAGTAGTTTAAACATCGCAATTAT 
AATGTTATAOTATCCTGCGTTTCTCTGCATATTTACTATCATCAGTGAGTTTTGTATTTTTAATTGATTCTTATTGCT^ 
ATTAATGTCCTTTTCTTAAGAAATCCCTTTAGCATTTCTTATAGGACAGGTCTGTTGTTGATGACATATCAACTTTrGC 
TTGTCTCAGAAAGTCTTTATATCTCCATGCATGAAGGATATTTTTGCTGGATATACTATTCTAGAATAAGAGGTGAGAT 
CTTTTTTTTTTTTTTTTCCACACTTTGTGTATGTCATACCACTCTCTGCTGTCAGACATTTTGGAGCGCCACTATATAT 
TATTTGTTTATTTTCTCCTGTTGCTTTTAGAGTCCTTTCTTTATCTTTGACCTTTGGGAGTTTGATTATTAAATGCCTT 
GAGGTAGTCTTCTTTGGGTTAAATCTGCTTGGTGTTCTATAACCTTCTTGTACTTGAATATTGATATAATTCCCTAGCT 
TTGGGAAGTTCTCTGTTATTATCCCTTTGAATACACTTTTTATCCCTATGTCTCTCTCCACCTTCTCTTTAGGGCCAAT 
AACTCTTAGATTTGCCCTTCAGAGGCTATTTTCTAGATCTTGAGCTTGTGTTTCATTTTTGTTTGTTTGTTTTTCTTTC 
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TTTTGTCTCTTCTGACTGTGTACTTTCAAATAACCTGTCTTTAAGCTC^CTAATTCTGTTTTCTCCTTGATAATTCTGC 

CATTAAGAGACTCTGATG CATGTAAATTACACTx A x C AACTACAGAATTTCTGC CTGATTCTTTTTATTTCAATCTATT 

TGTTAAATTTATCTGATAGCATTCTGACTTCTTTCTCTGT^ 

TTTGAATTTTCTGTTTGAGAGGACACATCTCTGTCTT^ 

GATCACGTTTTCCTTGGTGGTCTTGATGCTTGTGCGTGTTC 

AGTCTTTGCAGCCTGGGCTTGTTTGTACCTGCCT^ 

CCATGGAGGTGTCCCCGCTTGGTGTTCTTGAATAAGATCCAGAAGAATTCTCTGGATTACTAGGCAGAGATTCTTGTCC 

GACACTAGCACCCTTGTGGCCACCACCACTGGGATGGCGCTGGGTCAGACCTGAAGCCAACACAGCATTGGATCTCTCT 
CAAGGCCTGCAATGACCAGTACCTGGCTACTGCATATGTTTGCTCAA 

AGCGAACAAGGCTTGTATCTGTCCCTTCAGGACATCAAGTTCCCCTTTGCCCTAGGAGAATCCAGAGATGCCATATGGG 

AGCCAGGACCTG^GTGAGAAATCTTAAGAAGCTACCTGGTGTTCTATTTTACGTGACTGACCTGGCACCAAA 

AGACAAAGACCTCCCCGTTCTTCCCTCCCTTTTCTAAAAGCAGAGGAGACTTTCCCTGAGGCTACCACCACCCTAGACC 

TATGGCAAGTGCTGCCTGGCTACTGCCAGTGTTTACTCAAGATCCAGTAGCTCTTCAGTCAGCTTGTGGTAAGTGAAAC 

CAGGGCTGAGATTCTCCCTTCAGAGCAGTGGGCTACCCTTTTGCTGAGGGCAGGTTCATAACTGCTGTCCGAGAGCCAG 

GGCCTGGAATGGGAGATCCCAAGGGCCTGCTTGGTACTCTACCCTACTGTGGCTGAGCTGGAGCCTAAGCTAAAAGACA 

AAGTCCTCTTTACCCTTCTTTCTCCTTTTCTG^^ 

GGGTCACACCTGAAGCCAGCATTTCTCAGTCTCACCCCAGGCCCACAGT^ 

TCAGGGGCCAAGGGCTCTTTAGTC^GCAGATGATGAATGCTGCCAGGACTGCTTCCTTCCCTTCAAGGCAGCAGGTTCC 
CTTTTGGTCCAGGGTATTTCTAAAAATGTCATCCAGGAGGTA^^ 

CCTATCCTACCATGGATAAGCTGGTATCCAAATTGCAAGACAAAGGCCTCTACTCTTCCCTCTCCTCTCCTTAGGTGGA 

GGGAAGGAGTCTCACCTGCAGCTGCAAGCTGCTCTGCCTAGGGTTG^ 

CCCTGCTAGTGTCTCACTAGGTCACATGTCCCCCATAAAC^ 

GAATTTCAGTCTTTGTGGCTTAGACTGTCGTTCM 

TTGCTGGATTTCAGATTCTGACTGCTGGAATGGGCAATTTCACTCTGGCTAGGGCTGGTCTATATTCTCCCTCCACTGG 
CGCTAGCTGAGTTCTGCCCAGTGTTGCTTTCCACTGTGACA^ 

TGCACTCTCCCTYCCCCGAGCACAAAGATTCACTCTCTGTGCCACGTGGCCACTGCTGACGCATGGGGGAGGGGTGGCA 

TCGGCCATTCAAGACTTTCTTTCCTACCCTCTTCAGTGCCT^ 

GCTCACCTGATTTTTGGTTCTTAGATGGTACCTTTTTC 

ATTGGTGGAGGCTTCTATTTGGTCATCTTGCTCTGCCTTTCCAAAATAATTTTTATTCTGTAACATGTTGCCCTGTTAC 
CCACAAAATTGATAAACCAGACTTCCTTATCTTGAGCC^ ■ 
TTTGAATCATGTTTCCAGGTTAATCTC^GCT^^ 
TAATCTACCCAAGAGACTATCATCAACATCAC^TTT 

ATATATTTAATAGTCCATGTTTTTTTTCTATAAATCAATATTGCGTATCTGGCACTGTAGTACTCATATCTATCCCATT 

TCTTTTGTTGAAATTCTCAATAACCTCAACTTTT^ 

ACTTAATAATGTTCATATTATATGAATGGCCATTATGCTGT^ 

TTTTGCCTAAATTATTTTGAACATTAGACATGTTATATTTTAGCAACCCTAATAATAATAATTTTTAAT 

AATATCCTGCCCACTTTGAAATATTGACATCATAGAGCTTATGTATGAGACAGGTAATTAAGTAGTTAACATTTAGTAA 

GGATGTTTTATGTGGCAGGTACTATTCTTAGCATTATACACCCATTACCGTACTTAAIGTTCACACCAACACTATGAGG 

TAGACACTTTTTTTAATATACTTTAAGTTCTAGGGTACATGTGCACAACGTGCAGGTTTGTTACATAGGTATACATTGC 

CATGTTGGTTTACTGCACCCATTAACTCGTCATTTACATTAGGTATATCTCCTAATGCTTTCCCTCCCCCTCCCCCCTC 

CCCCCACCACATGACAGGCCCCAGTGTGTGATGTTCCCCTTCCTGTGTCCAAGTGTTCTCATTGTTCAGTTCCCACCTA 

TGAGTGAGAACATGCAGTGTTTGGTTTTCTGTCCTTGCTATACTTTGCTCAGAATGATGGTTTCCAGTTTCATCCGTGT 

CCCTAGAAAGTTATTATCCTTTCCAGATGAAGAAACTGAAGTTCAGAGAAGTTAAGTGGCTTACCAAAAGTCACACGAC 

CAGGATTCAAGCCTGGATAATGTGGCTCCAGGGTCTGTTCCCCTAACCACTATTTCATAATAAGGACTATCTTCCAACT 

AACTCTGTATGTTACATACTGCTAGTTCAAAGCCAGGTAGACGAAAAAATACTCCCTGTTTCAGCTGAAGAAGGTTTTC 

CAATATATTTTTAGCTGCAAATATAAAATACCACAAAGCCAATTT^ 

CATTTCCACAGGATTGTAGAATAATATATTAGAACAAAAATAGTGTTTGTAATAGAAATACAGTTATTTTACTTTGGAG 

AATGGGCTTGGAAATGGCAGAGATAAGAATTATAAGTTATTTATAATTAGCTTAATAATTTCGGTATTCTTATCTGCAG 

CCATACAGAGTTATGTGAGTTGTGAACTGGGATAGGACATTAAAGCTGACAGGGTTACATCTGGATCAGAAACAAGACA 

AAAAAGATATGCCTCTTCATGAGCCTCATCAATGCCCCAGCATATATTGTTATTGCTAGCACAACATTAGGGT 

TAAATTTTACTTATGGTTTTAGTGTATTTTAAAATATTTAAACAATAAATTTTATTTTACATAATCTCAATTCAAGATT 

TCATACTTATATCTTTTGTTATCAGAGAATATTAATTAAAATTTACCATGTACATAGAAGAAATAGATATATAATATGC 

CTCATTTAATAATAGGGCTATGTTATTATAACAAAGCATCTGCTCTGTCTTTCTCTCAACAGACCAAATTAATCTTTGC 

CACATTATTCCTTGGACATTTGAGAGGTTAAAATATATGCGCATATACATGTAAAACCAATTTGAAAAATAAAAGTTCC 

CAAATGTTTATTCAGTGTCTACTTTGTGGC AGGCACTGACCTGAGGGCCGAAGAAAAATAGGGAGGGT CTTTC CCACAA • 

GAAGGAAGAAAAGGAACAGATGGTGCATGATTACCAGGTTCAGTGGTTTGCATGGAGTGCTCTTCAAGCACTGATAAAA 

AGTGTCTAAATCAGATTAGATGGAACAATGTCAGATATGGCTTTTAGAGGATGTGAATCTGACCTCAATTTGAGAATGG 

GTAGTAGTTACCTACATAGGGATGACCATTTATGCATAAAGTACAGATACAGTTAATCCCACTTTTTGATAATGAGGGC 
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CTGGAATTCTTTCaTATCTi^TGAAAGAATAAACCTCC 

TGCCTAAGAATGACTGTAGTTGGAGAAAGGAAGGTGAAAACTGAATAATATTCTTGAGCTGAGAATATTTCTATAGCCT 
TACTTTAAGCACACATCTTAAATCCAGGCTAAAACTCTTAGACTGGCATTGGCAATTAGCTATTTCATGGATATAAACT 
AAGGAGACTTGACGTTACCAACCTGCTTGGGGAGTATTTTGCTGAGTCTATCCAACTGTTATCAATTCGAGAACAATAC 
T ^^^ TTTG ^ TC ^ CCTG,I ^ TTTTAA ^^ 

GTTTGTTTGTACTTACATATCTCTATGTATACATGTATATATTTTTGAGTCTGCAATATTCTTGTCAGAATAATTTTGC 
TTCCTTGAATATTTCAACTATTCAAAAATTTACTGGGTTAAAACAACACACACTTACTATCTCACAGTTTCCAAGGGTC 
AGGAGTCTAGGCATGGCCTAGCTGGTCCTCTGCAAGGCTGCAATCTAAGGTCACTAGGGTTCAGTTTTCATCTGGAGGC 
ACCACTGGTGATGGATCAACTCCTGAGGTCACTCATGATAATGAGAGAATTAATTTCCTTGCAGCCGCAAGACTGACGG 
TCGCAACTTCTTGGTGGCTGTTACTTATATCAGAGGTTACGTATCAGAGGTTACATTAGCTCTTAGAAGCCATCCTCAG 
TTCGCTACTACCTTGCCCTCGCCATAGACCCTTTACAACAAGCAGCCTGCTTCTTCAAATCCAGCAAGAGAGGAAGAGA 
GTGAGTTTGCTAGTATGACTGGATTTTATATAGCATAAGCATAAGAGTGACAGGGCATCACTTTTGCCACATCTTATTT 
GTTAGAAGCAACTTAAAGTTCCTGCCCATATTCAAGATGAGGAAAATATAAACAGTTGTGAATACCAGGAGGAAAGAAT 
CATGAGGGTTACCCTGATATCTGTCTGCCACATCCCAAAAAGAAAATCTATTTCAGGCTTTGGTATCATTTGAAAGGTT 
TCCAGATAATCAGGTAGTCAACATTAAATAATTGTTTGAATGACATTTAACTATTGCACAAACAGGTGCCTCTTTAAAA 
AAAAAATACACACACATATACACATACACTTlTrTAAAGCAGAGTCCAAGTGTGCCAGTAACTGACTTGAGTATAAAGC 
TTATTTTTTTAATGTTATTTATCTTTCAAACCATAACAGAAAATAATTTTATTTCAAATGATGGTTATATATTTTTATC 
ATTATTAAATATAATACTATTTTTCTCCAAATTTATCCCACAAATTTTCTCTTTTTTGTGTAATTGATTGTGTATAGTA 
TAAAACTATAGGTCACTAGTTTTAGCAACTGATTGAATTTAAACTGATTATGTGTTTGGATTTTCTATATAAGCTAATT 
TTAATTACATTAAATGTTTATAGCAGTTTGTAAAAAGAGATGCAATCGTAACATTTTATTCTATATTATTTTAATAAAC 
AATCTATTTTTATATAACAAAATCTATAAAGATATTGACAAGAATATTAGGTTATATTAAATGTTTACAAATGGTCTTT 
TAGATTAAATAAGTTGCATTGAAATAATGTGCTTCAGTCTTTCAAATTCATTTTAACAATTTGTTCAGCAAATATTTTA 
TTAAGCAAGTGTCAAGTATGTACTAAAAGCnTACAACACAAGAGCAACCAAGTCIACATATTATTTGAAGCCCTAAATAT 
TCAGGGCTATGTTAGAAGAGTATTAATATGAAATAATGAATAAGGACATTAAAAGTCAGAGAGTTTAATTGATATATTA 
TAGGTTATAAATTTAGGGATCCTAAAATTGGGATTGGAGTCCAGGTCTTCTGTATCACAGTTTACTGGCCTTTCACTAC 
CTCTTGTAGCTCTTAAGTAATAAGTTGCCTTCATTTGTCAGAGAGGGTGATCAGTGCCCTGCAAAGTTCTTTTCATGAA 
GCAGTTATAGCTTTGTGTTGATCCATAGACTCTCTGGTTTGTTCCCCATTGAGACCAGCTAAGCCATGAGTCACAAGCT 
GATGGTTAGAGTTCAGCTTGGAAACATGAAACAGAATGAGGTTAATGACACAGATCAGAATCAAGCCTGTGACTTTGTT 
TTCATTAGTATCATGCTCTACATAAATTTGCTAGCCAGTCGTAGATGTCAAAGTAGAATTCAATCTATACATTAGTTTT 
TCTCTTCCTCCTTTGACCTCCAGCCGTGTAATGAAAGACTTCTTCAAGAAGGATGGCCGGGCATGGTGGCTCACACCTG 
TAATCCCAGCACTTTGGGAGCCCGAGGCAGATGGATCACTTGAGACCAATAGTTCAAGACCAGCCTGGCCAAAATGATG 
AAACCCCCTCTCTWCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATTAGCCGGGCATGGTGGTGCACCCCTGTGGTCC 
CAGCTACTTGGGAGGCTGAGGCAGGAAAATTGCTTGAACCCAGGAGGTGGAGGTTGCAGTGAGGTGAGATTGCACCATT 
GCACTCCAGCCTGGATGGTAGAGTGAGACTCTGTCTCAAAAAGAAAAAAAAAAGGAATCTATGTAGTTTTATAGATTTG 
- CAAAAAATACTATATTCCCAATGTATGCTGTGACTCTTAAAAGTATTTACTAAATGTTGCCAATATCTAGAACCATCTC 
TTAAAAAATATTTCAAACATATCAGTGTTAACAATTAATGGTGAAACAACAATGTGATTAAATGGTGTTTTAAGTAGGT 
TTTAAAACCAAATTATATGTACATTGCATTGGCTTGTCAGACTCTAGTTATTAAATGCATCGATTTTACCCTGGGAACA 
CTCTTATTTCCCTACAGTTTACCTTTTAATAAGTGCAGTTGGCACATGTTTTGACCAGAGTTATTATATGTCTTATTGT 
TCACTGTATGTCTGGGACTTTTTTTTGTTTTGCATGAACTTGGCAGCAAATTCAAAACTTTTCTCACATTAATAAAGCT 
ACTGGTTAAAATATGTCAAGGGCAGAGTAGCTCATTCTTGTAATACGGTTGTATATACACACACCTTTGTTTTGTTGTT 
ATAGAAAATGCTAATTAGTATTTCCTGATGACATGTGAGCTTGTTGCATAGATTATTTTCCACTTACCTTAGGTCTTGG 
TGTATTAGGCAGGCTGCGAAGCACAGCTTGCAGGGGAGGGCCACCATTGTCCTTTTCTCCTTCAAATATTATATAAAAG 
TTCAGGAAAAAAAGCATTCTCATAGATTATATTTTGTGACTGACTACCCGTATTTTGGGGTTTGTGTGGTGTGATGAGT 
AGAGATTAAATAATGGAACTAACTTGGTTATAGATAGTTCTGGGGACTAGGAGATTAAAGACAATAACAGATGTGGGGA 
AAAATTACTTTTGTAGAAATATTCAAGAGAAATTATTTCAGAGAAATAAATGTATGTTTCATGTTTAGTTCAATGTTAT 
TTTCAAAGGATTATGTACAAGAGAACCCCCACTGTATTTTTTCCGGAGTGATGATGTTCCTGATAATTTATGTCACCAA 
AAAGAAATGTGTTCTAAATAAATGAAAATTACCITTAGAAAAATACCTGATTTACTCATACTTCCTATTAAGAGTAAGA 
CACGAATATGAGAGGGAAAAGTAATACAATCCTGACATAATGCAATGCCTTAGTCCCTAGTGAGGTAAAATATGTGATA 
CATATATGTTTAATGGACATTATTGTGAAGAATACAAGAACAATGACAGTTATTTATATTGCAACTTAGAAAGGATACA 
AATGAATGGTTTTCTTTCTCAAAACAAACTGTAAAACTAAGGCAAACCATTTTCCTTTCCAAGGTCTGCTGAAGCTGAC 
AGCTGCCACAAAGCTTATTCCCAGTGTTCTCCAATATGTAGCCACAACAAGTTGTTGAGTCCTCTTAAATAACTAATGT 
CAGTTATTAATATAAACTTTAGAGTACTCTTAATTGTGATTGCACCATCTCTTTCCTTGGTTTCTGGGACCATTTCTAT 
TCTTCTTCCTATGGACTCACCTTTCTTCAGTGTCCTTTTCTGATTCCTTCTAATTTGTCCAATTCAATCCTCAGACTGT 
TCCATTCTGCCCTAGYTGGTCATCCATTGACTGACAATTCACAAATCTATTTCTCCAGCTTCAGCCACAAAAGAGAGTT 
AATATGTCCACTCTAACTCAGAATCTCTATAGAGAAATGTACAAATTATACTCAAGGTAGACAAACACAAGTACACTAT 
GTTTTTGTACTCCACTTGAAGCTTTAATAGATTCTCTCCAACTTAATCTGTCTTAAAACAAACTCTGGATTTACAACTT 
TCAAACSTGCTCCTTCCCCAGAAACCCCACTTCACTCAATAGAAGCACTATAATTTGGGTTGCTAAGACCAAACATCTT 
CAATTTCTTTTCCTTTCTTTCCTTTTACACACATACACACACACACWYACAyACACACACACACACACACACACACACA 
CACACACCCCTATCAGTAAATTATAACCAAGCCTTAACTATACTTCCCCTTCTCCTACCTACTTCTTCCACGCCGGGCC 
AAGCCAGTTATCTTTCTTAATTGTTGAAATAGCTTCCAATCTGCTATATGTATCTCCACACTTGCCATTCTACCGTCTG 
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TTTTCAACATGGCAGCCAGAGTATGATCTTCTTAAAATAAA^ 

CTTCCATCTCATTCTGAATCAAAGTTAAAACCTCTTCCCCCAAACACA^ 

ACACACACACACACACACACATACATCTTCCTGGCTTTGTCTTTTCTC^ 

GCCTCCTAGTTGTCTTGCCCTGCCCCACAGACTTTGTCCTGACAATCCTGTCTGCCTGTAATGCATTTACCTAGCTTCC 

CTCAGGTCTCTGCTCAAAAATCACCTCAACAGAGAGGACTTTCCTGACCACATCTTGTAAAATTGCATACCTCCCTCTC 

CCAGGCTCCTTACCTTTCCCAGGCTCCTTAACCACCCCCCATCTTTGTTTTTCTCCACAGAACTTATTATCACCTGATA 

AAATATGTATATTAATATTGTTGTCTATTGTCTACTTTAAGGATGACAGGGATTTTGTAATATTTGTGCCATAGTCTAG 

CACCTAGGACATGTAGTAGTTATTCATATGTATTAAATAAATAAGTTATATGAAATATATCATTTAACAGCTGATTTGC 

AC^UIGTGGGAGTCAATATGTCAATTTCAACTTAGAATTTCTGTAGAGAAATGTACATATTCTACTCAAGGTGGCCCAGA 

CTATTCTTAAACCATATTTAAGAAGGTGAAATAGAGATATGATTTGATGGTTTTTATTATTATATGGTTTTCAGTATTG 

GATACAGCASKGCACAAATTATATTAAAACTACAATTAA^ 

GATCATCCTTCAAGGCTGTTGTTCTTGATTCTAGCATTGATATTT 

AATATTAAATATTTAAAGCATATATAAGCTATTTTCACAGTTGATTTGCATTAAGTGGAAGTTAATATGTCAATTCTAA 
CTCAGAATTTCTAAGTAGAAATATACATATTATGCCTGAGGTAGAC^^ 
CTATTTAGTATCTTTAATCCCATAAAAATTAATTACCTGACTT^ 
CACAGTGAAAGAAAATAAGCTTTAATTTATATGTATTAAAT^ 

TATGAATGTGTAATTTAGAC^TGTTTGTCTAGCTCTCACATATATGAAAGGTGTTACTGTTAGCTTTTCTAAACAGAAC 

ATTGTAACAACTGCCACACCTAC^CCCCATTCAGCCAGAA 

ACTTGAAAGAGTCAATGTTTCATAGTTAAGTTGGGATTAAGGAACCA^^ 

TATAATAATCATTGGCMTTATCTTGTCCAATACCTTCCATATAAAAATAAGAAAAAATGAAATATTCCT 

GGAA^TTGCTGGCTTAGTTTTCTTTTCCCTGTAATGGCTTACCATCTGGTCATTCAAACTGGGCCAGCCACTTCTCAA 

GGCTGCCACACTAGCCTATTGCTCCTTCCATGATGTTTTCCCCAATGTTTGTATTTCTGGTTCCTCCATGTCATTCAGT 

TCTCAGCTTGAAGAACACTTGTCAGGGAGGTCTTCTCTGGCACCCAATCTAAAGCAGCCTTCAGTCACCTACTAGCATA 

TCTCTTATTTTATTTTTCAGAATAACATGCCTCACTATTTCCT^ 

TTGTTCATCATGGTACATTAAATACAGAGGGTAGCAGCCTTGATTGTTTTGTTCACCACAGTATCCCCAATGAGTGGAA 
CATTTCCTGGCAATTAGTTGGTGCTCAATAATTATGTATT^ 
TGTATTAGTGACTAAAAACCATGAGGGGGCCTAAGAATGTACAACC 
GGGCCATTTAAAAAAACACAAAATTAACTGATCTAAT^ 

TTGCC^GACTACTCTTTGATAAACCTGTCAATACAATTAATTTGTTGATAATATGCATATCTCATCACCAAGTGCAGTC 
TTACTTTCCTGCATCTGAAAGAAGAAAGACAAGAATGCTTTCTGCTTCCTCTTGACATTTTCCTTCCCGGGAAATATTT 
TCCTCTU^GTATTTAAGGTGAGTTACATTAAAATATWGA 

TCATATTCATTCAACAAATGATTTCTGAGCACCTACTATATATCAGGCTCTTCTGTCATTGGGATTGGTTTC 
AGGAGCAGATAACAAACAAATAACTAGACGGCAACATTCACGTGTTATTAT 

ATTATCATTCAGACTC^CACTGCCAGCTGCAGAGTTGGGATTTGAACATAAATTTCTATTAGTTTAAAGCCTCCTCCCT 
TTGTACTTTATTGTTTGGAAAAAGAATATTCTATGAAAATTTAAATAATAATAACAA^CTGTGAGTCTTATAGGGCTT 
TAAAATCATTATAATTTATACATVAA^TAAATTATCCATTTAAACAGAGAAATTATTCCTATGTTTTGGTCATAGAAAC 
TAAGTGCATTATACATTACCATAATACATTACTTTAAACATCTAAAAAATGAATTATAGTATAAATTAGACCTCATCAA 
AAGATCATTCAGTTACATAGTTTATCAGTTATTGTCCAAAGTGTTCTCAGTAAGACAGCTCTAATTGCTTTAAAGTGTT 
TAATATGG C AGACATTAGATTCTGGTAGGTGGATAAGCCAATCTTTAAGTCAACCGATG CTCCTGTAACTG CCCAGTGG 
GTTC ATTTTGC CTC CTG CC CAGACAGAGCCAATTTATCAAAACAAACGAATTG CAATAGAAAAAGTTTAATTC ACGCAG 
AGCCTGCTGAACAGGAGACCAGAGTCTTATTATTACTCAAATCAGTCTCTCTGAAAATTCAGAGACTGGGGTTTTTTAA 
GGArAATTTGGTAGATAGGATGCCAGGGAGTGCTGATTGGTTCGGTGGGAGATGAAATCATAGGGAGTTGAAGCTGTCC 
ACTTGAGCTGAGTTGGTTCCTGGGTGAGGGACACAAGACCAGATGAGCCAGTTTATCAATCTGGGTGGTGCCAGCTGAT 
CCTTCGAGTTCAGGGTCCAAAAAATATCTCAAGCACCAATCTTAGGTTTTACAATAGTGATGTTATCCCTAGGAGCAAC 
TGGGGATTTTTAGAATCTTGTGACCTCTAGATGCATGATTCCTAAATCGPAATTTCTAATCTTGTGGCAAATTTGTTAG 
TCCTACAACAGCCAGTCTGGTCCCCAGGCAAGAAAAGAGTTTGTTTTGGGAAAGGGCTATTATCATCTTTGTTTCAAAG 
TTAAACTATAAACTAAATTCTTC CCAAAGTTAGTTTGG CCTATGCCCAGGAATGAATAAGGACAGCTTGGAGGTTAAAA 
GCAAGATGGAATCTGTTAGGTCATATCTCTTTCTCTGTGATAATTTTTTCACTGTTAT7\ACTTTTACAAAGACAGTTTT 
ACTCCTATGATAATCCTTCAGTTAGTTCACTGTCTAGTTCCTGGGAGTCTGTTTTGTGGATCCTAACCCTACCCCAAGG 
ATTCTACTGCATTGTAAATTCTGACTTTACATTTAAGACATGGAGTTCTTTGGGGGCAGGGAGATAAATATCCTATTTT 
AACTATCAAGGGTTAAAGTGCTTTCAAGGATCTAGTGTCTGGTGGTGATACCAGAGTCATACAATTCAAATTACAAGCA 
TCTGTTTGTTGTGTTGAGAGCAGGGACTGATAAATGAGGCACTTTTTGATTGTGCAACTGGGTATAAAACAGTCAAAAT 
GATGCTTATAACTTCAAGCTTTTCTCCCACTTGAATCAGCCAACAAGATTTTCATACAACATTTAGACCAGAGTAGCTG 
ATGCTTCTGTTTCTTGCATTTTGTCTGGTTTGGGATCAATTTTGTAGTCATGGATGTAGTTATAGCTCTTTGGTATGTG 
AACATGAGAGAGGTGTAAGCTCATAAAATAAGAAAATCTGTTTTTGTTAAAGTAGACGATGTGCAATTCAGAAACAATG 
AACCATATCAACTAAATAATGGGTTAAATCAGTAGAGACTTTGTCAATCTTGTATTGATTTAATCATTTCAAAATTATT 
TATTCATTGTCTATAGGTATGCTAGGAGAATAGTTGAATACAAAAAATGTTCTTACACTCAGGAACTTCACAATCAGGT 
GCAAAAATGAGACAGGCATACTCACATTAAAAATTAAATGACAATTCAAGAGGCGGCACAGGCAGTCTAGGATAAACTG 
CCATATGAATAATAGCAACAATAAAGTAGATGAGCTCCCAAAAAGGAAAGATCGAGGAAGGCAGCATGGAAAAATTTGA 
CATTGCCTTGTGTTTGGAGTTGAACGAGTTGGAAGrGAATAAGTAGAGGTTTTTCCACGTTGCAGAGTiAGTACGATGGT 
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GGGGGGTATATATGGGGCATTCAAAATGCATGAAACT^ 
CTGACCATTTTATGTGGGTCCTTTATTTTCAAGTTTAGACATT^ 

GGTTTTCTACAGGGGACAAGGATAGCATGTTGGAATGACTAACCAGATAGAAATATGCACAATTTCTTGAAAATAGGGA 
GAACGAGAAAGGAAGAAAGOVGAACAGTGGTTCTTGACTTTAATGTGCCACCTAAGGGCmGGTGCAGTGGGTCACACC 
SGTAATCCCAGCACTTTGGGAGGCCGAGGTGGGTGGATTGCTTGAGTCCAGGTGTTTGAGACAAGGCTGAGCAACATGG 
TAAAACTCCATGTCTACAAAAAAATACAAAAGTGGTGGTGTGTGCCTGTAATCCCGCTGCTCGGGATGCTGAAGTGGGA 
GGATCGATTGAGGCCACAACATTGAAGCTGCA 

GACCCCTTTGTCTCAAAAGAAAAAAAAAATCCACCTAAGGAGCTTGT^ 

GATTCTGGTTCAGCAAGTCTGGAGAGGACGCATAATCTCCCTGTTAAGGGTTAGATTCTAAATAAGTGGTCTTCAGGCC 

ACATTTTGAATAATACTAAATTAGAAGGCTGTCACAATAATCTAGGAGTGAAATGGTGAAGGTTTGTATTATAA'lTT'l'G 

GAAGCAGGGATGAAAAGAAAGTGATGGTTGGTAGAGATATAGTGAAGGAAGAATTGATAAGACCTAGAAATGTTTGGGT 

ATAAGAAATCAAAGGGAAGAAATAGTTTTAAATGATATTAATGT^ 

GATTTGCAAGTCACTTAACTTACTTTAAAAAGCCAGTGCAAATWAAA^ 

TATAAGATCAAATGATGGGTATGGGAATATCTGTAAATAGGAAAGAAATTCATAAAAAATTAAGCTACCACTTTGTGTT 

ATTTCCAAGTGTATTCTAATAATTAGTTTTCCCCATCATGGATTTAATTAATTCTTAGTCAAGATTTCT^ 

AATCATTACCTTTTGAAAGTAGATGTAGAATTCTCAATTATCTAAATCTTCCACATTTAGCTGAGAGACCAACTCTAGG 

GAATATATTAGAGTATTTTCATAGTTCCATCAGACTATGAACCCCAATTCTTAGTTAAGGC^CTATAGCTATGGGAATT 

ATAGTCCATAGTGAATAAAATATACAATCATGGACCTTATTTTGAATAGCTTCCAGAACAAACATATGCGT^ACATCTTG 

AGGAGGTTATTATGGCTAGGTTCTAGCTTGCATCACTAAGTC^^ 

TCAGTAGAAATTATAATAATTGTCAGAGGAATTATTTCAGTCTCAGGTTGATGCAAATTTGGGTACAGTGGATGCTGCT 

TCCACTTGTTTTCGGAAGCCGTAACCAATAATCAAAAGCAAGCAA 

AAAAAGTTTGAGTTTATTTAATATCTTCATTTAGACAT 

ACTTGTGTAGATTGCCTTCATAGTTCATTTGAGGCATAATGCCTCAAATTAGGAACTGGAAATGTTTCTTTTTAAACAT 
GAATATTGCCTAAAATTGCTGAAATTACCAAGTCTTTAATTTCATCAACAGAAGAAAATAGGCAAAGAAATTCAGGCAA 
ATTGAAGAGTTAAAACGTTATGTATAGGTCAGGTTCAGTTCAGTGC 

GATGTTTGGTTTGAGAGGGAATGCTTTCACCTTCTGAAAGGGAAGAGGGAGGTCAAATAGTGAC^AAAGAATGAGGACT 
TGGGGGAAGTTTCAGCTAAGAGGAGAAGCAAAAGAAGGCTGAGAACAAACAGC^^ 

TGTAAAGAGAATAGCTCTTGCTTTGGAGTAAACTTCCTCAGTCAGAACTAGGTCCTTGAATTCAGACCAGCTCTCATCT 
CCTTGGTCCACTCTAGGGCTGATGGAGGCTGCTGAAATCATCTTTTGCTACATTAATACTCATTTTTCGCTCAAAGATG 
ACAAGGAGTATTTAAACGCAGAGAGAATGTTATTTATAAATGATGATTTGTTCGTGATAGAACTTGCCACATAGTATTT 
TCTCTTTTTTAACTTTTATTTTAGGTTCAGGGGTACATGTGCAGGTTTGTTATATAGGTAAGCTAGTGTGATGGAGGTT 
TGTTGTAACAGGTTATTTTATTTCATCACCCAGGTACTACGCCTAGTACCCGATAATTATTTTTTCTTTTCCTCCCCCT 
CCTCCCATCTTCCACCATCAAGTAGATAGACCCTAGTGTCTATTGTTTCTTTCTTTGTGTCCACGAGTTCTCTTAATTT 
AGCTCCCACTTATAAATGAGAACATTTACTAAATGGATCTTTATAAAAACAGTTTGCCGACCACTAATGAATAAGAAAA 
TATTAGAATAAAAAAGCTCAATGTCACTGATCATTAGAGAAATGCAAATCAAAACCACAATGAGATACCATCTTACTCC 
AGTCAGAATGGCTGTGATTAAAAAGTCAAAAAAATAACAGCTGCTGGCAAGATTTAGGAGAAAAGGGACCAGTATTCGG 
TTTTCTGTTCCTGCGTTAGTTTGCTAAGGATAATGTCCTCCAACTCCATCCGTGTTCCCGCCAGTGACATTATCTCATT 
CTTTTTATGGCTGTGTAGTATTCTGTGGAGTATATGTACCACATTTTCTTTACCAAATCTGTCATTGACAGGCATTTAG 
GTTAATTCCATCTCTTTGCTATTGTGAACAGTGCTGCAAGGAACATTCACGTGCATGTGTTTTTATGGTAGAACAATTT 
ATATTCCTTTGGGTATATACCCAGTTGTGGGTTTGCTAGGTTGAATGGTAGTTCTGTTTTTAGCTCTTTGAGAAACCAT 
CACACTGCTTCCTACAATGGTTGAACTAATTTACACTCCCATCAACAGTGTATAAATGGTCCCTTTTCTCCTCCATTCT 
GACTGGAATAAGATGGTATCTCATTGTGATTTTGATTTGCATTTCTCTAATGATCAGTGATATTGAGCTTTTTTATTCT 
AATATTTTCTTATTCATTAGTGGTCAGCAAACTGTTTTTATAAAGATTCGTTTAGTAAATATTTTAGACTTTGTGAGAT 
ATACAGTCTCTGTCATACTCAACTCTGCCACTGAAGTATGAGAGCAATCATTGACATTTACTCATGTAATTACArGGGT 
TTGGCTATGTTCCAATAAAACTTTATTTACAAAAACAGATAGCGAGCTC 

CCTGTTTCATTGCAGTATGTGCTATTTCTATTGTGAATGAAAAGGCTAGCTTAGAAGGCTAACTACTTTTTCTGGCTTA 
GGAAGCTAACTACTTTCTCTAGCATAGTTTCCTAGAGAAATAGGTTCTCGATTAAAAATAGATAGGAACCTGACCCACA 
CTGTATCTGGCAAATTCTTTAACTAAAGAAATGT7^AAACGCTTTGGAGGTACCTAAATAGTGGCTAAAAATTGAGTTCC 
AGTGTTTTCTAATTATGAGATGAGGACACATTTTCCTCATCTGTAAATTAGGAATAACAATACCTTCTTCATAAAAAGG 
CCATGGCTATCAAATGCCATCGCATAAGTGAAGTGCCCACTGCAGCAGCATCTGACATAGTAGGCCCTGCAGTAAACAT 
CTGTTTTCTCCCTTCTCCATTGCCAGGAAACACATATGGAATAGAAATAAAAGTAGAAACAAAGGAGAGAAGAAGGCAG 
AACTAGTTTCAGTTTTAAAATACAGAAGCTCTTTATCTCACTAAAATATTCATTGCCGGCTTAAAGGCAAAGCCCTATT 
ACTAGTTCAACACAGTTCATAATTTTCAAAAGCACTACCCCTGTCATGGTACTGTGGGAGTTCTTGGTTTTTTACTCCC 
CTAATTTCCTAAATTATATGTATAACATCATATATGGAATATAATAATGTATATATGCGTGTATACTTAGGTATACATG 
CATTATTTATGTAACAGATATTGTGCTGAGCATTTTACATCTATTATCTCATATAATCTTTACAGTAACATTGCAAAGT 
TGATTCTGTTATTTTCATCGATGAAAAAACTGACAGAGAGGTTAATGTAACCCATCTGTGGTTACACATCTAGAAAGTC 
TTGGAGCTGAAACGGAAACTCAGGGCGTTCTGGCTGTAATGCCCATTCTCTTAATAACCATGATAAATGACATACTTTT 
AAGAATGAATAATATTTAACTGTGATGAGACTACTGATTTGGTTTAGATTCATCATTTCTAAGTTACTTGACCAACATC 
AAAGAAGAACTGGGTCAATl'AGTCCAATCTGTGGTTTATAATTGGCCAATTAGTCCACATCTTTGAATCTGCACAGGGA 
CCACTTGCACATAAATCTAGATCTAGATTTGCCACGCTCCACAAAGCATTCTGAACAATTCACTGTGTTCAAAAATGAG 
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ATTTCTATTATTTATGCATGAAGAAAATATGCTC 

TATTAGACCATGGATCTTCCATTTATTTTAAATGATAGTGTCATGCTGAGGAAAATAATGGTT 

TTCCTCCAAATACTATGTCAAAACTACTTTGATTAAAATAAATAAAATCTTGTATCACTGTGCCAACTCTGTAAGAAGA 
CAGAGCAAGCAAGCAAACACATTAAAAACTAAGGTGTTGGAGAGTCTC 

TTTCCTGAAGTTCTTATTTTCTTTTCTTTTACTTACCAAGTTACTTGGAAATTTAACAATTTAAT 
TCTTTTCCCAATATTTAAAAAAATGTATTATTC^^ 

CTGAGTTAGTTTATGAGTGTTCCCCAGGTACCTATCCTCTCTCTTTTGGAGAGAACATGTATTCCTTGAGGACAGATTA 
AGAAACTAGTCTTCCCTTAATGCTGGGAGCCTCTTTGAAGTCTTATTTACTTCAGATCTTAAGGGAGAATTGTGGTACG 
CTGAAAAGTATCACATTTGTTATCACTTGAGGAAACACCATTTGATCTAATGAGCTAGACTTTTTCATCTTTCAATTCA 
TGAGAGCTATAGCTACATTAGAAATTGCATTTTGGAGGTCOT 

GCTAATGAATTTAAACTTGGATGGCTAATC CTAAAATGGCTTTATTC CAGCAAAGTGGGAGAGAAACTCCCCTTCTTCT 
GTTTATTTAAGGTTTCTAGTTTGGGGTCCTGGTTCTAGTTTGGAGTCCTGGAGTTCCTTTCAATGTGTTTCCATAATAG 
CCTGATTCAGAGGAGTCGGGGAGAAAGAAAGAAACAAAAAGAAAATGCCT 
TATCTATACATATGTAAAATGGACATGGTAAAGCATAGTAT 

GATTTATAATAGGATTTAGTAATACTAATACCAATAACAGCAGCAGCAAATTCTTGAGTGCATGAAATGGATTACTTTA 
TGTAATTT CTG CAAAGTC CTATCATGTATATTTTGTCACTAGTTTATTTTACAGATGAGGAAACTAAGG CT CAAAG 
CTGTAAAACTTGGCCAAAAAGTCATGCAATTTTTC 
AATAGAACAATCATGAGGAAATTGACAATGTCCACAGAGATAAGA^ 
AGAGAGGGAGGCAGGGAACACTGGCCTGAAGTATGAGCTTTGA 

TGCTGTCTGTGTGTCCTTGGATGAGTTACCATCTTCTGTGTGCTTCAGTTTCTTTATCTGTACAA 
AACTAATTTTTGAAAACCAGCTAAAATAATGCCTGGTTCATAGTAAACCCAATAAGTAGTAGTTGT 

GTATCCTGCCTGCTCTGTCTTATCCCTTTCACCCTTTAGM 

TTGCAATATTTTATACATCAGAACAGTTTGAAGAACCTGAGATAATATTGAGAAG 

CCCATCTTCTATTTTAAACTAGTAATTCTC 

GTTCTTGTTAGTTATTACTAATTCCTGCTGTGATGTTCGTTGATAGCTACAATGTTAGATGATAAGGAATATTATATTT 
TAAAGTCAGATATTTGAGAAATAAAATTGGATTCT 

GATATTTAGGAATATATGTGTGCCAGGATTGGGCAACTCGCAG 

CTACACACACCACTTCACAAAAATTTTTATCTTAATTTGGTATTAACTTTAT^ 

TTGAGAGGAGGATGAATTTTGTTTTAAAGATGTTTGTAGTTATTTTTAGCTCAGAGTTCTATTTAGGTTCCCCAAATTT 
TGTGCTACAACAGTTTTAAAAGTCTGCCCAGTTATO^ 

AGCTCTCTCTTCTGAAATGAGATATTCAACTCCACATGGCTTACTGCCTCTTCCTATCCCACTTAGTTTCCATCTCTTC 

TGCTGGTGATGATGTGAGTTCCCTACCCTGTGGGGTTACAATTGCCCTTATGGTTTTTCTTATACAATATTCAGCATTA 

TAACATATGTAGGTTATAGAGCATATAATATATGAACTGCAATATTATCAATATGTTGTATCTACCTGTGGGCTCCTTC 
CTTCTCTCAGTTACCATATTTTCCTTCACCAC 

CATTTTTAATACTTTTAAAAAATCATATATGTATGTATCCTCTAAAATCTTGCTATGTAAGTATGGTCCACAGATCTAT 

GCATGAACATTGCCTGGGAGCTTATTAGAAATACTGAATTTCAGC^TTGCCCCAGACCTACTGAACCAAAATAAGTAT^ 

TTAACAAGAATTGCTGTTGATTTACAGGCACATTAGTTTAAGAAGCACTACACCAAAATATATTATTTTG 

GGGTTGTTTTGTTTGCTTGTTTTCTTATTTGTTTCTTGTTTTTGAGTGTTATAAGAATGACATTCTGTTTGTTGTCTTC 

TGCTACTTGCTTTGTTTGCTCAACAGGGCATTTTAAGATTCATCCAGGTTGCTTTCTGTAGTTGTTCATGGCTTCCTGA 

TGTAACATTTGTGCTAATAGTCCTTCCTGCTAAACACTTAGTTTGTTTCTAGCTTGTGTTATAGTGTATAATCCTGCTA 

TGAACAGTCTGGTGCATGTCTCCGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGT 

GTGTTTGCATGTAAGACATTTTCTGTGCTGTGTACCCAGGAGTAGAATTATGAATTGTAGTGTATGTGAATGTTTACCT 

TTACCAGATAATGGTAAATTGTTTTACCACCAGCAGTATATO 

TCATCAGGCTTTTTACTTTTTGCTGACCTAGTGGACATAAAATGTCCTCTCACTGTGGTCTTTATTTGCATCTCCCTGA 

TAACTAATGAGATTGGTCAATTTTTTCATCTATTTAATTACCATTCTGTTTTCCTTTTCTGTGACGTGCCTTTTCATGT 

ATTTTGACTATTTTTCCATTTTTCTCTCATTGATTCATAGGAGTACTTATTTTGAAATAGTCCTTTGAGAGTTACATGG 

GTTGCTATGTTTTCTTCCAATTTATGACTTATCCTCTCACTTTCTTGATCACTCTTGAATAGAAGTTCCAAATGTTAGT 

ATAGTTTATCAGTCTTTCGCTGTAACTGCTTTTGTATCTTTTAAAAAAATCCTTCCTTGCATGAATACTATJ\ATACTAT 

TCTAATAATTTCAGTGGATGGGTGGTTTTiATACATAATTAGAGCTCTAGGATGATATTAACTGAAATATTAAACCAGTC 

TTCAACTGGTATTCTTAAATAACTCATCAATTGGCATTTTACTTTCAAAAGGCCTATGTTTAATTTCTCCCATTTG 

TCCAGGCAAGATCACAAGTTTTGGACTTAGCTTGACGAGGCTCAAATCCAGGCTTTGAAACAGCAAGTATCTGACCTTA 
GTTAAGTAATTGTCCCCATAAGCTTCAGTTTC^ 

CCGTTAATTACAATAGTTGAGTCAATXTAATGGGAGCTTTTTAAAATGAGAACTATTAGTTTAAATTTACATTTTCTTA 
AGTGATTTAAAAATGCATACATTTTGCCTTACCAATGCCTACCT^ 

TAAATCTTTTCTACATTAAGAATCTAAAGATCTTTATACAGTTTTAGCCTTTGGTAGTTGGGCCTAATTTCAAAGTGAC 

AAGCTCTTTCATGATCTCTTTTACATTTTTGAGATCAAGAGTGACATTTCIAAGGCATATTGATTCATTTTTATAAAAA 

TATAATTATCAACCACAAAAAGTTAAACATCTCTWAAAAGTTAGCTAAGAGCTTGTGACAGATGGACATTTAGCAAC 

AGTAATCATTCTTCAGGTCTCACAAATCTGTCACTTTGAAAGTTCTATGACATCTTCTGAGGGATTTGGTAATATCTAC 

TCATTTTAACTGTATTGCTGCTGTGTGACTGGCCATGATTTTATAGACATTTCAATGCTAAAGCAATATGCAGCTTCCA 
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gatcatggctSSgS™ 

GTTGTGCATTACCACACCTOGCTAPtt^^Z^ GCAATTTTCCTGCCTCA GGCTCCAGAGAGGCTGGGGTTACA 
AACTCCTGACaJS^ 

AATAGTCTTAATTTOGCTAflPTrn^^^ GGCCTACAAAGTGCTGGGA TTACAGGCATGAGCCACTGCACCCAGCCA 
CATGA^CAGC^^ 

gttaaaatgtgatgaaaICS 
tatcaaatgttaattgttcaataa^ 

TTCTCAGGGACaSSS^ 

AACTTTAAAACCTGCTCC^CTCAgS 

TGAATAAGAAGTaSc^^ 

ttcctctgcaagaScaaSS 
agcattaggagaaataSS^^ 

GG CAAGATAGAAATGGACCCTTAGTtS^ 

TGCTAGCTGTTAATTGACATCACTTrTr^r. B oA^^^, c 1 ^ CTCTC TGTTCTGGATAGAAATGGTGCTTGCTCTC 

agcagcacattgaSXSaS 

CATAATGCATGGTAATGACACCAlSScSi^^ 

"acttttcatatagatgtgctaatggtaagtagS 

AATCTCTCTCAGACTGTGCCCMAAAACTCCAAAA^^ 
TTAATGAGAAGAGTTTTTAAATGGAAGGCTC^^ 

aactagagtaatacataaagtgcatattttcatgagaact^g™ 

CAAGGGCGAGTCAACTAATAGTATCTA(^GTGTTT^C^rS^^5 AG TTCCCTAGAAGTATTTGAGACA 

gatgtatgaaatcacatgaagagtt^a^SJ^^^T ^^a^taagtctggatcagtagttgct 

AGGCAGGGTAGTGATGATCAAACTTTACACTGAArpap 

ctatcctgcttcatggaSSSSSgS ' 

^GCTCTAGGTTCAACATC^GAC^ 
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GAATAAGAGTTTCGGATAGAGGTATTTTC 
AATTTGTGTACTTCTTTAAAATGGTTTTGGATC 

ACACTTCCATTTCTCTCCTTTTGTGTTTGGGAAAATACTGGCTTAGTGCCCTCCTAGGCATGGTAAATACTTTGACCAC 
TGCCACCAGTCACACTTGTGTCTGGAAAAGGGGCAAAAAGAGTGCCT^ 

GAGTGGTGCTTAGGAGATTGCCTTGTTTCTCTTAAGACACAACCTTTCTCAGATTTTGTGTATAGTCCACATATGAGCA 

GAGGGCTCATATTAAACTGATGGAGGAAAGGTATATTTCCAACCATAAATAAATAAATAGCATGAAGAGATGATGAAGG 

CCTTCTCCTGCCACTTGCACATTTCGTGGACTGTTCTTGCTGATAAACAAAGTGAGCACTTATTTTCATTGGCATTATT 

TTCCCAGTGGCATCTAGACTGTGTGGAGAGTGTTGAATTTTCAGCAGTCTAGAGAGTTTGAGACATGGTTCCTGATTCT 

GGTACTCTAGCATCCATTACATGATATGCTTGAAATGTACATATGAAAATATGTTAAGACTGAGTGTGTGGGAAGAATA 

GAATAATTACACAGCCAACAAGTTGTTGTGAGTCCXAAATATATTATCGTTCAAATAATGGATGGTACGTGGTAACTTC 

CACAAAGAAAAATTCTAGAATTATTTTAACAGTAAGCAAATTGCATTTCATCTTTAAGTAATATGGTCAAAT 

GTACAGGGAAAAAAGTGTCTATATATTGCCCTGAAATCCTCTTGGCTTCTTTAAAAAACATTTGACACTGCAGGAAAAT 

GCTAATTATyVGGAAGACAAAAGTTGAATTTGGATTCTAGTGCCTCATAGGACTCTAATTTCTGTGAATATTGATACAAC 

ATGTTTTTAAAACACTTTAGTAATAGAGCTGTGTTCTGCTGGAAGTGGC^GAAAGGCAAATTGC^GGC^GGCACTGAAG 

ATAGAGACTACCGAAGATAATCAGAGGTTTGTAATTGAAAAGGTGCCTTAACCTTAACTCTGGCCAGCGGGCTCAGCCA 

TGGCTCTGCAACTAAGGACGACTCGCCTTGATTTCCAGCGAGGACCACTCCCGAGGCCAAGTTGGAGGAAGATCTTCAA 

GAGGAAACATTGGGCATTCTCCCTGCTGTGGGAAAGAGCCACACAATGTTTTATCCTATGTCAGGGAAAGAGACTGAAT 

TAATCTTACTATTGGATCTTCACCCAGATCCAATTTT^ 

TCACATTCCTTATCTTTGGAAGCACCAGCATGGGGCTCATCGTCAACAAGCTCTGAGAACCAGCCAGGAATCGCCAAA^ 

TCCATTTCTCTAAGAGCACTGAGGCAAGCGGAGGTGAAGAGGAAGGCTCCGGGGCAGTGGGGAGCAGTGTGGAGGAGGG 

AGGCGCGGGCACGGCGAGGGGAAGGATCAAGAGGACAGGTCTGACTCCTGACTGGCTGGAGTGGTTTTGGTGAAAGTCA 

CAGCTCGGGCGTGCCAGCCTGGAGCTGTCCAACTTTTCAGCAGCTCCGGGATCAGGGTTCCGGTGCCCTGGAGGCGGCT 

ACCACTGCCGCCGCCGCCGTTGCTGCTGCTTCTGCAGCCCGAGTTGCTGACAATCCCTGCTCTCGCCGCCGGCGCCCAA 

AGGAAGGGAAGAAGAAAGGGAGGXAGAAGGACCAACCTCTGGCGAAACCGGGCACCGCGCACCCTAGTCTTGGTGACTT 

GGGGAGCCCGGGAGCGTGTCTCTGCCATAGCCTCGGTGGAAGGAGCCCTGCCGCGTTCTGTGACCCCTCCCGCTGGCAG 

GGCCCCCTCTCGGTAGCCCTGAGGCTCTGGCGCCTTCAAGTGAGAAGCTAAGCACCAGCCTCTGCTGGGCTGCAGAAGC 

GGCGGCGGCGGCAGCAGCAGCAGCAGCATCAGGAAGGCGCTCGGGCCAGCGCGGTGAACCCGGGCTGGGCAGCAGGTCG 

CGGAGCCGCGAGCCAGGATGGAGGCAGAGGGCAGCAGCGCGCCGGCCCGGGCGGGCAGCGGAGAGGGCAGCGACAGCGC 

CGGCGGGGCCACGCTCAAAGCCCCCAAGCATCTCTGGAGGCACGAGCAGCACCACCAGTACCCGCTCCGGCAGCCCCAG 

TTCCGCCTCCTGCATCCCCATCACCACCTGCCCCCGCCGCCGCCACCCTCGCCCCAGCCCCAGCCCCAGTGTCCGCTAC 

AGCCGCCGCCGCCGCCCCCCCTGCCGCCGCCCCCGCCGCCGCCCGGGGCTGCCCGCGGCCGCTACGCCTCGAGCGGGGC 

CACCGGCCGCGTCCGGCATCGCGGCTACTCGGACACCGAGCGCTACCTGTACTGTCGCGCCATGGACCGCACCTCCTAC 

GCGGTGGAGACCGGCCACCGGCCCGGCCTGAAGAAATCCAGGATGTCCTGGCCCTCCTCGTTCCAGGGACTCAGGCGGT 

GAGTGGAGAGCGCCCCCTCCCCCATTCAGGCAAAGGGTCACCTCCCCTTTTCTCAAATACTCCATCTAAGTCGGCTTAT 

CACCACCAATTCTAGACCCAGGGTAAAATGCTAGTCTGGAAATTGGGGGAGGACAAACAGGGGTGTGCCTATCCTTTAT 

TGAGAGTATGCTATTCAGGTGTGTGTAAGAGACCCCCCAAAAGTACTGCATAAATGTTAACTGGGGCCGTGTGTGTGTG 

TGTGTGTGTGTGTGTGTGTGTGTGTGGTGCGCGCGCTTCCCAGTTATCTGTGCCACGCACCAGCCCTCTCCCCACCCAC 

TTCCATACCACCCTGGCTAGTGAGACTAAACAGGCAAAATCAGTTTGCTCTGGGTGGAGAAGAAGAGAAGGTGAAGGTT 

TTGCGGGATTTGACCAGCGAAAGCACCCAGCATCTGTCCACTCACCCTATTGGGAAGAGGGTCGGTGGGGCTGCTCTGA 

CTGGGGAGGAGGGGGGAGTGAGAAAGCCTGGTCCCAGGATTGCAGCTAAAAGCCTAAGAACAACTCGCATTTCTCTTCG 

TCAGGTGGAGAAGTAAATTGAATAGCAAAAGGGGAGAACACGTGGGTGACTTGGAGAGTTTGGAGCAAAATGTTCAGCA 

ATCCTTGAGAGAGACAAGGGGGTGAGGGAGGGAGAAGGAGCGAGGACGCTGTGGGAGTTACACTGTGTCGGTGTGTGCG 

AGCTTGTGTGTAGGGAGACCGTGTGTGTATCAGTCGTCCCTGCAAAATCCCAGGAAGAAAGCGCCTTGTTTTAGCAGCA 

GGCAAGACGTAGAGATTTGATTATAGTGATTTCGCCTTAACGTAAGTGCTCCGGAAGACAGGGCAGGGAAGCCGCCTAT 

CAACCGGGAGTTTTAGTAGAAGTTGACCGCTGCTTCTCCAAGGAAATGAGTAAAGGACCAATTACAGCCATTCTGAGGA 

GTCAGCTCCAGATTCTTAACTCAGGCGTGGAGGTGGATGTGGGGCCCACGTTTGGTCCCTTTCCTGATAACCCAGGGAC 

AGCTCCTTTCTTCCCTGTCCCAGGCCTTCCACGCCGTGAATCCCCTCCCCCACACAGGCACAGGAAAAAGATTTCAGGA 

GCTGCTGATCCTTGGCACATCTAATAGTAAAGTAGAGGGGTCGTCATCTAACCTTAGATGTGGACAGGCATCGATGTAC 

TGCACCTCCAAGCCACAAGTCTGAACAATGGGCAGTTATAAATTGTAAATCAGGTCTGGGTGTGGAAACAGGAAAATCT 

AGGGCTGGGATTGTTTGTCCAACTCTGATTGACAGTAGGTTGGACTGATCAGAAAATCATAATGGTGTTCAAATGTGTG 

TTTGAGTTTTGTGTGTGTGTGTGTGTGTGTGTGTGTGAGCATGTCTCTCTGTTGTATACACTATGTACAAGGGAATCCA 

GCCAAACTATCATAACCCTGATGTGTACACATCATTTCAGCTTGCATATATGCTCTTAGCCCTTTGCCTGGCTCACACC 

CTTAGGTACCTTGTTGGAGATGTTCTTGTACCTGTTGGATGGGAAGAATAAGAATTGTAATTAATAACCTCAATTCAGA 

TCAAAGACTGCAGACTTTCATAAATTAATATAAAAGTTTCATTTTTCAGCCAAGACTGCTAAGACCCTTTGTTTGAAGA 

GGTGGATGTCCTTCTCTCTCCCCTTTGGTTGAGCACGACACTATGTAGGACCCCAATGATAGAATGAAGGCAAGCCTGA 

TACTTTGTATATTTGACCTATTAATAGAAAAATACCGTGTGATGATGAGCCCTTAATAAACATTAAATAAGAACAAGAG 

TTCTAGCTTGATCTGTGGGCTGATTGATTTTGTAGAGTTTCTTAATTGACTTCATTTTTTAATAAAATAGAATATGCCT 

GAGAGAGTGGAAGAAAGAAAAATAAGCTAATTGGAATAGAGGTATTGCATCATTGATTTGAATTTATTTTTTGCTATGC 

TTTCTACATTGATTAATTGTTCTATTTGAAATTTTTAGTTGAATGGTTCACAGGCAAACTAAGATGTATAATATTTATA 

TGTAGCTGCCACTGTGGCTCACCTGATATATCATTGTCATTCTATTTAAGGATCCTTAGACTTAAAATTCTTTACAATA 
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CTTGCATATTCCCCACATGCTCACACATTGCATC 

TTAAGGAGGACATGGATATTAGTTTCATTCTTTAAAGAGAAC^ 

AATGCTTTTAAATTATCAAAGAAATTTTAGATTT^ 

TATCTCTATTTGATAGACAA.GAATGCTGAGCCCCAGAAGATGCGAGCAATTTGTTCAGTATCACATAGACTGTC 

TAGAGCTAAGACTGAAACCCAAGTCTCCTGCCTCATCAAAGGTGGTGAGCCCACCTTAAATAAATGTGTGCAGAAC 

GGCCTGTTGACAGCATCAAGAAATACATGAAACCAACGTGAAGTTTATATCGACTGATACTACAGGACATAAAGCCTGA 

ATGAACTAAAAATGAGATATGGTTTAAATCCATTTTTAAC7VAAATGACATATATCACAA 

ATTTTAACTTTAGAAACTCTGGGCAGTATAAACTGGTGTTAATGATCACAACAGAGGCAAATC^ 

TTGTAAAATGCATATAAATACTTATGAAAGAGTGTTCA^ 

TAATTTTCTAAAAGCAAAC^GAAAAGGTGTGTGTGTC 

TACCATCATCCAAATGGGGGGTTTAAATAGTCTATCAAGTTAATGTCTCTGAAAAAGCCTCATGGGTGGATGGATGAAT 

GATTCCCTATGGATTATCAAGAAAGGTATATCTTTTATAAA6CTATO 

TCTTGGCTGAAATTTTGAGAATTTGTAACAGTTTGTGAAGCAA^^ 

ATAAGCAGTAAGGAGACAACCCTTAGATATTTTGTGGTCAATTCTTTTAAGTCCATGGGAAATTTGGATATGTTAA 
AATTTTTTATATAAAGTGTGTCTGTCAAACAAGGTAGATTCATGTCTTAATCTCAACATGCAAGAAA^ 
AAATTACCAGAGAAATGAGTCTCTAAGTTACCAAGAGAACAAAATGA^TATGAAAAATGTTT 
ATGTACATATC^GATTAATCATTTCAACCAATAGTCT^ 

ATTGTTTCTTTGACTTTACACAACAAAATATTATTTTCAATAATATAATACACTAAGGTTGA 
" ATGATTCCTTGATATTATAAAATATTCTGGATTATAGTGAT^ 
GTTTGATTCATTTATTTTTATCTATTTATATTTATTGTTTTTTTAGAGACTGGGTCTCGCTCTGTCACCCAGGTTGGAG 
TACAGTGGCACAATCATAGCTCACTGTAGCCTTGAACACCTGTGCTCAAGTGATCCTCCTGCCTCAGACTCCCAAAGTG 
CTGGGATTACTGTCATGAACCACCATGCCTGACT(^TTTAGGTAGAAGGAAAAGAGCTAAAACCTATAATCAC^ 
ATATAAATTCTGCGCATATTATATTTACTTGACATTAGCTTTTTTTTTTTTTTTTTTTTTTAGAC^ 
TCACCCAGGCTGGAGTGTGCAGTGGC^CAATCTTGGCTCACTGCAAACTCCACCTCCCAGGTTCAAGGGATTCTC 
CTTGGCCTCCCAAGTAGCTGGGACTACGGGCACGAGCCGCCACGCCTGACTAATTTTTTGTATTTTTAGTAGAGATGGA 
GCTTCACCATGTTGGCCAAGCTGGTCTCAAACTCCTGGCCTCAAGTTATCCACCCGCCTCGGCCTCCCAAAGTGCTGGG 
ATACAGACGTAAGCCACCGTGCTTGGCAACATTAGTTTTTTAAATATGTTAACATCATATATTAAATAAAGAAAACATA 
TTGTAATATTTAAATAATAAAAGAAATTAGGTTTTCATTTTTCTATGCTAGGTTATAAAAGCTATTTCTTTATTGTTTT 
ATTGATTTTTCAGGTTATTAGTGTAATTTTTTCTTCATTAAAGGATGTAACGGTAATCTAGGTTCATGATGTAAAATTT 
AGATTTCACATTACCAAAATAATTAATTGAAAAATTGGCCGTTCAGATTGTCTAC^TCAGTGAATTTGAATTTAGGA^ 
CAGTATCTTTAAAAAAAAGCATATTGGAAAACTGACATAAGGTTGACATCTTTAAATTTTAATATGTAAGGACACTAAG 
GATATTTAAATAGCAAAAAATGCAAGGAAAATGTATATTTTTTACATTTCCTACATATT 
TTAGACTTTTTAATTTTTTCAAAATTAGTTTGAACCTTTTATTCTTGATTTGCCTTCAATAGAATATTO 
TTCATTTAATACTTTATCAGCTAGTGTGTTCTAAGCCTITGAT^ 

CATTTTGATTCTAAAATGATGTACCTTCTGTGTTTCATGGAAATGGGAGGTGGTGGGCAGAGGAGGTAGAAGGGAAAGG 
ATAGGAAGAAATCCCCAAGCAGGGAATGTTCCTAAGTCCTTC 

CATGTGGAGCAGTAGCATGAAAATAGGTAATTGACCACATCAACAAGACATATTTCTCTAAGATTATGGAATGTCGAGA 
AGAGAAGGGACTGAGGCTTAAACTAACCTAGTCCACCACTGTCCATCTTTTACATTTGAAGAAACATGTGTCATGAGGG 
GTTAAATTACTTAACACAACTAGTTTACTGCCCAAACTATAACTACAAACTATATCCTCCATATCTGCTGACAATTACT 
TTACATTTTACACATTGTGGCCATCTTTTAAC CATC AGTAGCCC CAACTTC CAGGTTATAGCCTTGAACCAAAAGTTTG 

gaaattacatttaaaaaacatttgtgaataagtggaatattca^^ 
cattctttcactttcaatttggatacatttacacacacacac^ 

tcactgatttctatctctaaactttaatgtgggtttggaggcatgtcttgggaagagttcttaaagatcaaatagaata 
ataatctaaaaagacttagttctgtttatgattttgctaattatttaaatgtctgaagtctatcatggacaaacttatg 

TCCCTCTCACAGCTTATTATCCATCTACAGGTTTAAAAATATGCAATATGTGAGTCTATAACTTGAATGCTGCTAGTAC 
TGGCTCATAACAGCAACGTTGCTAAGGGATTACACC^AATAGCACTGTATTATATTTCAAAAGATGTGGCTATTrTTAT 
CCTGAGGAACATTTTATCTACGTTTAAAAATAAGAAAACTGATTTTTCCCGAAGAATAAGCCACTTTACCTTATTGTTT 
AAAACTTATCAGCTAAATTGGTTGGACCCTATATTCACACATACCACCATTGCCCCAAACCTCACCATACCACTTTGGA 
GATTGAGAACTCTATAA^ATTTGCTTTGTCATCTAAATGAGCATTTATAATTCTTGCTCCGTCTCAACGTGGGGCATCA 
CATCCATCCAGTTGTCTCTGGTCTGTGGCATTCTTAGACTCTTCCTCTCCCCTAACTTTGGATCTCAAAGACCACCAAG 
ATCTTTTGAATCGTCCTCAGAAATAACTCTTGTGTTTTTTCCTTGCCACTTCCCTAGTTCCAGCACTTATCCTCTATTC 
ACTAAACTATCGCAATAGCCTCTAAGTGATCTCTAGCTCC^ 

CCCAGGCTACCAATTTCACCACCATCTTCTAAATCTTAAGGTAATTTCTCTTTGCCTTCAAGATAAAGTCTAAATTTCT 
•TAGTTTGACTCTTCAGAATGTTGGCCCAGTCGGTCTTTCTTGCAGAAAGTCTAACTTTTGTCCCCTTTTGTAAACCCCA 
TGAAATAATCACACTTAAATTCTGGCCGTGGTCTGAGTTCTCTGTGCCTTTTCACACCTCTCTTTCTTGCTGAGGCTGC 
TTCTTCCTTCTAGATTGCTTTCCCTATGCTCTGCAACACCCCl^ 

AAACT(^GTTCATGTTACCCTCTTGCGGATATTCCTACACAAAGAAGGAATATTTTTCTTTTCTTTATTTTTTTATTTT 
TTTATTTTTATTTTTTATTTTTATTTATCGTCCGAGCTGGAGTGGAATGGCGCGATCTCGGCTCACTGCAAGCTCCGCC 
TACCGGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGCCTGCCACCATGTCCGGCTAAT 
TTTTCGTATTTTTAGTAGAGACGGGGTTTCACTGTGTTGGCCAGGCTGGTCTGAAACGCTTGACCTCGTCATCCATCTG 
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CCTCGATCTCCCAAAGTGGGAATATTTTTCT^ 

TATCAATTGCAGTTTAATTATTTGTTTTATGTGTTTCCCCCATTAGGTATATTAGGACCTTG. .CAGTGAATGGTTTTA 
TATAGATTTTTAATAAGTGGTGAGCTTTTJ^ 

GACAGGATATATTTGATTTTCTTAATAATCTCTTTGAAACACACAGAGTTAGTGATTATTTTACCCATTTTATAGATGA 
TGGAAGGGAATATTGAATCTCAGAAAAATAGACACATATTCATGTTCAAAGATAGAACTTGGACTTGAGCCAAAAAGGT 
CTAGTGATCTTTTTTATTGTAATGTAATGAAACAAGAGATACTGTGAGTATAGGTTGGTATGAGGAGAAGCAGCCTATA 
ATTTGAGTTAAGATTATGAAGACAGAGTGAAATTATAATATTATGAAGAGAAATAACAGTTTTGATCTAACTTATGAAA 
AAAAAAACAACATGTAAGAGTGAAAATAACTCTGATGGGATAAAGCCCCCTTTGTAAATTTAGAGAAGTGCCTCTACAG 
AGTAAATTCTTAACCTTGGGTTATGTGGCTCTACAAGATTCATTACATTTGGAGGTAGGCACACATTTCTTAGAGAATG 
TTTATCCAATTCTCAATGAGTCTTTTATCCACAAAATTTAAGGCACTGTGTTCTAAAGCTAAGTTATTGACTGCTTCAC 
TAAGGGAAAAATTATGAGAACATAGTATACTAATGGAGTAAGATTATCGTTGGGGTGGCTGAAAGTAAGCAGTTTGAAA 
TGGGATTTTAGAAAAATGCAACACTTCAGACAGATAAGGTCAGAGG 

TAGGGGATTACTTGACTTAAAATTTAATTTAAATATAAGGATAGTAAAGAACATTTTGAAAAAATAAAAAGACTGTTTT 

TCCTTATAAGATAGCAGAACATATCATATAGGCTATTAATTGAAACAGCATGATAATAATTTAGA^ 

TCAACCAACTGGATAAATGGTCAAGAATAAGGCC(^TGCATATA^ 

AATCAGTGAGAAAAGGATAAATTATTTAATATAGGATAAATTGTTTAATGGTTTATGGAAATAAAAT^ATGATCATTACT 
TCATTCATACTATAATAAAGAGCACTGGATAAAAAAGATTAAAAACTCAAGAGAAAAACAGATAAAGGCCATGAACAGA 
AAATTCAAA^GGAAGAAAAATGTATGACAAATATACAT^ 

AAACTGAAACAATTTTTCATCTATCATTTTGGAAAAAGATGAAAAATTTAAAAGAATT^ 

CCACTTTCTTATGTACATTTTCAGTGAACAATATATCAGGAAATCAGGAAGTATAAATCAGGAAAACATTGGT 

TCAAATAATATATATCAATATTTTAATGTGCATACTTTTGTCCCATTAATTCTATGTTTAGAAACTTAGC 

TAATTGAATAAGTGAGCAAAGAAATACTATATTGCAATATTAGATATAATAGTATACATCTGGAAAC 

TTTCAGGACAGAAATTGTAAAATAAATGATGATATATCTGTATTGAGATCTGTATGTATTGAAATTATTGAAAT 

TTTAAACTCTA(^^GTTGTTATGTGGAAAAAGC^TTTAGAGAATAGATGACAGAATATGGTATCATCTACCAGTGTG^ 

TTTCATGCATGCTTATATTTACATATATGAGATTATGTCTATGTACATGTGTGCCTATAGTTATGTATGTAGGTGTATG 

TGTGGTATGTGTGTGTATATATATATGTGTGTGTGTATTTATATCTATATACATATATATGTAGAGTGAGAGAGAGACA 

GAGACAGAGACAGTACTACATATATATGTAGAGAGAGAGAGACAAAGACAGAGAGAGAGAATACATATATATTCTGTCT 

AAGCAGGAAAAACCACCAAACTGTTACAGGTGTGTGAAGAGAGGATATTTTGAGAGGTCTTTGATTTTGTTTTATGTTC 

TCTTCTCTTACTCAATTTCCTTTAAAATGAGCATGTGTTGTTTTTATAATAAGCAAAAATCATGTATTTTCTCCTTTTG 

TAAAACAATATTTTCAACTTATTTCGTTTAATATATTT 

AAGGATTGCGTTTCATAAAAAAATTTAGTAAAAGATAAACATGAGG 

GTATGAACTATGAAAGCAAAAATTCATTTCATTAATTCCTGAGTAATTGCTAGAAACGAGTCACAGACTGGTTCTGATC 
TTCCTATCAACTAATCCAAGGAAGbGAACACTGTTGCTTTAAGATTCATATATCGGTAAGTTAAAAAATGAGTTGCTTG 
GTAAAATATATTGCTATTAACTCTGAGAGTTAAAAGAAATATTTCTCTGTGGTGTTTTATAAAAAAGATGCTATGTGAT 
ATGGTGTGTGCAGTTTCAACATTTTTTCTATACTTCATAAAGTTTGAAATAGATATAAATGTTTCTTATAACTGTGACT 
GATTCTTATAAAACTACACATTGATGGCCTGTTGTCTAAGTTCCATTCATTGAAAATCTATCAGCACTGGAGCCCCAGT 
TAGCATTCTTAACAGGGCATTCTCTTTAAGACTGAACACTAAGTGTGCACCATTAAAAGAAGCTGCATTCTTCAACTTG 
GAAAATTCTTCTAGACTCACTCTCCTGTATCCCACGTTCAGCCTCTTGTTCTCACCTGAATACCCGAATTTGATTTGGA 
TGCTGTATGTGTTCTCTGGTCCTTAAGATTAAAAACTAAGGTCTTATTTTAGTTTCTTGCTCAAATATTGCTTTTTTGA 
CCTGCTCTGTTCCTGTAACTGTAGCCCTCAAGCAAGCCCAACCTAATTCTCAAGTGTGGCTCAGAATTCTGGGACACCA 
GCCCAAATTGGGTCTTCCTTATTTGTGATAGAATGGAACCAAAGGAATAAGAGAGGCTGGGCATCTTGGCTCACGCCTG 
TAATCCCAACACTTTGGGAGGCCAAGACGGGCAGATCACTTGAGGCCAGGAATTCAAGATTAGCCTGGCCAACATGGCG 
AAACCCTGTCTCTACCAAAAAATACAAAATTTATCCAGGCATGGTGACACATGCCTGTAATCCCAGCTACTCAAGAGGC 
TGAGACACGAGAATTGCTTGACCCTGGGAGGCAGAGATTGCAGTGAGCCAAGATCGCGCCACTGAACTCCATCATGAGC 
AACAGAGTGATCCTCTGGTATTTTTTCTTAAAAAAAAAAAAAAAAAGAAGGAAAGGAGAATTCAGTGTTGGTATCCAGC 
TTTCTGATTTTCTGACATGAACACCCCATTGTCTCGATATTTATAACATATCCACTTCCAGTTGAATGCACCAAGATAA 
TCTAGTTGCAAAATGTAGCCCCATTAAATACATGGATTGACACATTTAAATATAAGCCAGTTAAATGTTAGAAGTTACT 
TACCAAAAATGAGGTTGATGTTTTAGAATAATTTACTCACAGCCCTTCTCTCTGAAAGCAATTAGAGTAATACATTTTT 
AGTCTATCGAGATTGTCCAAATTCATGATAACAATATTACCTAGTATGCAGGTGTGCTTCCAGCTCACTTGGAAGCATT 
TTTAAATCATTAAAATATAAAGTAAAAGTTTGGACTCTTCTATACACACATTTTTATTTTACTACCACTCAATCATTCC 
CACCACCTGGGTTTTCAGTTTTATTGAGGACCAGTTTCTTGTCTAATGATCAGTAGGCAGGGGTCTCTACTGTCCAGAA 
ATCATGTGGTTACTCATCACGGCAGCTGCTACTACAGACACTGAAGAAAGATCATCCAACATGGATAAATACCCTGTTC 
TTATCAGATGTTTGAGAAGTAATAGAGTATAATGATGCCCCTCATGTAGAATATGGTTCTAAGAAACCCATACTTATAT 
TAACTCAGAAACTGCCATAAATAGCTGAAATATCCAAATAAATCAACAGACCCACAGTTTGTGAGAAACAGAAGGATGT 
TCATGGCTTCAATGGGATAGGCCAAACTTTGTGTTGAATTATGTGCTTCTTTATGTCTTGTTTCCTCTGCCTGAAATGC 
CTTTTCCTCCACACCCATTAGTGTTTTATAACACCTACTCATACTTCAGATCTTGATTCAAGCATCACTTCTTTTGGTG 
AAGTATTTTCAGATCTCCCAAACCTGTCATAATACCATATAGTGCTCCTTTATATTGTTTATTATATTTTCAATTACAT 
• GTTTAATTGTATAATTATTGATAAGGCCAATTTCTTTCACCAAACTATAAACTCCTATGAAAATAATGACTCTGTCAAT 
TTTTCTCACATTCAAACACAGTATTTGTACATTGCTTGAACTGAAAGAATTATTAATAAATAATTGAACTCCAGGGTTA 
CCAATTTTATGAAGTTAGGAATATACTGTTAAAAGTAAGTAGAAAACAACTCCAAATTCAGACAACCTTTACCATGTGC 
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TTTATTTTATTAAAGAGTTAAAAAATA 

CACCTCTGGAAATAAACCTAAAGGACAGGAAGTCATTGAAG^^ 

GAGAGTTATATTTAAGGAGACGGCAAATAAAAAAATGATAATAAGGACATTAGATACTAATTTCAATGTTA 
TTTGTCTTATGATTATTTTAGTGTT^^ 

CTGTTAGCTTGGTTTAAACATATATAAAATGCCCACAGCTACTCCTGTTATTGGCATCTGGTAGTTCTGCATGACATTA 

AGACCCAAAAGTAAAAATAAATAAATTTCTTGACTGAGAAAATA^ 

TCATAAGAAGAAGAGTATGTATCATCATCCTGGCAAAATC 

TATTATTTTTATTTTGGGGGTAGTAAGATGTGGAAGCTGTTAC^ 

AACATGAAATATTTCACAAAAAATAAAAAACCAGTAATAAC^ 

TTTCAGAAAAAAATGTATTTAGGGAAAACAATTTATGTCTGTTTGTTTTTAGTGGCAGTCATGACATGAGGACCCCAGA 

CTCAAGTGCATTGCCATTTACTCCCTGGTAGAATGTGATTTCATTTCCAATGAGCTCAAACATAATGATTA 

ACTAATTATACAAAACATGGTGAAGAGGTAGTGTGCTTTGTGA 

TATCTCCTTAGCTAGGTTTAAGAGATAACAAGATGGGCCA 

CCCAGAGATTGTTTTAACTGATTCGACCAAATTAGATTATTGACTTC 

TGTCACTACATCTTTTTGTAACTCATGAAAAATTTCAGGCCAGGCACAGTGGCTCACACCTGTAATCGCCGTACTTTAG 
GAGGCCGAGGCGGGATTATTACTTGAGCTCAGGATCTCCAGACCAGCCTGGACAACAGACCAAAACCCTGTCTCTACAA 
AAAATACAATAATTAGCTGGGTGTGGTGGCGTGCACCTCTGATTGGTCCCACCTACTCAGGAGGCTGGGGTAGGAGGAT 
CGCTTGAGCCCAGGGGTTCAAGGTTACAGTGAGCTATGCTCCTGCTGTGCTGCGC^ATCCAGCCTGGGCAAAAGAGTGA 
GACCTGTCTCAAAGAAAAAAAAAATCAGAAATGTTTGAACCCATAAAGTAGATAATGAGGACATAGTGGGAGTATGTAG 
AAAAGCAATAACAGGCCAGGAGCAGTGGCTCACGCTTGG^ 

GGTTAGGAGTTTGAGACCAGCCTGACCAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCTGGGCGTGG 

TGGTGTGCACCTGTAATCCCAGCTACTCAGGAGACTGAGGCAGGAGAATCGCTTAAACCCGGGGAGCGGAGGTTGCAGT 

GGGCAGAGATTGCGCCACTGCACTCC^GCCTGGGTGACAGAGCGAGACT^ 

AAACAATAACATATAGCAGTGTTGGCCCTCAAGCAGTCT^ 

CATTTGCTTTAAATATTTGATGTAGTTAATTA^ 

AATGCAAACAAATTACAAATTTCAAATGATAGAAGACCAAACGGAAATACAACGATAATGTCCTCAAATGTGC^ 

AGTTTAAGAGAATATAACTGCCATCTGATTATTAAACAGTAGAAATTGTTTAAGTAGATAGTTAAAAACTGTAGTATCT 

AATGGTTAGTATTTTCCAAGACAGTAGCCTAAGAGAGTAGTTCAATATATACGGAGTTCCGGCTGTGGAGGATGGGGCT 

GGTAAGGAAAAGCAAGAAGAGGAAATAAGGCTTTGCTAAAGATTCCTTAACTTCCCTATAAGATGTTACAGAGGCACTG 

ATTGGTTTTAAGCAGGGAAATTATGTGGATAGTTTTGAATTTTTTAAAACTTACTTTGGTAGGGCCGGGCGCGGTGGCT 

CACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGAGAGCGGATCACGAGGTCAGGAGATCGAGACCATCCTGGCTAAC 

ATGGTGAAACCCCGTCTCTACTAAAAACACACACAAAATTAGCCGGGCGTGGTGGCAGGCACCTGTAATCCCAGC 

TGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCAGGAGGCGGAGCTTGCAGTGAGCCGAGATCGCGTCACTGCATTCCA 

GCCTGGGCGACAGAGCGAGACTCTGTCTCAAAAAAAAAAAAAAAAAAAAAAAAACTTACTTCGGTAGATATGTAGACCA 

TGGAGTGGGAAGAAATTAAAGGTGTGATTTAGGTGTTTATTGCAGTAAACCAGATGAGAAATAAATGGTGATAGTCTGA 

AACTGATGCTGTGGC^GTAAAGGATGGACATGGCAGTAAAGAGATGAATTTAAGAGAGGTTTTTTTTAAAAGTGGAAAT 

GATAGATCCTGTCGACTGACTGACTTAATGCTATTAGATAAAATAATTTTTAAATTACATGTATTTCCAAAAAGTACAA 

TTAATGAATCC^TGGCCAGGCATGGTTGCTCATACCTGTAATCTCAGCACTTTGGGAGGCCGAGGTGGGCGAATTGCTT 

GAGCCCAGGAGTTCAAGACTAGCCTGGGCAATATAGCAACATCCCACCTGTATTTGAAAAAATAGTAAGTAAGTAAATA 

AATAAAAATCCATAAGTATTTGGACACCTAAGGTAAATTTAAAATCTTGCAGTTTTGTTTTCCTTTGTTCTTTGTAATT 

TTTAG CTTGTTTGAGTGGGGGAAAGTTTGAAATATTGGGTAAGGCAAACATTTGAAAAYG CTCATCTGCAGAGGAAATT 

TGCAGTGTTGTGGATAGATCACTTGTGTCAATACGTGAAGCATAACAAATGCTTTTTGATTGTGAAAGCATAGGTAGAT 

ATATTGCATTTCAGGTCACCACTAATTAATTGCATTAATTTAGTTAAATTGGTTTTCTCAACTCATCTGAAAAAGATGA 

AAACTAAC^CTTCAAACTACTTCCTCTTGGTAACATCATAAAGACAAATGAACTTTCTTTTTCAGTCATTTCC 

CCCCTGTTCTGCCCTCTCTCTCTAACTAGGAAGCTACTACACCAGCCTTTCCAGCTTTGGTTTTCTAATCTTAATTATT 

TCTGTACCCATCTATCACTGGAAATTCTTCAAACACTGATGTGTGGATGTGTGTGTGTCGGGGGTTGAGGGGTGAGTTT 

GGGGAGTGGTGCTGTGTGTTATTGCAAAATTATCCTTTTTTTGCTTTATCTTTAAAACCTTTTGGAAACTTGTCTAAAC 

TTTTCTTTCTCTTTTTTTTGGCAGAATCTTC 

ACCTCCTTGTCCCGGGCTTAGCTGATCCTCCCACCTCAGCCTCCCAAGTAGCTAGGACCAGAGTTGTGTGCCACCAATG 
CCCAGCTAATTTTTGTATTTTTTTGTGGAGATGAAGTTTCCGGAGATGAGGTTTCACGTGTTGCCCAGGCTGCTCTTGA 
ACTCCTGGGCTCAAGCTCCGCCTCCCAAAGTGCTGGGATTACAGGTGTGACCCACCATGCCCTGCAAACTTATCTAAGC 
TTTTTTTTTGTTCTTCTTCTTTTTTTTT^ 

ATAGATATACATGTGCCATGGTGGATTGCTGCACTTATGAACATGTATGTTTATTGTTTAAGCTTTTTTATCCTTTTTA 
TCAATTGTATGTTTTTAAAAATCTCTGCCATGTGCTTTTGCCTCTGGCTAATTCTATCTGCATAGACACCATAATAA 
TGTTAATCACACTTAACAAGCCTTTGCATTTGATATACCTCTTACAAACAACCA7^CGAACATGCAGGCAAAACAAAAC 
AGCAACAACAATAAACACTTCATAGTCTTTCTTTTC 

AGAATAATTCTTTAATTTTTCATTTTCTTAGAATCAAGGTATTGTGTTTTCATGTAGAGTTGTAAATATGGTATAAGCA 
AAGATACTTGCTCTCAAACCAGGATTTTATATATATTTTGATATTTTGTGGTTCTATGTATGCATTTTTGGCTCTAAAT 
ATTTGTTTTCATAATACCATTAATGTGTAGGACAATTACTATGTATTTTTGTTGTTGTTGTCCTATCCTTTTCOT 
CTTCATCTTAGTATTAGGATAAGTATGCAACAGTAATTTTCCCTTTCTATGAGATAAAAACTTCTACATCTTCCTAAGA 
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TAATATTACTGAGATAGCCATTTATAGATCATTATTTAAA 
TGTTCCTCATATAGAAGAGTTTTAAGTTGAAGAGAAACATAATC 

AGAAGGGGAATAAAAATAAAGCAAGAC^GAAGGTGGGGGGAGTCCAGTTGAGACATTATGATAAAAATCCAGTATAG(^ 

GATAGAGTCATAACTTAGAGCAGTGGAATAAATAGGTTGATATTATTAGGCTAGGTTTGTCCATTCTTAGC^TC^T^ 

AGAAAAAGGCAGGTGGATTU^AGAATAAAGAGATGGAAATCTTAAGGTATGTACTCAGCCAACTGGGTGAGTGATGGTAG 

CACTTACCAGGTCAGGGGAGGAAAGCTGAAGAGTTTGCTAGTGAACACACAAATAGAAATGTT(^GTAGATTATTGTCA 

TCATCATCATCACCATCACTATCATCATCAT 

CTCCTAGAAGCTTTGCACAGATCACAGTTCACTTAATCT^^ 

CAGACCTGGAAAATGGAACTTAGAAAAGTTATAGAATATATATGTTGTTGTTGTCCTTTTAAGCTCAGTGTACATGTGC 
AGGATATGCAGGTTTGTTACATAGGCAAACATGTGTCATGGGGGCTTGTTGTAGCGATTATTTCATCACCCAGGTATTA 
AGCCTAGCATCTATTAGTTATTTTTCTTGATCCTCTCCCTCCTCCCACCCTCCAGCCTCCAATAGGCCCCAGTGTGTGC 
CATTCCCCTCTATGTGCCCATGTGTTCTCATCATTTAGCTCCCACCTCTAAGTGAGAACATGTGGTATCTGTTTTTCTG 
TTTCTGTATTAATTTGCTAAGGATAATGGCCTCCAGCTCCATTCATGTCCCTGCATAAGACATGATCTTGTTCTTTTTT 
TATGGCTAATGCTAGAATTTTTATGACTCCAAAGTTCAGGTTCTTTC^TATATCAGATTTTAGGAACrCAGAAGAATT 
GAGAGAATAGTGTGGATTGGTTGGAAGTTACTAGGAAAATATGATGAGCATCAGAAAGAACACCTAAATAAGGGATGCC 
AGTGGGGAAAAGCTCAAGGATGGAAGCCAGAGGTGCACCATTTAAAGTGCAAGGAGGAAAAGAGGAGTCAGTGATGGGA 

GACGGAGGTCTCACTTGGTCACGAGGCTGGAGTGCAGTGGCGCAATCTCGGCTCACTACAACCTCTGTCTCCTGGGTTC 

AAGAGATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGAGTGCCATCACGTCC^GCTAATTTTTGTTATT 

TCTAGTAGAGATGGGATTTCACCATGTTGGCCAGGATGGTATCAATCTCTTGACCTCGTGATCCGCCCGCCTCGGCCTC 

CCAAAGTGCTGGGATTACAGGCATGAGCCACCATGCCCAGCC^CAGATTCCTTCTTGTGTTCATTTGA 

TGAACAAAGGACAGTTTATCTTGGATAGTCTTATTCC^TGATTTATATATCACTAAAAGAGC^GAGAATCTGTAGATAT 

TATAAGTGGGATCCTTAATAATTAATATATGGAAAGAGAAGCTTACCAGATACCAGGATTTTTCTGCATTGCCTGGAAA 

AGGAGGATATCTGCAAACTTTTGTACCCTGTGCACTTATCAGATTGGACCTCAGATGGGACCTCTGCCCCACAGAATTT 

CTCTTTAATGACTCATTGCTTACTGGTCTAAGAAGAAAAATAATTATAGCCTCAGGTTAGAAAAATTGAAATO 

TTTCACAGTCAGATTAATGCTCCATTAGTCCCATCTATATGAAAGGGA 

CTTGGGATGATTGAATGTAAGGGAGAAAAACTGTGATAATTGACATAGTCAAGGCAAGAACCCAGTTCCGAAGCAAATA 
TTTTCTTTGTGTGAGGAAAGGGTACAGTATTGCTGGTTCT 

TATTTTTTTTTAAAATGGATAAGAAATCATAACCAGTAGAGAGAGTAAAGAAACACAGGTCTATT^ 

TCATCACTCTTGAGTTATAACTCTATTATCTACAGTCTTGTTAAGTGAAAATTGTTTCCTCAATAAGAACACTTTTTTA 

TAGAAGTTGAAGTTCTCTTCTGGCACACATTAGAATT^ 

AATTGATGTGATAAAATTTCCAATAATGCAATGAGAATATTCACGTTTGTGCAAATACCATGGAGATGTTGAGAAGTAG 
AGTGAAGGGACATTATGTGAAAAGTAAC^TCTCACTGGACTCACCAACTCTAAATCTTACTTTTTTCTTCAGAGATGAG 
GTCTCACTCTGTCACTCAGGCTGGGGTGCAGTGGCATGATTATGGCTCACTGCTACTTTGAATTCCAGGGCTCAAAGGA 
TCCTACTGCCTCAGCCTCCTGCGTAGGGAGCCATCATACTCGGCCATTTTTTTAAAAT^AAAATTTTTCTGTAGAGACAA 
GGTATCACCATGTTACCCAGACTGATCTTGAACCCCTGGCTCAAGCAGTCCTCCCACCTCAGTCTCTCACAGTGCTGAG 
ATTACAGGTGTGAGCCACGATGCCTAGCTTAAATCTTC 

TATTACTAGATTACTTGGTTTTTCAAAATTTCAACAACTCTTTTTGATTTTTAAGAATATTGGTTAGAATGGAAGTATT 
GGCATAAGTCACTAGTTTTCAAAAACATACCCAGCAGAGTTGAAAGCGAATGTAAAACGCCATGGCCTGTTGATTCTAT 
CATCGTATAGAGTATTTTTCTGCTTATGTACTTTTATTGTTTTGGTTTAGAGACATGTATGATTTATTACACCAGTATT 
TTAAAGCACATTCTCCCTCTTCATTTCTGCAATGTACTGTGTCGT^ACCAACTTCATAGGTAAAAGTTGTAAAATATTGC 
TAATTTCACATGGTTCAGCCTAATAGAATCTCATGCCCTTTTAAGCCTTGGAGAAGGAAAGCCTCTCATATTGTCTCCT 
TCCAGATTCTTGGCTCAATCCAAGCTTCTGCATAGTTGGAGTGGCAAATCCCACTCCTGCATCTGGTGAGCTGTGCAGT 
TAGCAGCTCTGACACTTTTCTACGCTGTTCAAACAATTACAGCCCCAAAATGTGAGTGTGGCCTTAAAAJ^AGGCTGATT 
CCATGTGACTAC(^GATTGCTTCAAGATCTGCCCAGTCATCCCCCTGACTGTGTCATCCCTTAAAAATCTGTGTCATCT 
GGGTACAGAAAATTAGAAGAATGTTCTCTTGATCTCTGCTTAAATTTTCAGAATTTTTCCTTTGAAACCACGAACTAGA 
GAATTGGAATTAGACTTAATGACTTGACTCTATGTAGTATATATTTCTTTTCTCCAAACACTGTTTTGTATACATGAGG 
AGGGACAAGAAATGAAGGAAGGGGAAAAGTATAGCGTTTCAGCCCCAGAAAGGTACCTTTCACAATGTAAATGCAGAGT 
ATCTGGTTAGACATAGCCATTTTGCTCACAAGCACATTCAGAGATGAAGACATGCAGTCTCTAATTGTTTCGTTGTATC 
TAAGAGGGTGAAAATAGAGGTGGCATATGAAAT^AAACCTTCCATTTTCATTGAGCGTACCCATATTCTATGGCATTTCT 
TACCAGTCAGTAGGAATTTTTTTTCCTACTGATCAGTACTACTGAATTACCCAAAGGCAAAAATATTCCCTATTGTTTC 
TTTGTTTTCTAACTTTGTTCTCTAGCTTCTAGGTAGATC 

AAACTGCCTCAGCAAGTTTTACTTCAATATTAATGGGCAAGATGAATATTGTTTGATGTTTCACTGTTAGCAAAAGGGA 
GGAGAAAGAACTAGAACTAAGTTCAATTGAACCATTACTATGCAGGGTCTATACAGTCATGATTATTATCTCAGATTCC 
AAATTCTGTTCACCAAAAATTATGATTATCAAATTGTTAAGATAGTAAATTTTATGTGTATTTTTACCACAATAAAAAG 
TTGGAAAAAATGATTTGACTATATCCT^GTTTGCAGAGTTGGTAAGTAGCTTTTTATTGCAAAAAACTTGCTGATTTGT 
GAAAGAACCTTCATTTCCAAATTAGGAATAATTTCCTGCAAGGAAAGACTATGCTGTGTGTGTGCCTGTGTGCTCTTGT 
GTGTGTGTGTGTGTGTGTGTGTGTGTAACTCTTCTGTTGTGAATCCATCAGTGGTTTTGCATTGTTTACAGGATAATGC 
TCAGAATCCATAACAAGGTCAGTAAACTCATCTATCATTTCCTAGGCATGTCTGTTATCTGATCTCTAGCCTTTCTTCT 
CCCATCGTCGCCAAGTTTAGTTCTACTTGACTTCCTTCACTTCCTTCCCATTGACCTAGGGAGCACCTCTAAGACTGAA 
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AGGGAAGTCGTGGGCTTGGTGGAGTTGAGGTGGGGAATCTATGAACAGATAAATCAGATAGAAGCATTGTTTGGTAGAA 

AGAAGAGCTC^TGAGTGGCAGTAGAGATTGAGTTAAAGAGTGGGATGAAAAAGAATCAAAAGGAAGTAGTACGATTTGG 

TGACCAATTTGTTAGAAGGGATGAGGGGCAGTAAGTAGTC^GTGATGACCCCGAGGTTTCTAGCTGGACCTAGAATTGT 

CCAACTAGTCCAAAAATGAAAAAATTTGCCTTTAACTAAGATGAGTTTGACAAAAGATGAAGTAAAOT 

GTAATGAAAACAAGTTGGCTTTTTCTCCCTTGATGGCAAATTTCAGTGTGTATGGATGTATACATTTGTGTATTTGTGT 

GTTTGTCAATACCCATTGATTTTTCTTAGGTTATATTCAAATACTGAAGTTGTACTAATTM 

TTTCAGCATGGTACCTTTCACACAGCACCAAACATCATTATATT^ 

TAGCATCTTAAAACAATACACATTTGTTACTTTACAGTTTCCATGGGTCAGGAGACTGCACTTGACTTAGCTGGGTT^ 

CTGTTCAGGGTCTCAAAAGGCTTTAAGAAAGGTGTTGGCCAGGATTG^ 

ATATCAGGTGGCTGTTGGGAGAATCAATTTCTTAACCAC^ 

AGAAAGAAACTCTGACTTCTGACTTCTAGGCCATTTTTTGGAGAGCTAATCACTTGCTTAGACCAGACCAACCCTGAAT 
AACCTTTGATTAACTTAAAGTCAACTGATTAAGGATGCTAATTACATTTGAACAATCCTTTAACTTTGCCATATTCCAC 
TGGTTAAAAGAAAATTACAGATGTTGACCATCTGGGAGGAGATAGTGTAAGGGCCTGAGCTATTGGAGATCATCTTAGA 
ATTCTGCCCACC^CAATCGTGTTCTATGTTTATGCAGGTATATGTGTGAGTGTGTATTTATGTGTGTAGTTAATAACTT 
AAAAAATGAATTACATGTATCCCAAAACT^GCGGCAACTGCACATCCCATGCCTTCTTACTT 

AGTTACTCCAGGGTCCTGTCTTCCCATTGTTAGGTTTCCTTTCTGCTGTCCTGGCTTCACCTTTCGTAGCCAAGAAAGC 

ACTAAATTTGGCTCTGAAATGTACATTTCAGTACA^ 

TGTGATCCCAAATGAGCTTCAGCAGTTTGGAGTGAGGCCATC 

TGAAAACTATATCAATAAGGTAAGTAGTCCCTTCTTAGGCATGCATTCTTTTCCAATTTTATC 
TTACAGTGATACAAATAAATATTTATGCTTTCATC 

GAATGAAATTGTCCCATTGAACTTATTTTTTCAGCTTTTGAGGATATATCGAGTGTACTTCTTAAAACTGAACATGTGC 
ATTTGTTACATTTATATATGTTTCCACAT^^ 

ATTTGGTATGAGCAAAATATATTGTTGGAATGAAGCAAAGGAAAGAAAGCATAAGAGCCATCATAGTTAATTCTGTTTA 

ACTTGTTTTAACTCTATCAAGGTTGGGCCAATGTGGCAATTTATTAAATAATTTGCTC^ 

TGTTCCTTAGGGAAAAACATGTTGTCTTGGGTACAAAATTCCAGCAATGTTTTTTACCAC^ 

TCCAGATAACAGACCTTGCCCTAATGGTATGTGGGCAACAAATCCAGAAGTATCTATCATAGCATTCTTTOT 

AATTTTATTAGAAGCCAAGGCTAGAATGTTGAAGCTO 

AGCATGGACAGTTCTGGTTATTAACTCACTCTTACATAAAACTTTTAGAACCAAAGGATTGGAGGGATGCTGACATTCC 
TTAGATATCTTAGGTAATAATCCTGAAAATTCACTTTTCCTGAAGTTTTTGATAGCAGATAGTAAGAAAATTTCACTTT 
AAAACTCACTTTGAGGACCTGAAATGTTATATTCCACTTTGCT 

AGCAGGTGGTGAGGTTCACTTTCAACTGGTAATTACGAGAAAACGAACCATTATGCTAGATGCAAGGCCACCTCATCTT 
GCATCCGGTAAACATGCCAACAAAAAC^CAAACAAGTGTCTGTAATACCTTTC^ 

AATATGGAAATCCTTACCATGGCATTCAGGAATCTGCATGATCTGATGCATGTGTATATTGACAGCACATCTTGTATCA 

TTCGTGACATCACTCTCTATTATTTGGCTGATTTTGACCTAATTCAGCACTTGGAAACCACCATACTCACTCCTGCCTT 

GGAGTTTTTATGCATACTGTTTCCTCTACACTGAATAATACCTCCAAACCCTACCGTCACTGCCTATTAACCCCCTACT 

TCTCCTGTTTCTCAGTTCAAATCTCCCTTTTTCTG;ATTATGTGTCTCTGATTCTCCAAATCTTGCCAGTTGGCCC 

AGGGACTCTCAGAGCTTACTGTAGTTTTATTTCATCCATAGCAGCTTATGAGATTTTTTTCATTAATGTCTATTAGCCA 

GATCGTCAGCTCCATGAAGGCAGGTTGCAGGCTTGTTTTTCTGACCACTCTATCATCAACCCAGAGCACAATAAATGAA 

CATAAAGTGAATTCAATAAAAATGTGCTGAAAGGATAAACTACTGTTATTTACTACATTAATTACAACTTTTGTTAGCC 

CCTTACAAAAGATGCTTTCTTAGATGCTGCATTTCCCATTCTACAGAGGTTGAATAATATGACTATGATAGTTTTAGAG 

GAGATGGGAAATAGTTTGGTATTTCTTAAATTAAAATATGAATCTGTTAGAGCTAGAATTTTATTTTCTGAAAGATAAT 

CTTGTTTAGCCAGTGTGAGAAACTACATTACACAAAGAACATTTTGCTAGTATTATTTCGCAGGAGAACTAAACTTGGT 

AAACTGTCGTTCCTAGAAGATTGTTTTTATCAGGCACCGTTGCCTTCTTTGAGCTTTATGAACTCATGTTTTAGGACAG 

TTAGACATTACTGATGGAGTTAGAGAATACTAGAAAGTGAACTTCAGCTAAAGAAAGTGATCTTTTTTCTCTAATGGCA 

ATTCAGTTGCAAAGTTCTATTTTTATTCTAAGGGGCTCATAGAGGGTGGTCCCCAGGATTCTCTTAGGGGTCTGTGAGA 

CCATACATATTTTCATAATAACACCAACATGTCATTTGTAAT 

CTATACAATGTGATGCATATTATTTCATAACAGATTGAATACGGAAGCAGACATGAGAACCTAGATGTCTTCCATTAGG 
TGGCACAAATAAAAAACATTGTCACTCTTCTCACAGTTTTTTGGAAAATAGTTATTTTTACCGAAAATAAATTTATTAT 
ATTTTTTGAAAATGAATTAGTAAATAAATATTTAT^ 

AATCTGTGAGTCTTCAATAATTTTTAAGACTATAAAGAGATTCTGATACCCAGATATTTGAGAATCACTTCTCCGAGCC 

ATTTTATTGACACAATTTTACTTGACTTTGCAACCTGACCGTTT^ 

CAATTGATTAATTGGGTTGACTCGATGATACAAGCACACGATC 

TCTTTAGTTCTCAATTATCCAATTCCCTTTCCTGGAGGCAACTGCTACTCTTGTATTTCCTAATGGAGATCTTTTATGT 
GTTTACTCAAATGCTAAGACATAATATATCATATTCTGCTTCCTGCTTATCTTCCCTAATGATATAGCAAGGAGATTGA 
TTCCTAACTCTGCATGCAAATCTGCCATAGTGCTTTTAGCAATTGCAGTATCGTCCATGATCTGGATGAGACATAATTT 
CACCAGACTCCTGTTGGAGTCTGTTGGATTGTTTCCCATCCTTTGTCACTACCTACAGTGTAGTGATGACTATTCTTTT 
ACTTATTTGTTCATGTAAAGTAAATATATCTCTAGAATTAATATTTGGAGGTGGAATTCCCAAGTCAAAGGAAGGAAAT 
ACATATTTTTTAAAAGGATTTTAGTAGATTGTTCTGAAAAAAATTACACCAAACTTACCCTCACATGACTATTTTTGCT 
TTTTCTCAGTATACTTTTTAATAGATTGCATTATAAAATTTTAATATTTACCATTTAAATAAGTGAAAGCAATGTCTAA 
TTGCAGTTTTAATTTTATTTTTATTAAGGAAGTTAATCTTTTTTTTTTAGCTGAAGTCGAAAAATATGTTCATCTCTTT 
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TTCATTGAAGCTCATTAGTTTC 

GTG ACTCTTGAAGATCTTCTTCTCTGGGATCAAG^ ^ XCACATCTCGTTCTCCTGG CT~TCATACCCTTCTCTCTCTACAC 
ATCTCAATTAAGTAAGCTTCCTTTCTTATC^ 

CATCTAGTCTGACTTCCAGTTTGCAAATTATCTTCAAAAAGTGGAAACAGCTTTTACTTTCTACTTTATAAATTCATAC 

GTGCTCAGGAGGACTTTTATTAAGATTGGGACATATTGCTTAGTTAGTCTCTAGGGTGGAATCATAATTAATGAAAGAA 

CTCTGTCTGATGGAAGGCTTAGTCTAACAAATGATCCTAAAACTTCATTAGACATTGTGTAATCCCCATGGACACTGTT 

GAAGAGACACTTGATTAGGCAGATCGTGACAACTTC^GCTTTGCCCATCATACATCCTCCAGAGACTCCTCAAACTCAA 

GACAGACTTTCTACAGGAAGGAATGGCTGTTTCTATTTCAGAA^ 

ACTTTCCTTTATTTTTATTTTTATTTTCT 

CATAGTTCACTGTCACCTCAAACTCCTGGGCTCAAGTGATCCTCCTGCCCCGGCCTTCCGGAGTGCTAGGATTACAGGA 

GTGAGCCACCACACCCAGTCTTCATGTACTTTCTTATGTA 

CAATTCCTTCCTTAACTGATTTCCCGAGACATTTTTC 

GAAACACCATTATTTCTTTTACTAGAATGTGATCTTCTGGTTTTAATATTTATGTCTCTGTGCCAAGGTGAAAATATTG 

TAGAAATGAAAGTATAATGAGAGAGAATCCAGATAATAAGATTTTCAAT^ 

TGTCTGCTGCAAATTTTAAGAATGGTTTTCTGTGAACATACAGTTGTCATTGCTTACTGAAAA 

GACACAAATGATTGAGAAGATAGTAGAGACTGAAACTAGAACTGTTGATTTAATAAGCTTTCTTACTCATATACTTAAT 
CCACAGTAAATTATTAGCAAATTACATTTTCATAGTATT^ 

GTTGTTTTAACAGTGCTGGAGGCAAAGCGTTCTAGCAGCAATCAC^ 

ACACACTTTACTATAGTTACATGTCTTTCATGTCCCTTTGTATCTCTGACTCAGTTTCCTCATCAGTGGTAATAGCAGA 
ACTTACMTTTAGTGGGAGGATTAAAATAATG^ 

TCATCATTATTACTATAGTAAATGACCACTATCTGAAATGGGATA'TAAAAAGGAAAGTGAAATTACTAAAT 
GCGTACAAAGACCTGAGAATTTAGATACAATATACTC^CTCTGTCTGAAAATAGTGTCTTC 

ATTATGGTGACATTTCTGCTAGATTTGTCATTGAGTTGCTGGGTTTGAGGAAGAACCTAGGCrACACATTTCTCTTGGC 

TCTACAAAAGGCTGTGGCAGTGGGTCCCTGAGTAAACCACCAGAAGAAACCTAAGGGGCACCTCTGTTTTTCAGOT 
CAGTTTTAGCTCAACTGGGATTTAATCCTGAAAATCT^ 

TACATGGGAGAATTACCAAAATATATTCGTTACTGATACAGTTTTC 

ATCTTCCTTTTATGTTTAATCTATTGAAGAATTCTAAACATTGTTTTGCACCAAATTGCTC 

ACCTAGTTTGGGCATCAGATGTTCTCCTTTATTTCTGTAAAAATCTTGCAAATTCACTCCCAGAAAGAAA^^ 

TACTAGGCTATTTGACAGAAAAGGCTTGCTGCCCTTTCCTGATAACAAGGTAGTTATTATTCTTGGCTGAGCCTGTCCC 

AGAAAGAGTCTTAGGTGACCTGGTGTGGGAATTGCTAAATCTCAGGCTACTCACTGAGACTGTCTGCTGCTGTGCTGGG 

CACTGCAGTCGTCGAGAGCAGGCCTGTCAGCATCCTACCGTGCTCTGAGTAGGTCCACTGGGGAACCTGGTGGAGTGAC 

ATCATGTATCAGCCTCTAGCAGCAACTCCTCTCTGTAGCCCCATGTCTTTCCTGTGGTACAAAGGAACAAGTGCTACAG 

GGCATGTCTGTAATCGTTATCCCAAGGGCACGCTCCACAGGCATCTAAGGGTGAAAGGTACTGCCAGTCTGTTGGGTTT 

GTTATTTCCATAGAGCTACACAGGAAATAACACCACCAAAAATAACACATTCAAACTCAGAGGGCAATCTTCCCTAACT 

ATTCATAGGCACACGTCAGGCATTCTATACATATACCCAGCTCTTTGCTAAGCATAGTGAAATGCCCTTTTACATTGCA 

ATTAATTATTAGCCAACATTGAATAATTATTGGTGAGAGGGTAAAGGGCAAGTGAAATAAAAATAGAGCTGGTTTATTT 

TTAGGAAGACACTATTTTAATGTGTTGATTAATCAGACAGGTGTTTAAAAGCATTTGTTAGAGTCAATTCACAGAAAAT 

CTCTTTTACATGCAGGTTACAGCCAAAGAAAGAAATAATAGCCAACACATTTACGATTTCAATTGCAAAAATTGTCATA 

TTTTTGAACTTGTGTGGGTATTTGAAAATATTAGCTCCTACTAGGTCCAGTTAAAGCTTTTAATTCTATAAGGTTTCAG 

ACTACCAGCTGACCACTGCTCAGCATCCCCTGGACTCCAAGGGTTTCATCTAAGACATCTAAGGAGAATGTCTACCCGC 

ACATCGCACTAATGCCCATGACTGCACTGCTTGAACCATGAGGTTATTGAACAGAAAGCAAATCCTTTTCTGAAGAGCC 

TCCAAGATGTGGATATTTCAGTTAATTTCAGCTCCCTGCCAGCTCAGAAGAATGATGCTGTGCTGTGTGCTGTTCCCAT 

GAATACTACACGCAGGGCACTGCTCAGTGACTCAGCCTTCCAGGGAGCCAGTCAGGGTTTTGAAGCTGCATCGTCCCTT 

TCATCCTTGAAGTTCTTTTGGATTTCATCAATGGCATGGAGGGATATTTTTAAAACAATGGAGATTTTTCAGGACTGGC 

AAAAGGGCTCCCCTCGTCACAGTGCCAAAACCATCACAAACATAAGTTATGTTAAAAAAAATCCTAAACTAAAAATATC 

TGGTACTTAGGGAACTAAAAGAC^TCTCATGTTTGCTATCATTTCCATCAGAGCTC^GGTCAATGGACAGAGATCAATA 

CCAAAACAAAGATGCATACTTAGAGCATAAATTCAGATAAATGCTGGAGAATTAACATGTAGATAGAAGTACCATCATG 

CCTAAAACAAAAACTCAGTCC^TGGTTGTTTCAGTGAACTGACTAGCCTTCATAGAGAAAAGTTTATTCTTTT 

TGAAGTTAAAAGATATTCGGTGCTTCATTCGAAATTTTCT 

GACTATAGAAAATCATTTTTCTTCTAAAATGTTGTCTTAGTCCTAAATTAGAAAAJAAAATAGTAAGA^ 

CAAAAAGTTAATAGTATTATTCACATATATAAATAATGGGCGATCATGGTATCTGATTTTGATAAAAGGAAAAT^ 

CTGGGATTATTTTTCCAAATTCTGGCACTCTATTTATGAGTACCTAGACAGACACTAGAGTCTCATGGAATTTAGTATT 
AGAAATGCTACTTTGGAGTACATTTGATGTCATTCAAGTTAAAAA^ 

AAATGTAAAATTATTGAATGTTGGAGCAAGAAGATCATCTAATGCCCTAGCAGTTCTTAATGTTGCTTGGGTCATGGAT 
CCCTTAAGAACACGATAAGAGTTTACCTTCTTCCTCCCTAGAAAATATACTGCTTTTTCTTTTATAATTAAAA^AATAA 
TATGAAAGTTAATCTTAGTCCAGAAGTCCTAATAGCCCAAGAATAGAAATGTCAAATTCATCTCATATCATTAGTTTGT 
AATTTTCCGTTGCCCTTTTAATTCCAATAACACAGAAGCTGTAAAACTGCTTGTCATCTGACTTTTTATTTGTCATTAC 
CCAATTGAGCTTCTTATATTACAGATAAGGAAATTGAGGCACAGAGATATTAAGAAACTTTTCCGCAGGAAAAAAAATC 
TGCTAGTTATTGAGCTGGGATTCAAATTCAGGTAGCTGATTCTAGTGTGCATGTGCTAACCACAGCACATACTGTGGCT 
AACCATGCCTACACTCATGCTCAAAACTACGCTGTGATAGGTCTTATTAGCATCCCCATTTTACAGACGTGGAGATTGA 
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GGTGTAGAGTGGTTAAGTGACCTGGCAAAGGTGGCAAAACTAGCATCACAGTCAGCCAGTCTGGTTCCAGAGGTAGGAA 
CTAAACCAACACACTGCCCTTCACATGCCTGTGT 

CTTAGAGGTCAGGGTAAGCTGAGGATACGCATGACAAATGGGATTAGATATGACTTTTTCCTTCTTTCTTTCTTAGTTT 
TCTAATTATTTTGTTTTAAGCAAGCATTATTTTGGAAT^ 

AACTTAAAATGTGTTAGCTGGTGAAACGTCCAGCCTTATGGAGTAGGCCCCTGAGGTATAGAAATGGTTTTGATGGCAT 

AGGATGTAGCCTTGGGAATGTCCTGGAAGAGTAGGAGCGGCCAGTTAGGCATTAACACTCAGGAGTAAGGAGACTGCAT 

TTGGGATGCTC^GCTGATTGGAGGGTGGTGTTGAGTGGTCCCCTGGGCAGTGAGAAGAGAGGCCAATAGCACTGGCACA 

GGAGGACAAGCAAGTTGTTCTAAGTAAACTCTCAAATGAACTGAGAGA 

TTGCCTAAGGCTGGCCCTACTCAGGCCTTTGCCAGCTC^ 

GATTTCACAAAGCTTTAACAGAATTTTTATAAACGC^ 

TGAGAATCTGCATATTTAAG^TGATCCTCCCCAAGG2^ 

GTTTTCACAGGGTGAAGTTTTTGTCCAACACTGTGAGATGAG 

GGAATGCAAATTTTCTGAAAAGTAGAGCGCTACTCCTCTCCT 

GATTGTTTTCCCATTGTTTCGAATGGTTGCTCCATGTAATTACTGAACTGAACTGGTAGTTTGGGGGGAATAGGGGAAA 

TTCAGAGAATGTTGTGTAGAAGTAGAAGTCTACCTATGTCAATGACCTATTTTAGCATTTTTCTCTATTAACTGGC 

CAATTCGCTTGGAAACTCCTCCAGCTGAGGCTTTGTTAGGCTTTGCTGAAAATAAATTAGGTGACTCATTAAATTGTTG 

CTGGAGTTAAAAAAAATTAGGCTTATTGATTCTTAAATTTCTGCTT^AAAATGTTGCTAAATTAAATATAGGTTATTGTC 

TTTATCAAAACAAATAACCCACAGCTTCTGTATTGCTTTATCTGTATTCAAAAGTTTGGGCCGGGCGCAGTGGCTCATG 

CCTGTAATCCCAGCACTTTGGGAGGCTGAGGCGGGTGGATCACCAGAGGTCAGGAGTTCGAAACC^GCCTGGC'CAACAT 

GGCGAAACTCCATCTCTAGTAAAAATACAAAAAAAAAAAAAAAAATO^ 

CAGCCACTTGGGAGGCTGAGTCAGGAGAATCGCTTGAACCCGGGAGGC^ 

GCACTCCAGCCTGGGCAACAGAGCGAGACTCCATCTAAAAAAAT^ 

CAACAAGGTTATGTTAGCATTTATCAGAAACTAATGATAATTTATGTGGTATTAAGTAGGGTAGTATCTTGAATGAGAA 
AGAATACTGTAGTTTGGATTCTTTGGAGGACCTTCGGTTTATATTTTATTTGCAATTATGTTTATGCTTATTATTTCTG 
CTTACTTTGTGACTAAAAGCCAGTTAAATGTGATTCTCAGACT 

GGATTTAAACCTATTTTCATCTTGCAAGTATATATTTTAAAAGTGATTCATTTAAATATTCTGCTCAGCAATTAGCACA 
AATGTTGTCACTAAATTATTACAATAGTAGCTATTAACTTCAATAAGTAAAATAACAGTTCCCTATTGTATAATATATT 
TAGAAAAAAATCACTTAGTGGGGTGGATGTATGTGGAACAAGGTC 

AAGAAGAAAGTGCTCTTAATTACATCCAATGGCATCATTTTCATGAAGATAATCAATAACAAGTGACTTATTTCAGTGT 
CTCAAATTTTCAAGTTTATGCATCCATCTACTTCACAGCATCCATCTCCATGGGCCCCAGGCTGATTCTTGTTATCCTT 
GCTCAACCTATCCATTCTCACAGTAAAAAGCCATGAGAGCCATTATTTTTTAGGAAATGTGACCCATTATCCCCAAATC 
ACTGGGAAAATCACCTTACTCGACGGGTCCTTATAGCTATCCCTAATATCTTGTTGATTTCTCCTTTAACCTTTTTACT 
ATGCCAATGAAAATGGAGCAATGTATAACTCAATAAACTCCAATTCAACTGTCAAATATCCCTTTCTTCC 
■TTTAAGAGTCTGTGGGCCTCTTCCAACTACAATCCCTGCACACCCATCCTTAGCATTAGCCATTGTACTTTTAGAGGAC 
CAATTTGTAAACTTGATCATATCAATCTTGAAATCTAGGAACAAAGAACCAAACTGATAAGCTCTTATATCCACACTCA 
GGAGCTCATCTTCCCTGATTACCTTGGGCTCCAAGTACCACTTTCATGAGTGCCTCACTTGTGTAGAATCTCACCATGG 
TACAGCTCATCACACCATTTTATTATCCAGCAGTGGAAATGTAAATTCATATCCTTTTAACACTCACAAAAGGAGTCAA 
TTTCAGTCAATTTTTAGGAAATTTGGTGAAAGTTTAGTTGGTTATTATCCTGTTCTTCAAAAAGCACATCATTAGACAT 
ACTTTTAAAAAACCAGAGAATAATCTTACCTTATAAAGACAAATGACACATGTTGCTATGAGTTTAGGGGAGGGTTACT 
AACCTTATTATCATGTGAACTGTTTGGAATTACCTTTGAACCCTCTATACATGGATTTCTGTCGGAGGCCTAAGAACTC 
CTTGTCAGGAGAAGGAAATGGTAGAAATCAGATGAATGGTGAAGTATGACCATTAGAAACCACCCTCTATACACCTACA 
CTGCCTATTTTTACATCAAACATAGCGAACTGTCCTTTAGGAAGCAGAAAAGGCAGAGCTGAGGAAATGAGAGGCACCT 
CTCATGTCTTTAAGAAAACAACTAAGTGGCAATTTCTGGAAAATAGGTTATTGTTTGTCAGGTATTAGCCTGAAATTTT 
GCTTGAATTGTTTCTCCCTAGGAAATGAAAGATGTTCACTTCTTAGTTGTTTTGGAAAAACAAATACTTACTAAAGATT 
ATAATGGCTATCAATTTAAACAAACAGATGCTTTTAGTGTCTTTGTGAATAACACTAGTGAATTTGCAAGAATTATTGC 
TTTACCAACAAAGCATAAATTCCCATGTTGCTTCAGT^ 

CAGCGTATAGTAGTTCCTCCGTGAGAGTCTCTTGTAAAAACTTACATTCATTCTTGTTATTATTTTATCTGAGTGAATA 
TTTGACAAAGACCAAAGAAATCCCCTTGAGACTGGTACCCATTTTCTCTAATTTGAAAGATATTGACTAATTTTGTTAG 
ATCCCACCATGAAGGCAAAAGGAAAATATATTAGCTATCACTGTGGCTTAAAAGAAGAAATTATTTATTATTTTTAACA 
AATCTGAGGGGCAACTGGTGTTTGGTTGATCTATGTTGAACTTATGGATAGTTATGTGAGTGTCAGATAGAATCAGACA 
TCTATGTGAGCTGGCGCATCTCCATTCCACATTCTCTCTCATCTTTCTTCTGGGACTGATGAGCTTGCCTGGGTGTGTT 
CTTCTCGTGGAGATGGAAGAGGTGGAAGAAAACAAGCCCAACACAAAAGCACATTTTCAAGTCTCTGTCATGACAGTTA 
CTGACATCCCGTGAATGAGGGCAAAGACAAGCAGTGGGGCAGGTCCTCCCACCCTTGATGGGAGGGCTCAGAATGAATA 
CATAGATGCAAGGAGTAGGGATTTGGGGCCAGATGATACATCCTACCACAGAGAGGTAGGATACAGGGAAATTCTAGGC 
CCTCCAGTCCCTTTGCTCCAAATAATCACCATAGTTGAGACTTGAACTATGAGAGCATCAAGTAGGAATGCCAGGTGAG 
CTTCAGCTGCTGCCCAAGTGTCTAAGAACACTCATTCACCTCTCAGATACTCACATACCTATGAAATGCACCAATTTCA 
TATCATGAGCCAAAGTAAAACTCAGAATCATTGAAATATTTGTCTTTGCATAGAAAGAGTCCCATATGGAAACAACCCA 
GCCTACCTGCTTGACTTCCTGCCTGCCTGCATGCCTCCCTACTCCCTCCCTCCCTCGCTACTTCCTTCCTTCCTTCCTT 
CCTTCATCTCTCCTTCCTTCCTTCCATTCTCCCTACTTCCTGACTGCCTATGTGCTTTCCTCCCTCCCCCCTTCCCTCC 
CCCCTTCCTTCTTTCCTTCCTTCCTTCCTTCCCACCTTCCTTCCTTCTGCTCTCCCTCCTTTCCTCCATTTCTCCCTCT 
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CTCCCTTATATTTCTTCAATTCTTATCATTTC 

TCTTCCTCACCTGTATTCCTTGGAGTAAATTTTATGAATCTTAGAAACAGAGTCTGGCTGATAAATTTATTGGTGCATC 
AAACTCATTGAGAAATGTCTTCCAGTTTCATCTTCCAAA^ 

AAAAAATCAATACTGATTCAGAAATAACTTG CTCATC AGGGAAATAAAC CTGGAAGGTTTTAGTCATAATTTATTTATA 
ATCCCTCCCTATGTGATATTCAGAGAT 

TAAGAGTCTTTGATGTATTCTGGGAGCTAGCATCTTGAAAAGAGGAATAAAAAATGACTTATCTGGAGTTAGGAAGGTG 
CTAGTCGATCACCCATAAACCAGTTAAAGAGATAAAGGTGATTTATCAGAAAGT^ 

ATTATTCTCCATACCAAGCAAGTTACAGGTATCCCCTGCTCTGGACAAATGCGTGATGTGTAAACCCAGATTGACCAAG 

GGCATAAGGGAGATGTAGATCTGTAGCTTTAGCACACATGACCAAGGTGGTGCACTTGGTGTAGGCTCTCGGCTGATTG 

CTGACTTTGCACACTTGCGGGGCATTTCATGAATCTAAATTCGGGAATAAGATTTAGAAGCTGGCAGATGACGAAGAGA 

TTGTTTGGGCAACCAGGACTCTTGTATGTGACATAATCAATGCTGAAGTTAGTTCATCATCCCATTCCTTGTATTTCCA 

AATCTGTGATGCTTAGGGCCTTATCTAGTGCCTTTTACCAAGTGGGTGGGTTGTAGAAAAAAAAGGACTAATACTCATT 

TTCTTTGAAATATAAGCTTTTGAAAGAATATTTTAAAAAGAGGACTAACATTTTAGCTTTCATGTAAAAG 

ATGCAATTTCAGTACTTGGAAATGAGCATTTTAAGACTCCTTGTTGACTTCCCTTGTATTTTAATGCATTTCTAGAGAG 

ATGTCTGCTTCTGCATTGCTTCCCCATGATTTACTTCAGTTGAAAGTT(^GCCAGATCCATTATTTTCTTTCTTTGA^ 

CATTATGCTUUITTAAATGCAAAATTCAGTGATGAGAGG^ 

GAGTAAGGCAATTACAAAATTACTTGCAGCCACTGTGACTGTGTATTTTCCCGTATTCTGAAAAGAAATCTGTCATGTG 

CTCATCACTACGAGATTTATTTTTCCATTGATGTGTGGGAGATTTATGCATTTAACTGTCGTACACATTGATGAGAGAA 

ACATGCACCTACAGAAATAATTTTTTATAGATTAGTGAGATATTTAATTCTGACTTTCTTTTCCACTAAAAT^ 

TGTAATAGTCTTCTCTTCGCCTGTATTGTAAGTATGAACATCAGAATGGCTCAGTAAGCTGGAAGAGCAAAACCATGTC 

TGTGTGTAGAATTCCAATGCCAAAAGAGAAATACCACTTATCTTCCACTTCTATAAATAAAGGCAATAGCAAAGTCATT 

AACAAGAGCAAGGGGTGAATTC^TGATCTCTAAGATTTTTTTCCAGCTAAAAATGATATGATTCTTA 

GAAATAGTGGTATTGAAGTAGAATTATGAGCTCTACATTCAGTCTAC 

GGGTAATTCTCTTTAGATTCTCTAGTCCTAAGCTGTAATATGTCTTATAGTTGTCATATTTTAGTGAACAAACCAGAAA 

AAAAGATTGCCTGC^TCATATGTAATTTTTGTTCAATCCAAGGGCAATATCGTAGAATACTTGACTCATAGTTTAAAAT 

GATCATTTTTATTGAGTTCAAATTAAGTCTTCTGTAGATATAATAATTATGTGAATCAAAAATATGTATTTGTGTGAAG 
AAATGCTCTTTCTTTTGAGGCTTGCCTTCA 

CTAAGAATACATTGAGGATATAAAATTATGAGACTAGAATGCTCTTATTTCAAAAACATTCACAGTAGGCATTGGCCTG 
AGCAATAATTGTGAATGTTTCATATTTAGAGAATGGGTAGATTATTAAATATGAACTATGAAAATTTCTACCCTTCTGG 
TTTTTCTGTGGGATATAATCCTCTGGTCTTAAAAATTAATTTTAGTAATGGATTTTCACAAGTTCCCTTGGAGAGCATG 
CTTGGAACATTTTTGTGACATACACTCTTGAGGTTTTCCTTCTAAATTTCTTTTCATCACTGATTTTGACTTTCAGATT 
TCTTAAATATTTGTTATTACGTGTATCTTTGTAAATAAAAGTGAGGCTTAAGAAGTTTGACTTTGTTTTAGGATGGAAC 
CTTGTTAAAAGTACAAGCACAC^TGTGTTGAC^GCAGCTAGAGGAAGCGTGATAGTGTGGAAAGAAACAGAAGTCC^ 
GACCTAGGGGTACATCAAGTTCCATTATTTAATTGTCATCTTTGTCTTTGCTACTGAAAGTATGGTCCACAGACCATTT 
GCATCAG CATTGCCAGGGAGCTGGTTAGAAGGGAGAATCTCAGGCCC CTTCTAGACTTACTGGATCAGAGC C CG CATTT 
TGGCAACATTACCAGGAACTCATATACACACTCAAATTTGCCAGGCTCTGAACTCTATAATCTCCAGCATTCTGATTTC 
TCCAAGTCCCTCCTTTCTCATCTTTGAAACAGAGTAATTTCTACC'TCACAAGTCTAGTCGAGAATTAAATACAAACATG 
TAAAGCTGCTGTGTTCGGTGCCTGGCATACATGGCTGTCCCCCATTCCTGCCAACACACACCTTCAAGCAAGACAACTT 
GAGAGAGGCTGAGTGGGAGAGAGGGTGAATAAATGTTAATAACTCACATTAGAGTTGGCATTTTTTTTCTTTTTACTTG 
TCTCTATTATATAGGGTGACTGTATTAATTGTGCAATACCTTTGCTTTTAAATAATACTACTGGGATAAAAGTGAGATT 
CTAATCTCACATATTATTTCAAGATAAGATTCAGATACAGAGTTTTAAAGAACCACCTATAAAAATCAAATCCACATAA 
ATTCAGAGGAAAATATCCTCAATGCTTATATAATATTGGATGTTTAGGGTGATACCCTCTAAGCACAACTTCAAAGGAA 
GAAATCATTAGGGAAAATACTGACATATTTGAGTACATATATGTTTTAAAATTTAATTTACTTGAAAAGGAATGAAGAT 
AATTAAAAAGGAAGTCACAAATTGAAAAAAATTATATGCATAGACAAAGAGTTGATAAATTTAACATAGAAACAGGTTT 
TACAAGACAATAAAAGGATAAATGTAATGATTTTCAATAGATATAAGACATTAATAGGTGGGCATGTAAAAAATGTCAA 
GATAACATGAAAAAATTAGTTTTACTACTCATAAAAGACATGCAAGTGAAAACAACCAAGATGCCATCTCCAGTCTATC 
AGATTTCTCTAAAAATGAGAAAGCGCTCATAACCAGTGAAGGAGAAAAGGATCTGCTTTCATCTTGGTTAAGATATACA 
TTGCAACAATATTTATGGGAAATTCTTTGGCTATATCTATCACTATGAATTTATGCATACATTTTTCACCCAATAATTA 
TACTTTTGAGAAGTTATCCTAAGGAATTAATCTAAAACTGAAATGATACATGTTCAAAATTTTCATTAAAGAAAACCAC 
CAAACTGTACCATAATGGGAACTATTCATAAATATGTAAATTATGTCCATATGATAGAATACTAGGCACCCATTAAATC 
ATGTTGTAAACAATATTTTTATTGAATTTTTTAATTGAAACCAAAAAAGAGCAAGATAAACTCAGTATACATAGCATGT 
CATTTTTGCAAATGTGTATGCAAATGTGTAACATGTATATTTTTAAGATTGGAAGCTGGTACACTAAAAGTGAATGTTA 
ATTCTGGGTTATGTTTTTCCCAAATTTTTGCCTGTTTCTGCCCTGCCTCTTTGATTTTAACATTGAGCATACATTTATA 
GTTTAAAGACTGTTAAAAGTGGCACTTAGATATAGCTTAAAAATAATTTTAATAGCACAGGGAAATTATTTTATTAATG 
CTAGTTAAATTAGACGAAAATATAAAATTTTAATGGCAGAAATATTTCAATTTATAACATATGCATAGGAAACTGAAAA 
GAGTAGTTAGCTCTAAATATGGGGATTATGGATAAATTTTATATTCTTCACTTTTTTATTTCAAAATTTTTATAATTAG 
CTTTAGGATTTTTATAACCAGAACAAATTACATTTAAGACTCCCTTCTAAACTTATTTGCTTATTTTCAATCTCAAATT 
GTGAATTTGTATGGCCTCTATATTTCCAATCTAATTTTACAGACATTAAATTTCTCTTGAAATTCAGTGAAAAATTAGC 
AGAGTCGAAGTTACACTTCTGTATGGCATTTAAATTCCTCCTCCCAGAATACAGCCACTGTTCTACAGTACAGAGGAGT 
CCTTCATATCACGATTTTCATTGTGTCTAAGAGGCATGTGTTTCCACTTTGTCATTATTTGGTCTAAAAGGATTTTTCT 
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TCTATTTTGCTGCTGTTTTTGTACAAGACATATAA^ 
AGAAGAGCCCTVGAGAGAGAACTCTTAATCTTTTCATCTGGTCC^^ 

TTAATCAGAGACATATAATCTATTAACTATGGGAACAAGAACCACAGATTTAGCCTGTGCTTATCTGGAAACCTCCCCT 

AAAATACTACTGAACGACTCTTTTTTTTTTTATTCCTGTCTCTTTTTCTGTTGCAAACTGATTGTCCACTATAACCTGG 

AGAGGGGACTCAATTTTTAGAAACTGTCTTATACACCTCTTAATTAGTTACCTATTGCTGCATATACCCAAAATTTAGC 

AGCTTAAAACAATAATGAAATTTTATTATGCCCACAGTTTCTTTAGGTCTGTAGTAATTTAAGAGAAACTTAGCTGGGT 

GATTATAGCTGACTCTCTCATGATATTACAGTCATATACATCAGGACTGCATTCTTCTGAATACTTGACTAGAGCTGGA 

AGATTCACTTCCAAGATGGCTCCCTCACATGGCTGGCACATTAGTGCCTGCTGTTGGGGGGAGACTTC 

GGGTGGTCTTCTCCATGGGGCAGCTTAAGGATCTTCATGGTTTC 

GATTAAGGTGGAAGCTGCAATGTCTTTTATGATAGAGCCTCAAAAGTCACACAATGTCATTCCCAACGT^ 

TCACATAGGTCAGCCCTACGCAATGTGAGAGTGAGGAAGGGACTACAGAAAAGAATGAATTCCCAGAGATGAGTAGGAT 

CATATTGGGTGCCATCTTGGAGGCTGGCTACCAGTGAAG 

CATGCAAAACATACTCCCTTTATTGTGGTTCCCAAGAGTCTCATTCTATTATGGCATCAGCTCGAAGTCC^GATCTTA 

TCATCTAAGCCAGGTGTACTAGTTTTCTTTGCTGTCTAAGAAATAATTTAAAAAATGTAGCAGCTTAAGAT 

TTTACATGTCACACCTCTGTAGGTCAGAAGTGTGGGCAAAGGGTAGC^^ 

TTAGCCATGGCTGCGGTCCTTATGTGGAGCTGAGGGTTCTCTTTCAAGCTCATCCAGGTTGTTGGCAGAATTCAGT 

TTGTGACTGACAGACTGGTGTTCCTAGAGACCACCTGCCATTCTGTACTGCGTAACCCTCTTCACAATATGGCAGTTTA 

CTCCTTCAAGGCCTU^CAGAAGAATCTTCCTACTGCTTGGGTTCTCTGACTTCATTTGACCCTGACCTCTAAACCCAGAT 

TTAAAGGTTTTATATGATTATATCTG^ 

CTTAATTATATCTGAAAAAAACAGAATCAAAGGAG 

GGAAATTACACAAGGCCTGAACATGAGGAGATGGGAATCTTAGAATCTGTCTAACATACCAGGTCTATGTGCAAATAAG 
ATCAATCTCTGTTAGTTTACTCTTATGGGGTAATTAATTA 

TTCTCAGTTTCTATGGGTCAAGAATTCAGAAGCATCTTTGTTCAGTGGTTATGGCTTTGG 
TTAAGAAGTCAGTCAGGGTGATAGAAATATAAAGGCTTGACTGG^ 

ATGATCAAGTTGGTATTGGCTGTTGCAGGCAGGTCTCATTTCTTCCGCAAATGAAATGCTCTCCAGGCTGCATGAGTGT 

CTTCATAACATGGTTGCTGATTTACATTGGATGGAGAGATCAAAGAGGATGAGAGGAAAGCAGCAATGTGTTATAGG 

CCAACTTCAAAAGTTACACATCATTGCTTCTGCCCTACT^ 

TAGCAGGAGGCAAATATGATCTGGGCTTTCTTGTTAACCTCAGTTAACAACAACAAAACAAATATTTA 

GAAAGAGATTTCTGGAATATTTCCATTCTCTGTCATGCCCACTGCCATAGTCTACTCAAGTTCTCATCTCCTATTGGAC 

CTCTGCGGTAGCTTTATAAGTCCTGTCCTTGTTTCCAATGl'CATCCCTTTCAAAACGCTTCAAATAGCCT 

CATGACTCCTCCCACGGTTATAACCCTGCAGGTAAAGGCACTTGAGGACATAATCTGTACCATCTCTGGCGTCATCCCT 

TTCATTCCCCTTCACCTCCCCCAACTATTTTTC 

AGCAATTTCACGTCTCTATGCCTTTTCTTTTCCTGTTCTCTTTGCCTGJ^AATAAGAACGACAGATAATAGTGACTATGC 

AAGTCCTAAAATCGAGGCAGCCACAGTGCTAAATCACACATTC 

GTAAATCTTATTACCATGCTCATTTTAC^U^ 

GAAAAGTTTGGAGGTTCTGGCGTAACCCTCTTTGTTATTCTCTATGCAACTAGCTTAAAAATAACAACTTTGATTATTC 
TAATCTATTAACCAGTTTTCAGTGTGTCTGACCAAATCAGTTGAATTTTATTTTTTTAAATATGTGTGTGTGTGCATGT 
GTCAGTATGTACGTGTTAAAGAGTAGAGGGAGGAAGTTGAAAATCTGACATT^ 

GTTTGGATATGTOW^CTGCTGGCTAATCAACACGTTAATCAATGCAAATCTCTAGTATGGATATAGTTATATTTTGCC 
CCCCTCTTCCTTTCCAAACTTCTTTCCAGTCTCATGACCAGCTTATTGGCTTCATATTACCAAGTAAATATATCAACTG 
CCCATATGTATAGTACCCAGACAATGAGAACACTGCCTAAATATTGTGTTTTCAATACTACTTGCTTTTAGCAACAAAT 
CATAGCACCCAGCCTAACTTTAAAAATTCCATGTCATCCAACTTCAAACTATAACAAAAATTGAGTTTTACAGAAGAGT 
TTCAAAACATTTTTATGCATTAGACACTTCAGAAATTATCTCT^ 

TAGAAAACGTCAGGCACCAAACTGTGAACTCTCTTTTGTCCATGTATGATTTAAAAAAAAAAAACTCACTGATGGTAAT 
TTAAGAAATTTGACCTTTAGGAAAATCAGGCTGAGGCTCATCT^ 

TAATAGAGATGAGTGCCGCTCACAGGGGACACTCATATTTTCTAGGAGCCTGTGGATATAAACAATGAATTTCATGAAC 
ACAGAGCACATTTCTACATGATCTCCTTTTCTTTACAAGTTATTTATGTTTTACTGGAAATATTAAAACTTCATGTCTC 
TTTGTTGCTCTTGTTTCTTTAAATTTTTATTTTTATCATCAGTCATTGTTCAATAACTCAAAATCATATAAAATAAAAC 
AGTTTCAACATCATTCCGTACTC^GATGATCTCTATTAAATAATGATTTTTTTCTTGAAAAAGCATTCTATAATTTTT 
TTTAGTTTTCCAGATGACTATTTAAACCAAATGTTTAAATGAATGATTAATGAGTCTTTTATCTTATTTATCCCACCTG 
CCTACTGCAAAAAGACATGAATTTAATACATTTTAGATTTTAAACAGTTGTATATCTGTAAAAAAACAATTTTTACAGG 
TTTCATATTCTGGACACTAGAAAACACTTCCTCCTCACAGCGCCGAGTTGTATGAAAAGGCAGCTCAATTGTCTTTCCT 
TGAGCAGCCTTGTGTGCCTGGGTATTCCCTTCCATCTCTCACCCATGGAGTTCATATTCCTGTTGTCATGTCACCACCT 
CTGTCAACGAAATAGGTTCTGCCATTTCTCAAATTTTATGGAGAATTATCCTGATGAGTTAAGGCAGAGGTTGAAAACT 
TGCAGCCCTTACCCCGGTTACGGATTTTATTTTTAAAACCCAG 

AATGGATGCATTATCTTCTTTTAAAAATACTTCCTATATTAGCCCTCTTAAGGGGTATGAAGTGGTGTCTCATTGTAGT 
TTTGATGTGCTTTACTCACTCTTAATACCGTTATTATAGGTTATTTATTGTTAAAACTGTGATATATTTTCCTTTATTT 
TCTACATATACATAGATAACATGCAGTTTGATAATCTGCATTTAATCGCATTAGAAAGGTATTTTGCTATGTCATTAAA 
ATTTTTTTGTGAACATCATTTTTAGTGGCTGCAAAAACTTACATAAAGACAGACATGTCCTAATATATGTGTGTGTATA 
TTTTAACTAAATATTGGCACACCAAAAATAATGGATTTAATGCAACTAGCAATGATAATGCTCAAACAACAGGAGTGCT 
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ATGAAGACAATGAAACAGGTGAGTTGTCAGA 

AATTACAATAAACAAGATAAGTACAAGCATTAGATAATTTGACCTATCAGATATCCCAAAGGCATAAACTAT 

GGGTCTTTTCTTTATGCAATTAGGTGACCAGTGACTCTTA 

TAAAACCAGCCAGATTTTTATCGTCAAAAACATGTTCACAGTT 

TATAATG CT CACCAATGGATTTAGAAATATCCCATTGTAATCATGAAGAT CT CAATTATATGTTATGAAATAAG AAACA 
TAATGAAATACTTGAACCTTCCTGCCCCGCATAGCAGATATATTCT 

CTGAGTIAGCTCAAAATAGTATTTGATCTTAGTGGTTTTGGAGC^GAGGAATTGGCATTGCCATGATT'^TCTATAACTT 
GGCGC^GGCCAATGGTTTC^GGCAGGACTTTCAGAGCAGACTTCTGTCAAATTTGCCATATGGAGTTACTGGGCTCAGA 
TTATAGAGGTTTTCCTGGTTGTTTGCCTAATTTGGGAAT^ 

TGTTCAGAAGAAACTGACACTTCAGGAAGAAAAGTAGTTTGATATTTGAGAGGTTTAGATGGTTTCTAATATTTCTAA^ 
AGGTACCATGACTCGTGAAGAATTTGACTGGTAAAAAAGAAAGGTTCCTGTTATCCCTGGAACAOVGCTAACAGTCTGG 
CATGTAGCCTTACCTGAACTGGTACCCTCCCCGTACACCTCACACTTAGCATTCTGCACAGCCAAAGACCCTGTCAGTT 
ATTGGCC^GCCTGAAGAATGAGGTTGAATTCAACTCAGGGACTG 

CCAACCTTGAGTTGACCTACTCCGCAGGTTCATGGGTGATTAGGTGTGAGATACAATGGGAATGAATATCTGAAAACCC 
TTTGCAGAAGAGAAGGAGGAGGAGGAAGAATAAATCCAATTTTTACAGGTTT 

CTCCTCACAGCGCCGAGTTGTATGAAAAGGCAGCTCAATTGTCTTTCCTTGAGCAGCCTTGTGTGCCTGGGTATTCCCT 
TCCATCTCTCACCCATGGAGTTCATATTCCTGTTCTC^^ 

AAATTTTATGGAGAATTATCCTGATGAGTTAAGGCAGAGGTTGAAAACTCGCAGCCCTTGCTCCAATTACAGATTTTAT 

TTTTAAAACCCAGTGTTTTTTAAAAAATCGAGGGAGTTTAC^ 

AATCTGGCAACACCCTGCTCACATTCCCACCTACCAAGAATC 

AATTCACTGGGGTCTCCATGTGACGTTTCAGCCTTTGCACCCTACTTGTCCGCTGCAGGCCCAGGAGCTCTCTACTCCT 
CATATGCATTACAGGACCCCATGCACATTGAAGATGTT 
TAGGAGCAAGTCTTCTGAGAATCAATGATGACAAATATCTTAAATC 
AACTACCTGTATCAAAATCATCTTGGGGGCTTATTTAT^^ 

AATTTCTACGGAAAGGCTTGGGAATAGGAACATTAACACAAGCATCCCGGGTGGTTTTTA 

TATTGAATTCTTCTCCGATCTGACAGCTCTTCTCCTGGGCAGACCCAATTAGAGGGAACTGATGAGTTTTAGGAAATAC 

TGTAATTCTAACTCATCAGTCCAGCAGTGCTGAAAATGCAGAATTTTGTCCTTATCAAA 

TTCAGTGTGTGTCCAGTACCACCATCGGTAAGGTAAATAAACA^ 

GTTTTTTCCCTTACTCATCCTAAAAAAAGCAGGGAGTCATTGGGCTTTTGTATCTATTTTAGCTC 

CCCCTATCTTTAGTGCAGAATTAAAATATCACCCTTCTATTTGCTTTTATTCCTAATATCTGAATGGTTTCAGCTTGAC 

GCAATTAGCATGTAGAGC^TGCTCACCTACTGTAATCTCCCAGATGAGTCACTCAGCTCCAGCACATAACTGCTTCTGG 

GATCCTGTTGGCTAACCAGGCTTTGAAACCCAGGGAAAAGAACTGTGTGTTTTCTTCAGAAGTAATCCATAAATGAGAA 

ATTACCATAAATAGGCAGTTTTATTCACTCTAAGTGATTTTTAC71TAAAAACTGACAAGGCCGTAAATTGTATATAGAA 

TCAGGTTCCATATCGACACAGCTAATGCACACATGAAT^ 

TTTCAGACAATACATTAAATGTTACACATTATGGTAAATTT^ 

TCTGCTAAATTTAAGTTTGCATTGTATTCACATGTGTTGCTATTTCCTGAGATGTCCCAATATATTTTAGCCATCAAAC 
AAATAGAACTTCACCTCTCTGAGGCTCAGTATCCACACTTGTTTATCATGCAAGAGACATGCAGGTGAGAAAATAGGCA 
ACTGCCATTCTATCTGTGATTGCTGTTCATGGAAGAAGTAAAAATGAGCTGGGACAATATATAGGTGGCGCCAGGGATG 
GCTCCTTGAAGGAAGTGATCTCACAGCTCAGACCTGAAAGCTGAGTGGAAGTTACCAGAGGAAAAGAGAAAGGGAATGC 
ATTGGTTTTCTATTGCTGGGTCAGAAACTACCACTAACTCAGTGGCTTAAAGCACCATTCATTATCTCATGTTTTCCCT 
GGGTCAGGAGTCAGGTGCGTATCAGAGTCTCAAGAGGCTGACATCAGGTGTTTGCAGATGGCATTCATGTCTGGGGCTC 
AGGGTCCTCTTTCAAGCTCCTTCAAGTTGTTGGCAGAATTTAGTTGCTGTGGTTTTAGGACCGAGGTTCCCAGTTTCTT 
GCTGATCACCAGCCTGGGGCAGCTCTCAGCCCCTTGAGGCCACCTGCAGTTCCTCATCCTTTGGCAGATCCTCTCACAA 
CGTGGCCACTTACTTCAAGACCAGCAAGAGAATGTTCCTCTTCAGGAAGGGCCCAACTCCTCCTTATGGATGTTCTTCT 
GATTCAGTCAGGCCCACCCAAAATAATTGCC^TTTTTG^ 

CAGCAAAATCCCTCCACCTTCTCCATACATAATAACCTAATCATGGGAGTGACTGTTCATCCTGTTCGTGATTAGGCTC 

ACATATAAGAGAAGGAGATCATATAGGACATGCATGTAGAGGATAGAATCTTGGGGGCCATCTTAAAATTGTGCCTACC 

ACAAGGAAGGATTTTCCAGGCAGGAAGAACCAGATATATGAAGGAGGCCTAAATGACAGGATAGCAATTTCCAGTGTCT 

GAGGCTAAGGCTGGAATGCTGACCTGGCCAGATCATGCACTGCTAGGTTTAATGGCCTATGCATACTCTATTATGCAAT 

TATTAAAATACCTGTTTAO^GAATATTTGAAATATTAAAAAATGGAAAACTGCATACCGTAAAATATTAAAT 

AATCAGGATATGTGTTTATATAAGATAGTATCAGTTTTGGAAATATATATGCATATCTTAAAAGACTAGAAGTAAATAC 

ATCCATCTGTTAGCCATGGATATCTCTGGGTGAGAAAGTATGGATGAGTTAGAGATTCTTTGTCCCTTTTCTTAGTTCT 

AAAATTTGCCACAATAAATATGTATTCTCTTATAATAATAATTM 

TGAATTTGAGCAGTCTCTTTGAAGGAATCAAATTTTGTACTCCAGGTGTTTGAGAGGTTGAAAAACAAGCTCAGGAATT 
AGCTGCGCATGATCTGTACAAACAAGGGGATCAGTCAGTGGAT^ATGAAGTCCAGCTTCAGCCAAGGGTGGTGAGTATAA 
CAGACCTACTCTGATATGTTTCATCACTAAACATTGAGCAAGAAATCTAGTGTTTAAATTATGGAGGCATTAAAGCAAT 
TAACCTCCCTCTACCTCAATTTTCTTATATCTAAAAATTGAGGGGAGCAAAATTCCATTCTTGTCAC^GGTCTCAATTG 
CAAGTAGCATGCAAGCAAGTAGGCTGAACTCTTGTCTGTCAATCTAGCTCCTTCCTGGATGGGGTATTTAATCAGCTCT 
CCTTCCCAAGCACCCAGTGGACTTGAAGCTCACAGTTAGACAGAGATGGCTAGAGGTGCCAAGTGCTGTTTATCATAGG 
TGACATCACCTGTGTGCTCAGAGTTATAAACATAGGCAGCTTGCCTACTGCCAAATCCATTACAACTTTCAGAGGTGTT 
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CACTTAGGAAGAGGAGGAAAGAGTTTTTTGAGAAC 

CAGACACAT CTT CAAG TTTCAAG AGAG CAGTTAAC-^AAAAGAAAAATGTATTTTTAGAAATTGTTTGGGAGGTGAAAG 
GATTTTTCTGGGGGGGAGTAGGGTAGGGAATGGATAGAGATCATTTTTTTTTGGCT^ 
AGTTGAAATATAACAAAATGTATTTCCTCTCTCT^ 
GGC(^CTGAACAGACCATATTTCTAATTCATGGCAAGATGGCTAA^^ 

GATTTTGACCTTTGATAGGGCTTATCATGCTATTTATATTGTAGCAGAAGGAACTGATTTTTTAGTAGTTGC 
AAGACATGACTCACATTTCCTTAAGCATTTACACC^^ 

TTTTATAC AATTAG TG AAATG TGAG CAAAAAATATAAG AAATCATTTAAAAAATATTTTGGGG AGGATGTGGTCTAGAA 
ATGTTGTTTTCTAGAAATTGAAATTATGTTAGCTATTTC 

AAGTAATCATTGTGATGCTAGTTTTATCATTAAGGAAAAAAGCAGAATTCAAAAGTTTAGCAATGAAACACTGGTACT 

CTGAAACTCACTTTATATTTGAAAATGTGAATGTGAGTTTA 

AACATTTAAAAAGAAAAATATTATTTTAAGTGACATTTGGT^ 

ATGAGACAAATTATTATGTGGCCAGTGGAAATTAAATTTATCTTTATGATTACTAGCAACAGGGACTATTTTATTO^C 

TATCTTTACATAATACAAAATTATTGTAAAACT 

AAAAAATATTAACATATGAAAATCAGCATCCCAGTTAAGGAATC 

TTTTATTTCATTGGTACTTTTTCTAGGGCTVGTAGATT^ 

CTTGAGGAGGTGTGATATTTCCCTAAGTTTGGATAGGTGGTAT(^^ 

TCTACCTAATGATCCCCAAGTCATTTCACTTCTGCCTTCTTAACATTTTGAAGATGTCCTCTAAAATTTC 
CATCTCTGCCTCCGAACTCACCTCCCTGACTTTCAGTCTTGAAGCACCTTAAC^CCCCTCCCCTCCTGTGCATGTTCC 
ACCTGGAAACCAGGGTGATCACTCTGAAATGCCAATCTGATGAGTCATTTCCCTACTTTTGAACCTTCAATAAC 
AGCACCTATTCCTAGAAACCATTCCAACATATGACCTAGGCAAAGGAAACCC1TTTOT 

TCCAGATTCACCTTTTGACACCTCCCACTTCATCTCTCTGCAGCCCCCTTCCTGCACACACACGGAGTTTCAGTCTTGC 
GAAACTCTTCGCAGCTTCTTGAGTGGACCTTGCTCT 

CCAATCTGGTTAACTTCTACTGTTTATTTAAGTCTTAACTCTAAGTAGATGTCATTTTTGAGGATGCTCTCTCTGTTCC 
CACTTTGGAACTTGGGCTTCTCTGTTGTCCTGGGTGTC 

AATCATGTCTTCACTAGTGTTTCCTTTCTAGCATGATAGATTTTTGTATTGCCAGTGACCCCAACAAATTCCCCAGGTC 
CTAGCCCTGTGACTGGAACACAGTAGGCATTTAATAATAGTTGAC^ 

GCCTGAGCATTAGGAAATATAAAATTAATCTAAACTTTGCCACTTTCTGTAATATCTGTGTGTCAGTCAGGAATGCTTT 
TGGCTGCAAGAAAACCCCACTGACAGTCTTTTAAAACAAATA^ 

AATACAATGTTAGAGGCAGCATCTCAGTGCTTCTCTAATGGTCACAAAATGACTACAGTAACTCCTTCCCT 
CTTCCAGTTCAAGAAGCAGAATGAGAGACAGCAATAGCCACCCTGTTTCTTCAT 

TCCCCACTGTCCTTCATTTACTTCTCATGGGCTAGAATTATCTCAGTGGCCACCCCAAGTGCAAGAGAAACTAGGGAAA 

TTAGTTTTTAGCATTCCCACACTCTATGTTGAAAATGAGTAAGAGACAATAATTTGGGGAATAGGTGTGGGATTAGTCA 

GCCAACAGTGTTTGCTACACCTTGSGACAAAACATTTTACCTCTCTTACTCTTTGATTCTTTCA 

GAATAAGTAATCTTTCTTCAAGAATCAA1TTTOTCTCATCTATAACTCCCATATATTCTTATTT 

CTTCTACACCAGACAGTTACTTCAAGCTTTTCCCCTGAAT^ 

CTTCCTTTTCAAGAACTCTATTTGCCATAATGTTCTCCCTAACAAGGGCTGAACAGTACGTGCCCAGATTCCCTGCCTC: 

TGACCTCACCACACCCTCTTCTGTGTGGCGGTCTCTCAAATTGTTTAGGACAATTATCATGACTTCTCTAAATCTCCCT 

TTTTCCAGGCTCAAATTCCCTATGCTTCAGTAGTTTTTCAGATAAGCCCCTTCTGTCCCTTGACAACCCTGGTCAGCCA 

ACACCAGACATACTCTCTTC^TTTACTTATGATTCATTGAACAGATAATCACTGAGTTCCTGCCATGTGTCAGCACTGC 

TCTAGGAGCTGGTGATATGGTGAGAAACAAGGAAGGGAAGGCCCCTCCTCTCATGAGGCTTACAGAGGAGCAAAGGAAT 

CAGATGATAAGATAAGCGTTACACACACACACACACACAGAGGATCATTTCAGAGAGTGATTCGTGCCAAGATGAAAAT 

GACAAAGGGAGATAGGAGAGTGACAAGGGATGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGGCAGTGCACGTGTGA 

AACTAGAAGACAAGCCTTCAGATGATCAGGGAGGTTTCTCTAAGACCTGT^ATGGGGATAATTAACTAGCATGGAAGAGG 

AAGAGGTTTTGAAGCAGGAGGACTTTGTAAGTGAAAGGCCCTGGGTAGAATGAGCTAGACCTGAGCCAGGAAAAAAAAG 

ATGCTCAGAGGGGGAAAGTGTTGGAAGATGGCCTGATAATGCAO^ 

GGACAAGAACTCAGATTGTATTCTAAATGACAGTATTTC^ATACCCATCTTAAAATGTGTCTGGACAAAACTTAACACT 
TAGCTACACATATAGCCTGACTGGAGCAGTCCAGTTTATAACCTCTCCTTGTAGTGGGCACTGTATTTCTATGGATGCA 
AGCTACAGTTATATGACTTTTGTGGAAGCCATC 

CACTGCTCACATGCATGAATATTACTTGCACAAAGAGAGAGAGTAGGTGGATGTGATGCCAGGAGCTATTAGAATGATT 
CA.CA.TTACACTTCCACCATATGAAAAATAATGTACAGTCTAAAGCAACACTC 

GCCTAAATTACATATTTGAAGTTCAGTCAGTCATTGAAATTAGATAATCTGGATGGTCCTGAAAGTGTCTTTCTTGAGA 

GCTTTCCTCCAAAAGCAAAATTGAATGGTAAGGAAAAAAATGAAGTAC^ 

AAAAAACAAAAAACAAACAAACAAAAAACCCCAAAAACTGAGTAATAT^ 

AACTGTTGGTAGATAACTTGGGATGAGCCAATTAAATATTGGTCTTCTCTCTCTCAGAGGCCCTAATTGCATTCCCTCC 
AGCAGCCACAGGCCTGGGGTTTTCCCCAGGCCTGTGGC^TTO 

GCATTTTAATGCTAAGCTGGGAGCATTGATACTCTCCAAGACAGCCCT 

AGTGGAACGTTCAGTGTGTTTCATCTGCTGTTCAGTCATGCAGGCAGCAGGGATCCTGAGGGCTCTCCTCCCCAATATG 
GTACCAAGTTTTGATTGATCCTTTTCCTCTTCCCTATCAGCAGGTATTCTAGAAGACAGTTTTATGATGACATTCACAG 
CTAGCATTAAAACCAGATAAAAATAAAACAGGATGTC^ATAAAGAACTAATGATGTGTGTCTGTGTAAATGTATAATAA 
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TAATAAAAAGAATAGACATCTGTTTGTC^ 
ACCAACATATGTGACTGTTTGCCTAC^^ 

ATTCTATAGGCACTAAATATTATGCTAGAACACCTCTAAGTGCTAATCTAACTACCTTCATGACGGAAGTTTCAGGAGA 
ACAATTTAAGGGTCATGGAAAAAAAGTGTTAAACGAGTTGGTAATCTGACATTTCCTAAAAACTAGATTCAAAACCGAA 
GGGAAAGTAGAGAGAGGAATCAAAACTAGCCTAGTAGGATGGAAGTAGGCCTCCCTCCTTGGAGGTGTGAAAATGCCTG 
GAATAATTTAGGCAAGAATGCC^CTGTCAGTGATGACCTTGGTTTAGGGGCAGTTATAGCATGGTGGAAACACCCCTG 
GACTGGAGATCCGGCATCCCTTATGGGGATATGAAAGAAATTTGGCAGGTCTCTTAACCTCTTTGACATTCCTTTCTTC 
TTTGTTAGGTAAGAAGCTGGTGCTGGTTCAGTGTAATTTGAACTGTGTTCTGCATGACTGTAGGGTTCTGCTTAGTGCC 
ACGTGGAGGTGGGGATGCCTTGGGTGAAGATGAAGGAGGTGTAGTAAGCAGGTGGGGCTCTGCACTCTTTTTACTCTCC 
TTCTTCCAGTATCATCAGAACAACTCCACTTTTTTGTCTTTATACACTGAGTTATTTATAAAATCCTAGTTTTTTTAAG 
TGTCAAACAATGCTTGATTATGAAATGATAGCATTATTCTAGCATTCTAACTAAAGTGTGTAAATTATAAACAACTATC 
TTTAATGGTCAACAAATTGTCATCATTACTGAGCAGTGTTGTTAGTAAC^CCAAGTAATACAATTAATGAAATCCTTGA 
AAGTAGAACCTATCAGTGAGCCATGCATACAACTGATAAGCTGTGGATAATGTATAGAAGAATGAGTTCATTTGGTAAT 
TATTTGTACTTTTCAAAATATTGGTGAACTTTC^ 

TGGAAACTCTCGAATCTGrrAGTATGTCCTTGGGCACAAAAACAGTATTTTTTGGAACTGCTCAAAAATTATGTAGTTT 

TGTAGACATTTAGGGAAAAATCTCATAATTTATGTTAAACACTCAGTTGTCTTGGTGTTGATTGAAAGCAAATAATACG 

TGCTTAACATCCTGCTAGTTGCTGAGGGAGATTCATTC^TCATTTTAGAAAATGTTTCTGGGCATCAGTCATATAAT^ 

ACACTTTCCCAGCACTTGGCTTCACAAAGGAACAAAACAGACAATGCACATTCCTGCCCTAGTGGAGCATATA 

ATGACAGACTGAACACCTAGACATATATGACAAGCTCTTTCTTGCAAGGAGAGTCCAGTTAGGAAAATGTCAACACCTA 

AAACAGTTAAAGGCTAAGATAGCTTCTGTGGACACTAAGTGCTACATAGTAGTTCCAGAGGAGGCAGAGAGTTAGACCT 

GGCTAGACACTGGACAGGGGGTAGAATTAGACAGATAGTTCCTGGCTTGGTGCCTGGTACATAGTAGTTGCTCAATAAA 

TATGTGTTGAATAAATGAAAAACCAGGACTGACTGAATAGAC^ 

AAGTGGGGTTAGAATGAGCCTGGGTGAAGGAAGCCTTGAATGAGAGATGGAGAACTGTAAACGATAAAGGTTTTGAAGT 

TGGGGAAAGGTGAGGGGGAAGTGAAGTGTAACATGGAGAAGCAAAAGTGTGAATATTTTCCAAGATGCCTCGACG1TAT 

GATAGATGAACCTCTGAGACAGAATGTAGGGGGAAGATAGAGGAAAGAGCCAAAGAGCCTCTGAGGGTGCAAAGAAGTA 

AAGAAAAACCAGGATGTATGATGAGAATTTTATTATGGAGCTATCCAGTGTGGATGTGACTTCTCTTCCCCATATCGAC 

ACAAAACACTTAGCAAAACATTTCTCTTTCTCTCTCTCATGCTCTCCTGTTCTTTCTCCCTCTATCTCTATCTCCTTTT 

GCTCTATCTCTAGATATCTATTAGACAGATGATAGATAGACAGATACATAGATAGATAGGTAGATAGATAGATAGGTAG 

ATAGATGATAGATAGATAGATAGATAGATAGATAGATAGATAGATACATCTTGGAAGTGGTAAGACAGAAAAAGTAGTG 

AGTATAGCCTCAAAATGGCTGCAGGGCAAGGTAAGAAGCTGAGCTCAGCCTTCAATCCAATCCCTQTTTAC^CTCTGCC 

TATTTATTTGTTTATAATATACTCTGACTCCCCATCGACATATTTACATTCTTGGTAGAAGAGATTATTTTTGATATCT 
CTTTGTATTTATTTCTTAGCACCAAGATAATTT^ 

AAATACATATTTGTTGAAGAAAAATTAGAGATACAGATAAGTTAGGAAAATAATAATATCAGAAAACAGGGCCATCAT^ 
TAAAACATGGTTACATAAATAATAAAGTACTGTGCTAAGTATTGTAATGATGCTGATGCTTTTGTAATAATGATACTGA 
TGGTGAAGATGGTGATGGTGATGATGATGACAATGATGAACACATACCTCCCACTGATTATGTGTAAGGCACTGTTCTA 
AACCTTTGTCTAAATTAATGCATGAAGTCTTCAC^ 

TTTTAGCATATTTTATAGATGAGGTATCTGAAACAGAGATAAGCAACCTGGCCTGAGTCATACAACACAAAGTGATGGA 
GGTAGGAAATGACCCAGACGGTCAGGCTCCAGTTTTTTGGGCACTACCAAATTATATTAATAATACAACTCTGTAGCAG 
■ CCTGCTTTCGAGTTATGGAATAGTTTCTAGAATAAGTCACACACATAGATTTCGAGCCCAGGACCATCTACTCTGAGCA 
GAAGCTCCTACCTAACCTTGACTATAAACTGACTCTACCAGATAATCACACTTGGCCTTTCTGTAAGTGATAAGCAACT 
TGCCTCTGTGGGCACCTACCCTGAGAAAGGTAGTCACCCTGCTCCATGCTCTGTTTCAAGTACATTTATTATTATTTAT 
GAATTACTTATTAACATAAATTTATTATTATTTACGTATTATCCAACTTATTAAGTGATGTATATGTATGCAGGTGTGT 
ATGATTATGAAATACAAGATGAAAGAACTGTAAGAAAATAGCTTTGAAAAAATTAGTAATGACTGGGCCATAGCCCAGT 
GATAAGGCATGTTCACATATACCATTTCCTTTCATGATGGTAACAGCCCAGCAAGGTAACTGTCATCAGGGCTGTCATG 
TATTCTAGTACTGTTTGTGTACTGAATAAAGGCATTTGCCTGAGGGATGATAGGGCTCAAATCCAGGCTGCACTCCTCT 
TGATGATCTATGAACCCAAGAAGATGAGTCTACCTGGAGGGAAAGGCTTTTCCAATATGCACAAAGTTCCACAGAAGCT 
AGAGTTGTCTTGGGAATGATTATCTCCATTTTGTAAATAAGGAAATTAAAGATCAGAAAGATTGAGTAATTTCTCAAGA 
ATATGTATCCAGCAAATAACAAATCAAGGACTCAAACCTAGGCCAATATGGCTCTGACTTCCTTTCTCCAAAATC 
CTATGTCTTTCAACTAAATTGCATTGCTCTGTTCACTGGTACAAAGCTTGTTGCACCATTTAAAATTCAAGGACTATCT 
GATTGTGTATTATATTTTTAGATCCTTTCCTGAAAGCAGGTTTTAATGGGGAGGGAGAAAGTAGCAACTGGAAGAGAGT 
TTTGAGATGGTAGATGGTAAAATGTGCAAGCAAATTCCCAAAAAATCTGGGGACACAGACTTCACTGCCTTCAGAATAA 
TTGAAAGGAGAACCCTTCAAGTATGAAGCTTCAGCTGAAATTTCAACGTGGTTTATTTACCTAATATGCTGTTCATTAA 
TTACAAGCTATTAGTGACTATTAGCCTATGAAATTGTATTTACAGTTCAGAAATGTATTTGATTTTCACAAGCCTTACT 
GGGGAACAATGCTCAGTCAACACTTTCTTCGCCTAAAGAGTACGATCAAAGAGCATGAAGCGTAGTAAATGTTTAGCCT 
TTGAATTTGGAGTTTACAAAGGATAATTATCCACGGGTTGGTGAATTCATGTTCCTCTCTACTCCACACAGCCTCTGGT 
TTGCATTTACAGTTTTGCACAATCAGATGTAAAAT^ 

CTCATTTTAAATCTTTTGCTAATGTGGTTATTCTAATGCAACTATGATCATTATTTTATGTATGTAAAGATGTCAATAC 
TGTCCAGCTGATGATATTATCTAATAGTATGTAGCAAAGCATGTTCCCTTCCTACAGTGCCTCACTCTTTCGATGGGTA 
AGATGGGAGGTGGGAGTGGGGGGAGCATGGCATTAGCTGTGGATAATAAAGCAAAGTAAGTACAATAGGTGTTCAATAA 
AGTCATCATTTTTGGTACTTACGATGTAGTTTTCTTGTTCCTTTGGTTCCTTTTGCAGTGGGTGTATTTGCTTAGACAG 
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AGAGAAGTGGCAGAGGGAGACTGCATTTGTATTTGGTTATTT^ 
{-. TGTAGGGCAGTCTCC^GATCATTTTGATGCTGAACT^ 

TTTGCTGGTTTCTTGTCAGTTAATAACTGACATAACATTATTTCAGACCTTTCACCT 
TTGATCAAAATTATTGCCTTAGCATATCAACTGAATACAC 

TTTGAATACCTATATGTGATGCTTGAGCATAGTGGTTTTWATAATCCTGTAAGCGATTTTTCAGGAGACCAGATCTGAC 
.;. CTCCTCTCTCACACCCCTTTCACACTGCCTGC^ 

| AATCTGAGCCAACTATAAATCTCAAACTTGTTGATATTGGATAATGCCTGGAGGAGAAACACGGCTACCGTTCAGTAAT 
TCCAGAAAGAATTTCTTCTTTAAACTCAGTAAACCCAATC 
TTTGAAAATTATTTGAAATTGACTTAACTGACAT 
TCAAATCCACTCATCTCAGGGCTGGGGGACTGAGTCACAGTCT^ 

CCTCTCCTTGCTGGGGGCTGGTGCTAAGTTGACCCCATTTTTCCCTCCTTGTGCTGTCACTCACTGCCTTTCCAGAATC 
TTCTGCATCAGGTCAGTCACTCTTTCCAACTTAATTC 

CACACAAATTGTCTTCTCTGCACCACAGATGCCAGTAC^CTCTGGCCCTTGCCATCTGTCCTTAAGATGCAACACCGGT 
CTGCTTCCAAAATCCCTAGTTCAGACAGCCTGCCTOCCAGTTGCCACATCCTG 

TGCCACTGCTGCTTCTACTTGTCAGACCTTCACTGACCTCTCCATTTCCCCCATCCCTCCATTTCATCCTTACGTTCCT 
TCCGGCCCCCATCTCTGCTTCAAYGAATGAACCCGTTTTCATCTGTTTTTCCATGTTGGGATTCTAGTCAGATTTCCTT 
GAAATTAAAGCTTTTTCTAGTATAAACACTGAGCCT 
TGAGATGATCTTTGTCCAATATTGATTAGTGGTGGAAGTCCCTO 

AGTACCAAACTTTAAAAATGAGATTAGAAGTTGCCTTTACATAAATGTTTAGGCTTTTGAKATCTCAGGGCTATTTTGT 
AATACTCTAATTTTAGGAATCATTGTTACAATGTTTCAAATCT^ 

AAACATATTCTGTAGAAGCAATGGGGATTCATGATTATGAAAAAAGTGGCCATTGCTGGTTTAGGCAGTGT 
TGCTACTGAC^TCCTAATGTGATTTTAATTCT^ 

ACGACTCATTTTCCAATTTCTCTCCTCCATGATCCCAAC^TCTTCCTAAGAAATCCACTCTGTACCTGAGTTTCCACAT 
GGAACTTAGGACAATGATGTTAGTGAATTAGAGGTCTGGCAGAATCAAACGAAAGTAATCCTCACOUVGTCACTAAACC 
ACACTACTTTGAGTCTATGCAAGTTCAGGAATTTCTATTTGAGCAAAAGCCACAAATGGC 

TGTGCTTGAACTGCCTAATGCC^TTTGATTTTTCGATCCCGC^CTTTTCCTTGCCAGACCAATGGTCTTTTCTAGCAGT 
AAAATTTCAGAATAGGTAGGCTACCATCACTCTTTGGGTTACCCCAGTGTTTAGTTAA 

TATTTCTATATGAATGGCTGCCATTCTGCTATGCCCATGTTTCTGTTTCTCACTCATCTCTGGCTTGTCTCGTAGAGCC 
CTTTCTGGTGCTGACTTATGTTGCTGAGTCAAAGGCTTTCATAGTCAAAGCTCTTCTTTTTATCTGATATGTTTTGCAG 
TTTGCTGTACTGCGTCAACTCTACTGGGATCATATTTCTCTTGAGACTAACTACTAGGCAACCTGTGCCTTCTTCCTGC 
ACTGCATTTTGCAAGTGCTTCTTAGGATTTCACTTTCATTTAAAGGCAGTAGATAGCTCAGAGAATGT 
TAGAACAGATCCAAGAGCTGTAGAATCAAAGAAGAGTTAACTACTGTCTCTGAAACTTAGAATGTAACCAAAGTCAAGC 
TATGCAACCTCACTAAGCCTGTTTTCCCATATTTAAAAGTGGATTGTAATGTTTATGAGTCTACCACTACATYAGATTG 
GTGCAGTGATTACAGGAGACAGCGCATGTAT^CTCCTGGCATC^ 
CCATTGTTGTTATCATTATTAAAAATAACCCA^ 

ATATTGTTCATCTTATTTGCCCGGTTTTTTTTTTTTTTTTTTTTTTTTGAGAATAATTTATGACCTCTGTGGC^GCAA^ 
TCTGGCCTCATCTTGACCATTCTATCTGCATGTACTAACTTTTCAATTTTAATGGCCCTGTGAGCTTTCCTCCCATAAG 
CCAAAAAGTGCTGTTTTTCTATTCTAGTGTTTTCTTGTCAGGCAACAATAATTTCTAAATAACATGCCTCTTCTAAACC 
AATCTCTTAAAAAATAGATTGTTTTTGTTTCTGACCCTTTCTCATTCCATTTCAGAAACTATTTTTTCTCCTTCTTTAA 
GCAGGTTACAAACCCTTATATTTTTAATATGCTGAGGCTTGTAGTCAAACCATTACTGTCCCAAAAGAAAAGCCCTTTT 
AGCACATTTACAGCTTCTTGCTATCTGTGCCCTAACTAAATTGTGCTACAGGGATAGTTTCTTAACCATTAAAATGATA 
GGTGAACACAATTTTATTTTGAAGGATTACTAAGCTATTTTTAAAATTTCTATAGTTAGAAAAGAAAAACTGTTTAACT 
GAAACTTGAACCCAATTAAAATAACAATTCTCATGGCTCTCCGTTTTGCAATACTTTCCTATTCATAAAATAAGAATGT 
GCACTTTACCTTTTTGACCCATATATTTGATGTTTTTCAATTCTCTACACGTTCTTTATCTCTCTGTCAGTGTGGAATA 
TTCTGATTTGTTAATTAATACCCAAAGCAGCAGTTGGCTATTAATGAAATGTACAGAAAGGTATTTGGTAAAGGCTACA 
TGAAGATGATGATGACAATAACAAAGATATCTGATTGAAAGTAATCTTTACCTGTTAATCTTCCCTTAATGTCTCCGAC 
TAC^TGGCAGACGTTGCTTTCTTGGATGATGACTGAAAGATTAGTTTGGAATGAATAAATTTATTTTTCCATGGTTG^ 
TTCATAGATTTTTTTAGAAATTACTAATTTTGAAAATTAAACCTTCTTTTTC^GCCTTTTGAGTTTTATGTTTCTATAG 
TTTAGGCTTAAAAATAATGTAGACATTAGAAAAAAACTCAAGCGGTATTAATCCTTATATCCCTAATGGTAAAG 
GGCAGCTAACAAATGAGGTGCTGGAACACTAGCAAGGGAGCCTGTCTCTCTTCTGGTCCTTTTGTTGTCCAATTACAGG 
TGAAAAGATGCTATCTGTCAGCTTGTCATTAACTCAAATACACAAAGGCCTGTC^GTTCTCTTATGCACTTGCCAATGT 
GAGCACATCCCATATTGATGTTTCTACTAAGGCTTGCTGTACTTGTAAACAGTGTACTTGTCTGGTAACTAAATAGGGA 
C^GCATGCAGTAACAGTGTGACACTGAGCATTTCAGTTATATGTCTTCTTACCTCAGAATTTTAAGAAGAAACAA 
TAAAGGAGATTTTTTTTTAAATTAAAAACAAAAACTACCTTTCCAGGGTATTTTAAAGAAAGAAGGTGAATTCCAA 
CACATACATCCGGTATGTGTGACGCCAGGTTTATCGATGGCCTCTCTCGCCCTACTGCTTTTTAAGTAATATGGGAAAT 
GCAAATAAACAAATAAAAACCTACTTAAATAGACTAGTAAAAAATTGAGCAATAAGGGATCATTGTATAATTAGATTAG 
AATAGTGATTTTGCAAAGGGTTTTAAAATGCCTTAACATAGGCACTGACAAAATGTTTGTAGGTCTTACTAATGAATTT 
TTATGTTTTTTCAATGGAATGTGCATTAGAATGAGGCCATTAGTTCTTTGTGGTTAACCAAAATCTCAAGATTTCTTGT 
AATGAGAGTAACTTTTCTTTCTGGGATCCCTGACAAACCGGAAGAGAGTGCTGCTGAAATGTGGGAAAAACAGCTGTGT 
TATAACAGGAGCTGCCARCCCCCCACACAGCTGGCTGCAGAGATAATTAATTGTGAAGAGAGTAAGGAAGTAATTCACA 
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TAATTGTGTAAATGTTAAGTAATTTACATAATTC 

ACAGAAAAATCTAATCTACAAGCAGTTGATTATT^ 

GTGTGCTATTTTTCACAAAAAAAGTGTTTTCCTGTGACT^ 

TGTGTGTGTGTGTGTGTGTGTGTGTAGATAAGTATATGATGTCTTTCTGGGACTATATGCTTAATCTCACTACAATTAC 
TTTTGGGTTATTCCATCAGCAACACAAGTAAATCTCTCTAGATACTATTTATCTCAGGAGTGACAAATATGTGTTAAGA 

ATCATTCCCAAAGAAGTGCTCCAGACAGCCGCCATGAATGAATCAGAACTGGCCCTTGGAAGGAGGCCTACCTGCCGGT 
CCTCTAATGGACATAACTTACTTTTACCTCACA^ 

CATACTGTTTTGTTTCCAGAATCCCTGGGTGTGTTTTATTCCCTCAGTTGTATATAACAGGACGCACAATGGGGT 

CCAATATTTTTTGGCTCTTAAAAGGACTCTTGCTGAGGTTTGCCAGTACCTGCTGATCTGCAGCTCCCCCAGCTTCATA. 

AGCAGTGATAGGAGTACTGAGTCAGCCCCAAATTAAAGAACCATGCATAGAACAATGCCCTGCAGCAGACTCGTAGGAC 

AAATCTGAAAGAGCATCCCCAGACTCTTGAGGCATAGATACCTCCTGAAAATAAGGGTCTGCCTTCTATAGGTCATTAC 

TTTGGAACATTTAATAAAGCATTACCAAAAAGAAAAA^ 

TAGTTTTGCTTACAGTCTGATTACCCCCTCACTC^ 

ACATATATCTGGAAGTTTTAATTTTAGATTTATAGTTTCACATTTTCAAGCCAGTATTTTTCTAGTTCCATTTT 
ATTTCTAGATCATTTTTTCTCTCTCTTTTCTC 

TTTTTTTTAACTTGGCCTCAAATCATTTTTACTAAGTATTTTATTTGAGCCATCTTTTTTCTTTTTTCCATTTGTTTTG 
TTACTTTTCTCTCGACCGACCCTCTGCTA 

TATAAACAATTATGTGAAAATAATAAGTTAACAAATACAATATGACCTCAATTAACTGTCTTAATAGAA^ 

CAGAGATAATTCCAAGAGCGAATTTTTTATTTTAATGTC 

ATTTTTCAGCCACACTATTTCAAAGAAAACAATGGAGGGCAT 

CCCAGCTGCC^TCCTTTCTCTAATGCTCCTCCCGAGCACCCAGCATCATCTCTCAGAATTAGACCTGAACTAGCCCTG 

ACCTGAACTGATTCTTCTGTCCCTGGTCTTCTCTTTCTAAATTATATTTTCTTGATGAGTATTTTCTGTTTCTAAATTA 

GCATCCTCCTTCTGGGCAGTAAAATTGAGTGAGTATTAGACAAAATTGTGAAACGTGTAAACAGACATTGAATGG 

ATTAATCAGCAAGATGTGCAGTTGAACTTGAAAGTAAAGCATGTGCATAATAATCCTGAAGATGATTGAAGATTAATTT 

TAGTATCTGTGATCAGATAAAGACACATTTCAATGATGCAACAATGTTTAACACTTGCAGGCTACTGCAACAGAATACT 

TCTTTAGGGTCCTGAAATCATTCTTGCTTTCCACAAACTTAGTTGAGTGCATTAAGAGATTCTGGCTCATAGACTACTO 

CTGCTTGTTGACTCATGCCTTATCCTTTTCACAGGATCACTATCTAGCTTTAATTAATTAAGTCAGGCTAATATTTAAC 

CAGTCTTAACTACTATTGCTCACCTTGCTTTTCTATCTCGTGTTCATTGGGCCTGTCTTAGCAAA 

GCAATCAAAATTTTTTATCTGATCATAAGTTC 

CATATCCCCAAAGTTTTGGCTTGAGTAACAGTCTAGATGTTTTTGTGTATTTCCTTAGATTCAATTCTATCAATCCTCT 

CCTGTGACAYCTGTAACATTCCTATAGACGATTCCTGTTCAATGGTAACTCTTCACAGTGTGTCAGGAAGAGCTCTTAG 

AGATACTATTAGTCAGATTATTCAAATAATTTCTTTATTGTATATTCCTATTTGGCACCAATTTGATAGTAGCATTTCC 

TTGTGTGGATAGTTTCCCTTTATCTATTAAAAAAGCAGTCTTTTCTGACTATTTTCTATTTTCCCAGCCTCTACTCCCT 

TGCTTGGAATTGACTGCTGTGTTAAGAGCTATACAGGTTTACAGAAACTGATCTTTATGATTCCCAAAACACTTGGCTT 

TTGTGTGAAATTGCAAAAATTGAAATAGCCTCTTTGGTACTTGGTACTTATTCAAAATGTTCTCATGTGTCTTTTGGCT 

GCATTGCATGTTGTGCACAGGTACCCTAGAACTTAAAGTATAATAAAAAAAAAAAGTTCTCGATTTTCCAACACTGATG 

ATAGTTCCGACTTTGCAGATTAGCAAGAACATGAATAAGATTAATTTTGCATAAATGTTTTTCATGTGCACAACTTGGA 

GATCTTCAGAAGAAAGAAGCAACGCGAATCTCATACATATAATCTTTCCGTAGCTTCTACTGTAAATTTTGGTGAAGTG 

AAACAATAAAATTTGTATAATGTAGAAATTAAGGGCTGATGACTGAATGGTCATTCACTTTAAATTCATGTATTTATTG 

AAATTATTACT CGAGTTCTTGGCTAGGGATATAGAGGTGAACAAGG CCCAAACTTGAAGGAGTGAGTATTG CACTGGAG 

AGAGAATCATGCTTACAAAATATTAGCAGGCCCATGTTCCTTAGTCTCTGAATTTGTAACAGAAAAACACAAATTCTTT 

CCACCCTGAGTCACTCCTATCCATGAGGAATTGATTGATTTAACTGGCAAGTGGCAAGAATTTGACATCCCTTGGTTCA 

AGCCTTCCAGTGGGGTAAAGGTGTGCTTAGAAGCCATGAGCACAGGGGATCTTGTTCTCTCATTTCTTATTCCCATCAC 

CAGCTTTCCCCAGTAGACTGGATGGGTGAGAAGGAAGGCTCAATTAATTGCAGAACAATTGAGTAAGTGTCCTCCATGA 

GCAGTTTCCTCCCAGCTGCTGATTCTCAGGACCAAGATGAGGGGAATAATTAGAAAGCCTGATCCTGGCTGCAGGTCTC 

TGCCCTGATGCAGTGGTTGTTAAAGTACCAGTTAAGTACAGCTCAAGTTGTTCAACTCAGAAGGCACAATAAGCTTTAG 

CCTAATACTACAGTTCTATAGCTTTATGGATGGATACAGGGCAACGGACACAGCAGGTGAAGCATCTTAATGTCATCAG 

ATGAGACAGAACCCACCCAGGTACACAGCTTCCATTGCTTCCTCACAGAGTGTGTGCGGCCACCATGGACAAGAACTAA 

ACACCTGGGGGTCACTTTACCACAGAGACTCTGTCCTCAGTTTCCAACTAGTCTTTCAAAACTGTTCTGGTTTAGATGC 

CCAGGTCTCTATGCTACCCTGCCAGCTCCCCACCCCATGTGCAGTGCCACCACCAACAAGGCAGACATGGCATGCTGTA 

TTCTTCTTAACTCTGTAGCTTCTAAACTATGAGTGCTATGAGAAGGCAACTCTGAGATGGTTCTTCAGCGTAGGCCTGG 

GTTAGCTCAGACCTGATGCTAACCCTTTACTTACAATGTCCAATCCAGATTTTTCAACAATAAAGATATTTTTATTTTT 

ATTGGATGCTTTTGTATGCTTAACATTTTATCTCCAATGTATCACATGTGAAAGGCTCTGTGGAGTCAGTTACACTCCT 

TTCTCTCTGGGGTAAGGACAGTTGAGATACATTGATTGCACCCAATTGACACGCAGAGACCAGTAGACATCAGACTTTT 

TTCATCTTACTAATGAGGTAAATTAATTATGTCTTCCCGTGAAGAGGTCTAAAGTGATGCTCTAGTGCTATTACCAATC 

CAAGAGTGGTATCAGAAGTCTCCTTTCAGAAATTGAGACAAAGAAAGAGGACACCTCTATTTTAAGAAAACAGGTATAA 

TGCTGTAATATATCACTATCCACAGTGCAGTGGGATCCCAAGTGAAGGTGTGTCCAAGTGTGCCTGGAGGAGATCTGCT 

TCTCATTGTAGTGAGAATTTGAGCTGGGATGATAAGGCTCTAGTGAGGTGAGCAGAGAGAGGGCATTGCATGTAAGGGC 

TCAGTGGATGCCAGAGGGGAGCTGGGCAATATCCAGGAGATTGTGAAGCATACAAAAGACTGGGACTTTCCCGCCAAAT 
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TCATACTTACATTATTAAATAAGTACTTG 

AAATTGTATATAAAGATAGATACTCAA.TCTTTACTTAAGAATTCCATTGTGATCT 

ACTCAACAAATATTTATTGAATGGCmCTGTGTGTCAGGCACTAGTCTTTCTATAAACATAAGGGATGCTGCAGTGAAC 
AAGACCGGAAAGGTCCCTGCTCACAGAAGGGTTACATTCTAGAGCTTCACTAGCAGTAC^^ 

CATGTGTCGTGATGGAGCACTTGAAACGTGGCCAGTTCCAGTGGACATGTACTAGAAGAGCGACGTTCACATTGGATTT 
CAAGGACTTTGTATATATATACCCAATGTCAA^^ 

ATAAATAATTACATAGGTGGTCTTGCCTTTCTGCTGGACAGTGCTGCTCTTGAAAGAAGAGTCAAAAAATGAACTACTT 
GACAAATAAATGAACAAGATGTTTTCCCACAGTGAGAACTGCTATGAAGACAGTAAAACTGGGTGATGCAATGGAGAGC 
GACAGAGACTACGTTAAATCAACCAGCCAAAGGAGGCTTTTCTGAAATGCAATO 

GAGCCAGCCAGATGAATTTCTGTGGGAAGAGCAGCATTCTAGATAGAAAAATAGCAAAGGTCCCAAAGAATGGCTTGOT 
ATCTTAAAAAAAAAATGGAAGGGTTAAGTAGTAATAAGTC 

AGGGCTCAAGGAACTTGCAGACTTGGAGGTAAGATGGGATGTTTTTGAAGTGCAGCCAGAAACTACAGAAGAGTTCCTA 

GCAGAATGACAAAACTGATTTACATTTTTAGAAAGACCTCTCTATCTGTTTCATGAGGTAGGAGCAGAAAAATGTGTAA 

AGACTGTTCTAGTGTTGAATCGCAGACAAGGGTTCCAGAGGCTGCTTAAGGCTTTCAAATGGAGCCTCTGGGGGAAAGG 

AGAGGCTGCCAAGCTGGTCGACTCCTCTCTTGGCTAAAGCTTTGCTGGGCAAGCTCTGTCCTTCCOT 

TCTGCAGGCAGTTGGAGATAAACTAAAAGCATC^CTGTTAATGTTGTTTTTC^AAGAATGGAAAAAAA 

ATAAGCAGGAAATCATGAAATGTGGGGGAAATTGCTTTATTGGCCCTTGGCTGGAGTCTACAAATTGGAGCATTATA(^ 

GGAAGGCATTAAACAGGGGGCGAAAGGGAC^TGAGTTTGATTTTATT^^ 

GCTCCAAGAACCCCTAGGACCTGAGTTGAGAAGAGACACAGCACAAAGCAGTACAAATCTC 

TTGAAAAGAGTAGAAGACACTGCAGCTCTATAGCTAGAGAAAATCAAGCCTGCTTTGTTAAAAACACTC 

ATGGCTGTCCATTCTGTAAACCAGGGTATAACTCTTTTACGTGACAAGACCATTAGGAAT^AATGGCAATTAGATGAGCC 

AGGATTTCAGCAGTCAGTCTAGCTGAGGAAAGCGTTTTCCATCCCTACTGCTTACCGGCCATTTTGGGGGACCA 

ACTGTATGAGACAGCCTTAGTTTGAGACAGTTGCTGGAACTTGACTC 

AATGAGTTATCAGGGGCTGCATTGTTTTAGGCCACGT^^ 

CAGCTGGGCAGCTGTGGTTTCAGCAGTCCTTGTAAAATGCCTTACTTGGGAGAAGAGTCTTCAAATTAGAGTGGTAAAG 

ATCTATTTAGTAGCAACATTTTAAACATCACATTTGAA-CAAGTATTAAATATGCCAAAGTTCAGCAT^ 

CTACTCTTTCCCTCTCTACTCACTTTTTCTAAAAGCTAAGATATTACATTGGTTTAAAAAAGGGGAAGTTACATAAAAT 

ATAZyVTAAAATGAAATATAACAAATTCTAGTATAATAAA^^ 

TTAATCTATCTACCTTCACTGTGAAAAGTATATAGAAAACAAAATT^^ 

ATAAAAGCATGTTTGTTTCAATGAAGAGAATTGTCTGCATTTACTTGGATGTTCATAAAACTGGGTTTCCCTATCTCTA 
ATTCTTTGAGTATAAAGTTTAATTATATATGCCCTTTCTAATAACATATAAATAACAAAAAGAAAGTAAAATCCATATT 
ATATCATATATAAATAGACCAATTTTTCGTCAGTATCAGA 
ACACAAATCATTATATACAATTTGTGGGAAACWTTTAAAATOT^ 

ACATAGGGCAAATCCAAACCAAAACAATTCAGCAGTAACAATATTAAGATTAGACAAGGGGAAATGTC 

CCAAAAAAAGGTAAAATGAGTGGTGTTAGGGCGTTAGCTGGTACCAGCTTGTAAGAGCCTATGGTTAACATATCTTCCT 

AACTCCATGTTCAATAACATCATATTGAAATTGGCCACAGTGTGAT^ 

TCAGGGCTTTCTTCCTCCCCTCCTCTAGAGCCAATTGCTAACCATTTACTAGAACACCATGGGATAGAAATGATGAAGT 
TAAAATTATTTGAAATGCACATGTGCTCAACAATATAGCAACTAAAACTATAAGACAAAAACTRTTAGAAATGTAAGGA 
AACTTTATTTAAAACACATGATTATACTGGCATATTTTAGTTTATTTCTTCAGAATTGTACACATCCAAAAACTATTAA 
GTAACAATATAAATAAATTAGATGTAATCCATAAACTTAGTAM 

TGTAAATGGATGTCTCCACCTTAAAAATGAGATATTTTAAATAAGCCATAATTGATTCAAAATGGAGTTACCTTTTTTG 
GCATCACTAACTTAGCGRGTAATCTTGTAATCTTCCTCTTAAAATTTGTTTTTGTGAAATCCTAATTTTCTATTTCTTT 
TTCTTTTGTTGTTGTTGTTGTTGTTGTTGTTGTTGTTGTTGTTGCTGTTGAGACAGAATCTTGCTCTGTCACTGAGGCT 
GGAGTGCAGTGGCACGATCAATGCTCACTGCAATCTCCGCCTCCTGGGTTCAAGTGATTCTCCTGCCTCAGCCTGCCAA 
GTAGCTGGGACTACAGGTGCCCGCCACGACTCCCAGCTAGTTTCT 

GGCCAGGATTGTCTCAAACTCCTGATCTCAAGTGATCTGCCCACCTCGGCCTCCCAAAGTGCTGGGATTACAGGTGTGA 
GCCAATGTGCCTGGCCCTAATTTTCATTTATTATACTTCCCTTACTATAGATTCAATACAAGGGAATGAAAGCTTAGAC 
GTTCTTGGCATATTTTATGAACTCCTATAAACCCCAACCAGGTTGTGAGTAGTTATCGCTTACTGAGACCTTAAACACA 
AACAATATTTTAATGTTCATTTATTATCCTGAATAAGAT^ 

AGGAGCAAGCCCATAGAATGATTTTTCTTTCATTTTTTTGCAA7U\.CAACTGCAATGTCCCATTAAGACTTTTCCTGCAT 
GTTCGTGTCAGATGAAGGAAAGTATTTTCCACTGATACCCCAGGTTGTTAGCTAGTCCCACGACTGCTCTTCAAGAAAC 
ACAAGAGACCTATCTGAATGTGGGTAAAAGGATTTCATGTTGCTTTTTACTTAGAAACCCAGATTGTTTGTAATAAGCT 
CTGTCTGATTCCTTCAACACTTAGCATCCAGGCAGTTTTCTTCCTCTAAACTTCAAAAAATAGGAGAGAATTGTAAGGA 
AAATGATAAAAGCATCTGAAGTTCAGCAAAAGTGAGCCTCATCTGAGCTGACTTGTCCTGATTTGGGGATAGCCTGAGG 
AGAGTGTGTTCACGCACCTTGCAGAGTAGCCCTTAGCAGCCACTTGAATAAAAACGAATGAAAAGATAAACAACAGGAG 
TGGGCAGAAGTTCGAAATGGAGGATGTGTGTGAAGAAAT^TAACATTGTCTTGAAGATTTTAGAAAATGGGAGAGGCA 
AGAAAAAGAAACATAGAGATGAATC CTGGAAAAGGTATTTAAATCTTGGTTGATTGTTCATAAAGCCCC CACCCATAGC 
ATCTTCATCATCCCTGTGGGATGCAAATATTGTTGTTTT 

GGGCTGTTCAAGGTCAAATGACTGTTGAAGGCAAAACCACTAGTATGCAGCAGTAGCAGAAAATGAATGCATGGCTTCT 
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GATGATAAATCCTATGGTCTTTTCAAAACGCCTCTGTTGTCTCTAGGGAAATTGCCTCAAATTAGAAATCAACACATTC 
TACTGCAGTTCTAATTTGCACACGCTTGCCTGAAAACT 

AATTTCATAGCTACAGAGGGGAAAGATAGCTACTGTCCAAATAGTCTTGCTAJ^ 

CCCCCTTCAAGTCTTCATTTGACTCACGGTGTAATCACATTAGTGAGGAAGATT-TTGTACAGTCATACCTAGTGCCAAA 

TATCAAGTTTTCCTCCAAAAAGCAAAATAAAATGATGGGCAGACCA.CCTGCTTTCCATAAAATTC 

AGGAC^CTCTACGTTATCACGTAGAAATAACATGA.GC^TTTATGAGTAATAGGTCTGOT 

GTGTAAAATTCTGATGACAACATGTTGAAAAAAATGTCTGGAAGAATGGGAGAAAAAAAGTGAAAGTCTATGGAAAGTA 
GTAGATTTGGAGTCCTTTTGAAGAAAACATGCAAGAAGC.TGCCAGATAACTGCTAGATAAGCAGCTATTGACCATTTAT 
GAACTCAGTTTTACCAGGCGTTGAGAAGGCGAGAATACTCAAAATAAAACCTGCATAGATTCCACCCTTAGGAAACTO 
CAGTCTGGCAGATTCAAAACAATTTCACTTCACTTTA^ 

AAACATTTTTCAATATTATTTACTCATTTTAATGCACTCAAATAAACTTTATACCAAGTAACTTCTTTAAAGATCTACC 
AATATAAGGCACGTATAGATCAAAGTAGACAATGTCAGCCC^ 

GTCAACATTGGAGACCACAGTAAATTACTAATGGTCCTTAAAATTCCCCCCCTATTTATCTCTT^ 
TCCTTCACTCCTGCTACTCTATTTCTTC^ 

GGAAAATTCTTCATCCTGATAAGAGTTTTTGGCACCAGAAAGGATATTTTACCTGTAGTCTGACCTACATGGAGTGAGG 

GAGCCTGAACATGTTTCCATGAGTGTTCTAGTTCAATGGGG^^ 

CTTTGAAATTGTTCAAATGACTTTGCAGTTCACAAGACG 

GAGACAAAGAAGCAAAGTTATTTTCCCAGAGGTAGTGAGGCCCAAGATGCTCAGAAAAGATTTAATTGAAAGATGCCAT 
TGCTGAAATTTCTTTTATAATGTTCTGCCTGTGGCTTTCCAATAGTAATAGTAGTAGCAGTTGTTGTAATAATAGAGAT 
AGTAGTTGTATTGATAGCAATAATAATAGCTACTATTTATTGAGCACTGACTGTGTTTCAGGCATGGGTCCATGCACTT 
TACATATATTAACTCATTTAAACCTCCCA^^ 

ACTGGGACATGAGATTTAAGGAACGTGCCCAAGCTCACACA 

AGAACAGTCTATTTTTCAAAAACATGCTGATAAAACAGCAATCCCATTTGCTTCTAAG 
GTGTTGCCATTCTTAAACTCC^GGCCAGGGCTTGCCTTO 

CTCCTCAGAGTGTCTCCCTAACCACCTCTCTTGATCTCTCTCC^CCCCTTTATTCCACTTGGGTTTTCTTCAGCACACT 
TAGGGCTACCTGACAGTGTTAGCAAGGCTACAAAGCAAAACACCAGATGGGGT^ 

TCACAGTTCTGGAGGCTGGAAGCTTGAGATCTIGTGTGCCAGCTTGGTTC^GTGCTGGTTATGGGTCTCTTCTTGGCCTG 
CAGACACAGACACCTTTTCACTATGTCCTCACATGGCCTTTCTGTGTGTGTGGGGGGGGGGGGGTGTGGGTGTGTGCGC 
GCGCGCGCGTGCCTGCATGCCTGTGTAGGGAGAAAGAGAAAGCTCTTTGCCTCTTCTTATAAGGTCAGA'TI'AGGACCCT 
ACCCTTATGACCACATTTAAACTTATTTACTGACTAAAAGCCCTATCTTCAGATATAGTGACATTGAGAGTTCAACATA 
TGAACATATGAGCTGATAGGAATATATGAATTGATGGGAAi^TATCAACACrrCAACATATGAATTGGGGTGAGGGACG 
CAATACAGTCCATAGCGGTGACCGAGCATATATTTAATAGGTCATTAATGTGTTTACTATGTGTCTTTCCCACTCCTCC 
CGGTATTAGTAATCTAAATACCAGTAAGGATTTGAGGTTCTTCTTTGTTGTATTCCTAATACCTAAGACACTGTCCCAC 
ACATGGTAGATGTTCAATACATATTTGTTGGATAAATAAAAAATACAGAGCTCCCTCTTCTCCCCTACATGTTGGAAAA 
TGTGTGTGATCTAAATGAGGGAGAGGGAGAACCATCTCATCTAATCTTCCAAACTTCCTGAGCCACCTTTAGCTACTGA 
GCACATTCACGTTTCCGTCAGCTGGGAATTTAGGTGCCCTGCCTATCATCCTCTGGAGCCCATCCCAGGAGGGGGCAGA 
AGGAGGTGGAGCAGCACACTAGTGTTCCCAGAGTGGGGAGAGCAGATGGAGAGGAGTTCATGGGAACGATGATTTACCC 
CTGCTCACTTACCCCTGTGAGAGGACACTGCCCTCCACGAATCAATGCTGGCTCCTCCTCCAGGAACCAGGCTTCTGCA 
TCTCACTTGCCATGCTGTGGATCTAGGAACAAATTTGCATTTGGAAATTCATTTTAAAGTGTGCATGCTGAGGTTCTGG 
TGACATGCAGGGTAACTTCTCCCACCCACGATATCTCTTGACTCAGGCCTTCATGTAGGAGGGGAGGAGTGTTTGGCAG 
CAAAACTGGGTATTTCTTAGGAAGGAAATCCTTCTAAGCTTTATGGAAATCCTAGGGTGTTGTCCCTACCTTTCTGAGT 
GTGGAGCAGACTATCTGTGTACATAGCGGTAGTGAGGGGTGTAATATTGGAGAATGGCTTAGGTAACAGCCAAAATATA. 
CATTGTATATCCCCAAAAAGACGACCAAAGACTCACAGGGCCATGCTGCTATCATTAGATATAATAGGCAWAGCCTTTC 
ATTGATATGTA7VATGTTAGTATTTTTGGTAAGTGCCTTATTTTATCTTCTGGATAATATAAGATCAAAGTACCATGAGG 

CCTAAATATGAAAGGATGGCATTTTATCGCCATTTTCCAGATGAGAAAAAAACGAGGGAGCTTATCAGGTTTATATATA 

GTGAGTCACAAACTTCAGAATTAAACCAAAATCTAGTGATTCCTATAACTTACAGGTTATTAAGGAGTCCACCTGAATG 

TAAGTCCAACAAGACAGGTGTTTATTTTGTTTACATACATTCCAAGTACCTAAGACAATGCCTAACATATATAAAATAC 

TTCATAAACATCTTCATGTGTGAATAGAATTTTCAAAGTTCATCTCAATATATGCCTCATGTGACACTTCCAACCCTTC 

ACTGCCAGGTCTTTCAGTCTTTATTTGAATAGGTTCAGTAAGAAAGAATTCACTCGTGCTTTAGATATGTATGGCTTTT 

CCACATTGTTGTCAGTTCTAAATCCCGAAAGTTATTTTTGTATGCTTGGAATACTTCACAATATTCACAATTTTTACAA 

TAAAATAATTTCAGGTCTTCTTGATGAAAAATGTCGATCAGGACAGGGCTGAGGATAATCACAAGGCTTGAAATTAAAG 

AAGTCTCCTTAGGCTGAAATGAATTTCTAGTTGTAAAACCAAATATGAATCTATGTATTTGTGTTCCTCAGACCACTTT 

TCCAGCAGGTCCTTGGCTGTATTTTGTATGCATTTGTGAAATGCTTTGTTGA71ATTCAGTTTCAGCCAGGTCTGTAGCA 

TTCTCCTGGCCCCTGGTCTGATAGTTGTACCAGGAACACTAGCTAACAATTGCATGGCACTAGTCTCAGCTGGATTTGT 

TCTAACTCTTTTATATGTATTAACTCAATCCCTACAACCACCCCATTTCATTACTATGCCCACTTGAG^^ 

CTGAGGAAGAGCGAAGTTAAGTAACTTGCAGAGGTCTCAGAGCTAGGAAGTAAGACAGCCAACTCGGAACCCAGCAGAC 

TAGCTCTGGAGCCTACCCACCTACCCTCCACACCGTACCTGTGGTCCATCCTCACCAACCAGGCCTGCTGCCCTGAGCA 

TAACTTCACCCTCTTGCGTTCTAAAACTATCTGCTGATTAAGTGAGTTCTGAAATGTTTTCAGGGACCAATACTAAAAT 

CAACTATGAAATAGTTTCAGAGATTGACCTTTCCTCCTTTTGGAATGGATAAGATTTTCCC^ACCGAGGTCTCCCATCA 
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GCTCTCCTGTTCCCCTGGACTGTGGCACATAGGAGGG 

CATTTCTAGATCTCTTCTCTACCACAATTATCT 

AATACAGCATTATTATGCTAAAATCTCTCATTTGTGT^ 

TCTGTGCTGTTCTTAGCCACCTTCTTGGTCCCTTCTCATGTAAATTACTAGGGCACTTCTTCAATATTATTATTATCAT 

GCCCCCTTACCACCACCACAAAATCTTCGATCAT^ 

CTCTTATAATCAGATCAGGAATTACATTTCTGAA^^ 

AGAGAGCCCTAAGCCCCTGCCTGAAGCCAAACCCCCTTTTGTC 

TGGTGAACTGTCAACTGGAAGCAGAGATGCGAACACCAGTTATGTCCT 

GTTTCTGGATATGCTTCCTAGGTTTCTTCTGTTGGTGTCATTTGCCTGCATGTGACTCACTGGCAGGTGGTGATTTCAT 

mTATTCTAGAC^TGTGTCTTAGGAAGCTGGCCCCTATCCTGGCTGGCTGGACACATATCGAAGTTCCTTAGATCTACC 

ATTGTGACTTTCATATCCATTGTTAAATAC^ 

(^TAAATATTTTAAGTTTTGTGGGACAGACAGTCTCTGTCG 

CAATAAGTAAACAAATGGGAATGGTTGTGTCCCAATAAAGCTTTATTTATAAAA 

GCCCATCGTTTGCCGCCCCCTAGTGCCAGGAAGGAAC^GGGGAAAATAAGGAAGAGACCCAGAGGAAAAAAAGTGTCA 
CCAACCATATCTCTAACTGATATTTATT^ 

ATGAATCTCTTACATTAACTTAGGGACAGAATATAGAGTTTTATGTTATCTTCTGTGAGTTCTTTT 

GTTTCAGACTTTCAGAGGTAATTTTTAAGTATTTCAGCTGTGCCTTAGATACATTAAGGGACCTATAGTGCCTCCCTGA 

GGCCAAGATGATGGTTGGAATCATAAATAGGTTATTTCTGAGTTGAGACIX3 

TGATGTGCCAAGCATTGGGAACTTTGAAAAATTTGCAA^ 

TTTCCCATTGCTTTTGTGAATACAGTATTTTCCCCTC 

GAAAACTGAAAAACTTGAAAATAATTTTATTGGCT^ 

CCTTATTGAATCATACGGATTTTAATTCCCCGGGGGAAAGGTAACCAATGACAGGCATATGTGTGTGTGTGTGTGTGTG 

TGTGTGTGTGTACAAGTGTATGCTTGTGAAAATTGAACAGCAAAAAGAAATTAGGTGGAGAGGAAAACATTAAAGCTGG 

TACTGGTGGGTAATCATTATATATAGTATATATACACATATGCCTTCTCCAGTTTTATGGAGGGAGTCAG 

GACGTGTAATAAAGAGACAGCAACAATTATTGGTGGCATTCAT^ 

TTAGTAATCTTTGCCAAAACTCCCTGATTGTYGTAAGGGAGTTC 

AAGCATCCAAACAGATTGTCCTTGGACCATAAGCA^ 

AAACAAATGAGAAAAAATATTACAGCAAGTCTTCCAGGTATAGAAGGGATAAACAACCCTATTGGTATC^ 

AATATTATTATGTCTCCCACTTTAAATGAAATACAGCAGCCTGACTTGGCAAT^ATTTGGGGAACGGTTCCCCTTCTTTG 

CAGCCAGGTTCGGTGCTTGCCCTCTGGCATCCCTTCAATTGTGTATATTACTGGCAGAGACAGCTG^TGAGCTGCTAA 

TAAGATTGCAAAATAATATCAGCTTGTGCTTCAGGTTGAAGATAAGAGATAACATTGCATTGGCTG 

CTTATAAACTGGATTTAGTTTTATCTCACTTGTCT 

GAGTCTC^CTTTGTCACCTGGGCTGGAGTA(^GTGACACGATCTTGGCTC^CTGCAACGTCCGCCTCCCAGGTTCAAGC 
C^TTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGATTACAGGCATGCGCC^CCACGCCTGGCTAATTTCTGTATTTTTAG 
TAGAGACAGGGTTTCACCATGTTGGCCAGGCTGGTCTCAAACTCCTCACCTCAGGTGATCCGTCTGCCTCGGCCTCCCA 
AAGTGCTGGGATTTCAGATTACAGGTGCCATGACGCCTGGCCCCACTTGATACATTTGAGGGTCTCATAAGGTCTTGAA 
ATTGAGCCTGTGAATTTATAAACAGGGCTACAACCATCCT 

TGAAGAGCATCTCCTTGAAAGCGGTAGTAGATAAAAGGAGATGCCTTTCAGGTTTCAGACGTGGACCTCAGAT'TCACCT 

CCAAGACTAGAGTTATCACAGTGCACAGGATCATCCAAGAACAGACATGCAGAGGGAGGAAAGGCCATTGTAAGGCTCA 

GGAGAACATAGTAGAGCCTAAAAATGAGAACAAAATGGTACTATCAGAAAAGATGGCAGTGGTTGGGACATAAGAGAGG 

GTAGGTTCACAGGTTTGTGGGACCAGGACTCAGTCACTTTCCTCGCGCTAGGCTCAACCCTCACGATGGGGAAAGTAAT 

GTACTTCTGGGCTTAAAATTCTTCACAGTCAACTGGTAGAGATATGAGGGAATTTATTGCTAAGTAGTAGGGAAAGTGT 

TTTCACAAATAACATACAGGAAATTCCCATATCATACAAAGGAGGTTGTATTATGACCACGTTTTTACATATGAG 

TAGAGTCTTAGAAAAGTTATGTACCTTGCCTAGGAGCATGTGCCTAGATAGTGGCAGCTCCAAGATTCAAACCTAAAAC 

TCCAGAGTCTGAAACTCACACAGTTTCTTCTCTGTTCTGAGGCTTCATGCAGCTGGACAGGAGGTTAGCCTGAGACAAG 

AGGAGGATCATTCTCGAAGGCAGAGAGGCTGGGGACATGACTGCTTTCTGGAAACCTGAGCTCATGGAGAGAGGCTGAG 

AGTCAGGAAAGTAGGACATGAAATCATTTAATGAGAGTGAAGACCAGCCAGGTC^GGGAGTTTGAAAAGAGAGTTTTGA 

AATATCCATTGTAGCTAATATGGGAGAGCATTCTTTGA 

AAGAATAAATCTGTGGCAGACTTGCATATTTTTGGTATGTGCATCTCTTTCCGAAATCAATTGAACAGAGGTGGGAAAA 
GTAGCTTGGTGGATAATGAGGTAGAGTGGAAAGTTGAAAAGACAGAGCTTAGGAGTCTTTCTGATTGGTCTAAAATTCC 
CCAGGGAAAATCATGTTTCTTTTTATGAATATAGTCCAGGTCTTAGGTCTGTCCCACGGCACAAAGTTTTCAGGACATT 
CTGGAGAAATTCACACATTTCCCTGGATGTCAGT^ 

CTCCTTGAGTTACCTGTCCCAGCTCTTCACTCCACATTCTGCAGCCTCCGTTTAGCTCCTTTATACCTTTGTCCAGATT 
CTTCCTAACTTATTATACTGCCTCCTCATGTCAACTTCCATCCCATCTGCATTTGGGAAAAGAAGCCCACATGATAAGT 
GAGTCCATCTGCTAAATGTATGCATCTTAGAGCATTTGTTCAAGAT 
TGTTGCCCAAATCCACAAGAGTACACAAATGAAAATGGACTGAT^ 

TGTTTTATTCTTTAAATAAGCCGGAAAAATGGGAATACGTAGGAACGAGGGAGCTAGC7^AATAGGCGGGGCTTCTGCG 
TTTCAGGTGGTCTGAGACTGCAGTGACCCTGAGGCTGGTGGACCTGGAAGGAGCCAGGGAGAGATGGTGGATCCCAGGG 
GTGGGAGCAAATGCATGGTCCAAGGTTCTGAATGGCAGAGCTAGACCAAAGGACTAACCTGCTAACCTTGACCAAGGAG 
ATGGCCCAGAGGTTTTCTATTTCTACTGCTCCATCTTTTCATTATAAGTTCCCAGTAGAAACGAGTCATCATTTAAAAT 
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ATCGGTGCAGCACTTAA^CATAAGGAAAAATCAATAACATT 

ATACGTAAAAATGGGCATGAACCATYCTGTTCC^r'ATCCCACTTTAGGACTGTCAGCAACTGTATACATTGCTGAACGT 
CATTGCTCTTGTACATAATGAATAATTTTCTGTAACCCTGTGAAGGCCGACTGATTTTTACGGAAAGACAGCTTTGTGT 
TAGGCGGCCCGCCTTCCCCACGGAATCGGGTTTTCCCACGCCACGTTTTGATGTTTCTGAGAAGTGTGCGCCATCTGCT 
GGCCGCTGAGAGGATTGACGAGCAGCCATAAGGAGCACCGTGTTTCTTGAGCATGACTTAACCAGGCAATGGAATTACA 
ATTATCTTTGGGTTTCTAAAACATAATAGACATT^ 

GCAGTATAC^TTTTTTATTCAATATGTGTATTATTCTTTGTAATAATAAACRATGCAATAAAGCAATCGAGGGGTTCCC 
ACATGCTCTCTAGGCAGAGATGGACCCCGGGCCCTAGATGAAAGGTTAATAGTTTGGAGTGAGCACTAACTCTGGTYCT 
CTGACTCTGAATOTAAGTCAGGAGTAGAATAGAGCTGTACAAAGAAGACTGCTTGATGGAATTGAATTTTGTCCCTTCT 
TCAATGGGGGAAAATAAAGTACAGTTTTCATCAATAGATT^ 

GCTCCGCCTGCACAGTCTGGAGATGTACATAAGAGACACATGCTCAGCCTCTTAGCACATCGTTATAATCCAGGCAGGC 

AATACTATATCCTAAAATTACTCCTCTTTGCTGAT^TTGAGAAAATAGGAATTACCCAGGGGTAAATTTGGTACATAAA 

TGTACCAAATGGTATGATTTATTCTAGTACTGTCTTCTTTTTCTTGATTTTCTTCTTTATTGGGAAATTTGTATTTTGT 

AGTTCCTTCGACAGTTTAAAAATTAAACTAGAGGGTAAGATTTAAGTTTTCTCACAACTAACAAATGATTTTGA 

TTGCCCAAAGCCCTTTATATCTCACTTTCGATGGGTCTAGTCCCTTTGGCTTAATTTAGATGTGATTTTTCCTTAATA^ 

TTTTGAAAATGGTGGTGCTCTATACCAACTAGCTAGAATAGGAATCACATTGACAGTATTTAATGGATAGAAGCATCTC 

AAAGATCTTTGCTTAATGAGGGCAAATCATTAGCAATGTCCAACTCCCTATGTTAGAGGCGCCAACTAAGGCACGGTAC 

TTAAATTTAAAGCACAACTCTTCGACTTCCATAAAGTAC^TATATTACATTATATTTTTAAATTACGGGGT 

GATATGTCACTGGAATGTTTTGAATAGTGCCCCCGGCCCCCCTGC CAAAAAAAAGAATGCAAGAACAGTGTC CTAACCA 

AGAAGGCCTGGGAGTTTTAACTAATTCAGCCTTTCAGCCTCCACTTAAAATTCTGGAAGACAGTAGTGTTGGTGCTAGC 

TGTCCTTGGCTGCAAGTTGTCTTTACAGAAGAACTTGGGGTACAT^ 

CAGGCATTAAGAGAATGCACACAGTTGAATAAGCTGGGGTTATATT 

CTAAAGGAATGGCCAAAATCTCTCGGTATCTGGGGAAAAGGGTTCTC^ 

AACTTATCTGTTCCCCATGCTTTTAACACACACACAAACA 

ACAGGTTGGAATGGGGCCTAGGCTTGGGAATTTTGTGACTCCC 

CTTTGCCCAAACAAATACTCTTTCTCACCTACCAGGAGAAATCAAAGAGCTCTGGGTTAAACACTTGTATGTTAAAACC 

AAAATGGTGGGCATTGCAGAGTAGAGGAATTAGGAGAAGAAAATAGATATTGGGTCAAAAATTGGCCTCAGGAACCAGG 

AAGTAAGAATGGCCAATCTTAAAAGAGAAAGTTCTGTTGAAGAGGGAGCATTATCTGAAGTTGGAATGACTATGGAGGA 

CAATGACAGCTGTCCCACAGGATGTCACTGGGCTGAGGAAAATCAGACTGGAAGCCACAAGCCCATGGGGGCTCAGGAA 

GCCTGTTTCCTGAGCAGAACAGAGCTGGGTTTGGCACATGCCTAGTGTTCCAGTGAAATCTGTCATTTTTCTGCTTC^ 

CTTTTTACAAATGAGTTATTCAACGCTACTTTGTTGACACATGGACTCAGCATTTAAAAAATGACAGTGGAGATAAGGG 

TCTAAGGTAGTGATAGGCAAATGAATGATGGGCATCCATCATCTGAAGAGCTTCTTAAAATTCAGATTTCCCAACCCCA 

CCACAGACGTCTGTCTCCGTAGGTCTTGGGTAGGGCTCAGAGCAGGCTGCTTCTGAAATTTTGAGGTTGTGAGGTAAGA 

ATACAGGTGGGAGCCTGCATACCACTTGTCTAAATATTTAAAAGTTGTAAATCAGCCTAATGAACTGTGAAGGAAGCTC 

TGGCCTACTTCCTTGACAACTTAAGCCTATACAGAGACCTGGAAGATCAAGTTCAAATGCAGAACCTGAATGTTTCGGT 

TCTATCTGCTCCCTCAGTGTTAAAGGTCTGTCCTTTTTCCTTGACAAATATGCTTTCATAATTGTCTGGAAGGCCGGAT 

TCCAATTCAGCAATTCCAATCCCTCAGTGTTGAGGGAAAGGGCCACCCGCTCTGCTCTTCTCTTCCCATCTGGCTCTGT 

CTGGAACCACGAAGCACCTCTGTGTGTGTGTGGGGACAAGCCAGCCCAGGTGCCTGCGTTTTGGCCCAGTACCTCCTAC 

CCTCATACTACATATGTAGCCACCCCCAGGCATAGGGTTGTGCACACTGGTGACATGTCTGCCCTCTAGAAGAAGCATG 

GGGGAAATGGGACCCCACAGGCCCTGTTAGCTGATACGGGCCATGAGCTCCCAGGTCACGGTCTAAAAGTACATTGGTT 

TGGGGCTCTGCGTGACCATATTCCAAGGATCCTGCAAAGGAAGAGGCAGGACTGGAGAAGGGAAAGAGTGGGCCTTCTA 

AGGCTCCCAGGGCAGGACCTCTTTTTGTCTGGTCTAAGAGGGGTATTGAACCCAAGTGGCTTAGATGCTGAATCCCTGG 

GCTTAGAACCCAATGCCCTGGAGCATTGATCTCACAGTGCTGGCCAGAAAGGGGCTCGTTGGTTGCTACTAGGTCATTA 

TCACTCCCAGGGCACCTGGGCAGTCAATGAAACTGAGCTCAGAAAAGTCCTGCCTTTATGATGTCCCTTCCACTTCCAT 

AACTTTCTCCATAAAATAAAACCAAGAAAAATAATTTTTCTCTTGATYTCAAATCGTATTTAAAGGAAAATAGAAATTT 

TATTTTTAAAGAAATTGCATGTTTTCATTGTCTATATATTGTTTTGAAATATGTACACGTTGTGTAATGGCT 

GCTAATTAAATGTATAACCTCACATGCTTATCATTTTTGTGGTGAAAACACTTAAAATCCACTCTCTT 

AAAATATTTGAAAAAATATAGTTATTAACTGTAGTCCTGTAACTATTTCCTATTAATTATAGGGAAGTAGAAATTTTAA 

TAGTCATCTTTCTCATGCTTTTCTTGACTTTTAGATTCAAGAAATAATAAACTTGAATAAAAGAGATTAATTTCACAGT 

AATGCAATATTTCTGTAAAATTTCACACCTTGTTGACTGTCAATCAGCTGAGAACTTTACACCTCATTAAAAATCCATT 

AGAACAATGGCTGTTCCATTAGC CCTTCAGTTTATGC CTTAAAACATACTTGTCTAAAARCAACATTGTTTTTGGCAGG 

CTGCTCCTTTTGATAAGTGGGGACTTGCTCTGGTATTAACTGTTTCCAGGTCTCCAGAAAAAGGCTCAGGGTATGTCTA 

GGGACATCAGTGACAACAGTGAGGTAGAGCAAGTCAATACTGTGCCACCTCTGCGCTAGCCAGAGAACCTCTGCTCCAA 

GGTGAGTTGGTTCCCCCTTTCATTAAGGTCCTCAGGCCCCAGTAAAATCCAGATATGGCTTTGGAGAGGAACGCTGTCT 

GAGTGAAGCTCCCTCAGTTTCATAACCAGCTTAGAGCTTCTCAGCTCTGACCTGCCTGTTAGCATGGCTGGGGAGCCCA 

GTGGTTTATTGAACTGGCTAATAACAAAGATTCTGAGATAACGAAACAGAAAACAGGTAGGTTTTGATGAAAAGG7\AGG 

AGATAAGGAGGATAAGAGGGGTAGTAGGGAGGAATAGTGGGAGAGGGGCAAAGAAGCATTAAATCAAGATTTGGAGAAT 

GGCTGGAAACAGTGGCAGAGACTCAATAGGAGAGTGACCCTGACAGACGGGGAGGTGGCAAAAGTGCTTGCAGGCACAG 

GCCACCCAACAGTTATTTCRGGGACTGTTCACAATCTCATCTACTTCACAGTTTTGCCTTGTCCTAACTCAGGTCTTA^ 

TAGAGCCAGAATAAATTGCCTTGCATCGTCAGAAACTGACCATTCATTCCTGTGGTCTTCTTTGAGATTTTTAGAATCC 
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CAAGGACTAAATATCCCTATCCACTTGCCTTTC 
GAGAGCAGTACCCCAACATCCAACACATCTTTAAATGCC 

TAGCATTCATCCTATTCTTATATTTTTTGAACTTTGCATCAAAACATACATAAATGCAGGTGCACAAATTGT 

AAAGTCAATGAATTTTCACTAAGTGAACACACTTGGCTCACCAGAAGCTAAAGAAAGGGTGAACTAGAAGGGGACTTTG 

TAGATTACACTTCCTGACACCATCATTATTTAAGAAAGAACTGTTTCCTAGGTATATTTTAGGACCTTTTATCTGGTGA 

TATCTATCTACTAACTTTAGGGGTGGGGTGGAATTGATTCTTTTTACAAGATTAGTGAAGCTAG 

AATTCATTAAATGTAACCTACTTTCAAGTAGCTTCATGTGACTGAAATCAATCTGTTTTATTTTC 

ACACACAGGGTCATTACATACATTTTGAAAGTCTTCTGTTTCAAATGTATTGTAGATTAA 

CACGGTGGCTCATGCCTGTAATCTCAGCACTTTGGGAGACCGAGGCGGGTGGATCACTTGAGGTCAGGAATTTGAGATC 

AGCCTGGCCAACATGGTGA^CCCCGTCTCTACTAAAAATACAAAAAATTAGCCAGGCATGGTGGTGTGCGCCTGTAGT 

CCCAGCTACTTGGGAAGCTGAGGTGGGAGAATCGCTTGAACCTGGGAGGCAGAGGTTGCAGTGAGCTGAGATCATGTCA 

TTGCACTCCAGCCTGGGTGACAGAGCGAGATTTTGTCTGA^ 

GGC^CACCCAGAATAATCACTATTGGACTTCTGATACCAAAAACAAG^^ 

GAAGTAATATTCTGTATACTCTTCCGAGTTTAGCTTCTTTGAGTAGGTTTGTGAGATTTATCCAAGTGTGGAATGGAGT 

TATAATTTATTCATTTTTGGTTTTGGGTGATTGTATTTTTAAAATTAAGGTAAACATTAAAAGTTAGGG 

TACTGGGTATTCACCCAAAGGGAAAGAAGTCATTCTACGAGAAAGACCACATC 

AAAAATAGGCAACCAAACTTGTTGCCCATCGACCAACGAGTGGATAAAGAAAATGTGGTATATATGCCCTATGGATTAC 

TACTC^GTCATAAAAAGAAACCAAATAATGTCTCTGGCAGCAACTTGGCTGGAAGTGGAGGCCATTTATTC 

GTAACTCAGGAATGGAAAACCAAATATCATGTTTTCACTTACAAGTGGGAGCTAAGCGCTGAGGATACAAAGGCATAAG 

AATGAATAATGGACTTTGGGGATGGGGGAGAGATTGGGAGAAGTTGAGAAATAT^AAGACTACATATTGGGTACAGTGTA 

CACTGCTCCGGTGATGGATGCACCAAAATATCAGAAATCACCACT^ 

CCCCAAAAACTATAGAAATAGAAAATGAATAAATAAAAGTTAGGGATT^ 

GTCTAAAATATTATAAGCTATATATAAAATACAAGTTTGT^ 

AATATTACTGTTTACTCCCTCACTTTTTAAAACAACTAATTT^ 

TCCTGTGGAATGGTTCCTAGCCCACGTGACCTTGTCTGTGTTGAAGGATGAGTGAATACATACTACCATCTACTTTAGT 

GAATGTTGATGATAAAATGGCCAATTTCATGTATTTGTTTATTTTCAAGAAAACCTTAGAGCACTCGTTCT 

AGGATGCATCAGAATTACCTGGAGTGCCAGAATCCCCTGAAGTGGTTGTAAGAACTCATTGCTGGGGCCAGGTGCGGTG 

GCTCACACCTGTAATCCCAGCACTTTCGGAGGCCAAGGCAGGCGGATCACTTGAGGTCAGGAATTCGAGACCAGCCTGG 

CCACCATGGTGAAACCCCTTCTCTACTAAAAATACAAAGATTAGCTGTGCGTGATGGCGGGC^CCTGTAATCCCAGCCA 

CTTGGGAGGCTGAGGCAGGAGAATCGCTTGAACCCGGGRGGCGGAGGTTGCAGTGAGCCAAGATGGCGCCACTGCACTC 

CAGCCTGGGTGGCAGAGACAAATTGAAAAAAAAAAAAAAAAAAGGAGTTTCTAGGCCCCA 

TGTAGGTCTGCGGTGGGATCCAATTATGTACCGTCTAATGAGCTCCCAGGTGATAGTGACGCTGCAGACCTGGCTCCAC 

ATTCTGAGAACC^CTGCCTTAGAGCCTGCACATCAAGTCACGTTTATATTCCTGTGCCGTACTCCCCTGGTGAGGATTC 

CTCTGGTCATTCATGGATTTACGTTTTTAAACTCCTTGGAATCAACCAGGTAGAGATTGTACTCTTGTTGTCGTATTTA 

CCATCCTAAATCATTAGCATCTATTATCTTCCTCTGCCCTACACCACAACTCTGCTTGTAACCCATTTGGAGCGTGTTT 

TCTATGTTCTTGCTTTGTTTACATATTGGTGGCCCCAACTATTTATCAGCTTATTAAAGACATCAGGCCACTATTTGTC 

TATATCCCTGCACTGCCTAGCAGGGAGCACTGCAGGGACTATTGAATTCATGCACTGTATTCTCTGCTGGCCCAITGAT.. 

TTCATCCTTATAGCCCCTGCTTCTCACCTGCATGTGTTTTTTTCACAATTTACATACTGATAAAATGAATTCTTG 

TTGCTCATGTAAGAATATGGAGGCTGGGCACAGTGGCTCACACCTGTGATCCCAACACTTTGGGAGGCCGAGGCAGGCA 

GATCATGAGGTCAGGAGATCGAGACCATCCTGGCTAACATGGTGAAACCCCCTCTCTACTAAAAATACAAAAATTAGCT 

GAGCGTGGTGGTTTGCACCTGTAATCCCAGCTATTTGGGAGGCTGAGGCAGGAGAATCGCTTGAACCTGGGAGGTAGAG 

GTTGCAGTGAGCTGAGATCACGCCACTGCATTCCAGCTTTGGGGGCCCCAAAACCCAGGAGTGAGACTCTGTCTCAAAA 

AAAAAAAAAAAAAAAAGAATATGGAAGTTATAAAAATAATCTC 

TACTTTCCTGCTTCAAAGTATGTATTTCTTAACTAAAGTGTTTGTGGGATATGGCTGCGTGTTGGCATCACCTAGAGAA 
CTTAWAAAAAAAAAATGAAAACAAAAACAAAACAAAACAAAAAAC 

ATGTGGGCTGTGATCTGGGCATAGAGATTGCCAAAATTACCCCGGTGATTCTAACACATAAAAATGTTTTAGAGTTTCT 

TAAGTACTTTTTTTCCTGATGAGTTTCAAGAGGGCCACTTTTTTTTTCTGGAAGATTATTTTCAGAAACACCTAGCCCT 

TCTTTATTTGTATCTCCTGTAGATGTTTTCCTTCTGAGTTTTTCTCTGTGAAACAAGAAAATATAATGAACTGTCATTT 

GCACGTTGCACAAAGCATGAA'CTTTATTTGGAGTCTTAGATAAACTTGTTCTGATCTAGAAATGAAAAATAATGAACTC 

TGCTGAGTTCTGCATTTMCTGTCTGAAGTTAGCTTTACCATAAGGATCTGGTGGGTAAGTGTTTGTTGTTCTTGTCA 

AATTATTGGAACAGAGTTGTTTGGAGTAGATGATTCATTGTGGAACAAATCGTCTGATTTTGAGGGACATTTTCCATTA 

TAAAATAATTATAGATAAAAACAGAAGTATTGCTTT 

GACTCTGTGTCTATTCCACTGGTTTGGAAAATAAAACAGATTGATTTCAGTCATATGAAGATACTTGAAAATAGGTTAC 
ATTTAATCAATTAGAAACTAGTTGTTTCTAACTTCACTAATCTTGTAAAAAGAATTAATTCCACCCCACTCCTAAAGTT 
AGTAGATAGATAGATATCACCAGATAAGTTCCTAAAATATACCTAGGAAATAGCTCTTTCTCAAATAATGATGGTGTCA 
GTAAGTCTAATGTAAGTCCATTTTATTTTACCCTTTCTTTAGGTTCTGCCCTTGTATCTTAGAATAATGAAATATGAAG 
TGAAATTTGGTGTCATGGTTTACCTGTAGCCATTTTATAATTTAGATTCATGGGTTTACATTACTTACTGAAACTACTG 
GGGAAACATTAACAACACAATAGGATTCCTAGATTGATAAACTTCAACACTCAAGCTATGACAGTTGTTCTCAGTCTCG 
TCTTTGATTCAATGTAAAAATTTGGACAAGTTAATTAGCTTTCTTTTGCTGCGTGTATAGGGGCAGGATAAACTTGAGA 
ATTCCCACAATTATTCAACCCAGATCAAAGATATTTGTCTCAGGAAATCAACAATATTAAGAAAAATGG.CTTTTTGAAA 
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AAAAATTAAAAAAATGTTTAGCACCTTCAA 
TAGCARTTTTGTATGGCACATTTGCATTTACAATGCATTT^ 

GAAGAGCAACAATTTACATATTTGCGTATTTTTAGAAAGTGAGTCTTAGAAAGGTTAAGTGACTAACCTAGGCTCAAAC 
AGCGAGAAGTGTGTGGAACAAAGGCACCAC^CAGCTTTGCTGACTGTGAGCTCACTCTTTCTACTCCTCCAGCTATGC^ 
AGCTATACAATAGCAACTTGTGAGAGGTGTTAGGTGTGAGGGATAGTAGGGGGGTAGGGGTGGGGAGGGGAAGAGGAAG 
CAAAGTCCTCATACTGATTGTATTTTTATCACTTTTCTAAAGGATTTTATGTTTTAC^GCCTATTTGTC^TTGGTGGAA 
ATATCTCTACACTGGTGCTATAAACAGCAAAACATGGACTTGAGACTCCCTGCAAGCCCATCTAAGTTTTAAGGGTAAT 
TGAGAATAGCAGCACTTGATACACATATCTTCATTTACTATATAGTGTGATCAATTATTTTCCCTGATACTAAGGGAAA 
ATTAAACATCTTTTCATTGGTTGTTGCATTTCTTTCACGGTGTTO 

ACTGGCCACTAGATGGTAGTGTTTAGTTAGTATTGTCGCACATGTTCCATTGTGGGAACTTTGATTCTAATAGGAAACA 
TTTCATATATAATACTGCACTGAAACTGTTTCCCCAGTGGCTGAGGCACACGATAAAAACTCTGTGGCTTGAGCCTTCT 
TTTTCTTTTTTAATGACTAGACCTCCCTTC 

TTCTCCCCATAATAGTCTTTTTAAACACCCCACAGTGAGGGAGTGTTAAAAGTCCTGCCTTTCGTAGAATTTTGCTCTA 
AACTTCTGAGAGGTAAAGCAGATCTGGTGCCAAGATGATGTGTTCTAGGGAAGTACAAGGACAATAGACTTAAAGACCT 
GTGCTGCCAGCTTGTGAATAATTGAAGATTTGTATCTCGAAGTAAATTTCAGAGTACCCCTGTACTTCCTTGGGTATCT 
AAACCAAATAAGACAGAAGTTGTAGTTGCCTGGTATAGATACCACATTGCCAAAATTTTACAGTATTTTGGACAATCCA 
ATAGATGTCTTCTCTCTGCTTOGTTTAAGCCTTCT 

CCTGTTTGCATGATATGGTCCGATGGTTTACTATGCTATGTTTGTCATTAGTCACCCAAGCACAGAATCTA 

TTATAACCATTTCCTGCCCCCCCATGACTGCTGATTCTTCCAAAACCATAAATCTCCTTTACTAATTCACTTGAATAAC 

CAAACCTGCATTTCAGGTTCTCATTCTTTACACACCCAATAAAAAATGAGATGCCATCTGTTATTTTATTC^ 

AAGTYCTGTTTCTCATGTTCTGCGGGAATTCTTCCCATGTGGTTTTACTGTTTGTTTCACTTTCTTCAATTTCCCTCAT 

CATTACACATAAGCATTTATAAAATACCTCTTCATAAAATCCACTCC^GTCATTCTCTGCAGTTAACTCCAAGATCTCC 

AAGATCAAAACAGACCCCAAAGTTGTCAATGAAACTGTTCACTTGCACAGTGCAGGGGCTGGGGGTGTGGTTACTTGGG 

TGTGTGAATATGAACTTTCGGTTGTCTGAGGACAACAGGAAGCCTTGTTTCTGGTTGCTATCATATTAAACTTTAGTTA 

AGATTTTTATTGTTTATGAGATAGGGAATTTTTTCCCCTGGGGGTC^CTGGGGTCACCCTATTTCCTGAGGGCTAAAT 

AAAATTGGCTGCAATCCCCATCGTACAGATTGTGAAAAGTTCTGCT^ 

ACCAGGCCACACATCTCTGCTTCAGCCAAATTGGTTGCGTTTAGGAGTTCTCTCACAGTAGCTGTCATCATCTCTTTTT 
TCCATACCACAGAGGCTCAAGGTAGAACTGAGCCCCTTCCTTAGTTTTCCCAACCACCAGCCTTCCCTCTGCCCCAACA 
AAACAAAACTTGTTCACACATGGGATTTCTGCATTGTACCACACTTTACTGATGGTTTGAAGAAATGGAAGCAATGTTC 
ACCATAATGTGAGAAGTGACTGTGTTTAGACTTTCATATTCTTAAAAAGTCAGTTACCCAGTGATTTCTATATGGAAGG . 
TGTTAGCCTTTTGCTAGGTTTGCTTGGGTTTTTTCTTTCATTCCTACCCTTCCGTACCTCTCCTACTTCAAAAATTGCT 
TATAGGAACTCCAGATTTTTCTTACTTAATGGCATTTAGTGCTTTACGTCTCTCCTGCTCCATCCACCTTTTAACTCCC 
AGAACTAC GCAAG TG CTCAGCAGAAC AAAATGG G C TTTCATGTAATATTACCACAACTTGATAGAAGATATTTTTGGTT 
ATAAATAGCTTTTAAAAAAAATTTTTTGGTGATTA^ 

ACACACAAACACACACACACACACACACACACACACACACACACACACACAGGCATTTATATATAGAGAGAGAGAGATG 

GAGACTTGTTCTGTCATCCCAGCTGGAGTGTAGTGGTGCAATCACAGCTCACTGCAGCCTCAACCTCCCAGGTGCAAGT 

GATCCTCCTGCTTCAGCCTCCCATGTAGCTGGGATTACAGGTGCGGGCCACCACACCTGGCTATTTTTTATTATTTTTT 

GTAGATGCGGAATCTCCCTATGTTGCCCAGGCTAGTAACTCCTAGGTGTAAGTGATCCTCCAGACTCGGACTCCCAAAG 

TGCTGGGATTACAAGTGCAAGCCCCCATACCCCCAGCCTTCTGCTCCTATTTGACCTAGAAATTCCATATAGTAGCCAT 

AGCATTCATTCATTCAACAAATAATTATTGAACACCTACTTGCAAAAAGGAATTCAGTTCCTATTCTGTTGGGGTGATA 

ATCTAGTAAATAATAATAATAATAATGAAAAGTGTCCATGCACTCTTCTAGGCTCCAATAATCCCTATGAAGAGAGGGT 

ATGCTTAAACAACAGATGCTTATTTTCTCACGGTTGTGGAGGCTGGCAGTGTGAGATCGGGGTGCCTGCATAGTGGAGT 

TCTAGTGAGGGCTGGCTTCCCCTATGCCTTCACCCAAAGTTTATGTGTTATTAATATCAGCAGCCCTCTATCTCTGGAT 

GTCTCTGGTGCCTTAGAAGACATATTCTCTACAGTTAAAGAGTGATCCTCAAGAACGGACAGGGTAAATATATTTTATA 

TTGCTAAATGCC C CCATTTGAAGGGCTATATACC ATTTCATGTAGCAAGGAGCACTTAATGGCTC CAGCAGAACAAAAT 

AACTCTACAGAAAATTTTTATTTGCCCAAAGCATCTAACGAGCTGGTCCTTCCATGCATGTGGTGGCACTCTTGTGAAC 

TGCTTCCTGAGATCCTCTTAGTGCAAAGCCAACAACATTCAGTACATTTCCTTCACTTGCCTTTTGGCATGTCCATGAC 

AATATTTCCAGCTGATCTAACTTCTAGAAAATCTATTTCCCACAAGCAACAGGTCTTCTATTTTCCTGCTTAAGAGTGT 

TTATTTTTGCTTTTTTCAGCAGCTTCACAACTTCTGACTTGGTTGACTTTTTTTTTTTTTTTTTTTAGAGAGAATGTCT 

CTCCTCCATCTGCGAAGTGCTGCATTTTAGGTTTGGTCTGAC^TTTGATGCAACGGCTCAGGTATATATGACAAGGAA 

ATGGAATTTCTATCCTCGAAATCAATTCTGAACAATAAAAGCTGAGAGGATAAGTTTATTCAAAGGTGATTTGGTATTG 

CGACAGGCTGCTCCAAATCAGAACTCAGCAACCTGATTTTGAAAAATTTCCAAGTTCATGAAAAGAATCACTTTGTACA 

TAAGGGCTTTCTACTTGTTTGGGTTTGAGCATAACTAGATAGCTTAGTGGGATATCCATATTCTTGCATTTGATGATCA 

CATTTGGCATCTAAATATTATGCTGTTTTCAAATGAAAGAAATACTGCTGAATAAGAGAGCTAGAATGAATTACATACA 

AAGAAAACTTAAAATAAGTGTCATCTAAGAAGATGAAAAAGCAAACAAGTACATATGTTCTTAACTTTTGGGGGCTTG 

CTTTAATTTTTTTAATAAGGCAATTATCTGCTATTAGTAATTATAATAGGAGCTAAAATCCAGTTAATAGTCACTGTGT 

GTGAAACCCTGTGCTGAGCACCCCAGGGTATGGCCTCCAAGAGGACACACAACACTCTTTTTGGAGAAAGCTGAAGACA 

GTGGGGGCAGTGACTGAAGGTCACGGAGTTGGTAAAAGGCAGAGCCAAGCTCAAACCCACACAGCCACATACCTGCAAC 

TGTGTTGTTAGCACTGCACTCCCCAGTTACCAAAGCCTTGTTTATTTTCCAGTCCTAAACTCTGCTTAAATGTGCATGA 

AGAGTAATTTCATTTTTTTTCCTTTTCTAGACTGTAAATTTGTATAATTGGATTTCTACAGGCTTTTGTGTTTCTGGTG 
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AGATTCAAAATGGATTTTTCAAAGTTACGATATTCAGTGACTCCT^ 
CCTCCCTGATCTTTTGACTAAAAGCCTGGTCCCCAGCTGTATTCAT^ 

TAGGTGGCTTACAACAGCCAAAATGCATTGTCTCACAGTTCTGGAGGCCAGAAATCCAAAAGTA 

TGTTTCCTTCTGAGAACCGTGAGGCAAGGATTTGTTCCAGGCCTCTCTCCTTGGATAGCCGTCTTCTCTCTTTGTTTCT 
TCATAGTGCCTTCCTCGTGCATATGTGTGTGTCTGC^TTTCCCCATTTTATAAGAATTCCCCTTCACATYAGATAAGGC 
CCACTCTAATGACCTTATTTTAACTCGATTACCTCTCTAAAGACCCTATTTCCAAGCAAAGTCCCTTTCTGAGGTACTG 
GGGTTGGAACTTCAGCCTATTT1TCCAGGGACACAATT 

GTGGAGACCTAGTACCGTGCTAAGGACCCCAGCCGACAGTGTGGTCCGAGGCAAGTTTCCCTTCTGCCCAATAGGGGAT 

TGGATTGACTGATTTCTACTGTAATATAGTAC^GTATATATAGTAGAAGTATATATATAGAAGTAAC^TAGAATTCTA 

TTTTTATAGAATGGCTGTAATTTATTTAATAGGTTTTCTCS^ 

CATCCTTCTACTTTCATGCATTTGCCGCAGAGATTAAGTGTCTGCCA^ 

CACAGACCC^GCCTCCTCCCACTTTCCTTTTCCTTCTC 

CCAACTGCCCCCTAAGTCTATCCTCACATATAGAGCCTCTTACATGACAGGTGTCAGGAGAAACTAAAAACGATTAGAC 

TTAGAAGGAGCTAACTATTAAATGGTGAATGCTCAATCAATATT 

CTGTGACTTGACTGGCTCTTTCACAGCAACGATTCTTGAGAAAATACAT^ 

TCAGAGCCCCGCTAGGATATGAGTCCTGGTATTGCAGATGAGGAAACAGGGTCTCACAGATACACAGAAGCTCCTCTGG 

GTGCACACAGTGAGTACTGGGATAGGCAAAGGCTGAACTCAGGCAGCTTCTCTCCAGGATCCACCCTGAGTGATGAGCT 

GTGTCCCAGGCTGGAGAAGAGCCATGCTGCCCACTGTCTGGGCOT 

CCAGCTGAAAAAAAGTGTTATATGAAGGATCAGAGATGGCATCTTAAACTT^ 

TGTTTTTTAAACTGTTGTCACAAAGAGTTGTTTTGAATGCOTTGATGAACTATGTTTTGTT^ 

CTTGAGATTTTTACTGTGAAGCATGCTATTTTGAAGACAAAATTTTTAAAAATA 

AATGCAGGAGGTGACAATTGGTATAATTACAGTAAACATTTATAGGTCAGTGGAACATAAGCCCTGAGGGAAGGCTCTG 
AAAGCGGACCTGCAAGCAGGAGGGAGGGAGGGAAGGAGGGAGGCAGCCCTCGCAGGCTGCCGGGAAGCACCAGGGATGT 
CGTGCCTCACTGTGCCAGCCTCACAGATGGCATCTCAGCGACATGGCTGTTCTl^ 
GAGAAGCGCATTTATGCACATTTCTACCTACAAAGTTTTGCCTCAGTGTC 

TACT C TTCAAAGG AAAG ATAAAAAAACAAG TTCTGAATATAAAGATGAAG CCAACTGCAGGG CTTG TTGAATTAC CTCA 

GAGATAGCTAGAGTTGTCTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGCGCCTCTGTGTGTGTGT 

CTGTGTATCTGTCCATGTCTGTGTGTATGTCTGTGTCCATGTCTGTATGTGCATCTGTGTGTGTGCATGTGCCTGTGCA 

TGTGTGTCTGTGCATGTGTGTGTATACACATGAGTGCAATGTCCCATATTGGCAAATACCACATGGTAACGTCCTGCAC 

GCCACAGGAGCTGTATATATGAGCTGTATTTTCATGATGGCCCACTGGGATAGGGATTAAATCAGATGATCACCATTTA 

TACCTAAGTAGTAACACTTAAAAATGCAATTGCTCTCTGTCACCACGGCTTAATCTATGAGCCCCTAAGGGGAAAAAAT 

TCTTACATTAAAAAAGCC^TTTCATATATAGATAAATGTTGAATAGGCAGGTGTTGATCAGAAGGTCTAATCCCCATCC 

ACGTGAAATGAACAAGTCAAGCAGATAATTGTTTTACTAGAGCTTTCCTTTGCATTAAA 

AAAACCATTCTTTTCTTTTTGGTTGAACCATTATGAATGAATC 

GTTTTGGCAACTGACCTAAACCAATATTATTATGAACACATTTTGGTTGTTTTGGTTGGACATTGGTAACTGCCAGTGA 
AGTTGGAGGTGAGAGGAGTT^CTACTTCCTTATAATGTCACCACCTAATTAGAATAAAAGCATCTTAGATTAAATTCT 
GATTTAGATAAGGACATTTATTAACTAAACAATTATTCAGCAGGCATGAAATAAACAAATCATATGACTAGTTCTCTCT 
CTAGGTGCTTGGCCACCGTTTGCAAGCTTCCCTTAAGGGACAAAATCCAAAATTCCAGAGTCAATATTTCATCATCACT 
ATAGACAAAAGTTTGTGGTATTCACAGCTGGACGCTGGACATCTCCCAGGACGTGGTTCCTGAGTCATTCTGCCTCTGA 
GTGTGTTGCTCCCATGGAAATCATGCACCTCCACGGAACTCACTCAGGCTCCTCGGGGACTCCTGAGTCTGCAGTCAGA 
TTGCTAGTCTTGCTCTGATTTCCTACCTATCGGACATTCCATTTGACTGTCTTGCCACTGAACTCAATGGGTGTAAGCT 
GACTCTTCTTCCCTGCATATCAGCATCCTCCTGACTTCCCCACTTCTGTGAATGTCATGATCATTCTTTCTGCCACCTA 
AGCTTGAAGCCTACAGTCATTTTTTAACACAGCCACCTTCAGCTCCAATTCCAATTCCAATCAGTCACTCTTTTCTCAA 
ATCTCCCTTCATACCAGTTCCTGTCCTTCTGTCTCTTCTACCCTAAGCCAGAGCCATATCTCTGCAGATCAAGGGCCTT 
TTTGTTCTGTTTCTTCCCCAGTCAATTAGTTTACATGATGCCAAACCCATCT^ 

CCTCTGTTTGAAGATTTCCAAAGAGGCCTTATTTTGTAGTGGAAAATGTCCAAACTCCTTTGCATATTCACTTATTCTC 
AGCATGCTTTTACC^CCTTGCGTTCTTCTCCTTCACGGCACAAACCTCTATC 

CCAAATAGATCACATGCATTGTTGCATTGGCCACCCTTGTTAGTGCTTTTTCCATGTGGTGTTCTTAC 
ACTCCATGCCCACTTCCTCAAAACACACACACAC^ 

GCCTCAAAGTTGGTTGCTAGTATTTTAAGTGCCCGGAATTTGAAATGAAAAAAAATAAAAGTAAACTGGTTTTA 

AGGCGTTGCCACGTATTGGTTCTACTGTGGCCTCAGACTTGTTATGAAATATTTCCAAGCCTTAGCTTCCACATGAGTA 

C^TGGGAATAATGCCTACCATCCTATTGCCCATCCTTAATTAATCTTAGTTCCGTTTCTGTGCCACGTTTCCT 

GGGAAGCCCTTTATACCCTTACTACTCATGGATTTATCTCTTCTCTGAGCCCATAGAACTGAGTTCTGTTGTCACTGCT 

TTAGTAAAGTC^CCATTTGCTTGTTTAAGGTCCCTCTTCTAT^ 

TATACTAGACTTTGAAAATACTTTAGTTGCAGTGCATTATTTT^ 

TTCTCTCGTTTTGTCTCATAACATCCCAGGAGCTGGATATAATCTGTGATTTATGAGGAGAGAAAGTGAGAGACAGAGG 
TGTAAGTGAGTTGCCTAAGGTCACTCAGAGAGTGAGTGGCAGAAGCAGCACTTGAATCAAGTCTTAGGATTCTAAGCCC 
GGGGCTGTCTGCTCCCTCCTAGACCTGTAACTTTAGAAGCAGGAATTTATTTCATATTGCTTATATTTCAGTATTTATT 
TTTAACCCTTACAGGGCCCGGTCTTGTGACTGACTGTAATTGAGAAGGTACTCTACAAATATTTTTGAAAGAATAAATA 
AAATGAATACTACAGACC^TGTTAATAATGTCAAATAACTCTGGGAGTTTGAGGGATAATTCTGTCAATACGAGTTGAG 
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GGTGTGCTTGGCCTCTCCATCATTTACCCTGCTTTTATGAGGGTTAGCAGCACAATGTCTTCATTCTAAAACACAGAAT 
CATGAGGTTAAAGAAAGCATGCAATGCCATCAGCTGAGAAGAACCAG 
GTGTTGCTCTCAGCGCCGTGAACTCCCACCATTATATTCATAGCTT^ 
GTTCTCCTGGCTTTTAATAAGTAATGTGTTCTC^^ 

AAGCTCCTGTAACAGTAAATTTCTCAACAGGAGATTTATGTGAATTCTCTTGGATGTTATTCTGTTGACATTAGGAACA 
ATTAGGAATATAAAATGCCATGGCAGATTTTTCTGTGATGCTGGACGTACTGTCAGGACTCTGAGTCTGTGTACTCGGA 
AGTCTTCCTCAGACAGGGACAAGGCGCATTCTCTTTCTTAGGAAGAGAATTAACAGTGCACTCCCACCTCCCTGTGCTC 
ACCACATGGGC^CACATCCCAGGGCGAGGGTGGAGTGAGCTCAGAAGAACCCACGCTGAGC^CAATGAAAGCAAAATTA 
TTATCAGAGAAAGAAACAGATTGCAGCAACCTGGGTTTAACAGGACACATAGT^ 

ATAACACATTTTCATATTAGGGTCATGTTAATTTCACAATGAATTGCATATTAGGCTCAATTAGAGAAACAATAAAGAA 
GGAAGACGGGATGACAGAAAGCATTGAAGAGGAGGAAGCAGAATGGAGGCAGAGGGTGGAATCAAAAATAAGGACAAAG 
AGAGGAAGGGGAAAGAGAAAGAAAATGAGAAGTAACGTCAGCAGCTCCGTAGGTTCTGAGGTGAGTTAGCTGGTCGTAG 
GTCAACAGCTTTAGTCACACATCCTGTTATTCACTTTM 

CAGTCTACAGCGATTTTGTAGCAATCTTTCTTTACCGGGAAATTGCTTATCTGCTTTTCTTTTCAATCTTTGAGGTCAA 

CTTATTAAAGGCTTTAGTTTCACATGAAGCCCGAAATAT^ 

TTCCACTTAAATCTTGATTCTGGGCTACTTTAATAATTC 

TACAACATTTAAAAACACTCATGTAATTATTTTGCTGTGTTCAGTTGTTTGAAAGTAGACAAGGTTTGATTTGACAGAG 

CTGTGTTTTAACCTGGGCTCTACATGTCACTAAACTACTGTCCCCTGTAAGCTCCTGTTTCCTCGTCTACAGATAGAGG 

TACTCCAGTAGCTCTCCAGGCTCTGTGTGTCTCTGTC^CAGGTTTGGCATAAAGTAGACAGGAATGGTGTCAGTTCCTC 

CCTCCCCAAACTCTCTCCAATGACACTCCC^CCAAGTGCAGAAACGTACAGAAAGAACTCTTCCTGCTTTTCAACTTCC 

ATTGATCACACTGAAAGAAATATCAGATTAGCTTATAAGGCTCT^ 

AAATCAGAGCAACATAACTTTGGTTCTGGATGAAATCGAATCAGGACCT 

AACTCCTGTTTTGCAGAACCCTGAAGGAGCAAGTAAAGATGCCA^ 

TAATGGAACTAAATCAAGGATTTCTATTTTATCTTAGATTAAAATGCCATTTATATGCATTCAGGGCATAGTTTTCACT 
CCCATGAGGAATAGATTCATACCTGTATAAAGCTGGGAATATAATGACTAATTAAATATACTGTATGACTTCAATATAG 
CCAAGAAAATTACAATCATTCCAAGTAATACTGTTTTTCCC^ 

AGGAATGTAGACATCACGCAGGCTCATCACTTCTCTGGCACAGAACTTGACTTGCCTTGAGCACATGTCTGGTAGCTTC 

TTCCTGGGAACATAGATGACATAACGCATATTGCCTTTCCAGGCAGCTTGATCTGTCATGAGACAGCTCTGGCCTTTTA 

GAAACCAGC CTTTATACTGAG CTGTGAG CCTGCTTCTCTGTATTGCACATTTTTTGTTCTTAATTCTGAACAAAAAGTT 

TTTGTGAATTTTCTTCCTGGAAATGGTCTTCACCACTTGAAACAACTGTCATGCC(^TCTGAGCATATTTCTTAGGTGA 

GGCTTCCCAGTTTGGGAGACGCTTCTCTCATAAAATATTTCTGAATTCATCAGTATCTCTGTTCCTATAAAACGCGTGG 

CTGTCTACTTCAGGCAAATCCTAACCAAGCTCAGGTAACAGTGAAGTGATTGTTTGCTGTGAAACAGTATTGTACTGTT' 

GAAGTTAAAGAGGTCTATGATTACATTGTGTTTATTTTGGATTTTGCATTATTGAGTATTTTTTACTTTATTT 

TGTAAAGCCCATATCACTACCTATAACAAGCTTTTGATAAGTGAACTTTCTAATTTTTCCTATTCTATAGCTATGTAAG 

GGAATCTTTAAATTTTGCCAGGACTTTCTAGCCTAATGCAACAAGGGAGGTTACATTAACTATAATAAT 

TTAGTTTTTTCCCACATTTGCTGAAGCAATTCTTCTACACAATCTATTTCATTATTTCTGGGAGTTCTAAATGTGTCCC 

ACAGGAACACATCCCCCTTCTTGGAACCACTGCTCTTCCACCAGAACCAGCAGCTCTCTGGACTCCCCAAGGCTTATTA 

GGTCTCATTGTTACCCAGGGAGTCAAGCAGCTATCACAAGGCCATGCTTTGGCTTTGTAGCTGCTCCAATGGATGTTAA 

AATTTCTCACTTTGTTCCTGATACTGTACGGAATTATATGCAACATCTCTTTACTTAAAAGCTCTCTGCTTCTCCCAGG 

ATCCAGAGATTCATCCCTGGAAAAGCATTCAAGTGCAGCTGCCATATTCCATTTAGAATGCCTCCTTCCT.TCAGACAGC 

CAAGGTTTTGTTATTGGGCTCAGCTCTATGTGCCCAGCTCCTTCTTCAGTACAAGGAGCTCTCTCCAAAGAGGTCACTA 

ACATTTTTATGAAATCATTAAACATGTTAAACTTCATCAAAGCCATCATTTTAAAGTCTTCCATGATGTCTATCTTATA 
GAGATACACCATACTAGAATGCATTTTTTTCATTTTTCTATTGCTGAGAATGTTGGGTTTTATACATAGCTTGTTATTT 
TAAGTAAATGTTGTGCTTTACCTTGTTCCTATTATACTTTTAATTCAGCCTACTGTTAGCATCTGTGGATGATTTTCTA 
TGCTTATATGTCACTCAATATATTAGCATCATTCCCAGCTTTTGGCTTTACATATGCATTTTTAAGATGTGTCTCTTAC 
CTTTTAACCATCAAATCAGATTTTAGTTGCTTGATAGACCCAGCTTTTATATTTCAGTTTATGCCACCTCTAAGGTCGT 
TGTAGTGAGATGCCTATATAAAAGAC^TACAAATTC^GGAGTGAATTAAAATCTCACTTGAAATTTTAAATGTCACTG 
AATATTAATTGTGGTCGCTAATTGGTATATTTTCTAGTAATCACTTCAAAAGCTCCTCATTAAAAATAAATCATAAAAA 
TATAGAATTATAAGAGCTTTTAGGTATAGTTCAATGATCTAATTCCATCCATTTATCTGTCCATCTATCCTTCAGCAAG 
TCATTTATCACCTTCCTTCTGTATATTACAGATGATAATAAAGACATCTGGGACAAAAAGGTAAGTCACAGACCTACCC 
ATGTGTATGGGTGATAGAGTAGTGAATACAAGTGACAAAGGGTGTGATTGCTTCTGTTTGAGAGGTGAAGAAAGTATTC 
CCAAAGCAAGTGACATTGAATCAGCACCTTAAGATAAAACGAAGAACTCAGCAGAAAGAAAGTGAATGGGAAGATGTGG 
TAATAGGTTTAAATGGACATGGCATGTCGGCAACTAAATTTCTGTAGCTCCAGAATATTCTCCCCAGTCCCCTGAGACG 
AAGTTACAGAGCTGTGAATCCGGTAGTGAAAGCCTTGGTATAAGGCGCATAAGAAATGTGCAGATTATCTACCATGAAA 
TAGAGGAAGAAATCAAGGTTATTCAAGTAGAGGAATGACACGTTTTAGAAAGACTTTTGTTATAACGTTATGGGAAATG 
GATTATAGGCTGGAGGCAAGAGATAAGACATTGTCAGTGTGACAGAATATTTTATTAATAAAGCACATAATTTATACTC 
AGATCTATGTGAGATGAGACCAATTCATGTCAACATGTCCAATGTTTTTGAAAAAATGCTAAGTTTTTATTATCGCTTT 
TGTTTATTTCCCTGTGAAATATAGTAGGCTAGCCCTCTATTTCTCCTGGCGAAATCTTTAGATAGGTGGAAAAAAAAAT 
GTTGAAAAAGGGCATCAATGACCTCTTTTATCTTGGTTTTATCTGCCTTTTGGAAGATACTTGATTCAAAGCTATGAAA 
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AAGCATCTCACCAATCCCGTATTTCACTTGGTTC^ 

AGGCCAGTCATGAGTCACAGTCTGAACATGAGGAAATGTTCATGTACTT^ 
TGCCGAAAGTACTATCCTCGCCTAAAGTCCCTGTTAAAAAGrG 
TCCAATTCCAAGTGCTTCATCATCACTCGGATAGCCT^ 

CATGTGATGTAGAGCAGCCCTGTTAATTAGCTGTTTCAGGATTCTTAATGCCCTATGGCTTTGGAAACACTTGTTAGCC 
CACAGAGGGAGGGGAAGAGCTGGAAG CAATTGGACTACAG C CTGAATTTATTTTAATTCAATTCAGTAACCACCTTAT C 
tW^^lf?^^ TTTCTAAATCCCTGTTTAGAATCTGTTGAAAATTATAGTTGATTTAAGTTTTTCTCAGTGA 
^0fi&3M3*. GGAGATTACAATTCAAGGTTTTCTGAAGCCACAGAAATGT^ 

ACACATGTATGCAATTTTCTAAAGGCTAGAAAATAGATGCCGGGGATGGGGAGAGGGGAGGCCAGTTGATGTGGAAA^ 
CTTGTGTAGAGTGCCCACGAGTCTGCATTTCTGTTCACCTACC^ 

CCAACCATTCTCACTGCAGAGAGCTGGCACTCAACAAACTCATAATTTTTCTCAATACAATTCTCATGA 
CCAACCATATGAAACCTAATGAAGAAAACAACCATTGCC^^ 

ATACTTTACTTCACAAATTTGAACATTAGAGTACCACCGGCAAAAACATGGTACCATCCTTCG^ 
AGTTTACAAAACCTTCACTGGAAAGTCCATACCAAAATTTTTAAAA 
TTATCAGAGCTATTGCAAATTATTTTGTCTAGAGGTGGTTCTT^ 
AGCATCCTCTTCCTCATATTCATCCTCTGAAATACCAAGAGGTC 

TACATAATGGGTCAGATTCCTTTCTGAGTAGTAGGAGAGGTCAGTGATCCAGATCTATATATCTTTGTGCTTTT^ 
TAATACATTCTTAGAACCTAGTAGGTGCTCAATAAACGTTAGCTGTATGAATGAGTTAGTGAATCAATGAATGAAGTGT 
TAATTTTTAGAAATATTATGGTCAGAATTTTA 

AAT^TTGGGAATAGTAAGTAGTCTTTCGATTTCCCATACCACAGGTATGOTTGTATTCTTC 
AGAGAATGTGGATTAAGTTATAAACTATTTGTACATGATATTGTATATGTAAAAATCATGTCAGTTTTG 
TTCTTTGTATTGAGTAAAATTTTCCTAAATATTTGCCCATTGTATTAGTTCATTCTCACATTGCTGATA 
CAAGACTGGGTAATTTATAAAGAAAAACAGGTTTAAGGGACTTACAGTTCCACGTGAOT 
GTGGAAGGCAAAAGGCATGTCTTACATGGTGGCAGACATGAGAGAAAATGAGAGAAAAACCATC 
CTTATAAAGCCATCAGATCTTGTGAGACTTATTCACTA 
TATCTCCCACCAGGTCCCTCCCACAACACATGGGAATCATGAGAGC 

G CCAAAC C ACATCAC CCATTTTAAAACAGG CTTGATATCAATTTATTG CTAGAAAACTATAATTTGTATTTTCTTTTAC 
ATTTTTAATGACTGATTGTACATTTGT^ 

C CCAAACATGTTTTCAATAC TAATATTAAAACAAATTAGCTTAACAAATACAAAAGGTAATGC CTGGTTTATACAATAC 
GGATTTGAGAAATGCAGGTTTCAACCTGTTCGACACCATGCCCTTCATTATATTCTTCTGC . 
CTTTTCATTCAATCAGAAAGAATTGAGAGGAATTTGAACCC^TTCTGCCTATTTAGAATATCATTT 
TCTTTTGCTCCTAATCCATGAATTCCTGAGGTCTTTTATTTACATCCATAAATTTGAAAAGCACAATCCCCCT 
TTAAAAAAAAAAAAAAGGAAGTTACTTTTGGGAATC^GAGACM 

GGGAGGGAACTCCTCATCCTGTTTCCTGATATGCAGTGACTTCTOTCTTACA(^GATGAGTCCTAAAACCTTTGTGAGC 
TCAGACAAGTTGGCTGGTTTTATTTTTATTTTTTTAT^ 

GGCCCAATTACCAACTCACTGCAGCCTTGACCTTCCAGGCTGAAACCATCTTCCCACCTCAGCCTCCCAAATAGCTAAG 
ACCACAGGTGCACACCACCATACCCACTAATTTTTTC 
TCCTGGTCTCAACCAATTCACCTGCCTTGGCCTCCCAAAGTGCT 

TTGCCTGGTTCTTTACATGGAATGTTCTTTACATGGAATGTTCCAGGATCAATTAAACACAGATAAATAACAACTTATG 
TTTTGTAAATAAACACATCTGAATGGAATCTTACTCCAATTTAGATAGAAATTGATATTTTTCCTTTCAAATGAAAT 
ATGTTTTAGACTAGGACATCCCAAGTGAATTGAAGATTGGTACAGGAGCCTGAGGAAGGAAGTTTAAGAGAGTGAAAGC 
ATGAGAGAAGAGCCAAGATTATGTAGCCCAGAGAAGGAAAGAATTATTACCTACCATTACTTTAAGGGACTGTGCrTCC 
TCACAGTAGTGGAAGAGAGATGCTCATTTTTTATTCAAGACTGTGTAAAATAAATGGCCTTAATTTATAGATGTGGATG 
CTGGTTTATATCAATACACCTCAACCTGGGATGGCTCCAAATCTTGACTACACATGGGAATAACTTGAGGAGTTTTA^ 
AAAAAACTGATGCCTGGGTC^CACCCTGAGAGATTCTTATTTATCTGGTCTGGGGTGGTGTGGCCCAGGC^CTGAAATT 
TATAAAATTCTCCGGGTGATTCTAATATGCAGCGAAGGTTAAGAATGCAGCTGTACAGCTGTAGATGGAAGAATACCA^ 
AACCAGGCCTTCTGCTAGTGCCTGAGCTTCTCCTCATTTT^^ 
CTGGGTAATATGAGTTATAGTCCTTTGGATGGAGTAATACATTAA^ 

GATGCAAAGGGAAGTTGGAGGAGGAAGAGAAGGAAATGGTAAAGTCCAAAGCATGGGTGAAGGGGGGCCAATATAAACC 
CACAGAGCAAAAAGGAGATGTTGGGTCTVTCATATTCTATTAC^ 

GTCTTTATTCCCACAAGTCTCCAAATAC^GTCATAAAATTCTCATGAGTTGTTATAGCAAAATTGCTTATCA 
TTTCTTAAATGAATGCATAAACTGTATTACTTTGGCAGAAAGGATGCTGCTGGGTATCATATGTAATGTATACTA 
GGTGGACAGGACCATTAGGACTTTAAATTCCTTTATAATCTCAAAAGTCTGTGATTCTGATCTTCCTGGTCTTGCAACT 
CCAGAAAAGGTGGTAATCACTGGAGTAGGCTATTTATGGGCCTGTGAGATAGTGAAACATGCTATTAAGACAAAAT 
AGACTTCCTTCTCTGAAATGGTTCCATATAAAAGTAATATATGGCTTAAGTATCCAGGGGCTCATGTAATCTCTCCATG 
TCAGTATCTTTTACGGGGAATTATTTAACCAAACATGTATTGAACACTTACGTGCTACACTAAAATCCCAGATTTGTCA 
AGTTCCCGTTTAAAAAGTGGGTACTAAGCCTAAGATATTAGCAATACTTGTATCTGAAAAGGCCTCACATCTAGAAACT 
ATAAAGAACTTCTAAAAATCAATCAAAACAAC^TAGTTCTTAGAA^ 

TGTCTATATGGTGAAAAAGCAGCAGTATTTTAGAGTTGGTCTGAACTGACTCACAGGAACCTATTTTTAAATGTCCAGA 
AATTTGCTAAGCAAATTGTTAATGCATCAATTATCTA 
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ACATACTCAAAACTCTCATCCCTTCCTAAGTGTTTTACTACATTCTGT^^ 

CATCTGTATGATG G AAACACTGTATAAAATG ACATG TTATTC CCAACTC CACATAGGCTGATATAAC GTTGG TAG CTTA 

AAATCAG CTTTAGTC CAGGTATTTATACAATGGAAATGGAAATCAGCATACGCCACAAATCAGGAGTTGATTTTTTTTT 

TTTTTTTTTTTTTTTTTTTTTTGAGATGGAGTGTCGCTCTGTCGCCCAGGCTGGAGTGCAGTGGTGCGATCTCGGCTCA 

CTGCAACCTCCGCCTCCTGGATTCAAGCGATTCTCTGCCTCGGCCTCCTGAGTAGCTGGGATTACAGTTGCCCGCCACC 

ATGCCTGGCTAATATTTGCATTTTTAGTAGAGATGAGGTTTCATCATCTTGGCCAGGCTGGTTTTGAATTCCTGACCTC 

GTAATCCACCTGCCTTGGCCTCCCAJ^GTGCTGGGATTACAAGCATGAGCCACTGCGCTCGGCCCAGGAATTGATTTTT 

TGTTTAATGGTGTTGACTGTCTACAAACTGATTAAGAAAATGTTATTAAAGTTGTACATCATGTCTGCAACCATTAAAT 

TGTAAGTAGCACAAAAAATCTGGGGGAAACAGTCTTCTAGACTTTCCAGATGCAGCAAAGAAATTGCCTTGTTC 

TACATTTTTATTGTTTCACTTTTGTCTTACTTAACCACTAAGTAAGACATAGTTCCTACATAAACCAATCATGTAGG^ 

TTACACTCCTTTTTCAATTACAACTTTGGTTTGAT^^ 

TTTTTTTTGAGAAGGAGTTTAACTCTTGTCACCCAGGCTGGAGTGCAGTGGTGTGACCTCCGCTCACCATAACCTCTGC 
CTCCCAGGTTCAAGCGATTCTCCTGCCTCAGCATCCTGAGTAGCTGGGATTACAGGCACCTGCCAGCACATGTGGCTAA 
TTTTGCATTTTTAGTAGAGACAGGGTTTCACCACGTTAGTCAGGCTGGTCTCGAACTCCTGACCTCAGGTGATCCACCC 
TCCTCAGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACTGCGCTCAGCTCACCATCGCTTTTAGATAAGGAAACT 
GAGCCCTAGAGAGTGGTTGGCTCGCCTCAGGCTCCAGGACAAATATGACTTAATCAAAACTATACTCCTGTTCTTTCAT 
TCACATAAAACTACTTATCTAAGGATGCTGCAGCAACACTGCTGTCAGGCCAGAATTCAGTAAGTTTACAGCTGAGGCC 
TTATCTATAGACCATTGATTTTGCTCAAGGAAAAAGTTACACAAACTAGCAATAGAGTCCTGACCAGGCATTACAAAT^ 
CTACACTGATGTGTAAAAGAGGGACTAGGCACAAAGAATACATGCTTAGCACAATCTATCTTTATTATAGGAAAAGCAA 
TTTAAAACATATTTTACTGAGTAGTGCCAGAAAATTACCGAAAAAGAAAGTTAATGCTTTTTCCTTCTCAAAACCCTTC 
TATAATGTGTAGGCATTGTCATATTAGAGAGACTCCTGGGAAATGCTTGGTCAACTAAAATTGTTAAAGAGCTAAAATT 
GAACATTGACTCAGAAGCAATGTGAAATACATCTTCCCATTTCCAGGATGGAGTGCAGTGGTGAGATCTCAGCTCACTG 
CAACTTCTGCCTCCTGGGTTCAAGCAATTCTCCTGCCTCAGCCTCCTGAGTAGCTAGGATTACAGGTGCCTGCCACCAT 
GCCCAGCTAATTTTTTAATATTTTTAGTAGAGACGGGGTTTCGCGATGTTGGCCAGGCTGGTCTTGAACTCCTGACCTC 
AGGTAATCGACCTGCCTTGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCTCACTGACGCTCTT 
CTTAATTTCTTCTGCCTAAGAAATAGAAGGTATTCTCGAGGGAAAAAAGGCATTGACAACTAGTACAGGGAAATTGATG 
ACAACATAAGGCTGTTTGAGGAAAAAACGTGGGATCTCAAAGACTGTTGGTGGGAGTGTAAATTGAATAATCTACTTTG 
GAGAACAATTTGGCAGTTTCTATTAAAATTTAAAAATGCTGATATCTTATCAGTTAATCCTACTTCTAAGTATCTATTA 
TTAAAAAAAATACTTGGCATGTATTCCCAATGCGTTTTGCAAGAATC 

ATGCCCTCCAGTAGGGAAATGGCTAAATGAAATATGAAATAACC^TACTATTGMTACTATGCATC^GCTAAAAATAGC 
AAGAGATCTTTGTTGAGTGAAAAAATAAATTGCTGATTGATCATT^ 

AACAGTAATATATGATCCTATAGGCATAAAATTATTTATGATATCACACGGAGGTCTATAGAATTTATTGTCCTCTATG 
GTAGCCACTAGCCACATGATGCTATTTAAGTTTAAATTAATAAAATTAAATAAAAATAAAAATTTCATGTCTCATTTCT 
ACGAGCCTCATTTCACGTCCTAATAGCAACATTTGAATGGTGGCCAGTGTAATGGAGAGTGCAGATCTAGAAGAACAAA 
CACAACTGGTAACAGAGTTACCTGGGGGAAGGTTGAGTTTGGGGATGGAGGGCTACAGAAACTTTAGAGTTCTGCAGAA 
CTTTTAACATTTTTACAATGAGAATACATCATATATTATCTAGCTAATTTAAAACAAATACATTGTTAAAATGAAAAGC 

GTGCAATCTCGGCTCACTGCAACCTCCGCCTCCTAGGTCCAAGAGATTCTCATGCCTCAGCCTCCCAAATAGCTGGGAT 
TACAGCATGTGCCACCATGCCCAGCTAATTTTTGTATTTTAATAGAAACGGTTTTCATTGTGTTGGCCAGTTTGGTCTC 
AAATTCCTGACCTCAGGTGATTGGCCCAACTTGGCCTCCCAAAGTGCTGGGATTACAAGTGTGAGCCACTGCACTGGCC 
TAGCAAAAGGATTTCTAAAACAATGTAGAATTTTAGTAGATAGATCAGTATAAATTGATTTGAACACCCTACCTTTTTA 
GCCTGTTAACTATCTAAAAGCATAAAAAATAGTAAAACAAACGGCAAAATCATTTCCTCCTTCCTTTTCTACCTGTGTC 
TAGTGTCTATTG AACACTTACTATATTC C CAGCATTTAAAGTACAAGAATC ATG AGG CAACTGCTGTTTAGACTGAAGT 
GTTTTCACCAGGGGTGTATCAAGAGGATTTCTTTGTCATAGGTTGATTTCCCTTATAACTGATTGATTAAATAATTACT 
AGTTGGCTTATGCAATGTTTATATAATTACAGGATATAAATGGTGGTTATTAGCCTAACTAGAATATATGCCTTTATAA 
TATTGGTGTAATATTCATATGTATTTTACTACAGCTTAAAATAATAATTTCAGAAAGAAATTCAAATTGATTTTCATAA 
TTTAGCAACCATTTGAGCTCTTCCAGGTCAGAATAACTTCTTGGGAAGCCCCAGAAAGA7UUVGCATATACCTGCTTTTA 
CAGTTATCCATAGATTGACTATAAGGCTAGGTATTGAGTTGGCGGATGCATACTTTCTTAATTCTTTAGATAATAGGTC 
AATAGTGTGGTAGTGAATCTTGATGGTAAGTGTCCTTCGCATGTTTCATACTGCACAGTAGACTAGACTGAAAGTCCCA 
GGAGACTGTGAGTGTAGCAAAGAATGAATCTTGTATCCCCAGATACACAAAGACCATGTCTTCACTGGACCCACAGAAC 
CTAGCACATGGTGTGTCTTATTAAATGCTTGTAGAATAATTAAATAAATTACATTCAGAAAACAGTCTATAAGTCTTAA 
AGTTTACCTTTCAATTATGTAATTATTACTTTTAATTTATAATTTATTAACAGACATAGATATTCACAACACCTGCAAA 
AGAGTTTATTTCAACTTCTTTTTTTTGTCTCATCTAAAAAGTGTGGATTTAATATAGCAAAGTTTGCTTCTAGAATGGA 
ATCTTTTAGAGTGTATATGCGCTTTTGT^AAAAAATGGTTTATGATTTTGTTATGTAATACTGTTATATAAGTTATTTTA 
GAAATTGCATGATTTATTATAATATCAGCAGTGAATTTAAACATTACACAAATGCCTGAATATAAAGAAATAGGATCAC 
CTGTGTCCAAGTTAATTGCCTTCTTTTGCTGTATTCATTAGCCATCAATACCTACATAATCTAAGGCCAAGATACATAT 
GGAGCAATCTATGGACAGGCAATAGCATCCCATGGGAGCTTTGGAAATTCAGGAGCTCGAGCCTCACCCCAGATGTACT 
GAATCAGAATCTTTATGTTAGCATGGTCTCCAGGTGATTTGTAGGTCCATCAATGTTTGAAGAGCACCTGTCTGGCCTT 
CAGTTGCCTTTATACATCTTCTTACCAACAGTACCATCTAGTCCAATATTTTTCTGTCCTGTTAGTTTGTCCATAGTCT 
CCCAACAGGCTTCTGTCCACAAAGCTGTTATTTAGAGGCATGGCCCCATCCCTCTCATAGTCTTTGCTAAGGTTATGTC 
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TTTTACATTTGGAGATACACCAAT^ 

AATGGAGGCTGTTACCAGGGCAGCCAGTACCCGAACTAAGT^^ 
AACAAAAAGAAAAAAGAACGCACTCCAGAAAATCAGGAAGGTTTC 

TGGAAAGTCGAGTTAAGGGTTCCTGGAAACATTAATCTCTGGACATGCTGGAGGATGCAGGTGGATTTAGAGCCAGGCG 
AGTCTACATTCACAAATCACATTAACATATTAAAAGACGGAGAGCTCTTACTCTGAGGAGCCCCATTTAGTTGTATTCA 
ACCCAGCTCCATATATTTTTTAAATGACAAAATGCTOT 

ATCTTCGGTGAGACATGCTTTGTGAAATGTGAGTGGAGAGGTTCCTCTGAAATTGTCTAAAAGGTAACTTAAGCC 

TGTTTTAGAAAATTTGACTTATTATGTAAC^^ 

GCTTTGATTTCAMTATTAAATTAACTO 

AAATTTTTTACCTAGTTAGGGAAAAAAGTTTCCCAAGT^^ 

AGCACTCTCTTGTTTTCCATCTTCAATTTCCT^ 

GTATATAATAACACCGCATGAAAGTGGAAGAGACTATATTGGCT 

AAATGAAACTCCCAATTCAACACTAGGATAAGATTTTTTC^ 

TGGGAAAGTGAGTTCCAGAGAAGTTTAATGAACTTGTTGAAGGTGACTT^ 

CTCTGGTTTCCCTAATGCCTTTTGTAAAGCATCCCAGATAAA7VATCTAGGTTTGAGAAGATT 

AAAAAATGTTATTTCTGAAAATATGATTTCCTTATGAGAAACCATTGTTTAGATATGTTTAACTTT 

AACTATAATTAAAATCTATGAATTATAGACATC^ 

ATGACTGGAACAGATGTTATGTATGGGGATTAGAGGGAAGTTATCCAGTTATATTATACTAATTTGAGAAAGATTCCAA 
AAAAATCCTTTCTTGGGGGCCGGTCAGGGGTGGGTATAGCAAATGA^ 

TGAGTTTTGAATAGATGACTATTGTGTTATATTCCTCTGAATTTAGGATACCTGTTGGATTTTGTTCCTTATCATGTCT 
GTTATGTGGACAAAGACAACAAACGTTTGTTTCTTCTTGTCAATTTCATTATGCACAAGGATTCTGAAGGTC 
GATCTTTCGTGCACTAAATGTCTGGTGTTTGTAATACAAT 
CTTGAGGATTAGAGATCATTTGGTGTGGATGACTTCGAGGAAGTTATTC 

ATTTAAAATGTGGGTAATAGTAACCACCTTGTTAGAATGATTGTAATGATCAAAACATGTAATAATGCAAAG 
CAGATTGAGATATGGGATTTTTGTTGTTGTTGTTGTTGAC^ 

ATAAAACCCAGAAATATAGGGTATTATAATATGTTAAACATTTAGTGGCTATCAAAACTTATTTTCT 

GAGTAATATTTAGAGAGGGCATTCTGGGGTTTCCTTTTAGCAAAATAATTAGAAGTAATTTCCCTTAGAATTTTTAGAA 

TGACTATATTAGGAGGAAAGGGAAGGTTCTTACCTAAATTC 

GTTAAAATTGCTGGTATAGGCCAGGCACAGTGGCTCATACCTGTAATCCCAGCACTTTGGTAGGCCGAGGTGGGAGGAT 
CACTTGAGGTCAGGAGTTTGAGACAAGTCTGACCAATGTGGT^ 

GGCATGGTGGTTGGTGCCTGTAATCCCAGCTACTCACTAOTCAGGAGGCTGAGGCAGGAGAATCACTTGAACCCAGAAG 

GTGGAGGTTGCAGTGAGCTGAGATGGCACCACTGCACTCCAGCCTG 

AAAAAAAGAAAAAAGAAAAAAAAAATGCCATTGTAAGTTGTGCCCT^ 

TGACTTACTATTTCAGCAGAGATCACTCTAACATTTAGTTTTAATCTAGGAAAAAAACCCCATATAACTAGATTTGGTC 
TTTTTATTAAAATGAATTGATCTTAGAAGAGCACATCATATGCTCAAAATATAGCTGTCATGTA 

TTGTTTTGTTCAATGAAATCTAGAAACTCTTAAAAAT^ACTGTTTACTGGCTTTTGATGTTTAATTGGGTGGAATGTATA 

AGAAATATCTGATGAATTTTTGACTTCTCTATTGACTTCG^ 

TGTACTCTCTTTCCATTTCTACACAAATTCATAT^ 

AAATTATAGAACATATTAAAACCAGGTTAAACTTATTTAAATCTCTTTATATATTGTTTACCCACCTACCACGTAAATG 

TTACTGATTTTTCCATAGTAAAAAGTCTAAAAATCCAATGCT^TCTTACCTCCCCTAAACTACCTATCTCTCCAAACCT^ 

TCATTATTCCTCCATATGTACCTTCTTTCA^ 
AAATTATTGGTC^CTCCTTTTAACCCAGAAGG 

TGTTGGGAGTTTTATTTATATTCCCTTCTAAAGTAGATATTTTACTTTTTTGGAAATCTCTGCCTACTAGCCCAGTACC 
TAATAAAAGGTC^TGATGATGATGATTTGAAAAACC^TGTTCTACAGTGTTCAGATGTGCTTTTAGATAAGGGGATGA 
TATAACTTTATCATCAAACTTTATAATGAAAAATAATC^ 

TTGGCTAAGTGGAAAACTATCATGGAGTTTAATTAAAATTTCTTCATATTGAAAGAAGACAGGTATATAGAGGAGAAAA 
AAACATAAAAACAAAAAACATCTCAGGAATTCCACCTTCAGCTGCCCTTACTTCAATACCATGC 

ATGACTTGGCAGGTTTACAGGTTGACTGA.GTGTATATGCTGAGAATAGCCAAGGGCAAAATTTAGTGTTAACTAGATCA 
AGAACTCAGGGGACCCAGGTGTCTACTGTTTTCCATAGAAAT^ 
TTTGGGTTTGTATAATGTAGAGTCAAAATAGAGGCTCTGGCACCTCA 
GGTAAACTATATGACCTCTGGCAAGTTATTTAACCTCCT^ 

CTAAGTATGATTGCAAGGATTAAGGGAAATAAAATGCAAAGTTCCTGGTACATAATTGATATCTACTAAGTGTGAATTT 
CTCTAAGTTCCTCATATCACATAATGGTAGATTTTTATTTACTGGGTGGTTATTCTGTACCAGGCACTCTCCTAAACAC 
TTATATCATGGGGATTAACACATTTAATCCTTGTAGCATTCTTTTGCAATAGCTACTATCATCA 

TCGTCCTATTTCACAGATCTGGAACTGAGCCACTGAAAAGTAAAGTAACACTAACTAGTAACTAGTACTTCTGGGGTTC 
AAAATAAACTTTTCATTTCTAAAATTAACCCATACCTC 

TTTCCATGGCCTATATCCTGTGGACAATTTGAAAGCGATTTCCTTTTAACCCTTGTTTATCTAATTAGAACATAGTTTG 
GAGAAACATACAATGTTTTCCATAGCTGAGTATAAATCATTTTCTTCCATCCTTTTGAATTAGCCACATCATTGCTCTC 
TTTCCATTGTGGGAAATCTAGCCTTGCTTGTTTGTACCTAGACAAAAGCACACTTTTTGTGTCAGAACCTGTGAAAATT 

Fig. 6.;rai 



<WO_02074992A2_L> 



WO 02/074992 



PCT7IB02/00565 



187/375 

TTATCTTCCTTGTTACCACCTA™ 

CAAATTTTGAAAATCCACAAAGAGGTATCTAGGAAAACTTTCATGAAGTTAAGAGATGTTA1 , ."GCTGTTCTAGGCGTG 
GGTGACTTTATCAAAACATTTCGCCCACTTTCAAATTTCCACTTGTTAAAACCTGAGGCCTTATTTGGCTGTCACTTAC 
TGTACAGTGTTTTTCAGACAAGTTCCTGGCAGCTAATTTTAAAGAGATTTTGTGAAAAACACAAGCTGTGGAGTGCTCC 
TGTTGGAAGAGCACCCTCTGACCCTCTGCCTTAAGATAAGAAAAAATTGCCAGTCTGTCCAAACCTCACCCACCTTTGG 
TTATCTTCAGAATCTTAC^TTTGTGTTTCCTAAGGCAGCAATTTTCAAGCATGACTTTGAAACACTGCAGGCTTTTTC 
AAGTTATTTCAAGGACTGGCCAAGAATTCTCAAAACAAAATTAA 

ATCATTTGGCAGATTTAGGAGGTTAAC^GTAAGCATTAGGAAATTGAATC^ATAATAATAATGGGATATGGGGACCTGT 

AAAGA^CTCTCAATCCTGCTTCATTACTTTTAATGGCAAAA^ 

TCCTTTAACATACACGAAAGCAATGGGAGATCTGCAGAATGC 

GAATAGAATATTGTTATATCTACTATTTAGCTTAATTGTGATCATTAACAAAGTGCCCAGACTCTCTGAACATTCTACA 
TGGCATACTATTTGTGAGAAGATCAGCATGTAAATAGTTTACTCTTTGTAAGCTCTTCTACAAGGTGGCTAAAAGCAAG 
AACTAGAACCCAGAGTCCCTTGCATTCAATGAATTTCCCTATT^TTGCCCATATCATTCTTTCTTTTCTTTCTTTCTTT 
CTTTCTTTCTTTCTTTCTTTCTTTCTT^ 

CTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTTTCTTTTO 

GGAGTCTCGCTCTGTCGCCCATATCATTTTTAGTATAATCTCTTCCTTTACTTGGTCACTAAGAATCACTTTTCTCTAC 

TTAGAGCCAGACATTTAAATATCTCCAGCCTCCAAGATCTCGTCTGGGTACTTGGGCTGCACTTTTTCATGTCAATCAT 

TTTGCACTTGTQATCTATCCTATTAGGCTATAAGCTCCCCAAGGGCAGATATAGAGACATAGTATG^^ 

TATTTATTTATTTATTTATTTATTTATTTATTTTGAGGCTGGGTCTCGCTCTGTCATGCAGTCTGGAGTGCAGTGGCAT 

GATCATGGCTCAATGCTGCCTCAACCTCCCAGGCTCAAGCAATCCTCCCATCTCAGCCTCCTGAGTAGCCTGGGACTGC 

AGACGCATGCCACCACACTCAGCTATTTTTTAATGTTTTATAGAGACGGGGTCTTGCTATGTTACCCAGGCTAGTCTTG 

AATTCCTGAGCTCAAGTGATCTTCCTGCATTGGCCTCCCAAAGTGATGAGATTACAGGTGTGAGCCACCACACCTGGCC 

AAGCTAATCTTTAAATATCCTAGAGCACCCATTATAGTGTCTGGCAAAAAATAAATGCCCATAAATGTTTGTTGAATGG 

AACTGAGTCTTCAGAAACTAGAGATTTTTTCTAAAAT^ 

CACTTATCCTATCATCTGAATTTTTTATTTCTTTGAACCTGAACAGGCTTTGTGTCTACAGACTGCTGAGCCT^ 
TTGTTGTCGTTTGTTTTGTTTTGTTTTGCACAAAACTAAAAACATGTACAAATACATTTTTAATTGCATTTGTT 
TAGTTTTTACTCGTAAAGTGCACTTCTTTCTTTTCTTTCTTTCCATTAATTTCTGAACCTTCCCTTCTTAAACTTTACC 
CAGAGTTTTCTCATCATATACGCATTTCATTTTCAT^ 

GTATGTTTTTCTAAGTATTGTCCAATCCTTTCCATTAAGTTACAAGCTCCTTGAGGGCAAGCATTGCACACCTGTTTTG 
GACAACTTCTAAGGCCGraCAGTCCCTCAGCCCACTC 

CACACACATACCTTGCCACTTAATGATGTAAAGTGACAAAAACTTTTATATTGGTAAAAATTATGAGAATAAGAATAAT 

CATATCCTGATTCTTCAAATTCAAATATTTGTCTAACATTTTTTGATGAAGTCATAGCACTTATGTGTCATTGAATTGT 

TGTGGGCATGCTAACAGGAAAGATGGACCAAGTGGTTGACCCTGTCCTTCTGTGAATAGAACCTCAGAGTACACTTTTC 

TGTAAACATTTAAAAGACAAGGAATTGGAACTTAAAATGGAGC^GC^^ 

ATTGACCTAATAGTAATCATAGGAAAGAAAAAGAATCATTCCAGTC 

TCCCTAAGTTATTGGGTTTTTAAGAAACATAAAATATTCCTAGATCGTTAGAGATGTGATTTGATTTCAATCCCACATG 
GTCTGTAGCATCACTAAGCTACTGGGAACTTCCCTATGCAAAGGTTTGAGTTTCTTTCCAATGCTGTTTAATGTCTGCA 
CTTCTAGTGTCCACATAAATGAGATTTAACAGGCTTTACTTCATACTTTCTTGTTACAACATTTTTACTTTTTTTCCAA 
TTGGAAAATTATTTCTTTTAAGCTCTCTGAAT^^ 

AGGCAATAAAGGAAATCACGAAAAGCTAGATGTATTCCACCCTCTTATAGTTGAATACATAAAATTGTATATATCACAA 
ATAGTAATTGAAACTACTCTTATGAAAACTATCTGTCCTTCTGGAGGGGCATTAGTTTAAATGCAAAGAGAAAACATAT 
CATTTGTGAGTCTAAATAGTGTTGTTAGTTCTTTGAAAGGGCCCTAATTAATAAGGTTGTAGAACACAACTGCAACCTG 
TAAAGCGTTCCATGTGTAGTATTTTGAAACCTTTTGTTTGTTTGGGTTCTAACTAGAGACAGAGGGAGAAAAAGTCAAT 
TTCATTCTCATGGGATTTGTCTTATGTGGTTCATCAGATTGAGTTTAGTAAGCAGGGAAGTATTTCTCCTTGTGTAGCT 
AGTGCTTGTTTATTCTTCCCTTATTAAAAAAAAAAGAGAGAAAAAAACAAAGGATTGGCATTTTTCTTTTATGAACGTG 
GACTGTAGGGAGATAAATAGCCCTGCGGGAGAGGAAGGTCAAGTTCAAAGTTTTTCTTTCCTTTGGATTCAGGAATAAG 
CAAATGGAAAGACTAGCCAAACAACCCAGCAGCAGGCATCTGATGGTTAAGCCCTCCCCCCAGGACTTTTTATGTACAT 
AAGCAGCAGAAGTCACTCGCGCAGCTGCGGCGCATTAGTTCCAATAGTTTAACAGGCTGCTTTGTAGCACGGACAAAGC 
CGTGCGAGCGCGGTGCTTTCCCTCCTTGTTCATTTGCTATGCGAGCTTGTCAGTGATCTTTGGCAGGGGCTTGGGAGAG 
GAGGGGTGACGTTTAATACGCTTCCGCGGAGGAGTGCGCTCGCCTCCTCTGCACCCAGCCCCAGGCTCTACAGAGAGAC 
TGAGGCAGGCGACTGAATGCACTAACAGCAGCAGGCTCAGA.CCTGCTTCCCTGGACATTTCCGGGACCGTGAGCGAGGG 
AACCACGTTGCCCTGGATTCTTGCCAGCTGTACAAAGTTGACCAGGAAAATGGCTCAGCAGACAAGCCCGGACACTTTA 
ACAGTACCTGAAGTGGATAATCCGCATTGTCCAAACCCGTGGCTGAACGAAGACCTTGTGAAATCCTTGCGAGAAAACC 
TGTTGCAGCATGAGAAGTCCAAGACAGCGAGGAAATCGGTTTCTCCCAAGCTCTCTCCAGTGATCTCTCCGAGAAATTC 
CCCCAGGCTTCTGCGCAGAATGCTTCTCAGCAGCAACATCCCCAAACAGCGGCGTTTCACGGTGGCACATACATGGTAA 
GGTTTGCGCAGACCTCGCAGAAATGGTGGCCGTTTCCCTTCAGGGAGTCCTGCTCTCGCGCCTTTAATTTTGGGGGTAG 
GGAGGGAGGACCATCATCATTCCTCACCGGGGATTTATGGCCAAGTGATCTCCCTTAACCATAAATCCCACAAATGTCC 
AAGTCAGGGCAAGAATCCTGGAGACTGGTACTAGGAGTGGTTGAGGTGGGTGGTTCTCAAAGTTCAATTCCTATTGCAA 
GTTCCTACAAGAAAATTGGATGCCAGATGTCAAATAAGAATGCAGTTTTATTCCCATACGTACGTAGTGGCGTTTCTTT 
GATTCCTTAAACCAATTTCCCTGCCAGCTTCCCCAACAGCTGAGGAAAGAAAGGACCAGAAATGAGGGGAGGAAAATCA 
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TAGTTTGCTCTGTTTTCTGC^TGATCC^ 
AAAGCCCTTCCTGATTCCTGACTTTGATATACAGTAT^ 

ATTAGGAATTCTACGCAGAAAGTTGCAGGCTGGTACTTGGTAGTATTGTTGTGTTCTTTC 
TTTTGCGAATCTTTTTATTTTCTTTGTGAATATT^ 
CATGTATTTTTCTGGAGGATTCCTCATCTTTTCCTGCT 
AGACCATC^TGTGAGCTTATTTGGAGTATTTGGAGTTC 

CAAGTACTAGGGTCTATGTTAC7VCACTTAGATAATTTCAGGTAGTAGTAGGTTCTATACATT 

AGATGAGTATAAATTATGATAAAGAAAACATAAC^AAAAAGAATGAGTGTGTTAGTTGAGAAACTGTATGACT 

TTTTTTAC^GTTTTGCCATAACTAACT^ 

TTTAGGAGGAAAGCAGCAAAAAGTAAAAGGAATTAAAACCTAAACCAGTGACAAGACCGTGCT 

TTATAGATGAAAGTCAATGACAAAGGAAATAAAAGCCATGTCACAC 

TAAGTAGCTAGATCTCTGACTGGGAAAGTGTTATTGTCCCCAGGAT^ 

GATGTAATGGCCATAAGAGGAGTGAGACAAACATTGACTTTTTCTGTCTTAAAGCAGTTATTGGGAAATGATGGCTTCT 
CTTTGAGGAAGATTTTCTTTTTGK3AAAAAATTGTC 

AGATGCACTGAAGGAGAAGGTTGGCTCAAGGCCAGGCATCGGGTGCCAGAGCAGGAGAGCTGGCATGAGTTCCTACGGA 

GCCAGGACCAGAATTTCCGTGTCCAGTGTCCCTTTTGGTTG 

GCTGAATGAGTGGCCCTCAACTCAGCTGTTTGATTTC^ 

AACTATTTAGACATGTCGGGATGTAAGGAAGGCAGGAAATCCCAT 

CCTTTTCTGGTGCTGTTTGGAAAAACTTCATG^^ 

CAGTAAGAAAAGCATAAAGAGAGCAATGGAAACCAGAAATAAAAATCATGGTATCGATTTTCAGTAACT 

CAGTTTCCCCTATGGACTAAAACTATCAGGCAAGGGAGTTGGAAAGAGTATCTCAAGTTTTCC^TATTGGTTGAATGA^ 

CCCCAAGACGTTCATAATATCCAGAGGCATCT 

TGGAGAATTTTGAAAATATGTTTCAAATTGTTCTGACATAAATATAAATATATT^ 
TGTTCTGCCTCACAGTTTCCTGCTCCTGGTAT^^ 

TGTTTATTCTGTACCTAATTATTACAAAGTTGAGCAAGAACCATTTGTTGGTTTCCAATA^ 

AAATCAATAATATTGGAAGACATCTGTTTTAGCTAAGAT 

ATTGACACAGTGAATTTTTATTTCTTGCTTCTGCIT 

ACCTGGAATTCTACCATCCTGTGGTTCCATTATTTGCAACATGTGATTCCCAAGGTTGCCAG 

GAAAGACCATGAAAGAGGATGGTATGTGTGAACTTTTATGAGACAGGCCGGGAAGTGCACATGTCACTTATACTCGTTT 

TCTTCTGGCTGGAACTCAGTTCTATGGCCACATC 

AAGTAAAGTGCTGGTGGCTAATCTATCTTGGTTATATAGTA 

GAATTCTTAGAATAACATCTGTAATAACATATGCCATTGTTGAATTCTTAGAATAACATCTGTAATAACAAGT 

ACCTCTCGTCAAACCTCCTTGATGAAGATTATAC^GAAGC^CTTCTGTTGTTTGATAGGGCTGTTGATTGGAAAGACCT 

TGCTTCTAAACAGTAGAAGTCTCCTTCCCTGGAACT^ 

GAATTTTTGCTCCCTTCCATTATGAAGCCCT^^ 

TTCATTTTGGTATACCCATGCTTGGCATGATGGCTGGTCAATGGTGGAAGCTTAATAAATGTCTGCTAAACAAATTCAT 
TAATCAATATTTTAGTGTTCTCATGCTCTTAAZ^^ 

AGCACTTTGGGAGGCTGAGGAGGGCGGAGTCCCTGAGCTC^GGAGTTTGAGACCAGCCTGGGCAACATGGCGAAAO\CC 
GTCTCTACTAAAAATACAAAAAATTAGCCAGGCATGGTGATGTGTGCCTGTAATCCCAGCTCCACAGGAGGCTGAGGCA 
CGAGAATCACTTGAACTCAGGAGGCGGAGGTTGCAGTGAGCCATGATTGTGCCACTGCACTCCAGCCTGGGTGACAGAG 
CAAGACTCTGTCACCAAAAAAAAAAAAAAAAAAAWIGGGACTTCTC 

TATATGCTATATTTACCAGGTAGTTTTTATCTAGACTTCTCTTGGGTTTTCATGATCCATTTAAAGAATAGCTACTGAA 

TTGACAGCATACTCTAGGTGCTATGTCACTCAGC^^ 

ATTTAGTAATTGTGTGACTTTGGTCAAGTTACTTAACGTGTC 

ATCTATTGGGGGTTGTGGTTTAATTAAGTACAATTATGTATAAATTAAGTGGTTTCACAGGGCTGGACCC 
CATGTTTAAATTTCTAGATGATTACTCTGT^ 

GAGTGTATGTCAGTTTTATTACTGTAGGAAAGGAGAAGGCAGAAATGAGAGATACTACTGAGGCAGAACTGTGGGGTTT 
GGTGTCTCTTCTCTGCCCACTGCAAAAATACATCT 

CTGGAAGTAATCCGTTCCTTCCTTCAAGGAACAGATTTCTATTGCGCCTCTTGTCTCTGATACTCTCAATGCTTATTAG 

TAATAGTTTTATCACTAGCTAGTATGTGTTGAGCACTGGTTTTGGTCTGGCACCATCTGTTAGGAT^ 

TGTCTCTGCTTTTCACTAATCTGTTTGACTGCTTTTAC 

ATTCAGATTTCATCTGGTAGGGGATTCCCTCTATCAT^ 

CTTAACTTCCAGTACTAGTTTATTTCAGGAAAATTGAAATC^ 

GAATTTTAAGCACAGTTTTGGGGTGTAAGGCCTAAATAAGTTTTAGAAGAACAAGGTAGAAATGCTGGTTTTCAGTCTT 
TGGG^CTTAAAAGTTGCTGTTTAGTCATATTTAAGTCATAAAACCTGTTATCTTCACATATTCTTTTAAAAAGTAATT 
TAGCATTATAATC^CTTAAGTTATAATTTTTTCATATTTTTATAATACACATCTATATA 

TTATTTTTTATTTTATTATTATTATACTTTAAGTTTTAGGGTACATGTGCACAATGTGCAGGTTAGTTACATATGTATA 
CATGTGCCATGCTGGTGTGCTGCACCCATTAACTCGTCATTTAGCATTAGGTATATCTCCTAAAGCTATCCCTACCCGC 
TCCCCTGACCCCAGACTC^GATTTTTAAAATGCCAAAATTTTGTCATTGTTTGCATCTVGTTCTTTTAT 
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TAAAATGTTACAGATAATGTCTAAAGCTGTCACCCATCCTATTCTTCTTCCTTCGCAGAGGATCCTGAAATCAGTGTGT 
TCTTCCTTGAATGTCATTGTCTTT^AACTTCATATGTATGTGTCCTGTTTGTGTGTTTACCATTTTATATATAGAGATG 
GTACATGTATATATATCTCCATAATATGCCATACTATAAAATGAGAAAGAGCAAGCTATATATATATATATATATATAT 
ATATATATATATATATCCTTAAGC^GTTTGCTCTTTTTTAGTACATAGTATAGGAATAGAGTTGTGAATATATATATAA 
AATATGTGTGTGTATATATACATATATATGCATATATGTACCTATATACATATATTATATATACCTATATGAACCTATA 
TACATATATACACATATATGAACCTATATACACATATACACATAYGTACCTATATACACATATACACATATGTGTACCC 
ATATACAC^TATACACATATGTACCTATATACACATATACACATATGTGTACCCATATACACATATACACATATGTGTA 
CCCATATACACATATACAGATATGTGTACCCATATACACAT^ 

GTGTACCCATATACACATATACACATATGTGTACCCATATACACATATACACATATGTGTACCC^TATACACATATA^ 
CATGTGTACCCATATACACATATACACATGTGTACCCATAT^ 

ATATGTGTACCCATATACGCATATGTGTACCCATATACGCATATGTGTACCCATATACGCATATGTGTACCCATATACA 

CATATACGCATATGTGTACCCATATACACATATACGCATATGTGTACCCATATACACATATACGCATA 

ATAGA.TATATATACCTGTGTACCTATATATACACA 

TATATATATACCTGGATCATTTTTTAAAATGCTCAACAGTACACACATGTAACAGCATT^ 
TATTTGATGGTGGTCCCATAATATTATAACGGACCAGAAAAAT^ 

ATTACTCTTGTGTTTGTGGGCATGCTGGTGTAAACAAACCTACCATGCTGTCAGTCCCATAAACATATAGCATATATAG 
TTATATATTATACTTAATAATAACTATGTTGCTGGTTTATGTATTTATGTATTTTACCATTGTTO 

CCTACTTATATACAAAAGTTAACTATAAAACAGCCTCAGGTAGGTCCCTCAGGAGGTATCTAGAAGAGGGCATTGTTCT 

CATAGGAGATGACAGCTCCATGCATGTTATTGCCCCAGAAGAGCTTCCAGTGGGACAAGATATGGAGGAGGAAGATAAT 

GATACTGATGATCCTGTCCTTGTGTAAGCCTAGGCTAATGTGTGTTTGTGTCTTAGTTTCTAACAAAAATATTTAGAAA 

GTAAAAACAAATTAAAAATAAAAGCTTATAGAATAAAGATATAGA 

TTTCAAGTTAAGTGTTATTACAAAAGAGCCAA 

ACCAAAATTAACTTATATC^^GAAATAAAAATATTTATAAATTAAGTGTAGCCTAAGTGTACAGTGTTTATAAAGTCT 
ATAGTAGTGTGTGGAAATGTCCCAGGCCTTCACATTG^^ 

CCTGTAAGCTGCATTCGTGGTCAGTGCCCCATACAGGTATATCATTTTTTATCTTTTATACTGTATTTTTAACTGTACC 
TTTTCTATGTTTAGATATACAAATACTTAACCACT 

AGGTTTGTAGGCTAGGAGCAATAGGCTATACCATCTAGGTTTGTGTAAGTACACTCTAACATGTCTGCACAATGATGAA 

ATTGCCTAATGACACATTTCTCAGAACTTAGAATAAGCAATGCAC^ 

GTTTATACTCTTAAAATATTGTTACTATAGCTGTCAGTATC 

GAGTCATTTTACTATAACGGAAATGAAGATGTAATTTCCTGAATTTAACAGTCAATTTAGGCTACATAGTGAAATATT^ 
TCAAGCTACTTTGAAAACATTAAGGATTAAAAACTAATATTCA 

TTATGATATATCTCTCAAAAACATTTTTAATTCGAAATATAATTAAAACCAAATACAGTT^ 

ATGGGGATTATATTCCTGATTAAGGACTAGATGAAAACATTGTCAATTTATACTGTGCTCGATGCACTGAATGGAGGAA 

AATGTTCCAGCGTGTATATAAGCGAAATTAGGTAGTAGGATATCTTTAGGAATCATGGTGACTAGGTAATACTCAACTG 

TATAA.TTTTTATAATTCTTGTATACACATATGTATTTTTAATTAAAACATATCCAACAGTAGAAGAAGTACTTA 

AATCTTAACT^CAAAATAATTTCTTTAGGTGGACTTTCAAAAGGCCTTTTAGGAGACTTTTAATAAATCTTAAATGTGT 

TTAGGAAGCTAAATAAGTGATTTTGGCCATATTTTTTGTTTACTATAAATTTCTCTTTATCAGGCATTGGCATTAGATG 

TAAAGTTGCTCATATTTAAAAGTAAACATTTGCTTTCTGAGTCATTATTTCTTCAGCAACTGTAGTTGTTTTTATGGTT 

GTTAAGAGAAATATAAATTTGCAAGTGATAGAAGGGGAAAGAAACCATT 

TAGAGTTTGTAGAGTAAAAATACACATATACACACACAAACAACTGAGTAGATTTTCAAAGCCATTATTTAGTGATTTC 
TCTTTGAGGTCTCTTTCTCCCTCGTTCCATCTCTCTTACTTCTGCCCTGCTTAGCTTTAAGGTTATCTTTTCTCTGTCT 
CTTATGGTAATAATACCCGGAGAAGAGCATTGCTGCCAGTCTCCTGGGAACTAGGAACCCAGAGGAGGGCTGTAGGCAA 
AGTGTAATACCAGAAGGTGGGGAGCAAGTTTCTGGGGGAAATCATCTGAGAAGCACACCAGGAAGTGCTGCTGGAATGT 
TTGGGGAAGACCAGTCAGCCCTAACCTTCAGCCATGTCTGTGGCATAACTGGCTGTTGCCCTCTGTGGAAATCATGGGA 
GGTGGAGGCGCTGCAAGTTGAGGGTGTCTGTACCATTTGAAAGGCATAGTTGGCTTTCCACGAAATCAAAAGACCTGAG 
GAAGATTTTCCTTTTAAAGAACATGCCGATTGGCTTGTCATGTTTAAGGAATTACAGGGATTACATTATGACAATTGGC 
ATTGAGAAAAAAGTGAAGAAAACCTTGGATAACCTTGCAGCTTATTATTCACGTGTGCTTCCCATGACCATTGACATTT 
ATCTTAAAGAGAAAAGATGTGAAGCCTGTTCGTACGAGCTGAAGCCGTTGCTACTGATGGTAAAATCTCTTCTTAAGAA 
GACATGGTCTTTCTTGCAAACTTGGCAGAAATGTTGATAAGAAGAAAATAAAAACTTGAATCTTAAAGTTCATTAAAAT 
AATGAAAATCATGGCTTTGATTTTTTAAAAAATATTCTTTC 

AGATAACTAAAGGAGTTTCAGCACTTTTTTTTTCTTAGATAGAAAGCTACCAAATTTGTTCTTCAAGTAGCACTTTCAG 
GAAGAAGCTTTACTATCTCTAATGTAGCAAAATAATGTCTTTTTTTTAATGGTTTTGCTTTTTAAAAAATCATGTTTTT 
AAAGCTGCGATTCATTCAGTATATTGAAATCACATATTTCCAGGTCTTCTGGTCATTTGATACTTGACCTTAGTTATTC 
AACCTTTTTGACTTGGAGACTCTATTAATAAGTCATATGGTTATAAAGGCATTTGGCATTTACAAGTAAAAAGTAATGA 
CTAATTAAATTTACAAAGTGATAACAAACTACAGTCTATTTAAG 

TAAGAAAGTAAGGTAGATGCTACATGGGTAAAAACAGGAAACAGAATTATTTAATAATTCTGTGACTCATAAATAGGAT 
TCAGGGCCTTCAGAATGAAGGTATTGGTGGTATTCACGTTAGGCCACCATCTGAAAGGCATAATTTTAGGTAACAGATA 
GGGAAATGTATAGATCACTGTAAAGATTCTAATTTAAAATTCTCTTTTACTAGACTTCAATTTTATACCATCTTAACAC 
ATCAGTCTCTTCTACTGTAAATAAGCAAAACAGAAAAATCATTTTATGTGCAGTTTTAAGGACATAAATACTCTCCAAG 
TATTTCAGATGAGGCACTTATTCTCAAAAGGAGATCTTGAAAAGTTGATCTGAGAAGAAATTACATGATTTCATTTTGG 
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AATAAAAACACTTAGGTTCATAATAATATAGCTTTATAACC 
CTGCCATGTGTCAGGTACTTTGTGTACATTAACC^ 

TACATATGCAGCTGCTGAGGCCC^GAAAAAGTTCTTACATAACCAAGATCUTTCAGCTAAACAGCT 

CATTAAAACTTGAACCCAAGTCTTCCTAACTCTCCATCGTGTGTTC^^ 

ATCACATTCACATTTGTTACCCTACCCTGCATGTGTATTGA^ 

TAGTTAACAGAAAGGTAGAGACAGAGCCCTTTTTTGGTGTGGAATCTCAGTTTATTAGTTTACACATGTGGC 

GAAGTTGACATCCTTATAAAATATTCTTATAAAAATATGTGTGTGTAGGAGAAATATATGTCCTTGGTGAAAAGGGGTC 

AATGGAGAACATTTGATTCAGGGTTGTTTTTACATAAGAGGTGTA 

AATCATTCAGGGAAAGAAAAAAGTCTTGAGCTCTAAGGAGAAAGATCAAGTCAGAAATCTGTTAAGGTTTGACTCTGGA 
AGAGCCAGCTGGGAATGATGGCCGGCTAGTTCAAGTCACTAAGCAACA^ 
CCTGACTCACAGGCTCTCTTTGAGTGACCTAGGTGGCCAGATAGAGGAGGACCAAGA 
TCCTTCCATTTCCACTTTGCCAGCCTTCATG 

TTAGAATGGAAATATCTCTGGGACTAGAAGCTAATATTGTTGTCTTTCTTCTCAGAAATAGTGTTTCAGAGATTGTTTT 
CTGTGATTCAATATATTATTTAAAAAGTGTAAGCTTTA^ 
ACTTTTGGTTTTCGTAAGCAAATGTATACAGGGCCAAAACTACCT^ 
TCTGAGACTGAATGTGTTGACATTTATTTGTCATTTTCTAT^ 

TGTAGCTGGACTGTAAGTTCCTAAAAAGTAAGAACCGGCCGGGTGCGGTAGTTCATGCCTGTAATCCCAGCACTTTGGG 

AGGCTGAGGCACGTGGATCACTTGAGGTCAGGAGTTTTAGACCAGCCTGTTCAACATGGTGAAACCTCG 

AAATATAAAAATTAGCTGGGCATGGTGGTGCATGCCTGTAATCCGAGCTACTCGGGAGGCTGAGGCAGGAGAATCGCTG 

GAACCTAGGAGGCGGAGGTTGCTTTGAGCCGAGATTGCACCATTGCACAACAGAGGAGATACCAT^ 

AAAAAAAGTAAGAACCTCCACATTCATCAATCATTGTATCC^^ 

CAATAAATAGTTGTTTTTTGATCGATTGAGAAACATACCTTC 

C CAT ACC CTT C CAG ACTAG AAGT C CTGG TG ATGTTGGTTTTG ATTG C CATAGTGGAAAAAAACTTTGAACTCAATGATT 
AACCATTTGTGTGGACTTTGTCACCATGACTCAGTGT^ 

GGTTTACATGCACATAGATTGGTATAGTTGGCTTTGGTGTATATGAATGATTCTGTATCTTATTATTCTGTCACAATAA 
TTTGTCAAATACATGCATTTTAATATTTAGCTTATACTTTGAAAATTATTTATGCCTGTTATA 

GTGTAAATGTATCTATGATTCTTGGGAAATTACTGAATAACTAGCTTGTTAAATTCTGATGACTAATCCTTATCTTO 

GAATTCATAACAGTTAAATTATATATCAAGACCTAAGCTTACAAAAG 

AAACCCTTCATAGTTTCATTTTCAGTGTTTTAATTTO 

GTAGATCTTCAGAAGAACTAAAATAATAGAAAACCTTTTTGAAGGGGTTTAGCATAGAAATATTATTTTAATATAAATA 
TTTTTATACAGTTAAATATTATATATATCATTTTTAAATTGCAGTAATTTGAGACCAATTTTTCCCCATTACCCTTTT 
AGATAACCCTCTGATTAAATTAGCTATTATTAAAATAAAGTGGCTTCCTCTTCATGTTATTAGTAGGGTACCAGTTTTT 
TGGTTTTTTTTTTTCATACATGGCTAATTTCAC^ 

ACTTTCTGACTTAAGATTACTTGGATTATCATTCCTGCTTGTTTGCCTTCTTTAGGTTAATAGTATTTGTTTTACTTTG 
CTTTATTTTGTG CAGTGTGATTTTTTTTATG ACCTT CTATTGAGTGATTGCCAAATAGAACAGCGTATGATTTATGGAT 
ACTAATAACTAAAATATATATGAATTGCAGGCTGATAATGCACAAGGCTGATTTCTACAGTTCTCCTCTGAATAGAACC 
AGGCTTCCTTTAATAAAGCCTTCTTACTAATAAGAATAGCAGT^ 

CAATTTTAGGTGCAACTGTGGGCCATTTATACTGTTTACATTTAATATTTCTAGTAGACTTACATTTTTATTTAAAAG 
CCATATGTTTAAAAATAAAGCTTTGTATATTACTGTAATTC 

AAAAATATACAATAAACAAGGCAAAATAGATTCAAGTTTAGCTAGATAACCATGACCTTCCAAAGACTCTGAGCCTGAG 
GTCTGTTCTCTGTTTAAAATGGCATTTAGCAAATAATATAGACATATGAAAGACCACAATTAAGTCTTTCTTCTTAAGG 
TAATAAGAATTACTGAAAGGGATTTGGAAAGGAAATAAGCTTCTCCTTATTTAATTCAACATTTTAAAATTCAATAAGC 
CACATCAGCTATGCCAAACACCATCTTTGTACAACCTCAAACCATCTAATATACCAACCTGAACCACTGATACTTCCAC 
CATAGGAAGAGGGACATTTGTTCTTGCAGAAGTTCTTCTGTTCTCAATCCCTTAGTTGCAGGTAAACACACTGAACTTG 
GATTGGGTGATGCTAATCCCTAAGCAGAAAGTATGTTGGTACTCTGTTTTCCCACACTGTAATTATTAAGTTCTTACCT 
GGTAGCTGCACAGATGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAATGTTCTGTG 

AGATTCCAAGTTTTACTTCCAAAGAGTGTAAACATGGGTGTTTTAAAAAGTATGTCTCAATGGAAATAAATGAGAGCTA 
AGTAAGGAACCACATTTTTCTACCCTGTAATCTTTTTTACTCTGTAAACTAATTACTTTCCATGCTAGAATGCTCACAC 
AGCACTGGCTACGTAATTTGTAGGGCCCAGGTAAAGTGAAAATACAGGGCCCGTTACGCA^ 

ATGATGGCAACAGCACTGCATTCAATCCAGCACAAGGCCCTTCTGAGAGTAGGATCCTGTATAACTTCATAGGTCACAC 
CTGTGAAGCCAGCCCTGCACCCACAATAGGTCTGATGTGATGCCCAGAAAGTCGACTTTGTAAGCCCTACAGGTGATGT 
GGAAGCCATACGTOGAGAAACTGTCTTAAAGGGACATCTTTTTAGACAGTC^ 

TGGCACGATCTCAGCTCACTGCAACCTCTGCCTCCTGGGTTCAAGCAATTCTCCTGCCTCAGCCTCCTGAGTAGCTAGG 
ATTACAGGCATGCAACACCATACCCGCCTAATTTTTATATTTTTGGTAGAGAGGGGGTTTGACCATGTTTGCCAGGCTG 
GTCTCGAACTCCTGACCTCAAGAGATGTGCCTGTCTCAGCCTCCCAAAGTACTGGGATTACAGGCATGAGCCACTGTAC 
CTGGCCTTAAAAGAACATCTTTATTCATAAGCTCCTCATTTT^ 

GTTG AAGTAAAAAAAC AGAAGTTC CAAGAAAAGTC AGAGTTGGAC CAGCTATAAATTAAAGAGAAACATTATCTTACAT 
TCATCTTGAGAGTTTTCTTTGCAAATGAACACGTACATACACAAACAAACTTAAAGCAGCATTGCCTTTGCATTTAAAG 
TCACTTACTGATATGCACAGTATTAGTCATGGCAAAATATTATTAGCATTTGAAATTGATGCTCATCCCTCTTTGTTGA 
TACTGTCTCATTTACTGGATTAACTTTATTCATATGAGATCTCCCTTTTCTTTTCATTGTCTCTGTTTCCAGCACCTTA 
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ATTGJiAAGTACCCCCGGTTACATAATTATTCCTTTGiACCTTATTCAGTATGTTCCCTGCACCACAAGTGTCTCTCCTCT 

GTTCAATTCCAACTGTCAGCTCTTTTAATAAACC;?ACTCTTAJ^CCTCATTTCCCAGGCTCAAGTTCCATATGCCTCC 

TCTGGACATTTCCACGTGGAAGATCCACTCTTAATTTATATTTAACACGCACAAAACCAAGCTTACTGTGC 

TTGATTTTTCTACTTCTGTTTATCTGGCCATTATCTTCCCAAAAAACCAGAAAAAATCATATTTGACTTCTGCCTTGCC 

CTCCTTCTGCCTAGGCCTATGGATTATTTCACCTATTATCTCTTGCTGTTCTGTTCCCTCCCAATACCACCAGGTATTT 

TAATACTTAGATTTGTGTTTGATCTATTTCAATAACATTCTAACTTGTCTTTGTGCCACTAGCTCCTTCCCACTAAGGA 

TGTCCTACTTATACTGTCTCATTAATTACCCTACAGTTCTGCTTTGATTGTCCACTATCTATAGCAGAGGTGAACAAAA 

GGACCAGAAAATAAATATTTTAGGCTTTGCGGACCCTATGGTCTCTGGGGCAACTATTCAACCCTACCACGGTAGTGCA 

AAAGAAGCCCAGATATACAAATGGACATTAGCATGTTCCAATAAAACTGTAT^ 

CCCACTGGCCGTAATTTGCCGATCCCTGCCCTGTAGGATAAAGTTCACACCTTTAACATGGCATCTAAGCATCTGTCAT 

CAGTTCTGCACCTATCTCTGCAACCCTATGTGTTATTGTGTCCTATGGATACTTCACATCOTCGTTTTGAAGCCGAAT 

CTAGAGCAGGGTTGCTCAACCTCAGCAGAACTGATGACTGGGCCAGAATGATGCTTTGTGGTGGGGGCTCTCCTGTGCA 

TTGTAGGAGGTTAAGAACATCCCTGGCCACTGCCCACTAGATGACATTAATTTCCACCATGAGGTGAAAATTCAAAATG 

TCTCCAAGCACTGCCAGTTTTCCCTTGTAGGGGACGAGGGATTGTTTTCAGTTAAGAACTACTGCCCTAGGGAGTAAAT 

TTTGTGAAGGGGAGAACCAGTTCTACCTCATTCACAGGTGTATCCCTAGCACCTAGCACAGTCTTGTGATATACAAAGA 

GGTTCAGGAATCTATTGC^TAGTCCAACTCTGCTACTCACTGTGGGATCCTAGGGTTATTTAAATTCCACAAATCACAA 

TTAAGTTCATCTGTAAGTGGAACTATTACTAATTCATACATGTTTCATAAAATTATTTAGAAGTTCAAATGATATATT^ 

AACAAAAAGACCTCTTGAAAGACAGTAGTACTTTCAAATAAAAGGTAAACATACAATTGATAGAACACTGAAGGTGATC 

TGAGCCTATTGAAATCTAGAAGCTTAATTTGACTCACATACTCTGTCTACACTGTACAAATTACTATATGGGATGTTAT 

TGGGGCATTGTCTTTGTTCTCAAGGATTATGACCTAACAGGTGTTAGAATATGATTACTCAACCATAAAACAATAGTTG 

CCATAACTAAGCATAAAGAGTGGTTGGAATTTATGGGAGGGAGAO^TTGTATCTGGTACTAGGAATCACTTAAGACCTC 

ATGAGTGAGATGAAATAGTCACAGAGAAGTCCCAGGCACCCTACTGAGCATTGTCTTAGATGATCTCATTGAATATTCA 

CTGCAACTTGATTAGGTTTAGGTTTTATTAT(^CATTTCACAAAGAGAGAGGGGCCTAGGAAGGAATTTGATATGAATG 

TGAAGCATGGGAGATTTCAGCAGGGAGAGAACTG(^GTGAAGTGTGGAAGGAGGGGAAGTGACAGGAGGTGTTTTCTCA 

CCAAGGGAATAGTGTGAACAAATATGGGGATTACATGGGGTTTAGGTGAGTTTGAGTGCCTCTAGGGAAGGTAGGTTGG 

AATCAGATTTTGAAGGATTGCTAACATCTCTCTCTCTCTTGCTCTCGCTTGCTCGCTCGCTCGCTCTCACATCACACAC 

ACACACACACACACACACACACACACACACACACCAGGGATTTATATGTATAAAAGAAACATGATGATGTTATCTTTCC 

TAACAGCTTCACTCCACATAACAGGAAGTGACATTTTGAGTTCTTACCCCATGCTAAGCTTGCTAAGCCACAAGTATGT 

GCACTGAACACTTTCAATAGTTGGACTTTGAGACTCAGTTCAATTAGACCAATCTATACCATCTTTCAGCTAGCTACTC 

CTCTTCTACTTTTCCCAAGATAATCCTTCTGAAATAGATACACAATGCTGTTTTCATTCAAATCAGATGTGTTAATTCT 

ACTAGTGGCACTTGTGTTCTGATGCATAGAACAGAGGCATTATTTACGTGAGGACTGTGCCTTCCTTCTTACTGAATTG 

CAAAAGTATACAATTCTTAGAACACATCTAGCAGTTCTGAGGGGCTGGACACAGAAAACCATCTTACTCTGAAGGTAAT 

TTTCTCTATTTTATCACTAGCTCACCAAGGTGAGAGTCAGGAGTGAAATATCCTATTTTCTTTTCATCCATTCAA 

TAGTTTGAGTGTTTCCTGTGTACCTATTGTTCTTCTGGAGATAGAGAACTGAATGAAATAGACAGTCTTCCATACATTG 

GGGCATACTTTTTTTTTTTTTTTTTTTTTTTGAGACAGGGTCTTACTCTTTTGTCCAGGCCGCCTAGAGTAAAGTGGCA 

TGATCACTGCTCACCTAAGCCTTGACCTCTTGGGCTCTGGGTTCAAGAGGCCTCCCACCTCAACCTCTCAGGTAGCTGG 

GACTACAGGCACATGCTACCAGGCCTAGATAAGTTTTTATTTTTTGTAGGGATGGGGGTCTCACTATGTTGCCCAGGCT 

GGTCTCAAACTTCTGGGCTCAAGCCATTCTCCAGCCTCGGCCTTCCAAAGTGCTGGGATTATAGGCATGAGCCACTGCA 

TCAGGCTAAAGAGC^CATATTCTAATAAAGGAGAAGACAACACACAAATAAATATTCCAGTGGGTCAGAGAAAGACAAG 

TACAGTATAGAAGAATAAGTCAGGGTAAGGAGTTACAGAGTTGTATGTAAGACATTTCAGCAGAGATCTGAAAGAGATG 

ACTGAACGAGCTATATGATTATCCAGCAGAAGTACATTTCATTGTGATTTCAAGTACGCCAAATGTGGTTGGCGTATTT 

GAGGGAGGGGGGAAGTTATAGAAAATGAGGTAGGAGCCACAGAAAGGCATCAGATCACATAGTGCTTTGAGCCTGTAGT 

AAAGACTTGGGTCATTCCTTGGTGATGACTGTGATGTATTGAAGCAAAAAGTGTTAGTAGTAGGAATGTCTGTGTTAGG 

AAGGGACACAGTCTATCATAAGTTTTGGAAGAATCATCCCGGCTCCTGTGTAGAAAGTAAAGATGTGGGGAAAATGGAA 

GCAGAGACCAGTTAAACTATTGAAGTAACCCAGGTAACATGTATTGGCAGTGTGGACTAGAGAAATAGAGGTAAAAGTA 
GrcAAAAAAAAAAAAAAAAAAAAGGTCATAATTCTGTCTAC^CT^ 

GGATGTGAAGAGTGAGAAAGAAGAATCAAGAATAACTCTTAAGTTTGTGGACTTAGCAACAGGTAGAATGTAGTTGTCA 

tttgtcaagctgaggaagattgtggaaggagcatttttaggggaggtggatcaggagtttagttttaaaaaatttaS 

TGGGGATGCCTCTTAGATTTCTGCATGGAGGTTTCACTTAGATAACTGAATGTATGAGTCTGAAGTTTGGAGCACAGAT 
TAGCACTTGAGATGAACACTTGAGAGTTATTAAAATGTAGGTGGTATTAAAAGTGATAAGTCTGAATGAATCACCCAGG 
GAGCAAGTATATATAGAGAAAAGACCTGAGACAGTTGGGGCACTTTAAAATCTAGAAATCAGGAAAATGAGGAAAACTC 
AGCAGAGAGGCCAGTGAGGTTGAAGAAAAATTGAGAGTGATATCTGGAGGCCAAATGAACAAACTGTTTCAGGAGAAAT 
AAGTGGCTGGGCATGGTGGCTCACGGCTGTAATCCCAGCACTTTGGGCGGATCCCCTGAGGTCAGGAGTTTGAGACCAG 
CCTGGCCAACATGGCAAAACCTCATCTCAAATAAAATTACAAAAATCAGCCAGGCGTGGTGGCAGGCACCTGTGATCrr 
AGCTACTGGGGAGTCTGAGGCAGGAGAATCATCACTTGAACCCAGGAGGCAGAGGTTGCAATGAACTGAGATCATGCCA 
CTGCACTCCAGCCTGGGTGACAGAGCAAGACTCTGTCTCAATiAACAAAGAAACAACAACAACAGAAAAGTGATAAACTG 
TGGCAGATGCTGCTCATAGGTCAACTAAAATAAGAACTGAGAATTGATCATTGCATTGGCAACATGCAGCCAATTGCTr 
GCATACAACACAAGTCGATCAGTAGAGTAGTGATGATACAGGACTGACTAGAGTGGAATATAACAAATTTCCCCAATGC 
TTAAACCAACAAGCATTTATTATTGCATACAGTTTCTGAGAAATCAGGGAGCAGCTTAGCTGGCTGGTTCTGACTAAAG 
TTCCTAGAAGAAATTGCACTCAAGTTGTCAGTGAAGGCTATAGTCATCTGAAGCTGTATCTGGGACTGGAAGATCAOTT 
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TTCTAAGATGGTGCTGTCCGCAGGCAGCCTTGCTTTACACTGGCT 
CTTCTCCAAAGGGCTGGGTGTTCTTTTTTTTGCT^ 

AGGTTTGTTACATATGTATACATGTGCC^TGTTGGTGTGCTGCACCCATTATTAACTCGTCATTTACATTAGGTATATC 

TCCTAATGCTATCCCTCTCCCCTCCCCCCACCCCACAATAGGCCCCGGTGTGTGATGTCCCCCTTCCTGTGTCCAAGTG 

TTCTCATTGTTCAATTCCCACCTACAAGTGAGAACATGTGATATTTGGTTTTTTGTCCTTGCGATAGT 

GATGGTTTCCAGCTTCATCCATGTCCCTACAAAGCACGTGAACTCATCCTTTTTTATGGCTGCATAGTATTTCATGGTG 

TATATGTGCCACATTTTCTTAATCCAGTCTATCATTGTTGGA 

GTGCTGCAATAAACATACATGTGCATGTGTCTTTATAGCAGCATGATTTATAATCCTTTGGGTATGTACCCAGTAATGG 

GATGGCTGGGTGTTCCTACCTCAGGCACAGGAGTCAGTGATTCAAGAGAGTGCAAAGTAGAAGCCACAACGACTTT^ 

GACCCAGACTTGGCAGCAACACACTATTACTCTGCCATAOT 

GAGGACTACTCAAAGTTGTGAGTATCTGGAGGTGAAGGCCTCCTTATAAAAGGACTAAGTCAAGTGGATTCAAGAGATG 
ATGGGAAAAGAAGTGGTGGCAATTGTTAACTCTTGGAGTTTTGTTGTAAAGTCAGTTGGAGGGGATAGGAAGAAAAATG 
AGATATGGGCAAAGGGTGTGTTGTCAATTGTATTATGTTTGTGTC 

GATCATGAGAAACTGGGGACAATTGCAGGAGCAATATTCTTGAGGAGGCTTTGGGGGAATAGGGGTAAGGAGAAGTTCA 
GATAGTGCACAAGC CAAGGAGTTG CCCTTAATGGGAGTG CTGATTGTTCAGTCCTCACAATAAATGAGAAAGAAGAGTA 
GG ACAGTCTGAGAGTATAGGAGGTCAGTAT CTTGATAGAT CTGGTTTCAG AGTGTATG AAAAGTGTCT CTTAATTC CTT 
CTATTTTGTGATAAAATAATAAGCTCATCAATGTAAAGACAGAGAACAGATGTTGGAGGTTTGAGGAGAGAGAAGGTGA 
GAAATGATCCATCATCTCTGGGAGGAGAGAGTGCTTTGTCTAGAGAAATGTGAAA.TTCCCAGACGGCACTAAGGAGCCA 
CCTCAGGCCAGTAGTTACAAATTCAAAGTCATCATGGTTC 

AAGCACGGTTTGAAAAAGGTTGGTTTAACAGAGATGAGATATTTCAGTGAAGTCTGAGTTTTAAAAGGATATGCAAAGA 

AGTGATTATGCTGCCATATTTACTCTAAGCTCACTAAGGAAAAGGGGACATAAGTTTGGTGAGGGTCAGAACAACTTCT 

AAGGTCAATGCACTGGAGGACTCATTGGGTTTGGAAGATTTTTGGAGTCAGAATACTGGAGGGGATGAGCTAGAAAGAG 

AGAAGGTAGGGAGAGACGCTTAACAGTGGTTATGGGGCACCGTTATCTGTCATGGCAAGGCCTTGCTTATGGTAAGGAA 

AGGAGGTTTCAGGTAAGATTATCTGAAGGGAGATCCAGAAACTGGGAGACCGTGGGAGGAAAAGATAATTATGAGTTAT 

GTAAGAGTTTGCGCTGGAGAGAGACAGGGCTAAAATGTTTAAAGACTGAGAGGAGAGACCTTTAGGTCAGTAGAAAACT 

GGATTAGGAGGGGAGCAGATTAATGATGTGAGTTACAAAGACATTTTAGGGCAAGGAAGAGATCATGGTCTGGAAGCAG 

CAGAGAAGAATGAGAAAGACTCCTACTTCACTAGGGGCAGAGGTACAAACATGTGGAAGGAAAAATAGCCACTGCATCA 

GAGGGCTGAAGTAAATCCGTATTCTCGGTGGGCAGCCAGTAGTGTCAGAGCAAGATGGTGCAGGAAAGTCAGAGAACAT 

GCTGAAGATACAGGAGCATAAGGAGATTTTGCTGATGACAGACTGAACGCTAGGAGTCACGCTGGCGAGTTTGCAGGAA 

TTGGGGAAGGCTGGGGATTTCAAAGTAGGGGATTTACAGAGCCATCTGGTGATGAGCAATGACCTGGCAGTCTTGGACT 

TTGTGTGGTGACGGTTGTGTATTCAAGACAAGGACCTTGGTTTTAAGACCATGTAGTCAGACAAGCACAAACTCCTCTG 

CTGGGATGGCCGGTTTCTTTGGTCTATTTAATTAGTTCCAGAAACAGTAATTCATCCTCACTGCATTTATAG 

GGGGAGAGGTGGTGGGTACCAGACTGGCCAGGTCTGCCCAGTCATCTTCACTTCAACATTCCTGTCTGGTAAAGTCATA 

TTATTCTCACATCTTGGCCGTGTGTGTATGCTCCAAGAATGAGACAGATGACAGAAGATACAGAAAAACAATTGGGAAA 

TTGCTAGTTTGCAGATGTATAGCCCTGGCACAGATTTTCTAATATGAAATTGC(^TTTTTTCCATGATTTGGAC^CAAA 

ATCCTGTTCTTGAATATGATGTTCAGCCTAGATATTGAAGAACTGAAAAATATTTTTGAAAAAATATATATATTGCATT^ 

TGTCACAACAGTTTATACACATAATTATCACAATGATATTGCTTTTCTTAAATAAATAGGTTTTATGTGTTGGCATGAA 

ATACTTTTACAAGATGATGCCAGGTTTTAACATTTATACAGGAATA 

TGAAATGTATAGCTTTCTCTTTGGAGTTTGAATTGTTGGTTCTTACTGCCTGCTTGCATATTTATATTAGTTGTACTGG 

TCTTTCTTTTTTTTTGCCCTAAGGAAAAGGGTAAGCTCTGGCACCTTTTAACCTGTAAGGATTATGTGGCTCTTGCTGT 
GATTGATTGGTTGGCTTCTCCTCAAGAAATGCTCCTGGTGCGTATTTTATGTTCTCACAGAGCCAGGGCTTTGCTGATC 
AGCACGTCACCCCTGTCAAGACGTGGGCTTGCTTTTGTGCATTTGCTCTTGCAGCCTGGGAAGCATATTTCAACACACT 
GTCCAGAATTGGCTAGAACATGCCTGTCACTCCCAGCTGACTCTGATGACGCTCTTGCCAACGTAGATTTACATCAACA 
CAGTTCTTTACTGGAAAAAGCTCATTCAGAATATACAGGGTGGCCCATTTAAAAGAGGCATAGCGTCAATTTGAAGAGA 
AATATATTTTAAAGGGAGAACTCTAAGAAATACACAGTCAATTGAAGGCTCCATGGAGCATAGAATTATAACTAGCATC 
ACCCGAGAATTTTTCCCCTGGAGATTGTCCTAAGCTCTAACTTCTAGAGACTGGCTTATCCTGAAAAGAGAACCTTTCT 
GTTCTAGACTTTTTCTTTCAGCATGCTAGATATGTAGGCATTTTTAGCCTCTTCTTTCCCTAACCATATAATCTGAACA 
CCATATTCATTGAAGAAAGCATGAGATGTGAAAGCTGATAAGATGCAGGATTATGTGACACCATTGCTTTTTACCTGTG 
CAAAATTCAGTTTGGTAATCAATGGAAATACAGATTTTACCCT^ 

TTTGACTCATCCTTGATATC^CAATGAATGTTTGGGATAGGCATATTACTCAGATGTGTGGGTCTATAGACAGGAAATC 
AGGCATTCAGAAATAAAGCTTGTTACC^TAGCTATCCAGGAAAAAAAT 

TTCAATACTACTGTCACATGATATGTGATTACTATTATTATGACCCAATGCTACTCACCCTTCATTTTCATCATTCTAG 
TCTATTTCAGGTCATTACAGTAATGGATACAACTGAATGGGTTTGTAATTTTACCCCTTCTCTCATGACAACCAGCAGG 
ATTCTCAATGACACATGCTTTGATCTGTCTGCTTTTAAATCTCTTAAGCAGGGTGGCTCTAGATAGCTTCCTCTCAGAA 
GATTTTATGATTCTAATAGACCTCATGATGAGTTCTATATTTGTGCTTGTTTAGATACATCAAAGTCAGGCTTTATACT 
AGGGCCACCTGGAAAGTTAAGGTCATCAGCTTTTTGTTATAGTCATTGGATTACTGTGATGCTCAGCAATAACAAAGTT 
TGACCTTGTAAAGTGATCAAAAGTTGTGGGTTACAATATAGGAATATTAAAGTATATTCTGCCATGATGTGTCTTCTGT 
TGTAGTTTGTCTAGAATTAATATTACAGTCACAATTAACTCCAAAGTGTTCTATACTGCTTGCATACAGTACAGTGGGA 
AAGAAGAGATGTCAAAATCAGAGAAATAAGATTCCTCCATTATGAATTAACATACAAAATCTACACTTAATGCATCAGA 
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ACTAAGATGCAATGTTTTAAAGAGATTGAGTTC 
AACAATTGGCAGTATGTATTCAAACACTGTTTATG 

ATTATATAAATCACCTTATTAACTGCATTCTATCTATGGATCTATTATCGATCTGTATCTATCTATCGATCTGTCTGTC 
ATCTTTTGTTTTGTCTGGTTCCATGCTTCC^^GACATTTTCTGATCTTC^TTGTTACATAGTACTCTCTACTGAGTCC 
TAAAGAACACAGTTCTGTGTCAGGCTGATTGAAGTGTAATGATTTGAGTGATGATTGTAGTGCTCAATGAAAGGAAATA 
AAGAATATTTGGACTCTGTTC7VGCAGTCATATGGGCTTGTACAATATGAGTCTGCTTTTGAGAGAAGAAACTTGCACAA 
ATGTCTCTTTAAGAGCCTGCTTTTAATTCTTTTGGGATATATATCTAAGTGTGTCTTAAGATAGTTCTATTTTTAATAT 
ATTTTTTCATACTGTTTTCGATAGTGGTTGCACCATC 

ATTCTTGTCAACACTTACGTGTGTGTGTGTGTTTACAGTAGCTATCCTAATGGGCATGAAATTATATCTTATTGAGGTT 

TTGATTTGTATCTCTCTATTAGTAATGTTGAGCAGCTTTTCATGTACTTGTTGGCCATCTGTATATCATCTTTGAAGAA 

ATGTCTGTTCAAGTTATGTACTCATTTTTTGGTGGAGTTATTTAATCTTTTGTTTCTAAAATGTTTTGAATAGATCAA^ 

GTTTAACAGTCATTCCTCTGTGTGCTTTTATGTCATGTTTAGAAATGTGACTCCATTTTAAGCTTCTTAAATC 

TACTTTACCATTTTTTGGGGGCTCTCTTTTTTTATATTTAACTTTTGTCTATCTGTAATGTGTTTTGATTATGAAGAAT 

AAGGAAAAAATTTAGGGTTTGTTTAGCTTCCCAAACCCCACTTTATAGAATAATCACTGATCATGTACTAACTTATAAT 

ACTTGATCATTTTAAGTAGGCTTTGTTATTGAGTTCCACATTTGGCACACCTACTGGTGTAATGATTGCTCTAGTATTA 

GTGCAATAGTATCGTGTTAGATTTTGTTTGCAGTGTGCTAAGTGGTAAACCTCAGCTATTAATCTACCTTGACTAAATA 

TGTAATTGTTCCCTTTATTAAGCCCTATTTTCTTTCAAAATAAATATTAACTATGTTTCCCACTOITTCTTTTTTGGGG 

GAAGAGTAAATATAAAGAAATGTTTC C AGCAATGTGGGAGG CCAATG TG AAAG AATACTTCTATATTATAGAATGACTA 

TTTTTGCAAATGCAAAATGATAACAGAATTCCCAGATA^ 

TTCTTGGGCTAAATTTAGAATGCCTGATTACTGCACACCTGGTATGAAAATAGAAAACCCTTGTGCCTACATCACATAA 
TGCTTACCACATTGAGGTACAGATAAAAGAAGTTCTAGAATTAGGGTO 

TAAAATGGAGTAAATCTCATAATCCTTCTGAACATTGGTTTTCTCACTTGCTAAATAGGAATAAATAACATGCATGAAT 
AGTATAGAATGGTTGTCCATGTGTCTAAACATGATAATTTGTGGGGTATGTACTTTATAAATGATTATATGCAAAAAGG 
ATGGCCAGACGCAGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCAGGTGGATCACCTGAGGTCAGGAG 
TTTGAGACCAGCCTGACCAACATGGTGAAACCCCGTCTCTACTAAAAGTATAAAAATTCACCAAATATGGTAGTGCATG 
CCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGAAAATTGCTTGAACCTGGGAGGTGGAGGTTGCAGTGAGCCGAGA 
CTGCGCCATTGCACTCCAGCCTGGGCGACAAGAGCAAAACTCC^TCCACACCCTACCCTCCCCCCAAAAGAAGATGATG 
ATGATGATGATGATGATAATTGATATCAGTAACAACAACAGTAATACTGGTGATAGAAGATCCTTCTGGTGCAAACCAT 
TCTCAACAATATGTTTGCTCCAGAGAAGGTAGGGCCAGACTCCTAATCCCAATGTTGTTTAAAA 

GAATTCATTTGAAGCATTTTAGGACCCGAGAGACTACTAGAAGTTTACCGTTAAACTTAGATGACATACAGTTAGAAAA 
ATTTTCCATAGTCAGCTTTTTCTTCTCCTGTTATCTTCTGTATTTTACTAAGAGAATGTTTAGTTTTAACTACTAGAAA 
AACGTAATTTC^GGTTGATTAAAAGAGAAGAACCTAGATATGTAAATAAAGATGAATCTTTTAGACATGTAGTCAGTAG 
CTTTCATGTTACTAATGAAAAGTTCTTCATATCCTATGATTTGAAAGAGGAAAATCAAGTTTTGTGGAAGAAAATACGT 
GAAATTTTAAATAAATATACGGCAACTTTATATAGCCAGAGTTAATTCTTCTTTTTCAGTAAATTGTATTACCCTGAAA 
CACCAAAATGTCAATAGTACAATTATGGTCM 

GAATAGAAACTGCAAGAATTTTTAAAAACTGGGCTTATTGACTGGACGAAGGGTTTTAAAAAGAACAGAAAGACAAGGC 
AGGGCAAATCCTGGTGTATTTCACCTGCGTAGTGACATATAGGAAGAAGGGACCTTTCAGAGATCATCTTGAGTTTTGA 
CTAGATGATAAAACTGAGGTTCAGGATGGCACAGAAAAGTGTCCAAGGTCACACATTTAGGAAAATGTGGGACATAGAC 
ACAAATTGTTTGATGTAGTTCAGTAGTCTTTTTAGTCTGACCCAGAGCCTTTGGGGATGGGGACGGAAGGAGATTGGGA 
AGAGCTTGTCATTGATTCAGTATCTCTGCTCAGTGCCCTCTTGAGGTTTTTGTTTGTTTGTTTTGTTTTTGTCTTTCTG 
GTATTTTTCTGTTGTTTTGATCCTGGATTTGGAGTACAAAGAGACTAAACCATTTTCCATATTGCATACCTGACTTTGA 
CTTACACTAGGTGCATTGAATGCAAGAAGCAGTTATGTAGAAATGAATTAATAGATAAATTTACTGTAAATCTAGACCT 
TTATTGTTGTTCCTCCTATGCTACTAGTTAGCTGAGTGATCACAGGCAAATTACTTAAATCCTCATAGGCTCAGTTTCC 
TCTAATTTAAAAGGAGAGTGTTGGGTAGTTGATCTCTAAAGTCCTCTTCAGTGCAAAGTGCTGTGCTTGCCCCTCTTTA 
CCTGAATAATTCCTAAGATTGCTGAAGCATCATTATCTCCTTGTTCTTAGCTACTGATTGTATATTTAATTCCACAATT 
GGGTTTATCTCTATTTTCATTCATGCATCTTTGTATCATTAATTCCGAAGTCTCATATAAAATCTTTAATTCAAAAAAT 
TGAGTGATGGTACAAGAAAAGCAAACTGCCTATGAATTCCACGTGATTGTGCCCCTATTTACAAGGTATAAATGTGTTA 
AGAACTTAAAAGTTTTTGAGTATTGATTATTGTTGCCAAGTCGTCAAGACAATGCTTATAAAGTAATCCATTATCCTTT 
TCC^CACTCTTTTCCCTTTTAGAACAAAAATACCAGCAAGAAAAAAAAGGATGACTGTTCCAGGTC^TCAAGAAAGTAG 
ACTACTTGGTCATTATCAAAAATATTTTGAACATGTGGGCACTTTATAAAACAAAGAATAAACAATAGAAAATTATGTA 
CTTAGAAAGTCCAGACTGTTAATAATTTTCTGCACTTAACACAGTAAGTGGGCCCACAGACATTAAGGTACTAAATGAT 
TTATAGATGAATTTATTATTCAGTTC^ 

AACTTTTATCTAGTGATACACTAACTCTTGTGTTAGAATGTGTAAAGAAAATATTTTATAATGCAATTGTACAGTGTTG 

GAGTGATTAGGATTCAAACCTTCAACTTCCAATGAGAATTTTAATACTTAGTCTTTAAAAATAGTAAACTGAGATTTAT 

ATTTATGTTATTTCATACCATCCTATATTCCATAATCTTCTATAACATGATTTTATATTCCTACCTTTTATTCAACCAT 

TCTCTTCATATTGGACATTGGCTGTTTTTAATTGTTTTAAGATAAGCATACTTGAAGGTCAATCCTGGATTGGTGCATT 

AAGATGCATTCTCAGAAATATGATGTATAGAGTTAAAGAACATTTTAAAGGTGACATCGTGTTCTGCTTTTCAGAGACT 

GTTAGCAGTGTGCTTGTAGCGTATTACACTGCTGTATCGCTGTATCACTGCACCATCTCAAATATTGAGTTTTTTTATA 

GTTAAGTATTTATAAAATTAATATGTTGGATAAAATCTAATTTATCTCAATTGATTAACATTGAGGCTGCAAATATT 

TATAGTGTAAAAGAATTTTCTATTGTGAATTGTACATTAGTGTCTTATTGAGACATTAACATTTCCTGTCTTTGTTG 
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GTTGCTGTTGTOGTTGTTGTTTTGACACAGAGTCTC 

ATTGCAACCTCTGCCTTTTGGGTTCAAGCGATCCTCTC^ 

CC^CACCCAGCTAATTTTTGTATTTTTAGTAAAAATGGGGT^ 

TCAAGAGATCTACCTGTCTTGGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACTGCACCCAGCCCTTTCTCCCTC 

ACACTTTTGGAAAAAATATTTTTCTCAGTTTGTTGCTTGC<^ 

GACAAAAGAATCACTTTTCTTTTGGAAAATTTGATCTATGACTTT 

ATGTTCACCTTTATTTTTTTCTAGTTTTTTTTAAACTTTGTTTTTAATCA 

GATAAAAATTTGTGTAAAGCTCTACTATTTTGATAC^GATTGAAAAGGATAAAAAGAAATGA 

TGTTTAGAATGAACATGAATGATAAACTAATAGGTATTATTTTACAAATTATAGAATATTAAAGATAAATATAOT 

AGTATAGAAATATATTTTATATTATTATGTTAAAATATTAAATATTTCAGGCATGTAAAAATAGATGATAGTGTAGC^ 

TTTATGCATCAAAGAGTTCAAACCATACAACACTAAAGGTAAAACTGGGGCCCCTAGTGTACCCTTCCCCAATTCTATC 

ACCTTTCCTTCCCACCCAGAGGTAACTACTATTATGTGTTTACTTTTCTTGAGTATGTTCTTGAATAGGTGTGTATTC^ 

AAAGAGACAGTTCCTTTTTGCACTTTGGiyU^^ 

TAAGATATTTATTATAATAAATATTAGACCA^ 

TTGTGATTCTTATATTGTACTGCCCCATATTCT 

TACAAATATGTCAGCTTATGTATGCTGTTGCATC 

TAGCCTGTCTATAAAAAATTGAGACATTTATTTAAATAATAATTGTCCCACAATCTATTCATGTTTATG 

TTTGAAGC^A^TATGCCATAGAAACAGTATCTCTTGCTC 

TAATAAATCTTTAATGTATAATACGAACTGATAGAAAAAT^ 

TGAGAAATATAGCTTTGTCTAATGCTGCCTTTGTAAAACCGGGAAGTCAAAAGACAAATAATATTTTGATTCTATATGT 

TATGTTGATTATATATAGTATGTATGTGAATGTGCATAACTAT^ 

ATACTCATGAAAATGGTAAAAATCCAGCTAATGATTTAAACATTG 

TTCAGATCTTTGCAAAATCTAAATGGGCTTGTTTTTAATTTTCATGTGGACATTTGAAATTTTATA 
ATATGTTTTACTGTACTGTGAGAATTTAAGATTAATGAAATAT^ 
TCACAATACCGTGGCCTATTAGATTGCTAAGAAATTA 
TAAGATTAAGGAACTTGCCCAGGTCACAATTTTTTTCT^ 

C CTGTCCAATACGCATGAATTACC CTACTATAAACAAAGCTAGGGAATTTAATACATAC CGAAAGGCATTTTGTAATAT 
ATCAGAAACTATACAAAACGAAGAATAGTCATAAAATAAC^ 
CACTTCCAGGAATGCGACTTTAAAAGCCTAGGCTTTATGTTAT^ 
CTATAATTAATTAAATGTTATTATGTAAATGCAGA^ 

TCCTTAGTAATTTCTCATTGCTGTGAAAAACATCTGTAACCTAATACATTTATATTCATTTTTCATATT 
CATATTATTTTTAAATATTTGTTAACAGGTAATTTTCTGATra 

GCCTCCAAAAATTGCAAAGAAGAAAATTTTAAAACCGTTATAATCCTACCTTTGAAATAATTATTCTTCAAATGTTAGA 
TATTTGGAATGTTTCC^GGTGTTTACTGGTATAGTTAATGCTGCTGTGAACATCTTTATTGCACATACCTTTTAACCTC 
TGTGGAACTGATTGCTTCTTTCATGATTTCTCCTATA 

AGACAAAATCTCACTTTATCACCCAGGCTGGAGTGCAGTGGCATGATCTCGGCTCACTGCAACCTCTGCCTCCCGGGTT 

CAAGCAATTCTCGTGCCTCAGCCTTCCGAGTACCTAGGATTACAGGTGTGCACCACCATGCCCGGCTAGTTTTTGAATT 

TTTAGTAGAGACAGTGTTTCGCCATGTTGGTCAGGCTGGTCTC^^CTCCTGACCT<^GGTGATCCACCCGCCTC^GCC. 

TCCCAAAGTGCTGGGATTATAAGAGTGTGCCACTGCACCCGGCCAATTGTAAGAATTATTTTCAAAGGAATTTATATCA 

AGTTACAGTGCCCCAGAATATTCTGTTATTTTAGCTGTATTGAATATCATAATTTTCTTAACATGTTTTGTCTTTAGAT 

GGTATAAAATACTATCTC^TATTATTTTCCAT^ 

GAATCTTTCAATATCTACCTGATGAATCAATGTTT^^ 

TTATTATACTTTAAGTTTTAGGGTACATGTGC^ 

TCTTTATTTTAAGCAACTATTTCTAGTCTTTTGTTTCTCTTGTTTTATTAAATTTTTATTGTAAAGAAGTTTTGTTTTG 
GCCAGGCATGGGGTGGCTCACACCTGTAATCCTAGAACTTTGGGAGGCCGAGGCAGATGGATCATTTGAGACGAGGAGT 
TCAAGATCAGCCTGACCAACATGGTGAAATCCCGTCTGT^ 

GCCTGTAATCTCAGTTACTCAGGAGGCTGAGGCAGGAGAATCACTTGAACCAGGGAGGTGGAGGTTTCAGTGAGCTGAG 

ATCGGGCCACTGCACTCCAGCCTGGGCCATGAAGCGAGATTCTGTCTCGAAAAAAAAAAGTTTTGTTTCTGTGATAGAT 

ATTTTGCTTAGCATGCTTGCTTTTTATATTTAGAAAAACTAAATCTATTCCATCTA 

AAGATATGTAATCTCAGTGTTATTTATAAAATGTACCATTCTCA 

TTTGATATATTGAAGAGTCCTATTCCACTGACTTAAAAAATTGAG 

AT1TGTTTGATGGTACTTCAAGGCAGTTGGTGAATAATTTAGAACT 

TAATAGAAAACAAAATATTTCCTCAAATTACATTCTTTGACATTAGTAATGATTCCTTTATATACATCT 
CTCCCAATCTGTTTATATGCAGAGATTCACAGCTTT^ 

AATGGGATTCTGTACTC^^CTATTCCATTGGCATTCAAGTGAATAATTTTTATACSAAACTTCTTCA 
AACTGAAGTGTATCACTTTAAAACAAATATCCTATGGGCAATAGAT^ 
AAACCTCAATATAGGATTAATAGGGTTCAAGGGGTTTT^^ 
CTTGCATTCATGAGCACATCATGGTATATGCT 

GCAGTCTAGACCTCCGC^GCCTTTGCACGTGACTGGACTCACTCAGGTTAATCTCTGAACCAGTTGTAGAGAGCTTTT 
TTCATCTCTCCCTCACACATTTCCAAACTCTTTTCTTTCTGTGTTTTTTAACTGTGACTTTTCTTTAC 
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AGAATTTTTTTTAAGTCCATGACATATCCAATGAAATCGAAATGATTO 

TCTTGACAGTTCTCTCATATCTATCTAGAAAATATCTGGCCAAAAAAACCCACTTTACTTTGTTTATGAGATATTAGAT 

TATTTTGTACATTTTCACATTCCAGGGCTACAAGGAGACCACAGTAGACAAAATCAAACCGTCTTCCTTTTCTTTATAG 

GCTTGTCT CAG CAATGCAG CACTGTAATGTCTCTTACTTGAAGGAACTTCATTCTATTGTAAATTCTTAGGACAAATAG 

AATAAGGAGATAGAAGAGTTGTGTGAGTTATAACTTATATGTAATTTTCTGTATATATTTGGAAAGTTCAACATCAGAT 

ATTGAGTCTATTTCAGTCTGTTGCTGTGAATAGAATACACTATTTTATCCTATTGGTTCTTTTCTTAAACTGTCAACCA 

TGGTTTGAGCATAGTTTAAGAAAAAAAAi^TGAATGCTTTAAATAAAACCAGTACCTGGGTTGGAGGTG 

ACAAACCTGTGTATGTGTGTTTGGGTGTGCGTGTAATC 

TTACATCAGACCATGAAATTGAAAGGTGATTCTGATAATCTATTTCATTAAATAGAAGTTTATGATACCATAGACTCTG 
GAATAAAAAATTCCTTAAAATTCCCTATTTAGATTAATGCAG 

ACTCTTTCAGTAATAACAAGAAGTGGTTGTCAATAATACTCTCATTAAAAATAATTATTTCAGCATTTAAAAAGTAATA 
AAATTGGTATTTTCTAACTTATATGCTTAATACTCATCCACAAAGGTTAAATAATTAAGAAATTAAAG 
GAAGGGAAGAAAGAGGAAGGAAAAGATGGTAATATGGATGCTATTACCATTCACAAAAACAACATTGATGATTAGGCAT 
ATGTTGACATTTCAATTTTTTGAATCTTGGTAAAATAGTCAT^ 

TTCAACTCTGTTTCAGCACAGCAGATAACATTCTAATCCATGTAATCATAAGTAGAAAAAGCAGAAAGAAATAGAATCC 

TAACACTTTCCAAGCTTCCTTCTCTTTTGTTAGATTATAATTCATGTACATCCTTATTGGGGTATGGGAGACACTGGAA 

CTTATTATACTACATCTCATCCATTTGTTCTGTCTCCATGACTGACTTCTCAAAATAATCTAAACTCTTCAGTGAGCCC 

TTTAAAGTCATGGTTTTATCCTATATCTGTCCAGGATTTTATCTCACGTTTTGCATGTATCCCAGCTCAAAAGGATTAC 

TTTTCTGAACTTTCATTGCCCTTGGATTTTGACCTTCCATATACTTGAAATTCTCTCTTTTTAATATCACCACCAATAA 

AAATC CATCCCTCAAGAC CTCAC CCAATTATTATTTCAAACTCTAAATGCTGATCAACTATGTGGAGCTGACCTTTTCA 

TCCTGTAAATAAGTGTTATTTTCTCCTTAAGGGATTTC 

TTTGAATTCTCCATTGTGCAAITTCTAGCTCACTGTCATACAGA^ 

TAAATGGATACCATCACTGGGCCCATGGAATTGACTTACTTAACT 

ATACC^TCAATTCTCAATTATTCATGGGGTTATTATTCACAACTTACTTGTGATATGTCCTTAAAGGTCATATTTACAT 

AATGAATGATTCTGCCTATTTCATTGGCATAAATAGGTTCATTTAAACAGATTTCATTATTTAATTAGCTCCAAT 

CCTTTACCATCTTTTTGAGAAGGCAAGATTTTGCTTTTAGCTGTCTTGCCTAAATCTGAAAGCTCATACTGATCATTTC 

CATTTAATAAGGGAAGATGAAAAGGGCCGGTCAGGGGACTGGGATCCAAAAGGTCAAGAGTTTTCCATTCCTTCTTCCA 

TCAGATCTTCATAGTGGAGTTTTGTTAATTTGTGAATTTAGTTCAATGAGCCAAAAAAAAACTTGCTGATCAAAACAAA 

GCCCCTTTGGTAGGGAGGAAATTCTGTCTCTTTGTTTTCTCTTCCTTTCTCTCTGTGCGTGAGTGAGTGTGTGTGTGTG 

TGTGTGTGTGTGTGTGTGTGAATGTCTCCTGACATTTGAAATTCACAGTGCAATTTAACAATAAAATAATAAAATATAG 

CTTTTTACAAAAGGTGTAAGCATAGATTAATGTACAGGTTTTCAGAGTlAGGACAteTTAGCTTGCTTCATrTTTAATCC 

TTAGGTAAAACAGAGGAAGAGGAAAGTGAATTTTATTGAAATTGACACTATGTACAATGAATTACAAGAGAACTATAGG 

AAATGGTTAGATATGATTAAATAATAATTATTTTGAAATTAAGATAAATGTCAAATGGGAATTATTTGCTTTTTCATTA 

GGAACTGCAATGATGTTTGCGCAGCAGTGATCTATCTAGACAGATTTTGGAAGATGTCAGCAATTTTGTTTAGTCTGTC 

AGCATTTGCAGTGGCAATGATTGGGATTTACTTGATGCATTCACTCTGGAAAAAACCTTTTGTGCACATTAGCATGACA 

ACTGGTGTCCATGAAATACAAGAACAACATTCAGTTATAATGCACTTTACACCAAATTAATGAATAGTTTAGGAAGGGA 

AGCAAGAGCTGACTTAGATGACTTACAAATATCTGCTTTTTTGCATTTTCTAAGGTAGATAATTTGTGTATATTTACTT 

TAAAAAGTATTTTGTAAGCAAAGAAATGACTGAAGGAAACATTAACTCCAACAAAACCTAAATTAATGTGTGTCAATGT 

AATAAACTTAGGAAGAAGGCGGTTGCTTGAAATATTGTAGTCTGGCACCAGCTCCTTCAAAATGGCCATGTTTTAAAAG 

TATGG CAGGTGTGCTAAAAAGTCTTTATTG C^AAATCATTAGAAAGTCTTTTTTTGTCAGTTT7U\AATGCATTCAG CTA 

TAAGCAATAGAAAACTAACAATGGTTGAATCATCTAAGGGTTTGTTGGTCTTGTGGAAAAGGATATCAGGAGGTAGCAA 

ACTAGGGCTAGTACAGTGATTCTATGATACCCTCAAATATGTGATTTCCTTTTATTCTTTCTTCTGTGCCAGCCATCCT 

CAGCATATGGGCCTGTCCTGTGCTTGTCATCTCACGACCATTGGCGGATACTGCTTCCCACGGCACWATCTCCTCATTC 

CAGGGTAAAAGAAGAGAAATGGAAAGGAAGTAGGAAGGGATGGTGTCTGTATCAGGGAAACAAGGATTTCTTAGGAATC 

CTCAGCTTATATAAACCCAGCTACCTTGCCCCTCTCTGACAACCTGTTCTTTGGCAAGAACAATTTCATATACTTGCCC 

CTACCTTCCAGGGAAGCTGAGGAGCTTGTTTTTTTTAACTAGACATATTATTGGGTGATTAACATTAGGCTTATATAAA 

TAAGAATGAAAGGGAGAATGGATATCGTATATACAATCAGCAGTGTCAGCCACAGTCTTATAGTTAAGTGGACACCACT 

AAATTTGGTGGGATTAGAAAAGCAATTAGTTGGTGAGATATAAAAAGCAATATAACATAAGGGTTTTCAAACAAAATAT 

CAGATGATATTACCTGTATACTATTATGTTAGGGGTATAATACCATAAATATGCTAAATTCAGATTAATAAAAAGTTTT 

TCACTTTCTGCACAATCATGACCTCCTTTTATTAAAATAGACAAATAGTCTGGGGTTAGTCACACAAAGTCTATATGGC 

ACATGACTACAATAATTGATCTGCAACCTCTCTGTTCTTTAAAGTGATTCTGTGATATCAAGGAGTGTTGAAATTAAAC 

CCTGGAAGCCACAGAAGATGCCAAATGGACACATTTTGTGACTATTTATAGCTGATCC1AAAAATGAAAGGGGAGAATGA 

GGAAACTGATTGATAGTCCCCAATTCTGTTTTGATCTGAAATAGCTTGTTAAATGAATCTCATTGTCAGAGCTAGTTTA 

AATAATAAATGTCTCTACTCTCCACTATTCCGTGGATATGTGAGTCTGAAAGTAAAAGTTTGTAATTAAAGTGACTGCA 

TTTTAAAGTTTAAAAATTGATCTCAACTAATAGCTAATACTAATAAAATAAATAACTGCATTCTAATTTTTTAATTACC 

CTGGTTTGGAAGCAGAAACATGTTTTGTACATAGCTGTAATGTTATTTCACTTTAACCTGGTTGTCCCCAGTTTAGTAT 

CTACGAAGCTTTGCACGTATCGGAACTCCATACCTGCTTCTCCCTTGGTTTCTCTTCTCAGTGATAAAGGATTTGACTT 

CTTTCTTCCCCATTCCAGCTTGCACATTCCTGAAGTTTTCCGGCTTGGAACAAATTATATTACTAGGTCTGCAGTATCA 

TTTAGATTGAGAAGTATTGTGATAGAGCAAGGTTCACCCTAAGTATTGACTCTTAGAATCTGCTCATTCCATAGTCTGT ' 

TGAGTGCCTTTACCTGTCACTGTTGTCCTAAGCACCAGGAGTGTAGCGATGAAGGATTTCTAGTCCTAGTTATCTAAGG 
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ACTCACAATTAGGTTTCTATTCTGGGGCTATTTTGTACATTTC 

TGACTTGGTTTCAGAAGGCATAAGAAGTTGGTTTCATGGTT^ 

AATTAATTTGTAACTAGAATTAAATATAGCTAGAATTAT^ 

CTGAATAATATAAATATTGACAGGCTGATATTGGGTTTTCTAGACTTACTOT 

GTTAAAATATACTAAGTGAAAAAAAAATACTCAAGTCACTGTATTA^^ 

GTTTCTGGAATTTGCAATTTTAAATATTGATTTTTGGAATGTGGCGACTTACACTGCCTACTTTTAGTTTG 

GCTCATTTTTGAAAATATCCTATACTCTGCATTTATCCTTTC 

AGATCATGTCAGAATAATGAATCGTGCTTCTAATTTGATAAATGTAGCTT^ 

TCTGGTGCAAACTTTCTCAAGGAGAAGATTTAGTGTTTCAGAACCATTGGAGTAGATGCTATATTAAACATTGAGGCTC 

TCTCACCTTTAACTTTATAAAGCTAAATATAGTCAACAAATGA^ 

GGCAGGCCTATGTGTGfcGGCCAAGATGCTTCCTGGAATTA 

AAGATAGGATGTCAACAGTTTCTTCATAAATGTAAGGTTATAAACC^TGACATTTGTGAAACTATTGCAA 

GTTGTGTAGGGATAGGATGACATTTTCAGAGGAAATTCTCT 

TTATAAGCATAAGAAGTGGATCT(^TATAAAAACATAAAATATTTTTTTCA 

TAACAACTGAGAGTCCCTGATGAAATTAGGAAATCTACAGCCATTTATTTTAAATCOT 

GAGACAAATTAAACACAAATCATTAGTTACATTTO 

TTATGTACTATATTGTGCCATATAGTCACAGGAAATCTGTTTTCCTTCTAAATTATTAATAATTTAAAAT 

TTGTTTATGTAAGACAGCTGGCCAGGCTATTAAGGGAGTACAGCTACACAGTAACACCAAGAGTGAGGTGTCCATCTGA 

GCTACCACATGGAGAAAGAGCAGCTGGCTTTGCCCCACCATATTCAGTTGAAAGCTGCTTATTA 

ACTTGAAAGGAGAGAAAAGGAAAGAACAACGTCAGGGTAGAATGTTTACTTGTTTGAGCCTCCG^ 

CAAAGATTTGACTTGATTTTTAAATCAAACCAAAGATCTTT 

TATAAGTTGTATTATTTTTATGTTCTTTTGTATTATACTATGTTCCCTTTTATATTATGTT 
AGAGTCGGGATAGATCAGAGCTCAAGTCTTAATGTC^TCTCTTCC^^ 

CTAAGCCTCAATTTCCTCATCTATCAAATGGGGATAATATGTTTACTGACTAGAAATTAAGTAAAAT^ 
ACTGGGTGCTACTGTATGATAACACAAGAGTTACTACAGATGCTAT^ 

AAAG AAG AC AAG ATG CAAAGATAAAGAAGGCAAAATG CAAAGATCC TATTTCAATGAAG CCAATAGTAGTCTTTCAAGT 

TGCTGTTCCTTCTTATTTCTCTTCCTTCCAATAATAATAATTCCTATTGTCTACCAAGTATTGAGAGCCTGTCAT 

CAGACACATGGCATGCATTGAGAGAAAGAGAATTCAAATTATTCTCTTG^ 

ATTTGGTTCCATGTTACTGCTGAGTAAAAGAACATGCTCACAGAGGGTAAGAAACCTGCCCACCAGCACCTTACCAGTA 

GACATTAGAGTCAGGACTTTiyUVCAGGCTTTTG^ 

GAGGATCTCATTCTCACTTATTTCCCCTTTTTTATTTGT^ 

ACC2VGAAATTTTTACTCCTGTGGAAAGAGTAATTGG 

CATCAGCTGGAAGCTTGCTTTTAATGCGTGGATAAACCAGCCCACACATTTTATTTTCCCTGAGGCGTATTGCTC 
AATCTATTTCTGATTTTAAGAAATCAACATATGCTGAACCAACTC 

CAAAAATTATGTTGTATTTTCCACTTCTAACATTGTTGATAGAAAAGTTGAGGTAAACACTra 

CTGCTAAATTAGTCTCTCTAAGTAAAAATGTCAGGAGGCTATTGTTGGATTAATTTAGGTGGAGTTGATACAGTTTTAG 

GG AAGAACCGTTCTACAGTATGAGAAGAACTTTTAATATTATGTTAGTTATAATCTGGAGGA.TTTATCATAC 

TATATCGTATGTTTTGACTTTCTCCTCTATTGGGCTGTGGGCTCAATTAAGATAAGAATGTATCTCCCTTATCTTTGT^ 

TATCGGTGCTTAGTGCATTGCCTGGCAGATAGCAGGCGCTCAACTCTGTTGAATTAAATGATGAATGAGTTAAACTAGA 

TGGCTATATAGTTGATCTTCTATATAGTTGATCTTCTATATTCAAAATATAGTTTACATATATGTATGCAAGTGTATAT 

GTGTGTTTATGAATAAGAAGAACTATATCTTCATACTGTTGAAAAGTTATATTGTTTCTCATACAGAT^ 

AGCTAAAGTTGTATCAATATTAAATTTATAACTAAAACGATATTACGTTGGCACATGAGGGTTTTAGTCAGCTCCAGCT 

GCTACAACAAAATACTATAATCTGGATAACTTACACAACAACAGATTAATTTTCTGACAATTC 

TGAAATTAGGGTGCCAGCATGTTTAGGTTCTATTGGGGGCCCTCT^ 

GAGAAAGAGCAAGCTCTCTGGTGTCTTTTCTTATAAGAGCACCAATCCC^ 

TCACCTCCCAAAAGACCCATCTCCGAATACTATTACATAAAGGGTTA 

AATTCAGTGCATAGCAATGAGTATCTTGTAGGCTTATGA 

AAAATGTTTCACATAATTAGTTATGTTCACATGATCTAATGCCTC 

TTAAAATTATAGTGTTGGGAAAAGAAGCATTTAATATTTGTTAGCATTGAACTTAAAAAAAATTA 

AGAGAAATGTATATGTTGJ^AGAGTAGGTGTGGATGAAATGAAAGAAGAGAGCTAACCCTTCTCAGTGCCAGACACAGTG 

GTGTGGGCATTAATAATTCAACCCTCATAGCAGTCCTTAGGGTGGTC 

AGTTTACTAATTTGGCCAAAGTCACATAATTGTTTAGAGACTGATTCAAATCAATGTCTTCTTTAT^ 

TTAGGGACCTTATCTGTTATTTATATGAAAAAAAACAACTAACTTTAATGTTTATGGAGTTTGTTTAATTAAATAAA 

CCTTAGGATTTCAAATTGTTTCCTAAGTCCAAGAGATCCC^^TGAGAAGGAACACAAAGTAATTTTTAATGATTT 

TAAATGCTTTAGACTGAAATGGTAGCTTCTTTTTAAATAACATTTCAAATTAGGTTTACTATTAACATTTACAAAGAAC 

CAGGGCTATAAATCAACTTTATATGCAGTGCATTCCATTGATCTTAATAGTTGTATTTGCAAGCTGAGTAGAAGA 

TACAGTTCTCTCTCAAGGGATAGATCTCCTTTTTTGGGCAATGAATATACTCCTTCAGAAAGTCCTCTTGCTCTTTTAC 

GTACTCTTTTTTGCTTGGTATTTCAAAGGCTCT * 

AATGTGTTTATATCTTGGGTGTAATGCCTAGGTTAATAAGATGCATAGAAATATGGACCCAGTGCTACAGGCCCAGCAG 

TGAGCAAAACTCAGGGAAACAAGTGACACTAAACAGTGTGGAGAATGCAAAGGCTAAAGGCTATATGAGT 
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AGCACGGAGGTATGGGCTGAGCAGCGCTGCCTGAGGAGGTGATGTACAAGTGGGTATTTATCCCCCCCGGGOU^ACCAG 

AAGGAAAGGTAAAGCCAAGGAACAAAGTAGACAATGGAGATGGTGGGGAATGGAGGGAGAAGAGGAAAGAATCTTGGAG 

AGATAGTCAGTCTTAAGGTCCAATTAAACTATTTCATGGCAGCCATTATTATCCTGAATTTTATGGATGAAGAAGTGAG 

GTTCAAAAATATTACATAACTTGCCCTGTGTGACAAAATAAATGAAAAGCAGAGCCAGGTTCAATGAAAGTATGTTTGA 

CTTAGGTTTTAAAATTCTAGTCATAAATGGCAATTTAATGTTGTTATATATTTGTATTGGGCTTCAGCAAAAACAA^ 

TAAAACCTCAAGTACACAAAAGCTCTAGTAATAGAGCCATGTTTGTGCAGTTATTTCCAGCA^ 

AATTCTCCTCAGCCTGACATTATATGCCCTATC 

TGGGAGAAAGGGGGTTAGAGAAGGGAGGACATCTGTGGACAAGCCAATAAAAGCATTTACTGGCATCGTGACTTCATAA 
TTTACACTTTTATTTATGCATAATTAAGTATAAATAAACAAAAACATGTATTTTCTAACTGCTACCTGTTCTGTTTCCA 
GTCTTGCTTGAAAATCATCTTTCTCAAAAAACTACCTATCATGTGCTATGCCCATTACCTGGGTGACAAAATGATCTGT 
ACACCCCTACAAAATGCAACTTAGTCATGTAATAAAGCTGCTTATGTTCC CTCTAAAC CTAAAATAAAGGTTGGAAAGG 
AAAAAATAAATAAGATAAAAATTATCTTTCTCTATCAGAGTAATTTGACATCTTGAGGAAGTGATCCTGGGACTTCATA 

TTCTTTAGGATTCAGGTGTCCAGATAATCCCAGAAGTAGCCAGCAATTTGGCCATTTGGGGTGTAGAAACCTTCATACC 
TAGGTTATTGTAATACCTCAGGCTATTCTCTCCAGOT^ 

TCTAGAAGAGTCTTCAAATAGGTCCTAGAAGGACCAAGTAAAAT 

AAGTCAAGAATAAAAGAAGTCTGGGAAACATTGCCAGGTCAGCTTCTTTO 

AAGGAGAGAAGGAAAAAGAAAAGAAAAGAAAACCTCAATGAATGCTCCATAACCTGGATTTTAATCTCTCTTTCCCTTT 
TTGGGATAAAATTGTTTAATGTAATTAACTACAAGGAGAAAAGTTAACCAGTGGCTTCTGCTTTTGCTGAAAGCACTTT 
TTCAAACCCAGCTGTCATGTCAAATGCATTCAATATTAGTTTGGACAACTCCTTACGTGGGTCTCAGAATGCATCTCTA 
AAGAAAGTGTTTAAATATTTTTTAATGTGAAAACCCATATGGGTATTTTGGTGATAGGATTTCTTCTATGATTCAGGAA 
TAAAGTATAATGCCCAAATAGGCCCTTGCGATTCCTATCAGGGAC 

TATGTAAATGAAAAGTCTCACACATCACAACTTCTGTTTTTCTCATTGTAGGATCGCCTCATCTGTATTTATCCACATT 

AGTAAAAATTATCCAAATCCCAGAAATATAACAATAGTCCGTATTTCTTGAGCATTTACTCTGTTCTAGGCTCra^ 

AAATGCTTTGCATGTAATGTCTCATTTAGTTTTACCACATTCTATGAGGTATTTACTCTCCTTTTCTTATATGGGTAAG 
AAAAGATGTTGAGTTATTCAGGTAATTTGCCT^ 

AGCCCATATTTCATCATTTGACTGTCCTAGGAAACGCCT^ 

ATTGAAGGTATATGCAGATTCTCTTTTCCTGTTCTATTCCACTAGACCTGAATATGAGGGATGAAAATTGCTTTGGTTT 
TGATGTGACTTCAGTAGCTTCTGTATTTGACACAGAGGTGAGTCAGATC 

TATTAGTTTATAAAGAAGGCTGAACCATGACTATATAATAATGAAGCAATTGTAAAAAAATC^GAAAGCATTCACA 
ATTCCTTGAATTTCCAAAAGCATTCAACAACAGAAAAAGGGCAAACACGTTT^ 

CTATGCACCTTCAACAATAAAGGCTTTTGGTATATAGGAGTATACTGAGCCCAGTTAGATTCAAGTGAAATTCCTAGTA 
ATGTCCTGGTATACAAGGAGCTTAAATGTTCAACATATAACATTGTTTCTTATGATAGGTTTCACCTATAAGCCCTCTA 
AACTGTTTGTAACTCTATAAGAAATAATTAATAAACCCCAACAAGGTCTATTTAATGTCTTGAGACAGATCATTCTACT 
CACTTTAGATTTCTTATAGATAATAACCAGCACCTAAAACAATTTTTAAAGACATAGGAAATCCAGAATAAATATAACT 
ATCATAGGAACATGGAAAGAATTAAAGAAATGGCAGAAGTTGGGAAAAAAACTACTGGAGGAAAAGGGTGAAAATGTGT 
GACAATGAAGATTTGGAAAGGTTCTAGAATACTTTAAATTAAGTTAGAATAAACTTTTAGTTGCACTGTGCTTTGACTT 
TTTATTCAGCCTAAATTGTCCTTTTAAATTCAGGTTGTTCATCTCCAAGGATGAATGTAATTTAACTGAATCTTGTATT 
AGAGACTTGCACATTTCTCACTCATTAATATGATCAAAAGCATCTTATTTATGTCAAAAGACGAGAAACGAAGGCCATT 
. TTTGGCATTGTCCTAAAGTTGTGCTTTCTTGCCTTATTAGCATTTCATTTCAAGCAATAGATTGAACAGAAATGCTTGT . 
GATTGAATGAAGATTAATTATAGGGTATGGGAATATTCAAACCTTTTTAATTGTTCTGAGTAGTGTCTTCTGCTGTTTT 
GTTATC C AAAAGGGAGTAAGTATTTGGGGAACAAAGATTGTGAC ACATCTGGTAATATTCAAGATGCACAC CCC CTCAC 
TAGACTGTCAAAAGGCTGGGCTTGTCACAGATGTCGAGGCTGTGATGTATTGTCACTCTTGCTGCACCCATGGATGCGC 
CTCTCCTGATATGCGACTCCCATTGGGAATGTGAAGACACAGAGGAGATTTTTAATCAAGAGCATAGGTAGGAGTCAAT 
GATGCATAGCTGGCAGATGCAGATTTCAGCCTGGGAATATTTAGAATAATTTGGATTGCTTTATAGTTTATAGTAGCAT 
CTTTTATGCAGGACTCTGACCTAATTATTTCAAAAATTATTGCTACTGATTATAATCTCATTGTTGCTTTCTTTTATCT 
ATTCATTGTTTAAACAGCATTTTTAGGGGGCAGGGTAGGGAGAAGCAGTGTAGCTTGGTAATAAAGGGCATATGATCTG 
GACCCAGCCTACCTTGGAAAATGATTAAGCCCCAATTTTCCTATATGTAAAATGGAGACAATACTAGCATCTACCTCAC 
AATATTGTTGATTGAATGAAATGAGATAATATAAGTAAATTACTTCCAGTAGTCCCTAGCACATAAGCACTCATTAAAT 
GTTAGCTTTTAAAATTGTATTCCAGATTAACATGCCTT^AAAACTAGGGCTACGTACTGAGAATTCATAGAACCAATTTT 
ACTTTGTGTCTGTGTTCTTATGCCTGGATCAGGCATTACGAAGAATACAGAGAGAGAAACTTTCTATTCCTCAGGGTTG 
ACAATAGAAGAGAAATAATAATACACAGGAAATAAGTAAAAGTATAATTCAAACTCCAAGTTTAATGATGTATAAAATG 
AAGAGGTCAGTTTGGGCTATAACAATCAGATAAGATTCACTAGGTGCTAAACTCGATCTAAACTGAGAAAAATAGACAA 
GACTTATAAATATTAGTTTAAAACATAAATCTGAAAGTGTTACTCCCCTATATTTTAGTAAGACTTCTCTGTGGCCCTT 
GCTCCTATAACAGTTTCTTTAAGGTTAAAACTGCTGGGTTTCTGAGCTCTTCTCCATCCTACTAAATGAGAACCTCTAA 
TACAAGAGGACAGTGCTTGGAAATCTACATTTGTATAGAACCCAAGTGATTCTTATCAAGC7U^TAATGGAAATTCTAT 
CTTAGAGAAGTCTAAACATACTAAGGCCCTTGTTTAGACTCTATGTAATTTCATTTTCAGCCACTCTGGGCCTTGACCC 
CTGAGAACCAGCAAAAGAGAACTTTCTTCAGCACTTGGCTTAGCCCTCCCCTCTTTTGTGAAGGAGTTTCCCTTCACTG 
GTCAGTGTTCCTTGTCTTTAATGATGGTCTTGAACACCACTATGTTGTTGTACTTAAAACACAGAGTTGTAACTGTTTA 
CAGGTTTATATCCATTAAACCACTTGATCTTGTGTTTCATGCTCTCTTATTCTCACCTTAGCATTTAGTTACCACTCAC 
TAAATCAGTTGATCTTGAAACTTTAGA7VATCTTACCCTTACCTGAGGGGTCCTTGTTTACAAAGCAGATTTCTAGATGC 
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TCTTGCTCAGGTACTCTTATTCTO^ 

CACTTTGGGAAGCTAAGGGAGGAAGATCACTTGAGTCCAGGAGCT 

CTCTACATAATTAGCCTGGCATGATAGCACATACCTGGCTACTCAGGAGACTGAGGTGGGAGGATTGCTTGAACCCAGC 

ATTTTAAGGCTGCAGCGGGCCACAATCATGCCACTGCACTCCAGCCTC 

AAGTGAGCATTTTAACAAGTGTGTAAATAGTCTACCAT^ 

AATGAATGAATGTGTGACAGAGTGGAAGAAACAGCTTC^GAAGGGAGAATAAACATAGCATTTACAGAAGATA 
ATACCACTGATTTGGTATGTTGGATGCTGGTTGGGAGAAT^ 

T CTTG AGAAATAG CAGAGTTTG AATTGAATGTGG CTTTTTGCATAAAGTGGTAATTTTGGAATTTTGGAATAGGAGAAT 

GAATAAAGATGGCATCCCCAATAGTTGTCATGGCTAGTCTTAGGJ^ 

AACACTGAAATGTATAGTGTTATGCTATAAAATATGTAGATATTGAGT 

GGATAAAACTTCTACTTAAATAATATTGTAATTTCATTCATTAATGCATGTGTATAAAAGTGGATCAGTATTGTGGAAG 
GTTTGCTTAAGGTGAGATACATGGAATGGTAGCCTG 
ATTCAATGATTTTGAGACCTGGTTGGAAAGC&CAGGCATTATTAAA 
AATGCAAAGGTAATCAATACTCAAAACTCATTAGTTCCCAAGTACTTCATTATATTTTA 

GTTATGTAGTCCATCGTATCTGTGTCGTGGAAATACTATATAATGAGGTGCAGCTACAAATCTCTTCCCAACTCCACAT 

TGAGGGCCATCACATTGGTAGCTTGAAATAAGACATGCTGATAGTAGTTACACCATGGAAATGGACATACTGCACAAAT 

CAGGCCTTTTTTTTTCTCCTGGAGAGCCAACTGATAAATATOT 

ATTGTTTTGGGGTAGAAATTCATTTTGGTACATGGCCTGACT 

ATTGAAGCCACTTATGTCTCCTTATATGAAACC^ 

TTAGTTGTAACAGAAGAGAGCAGGTACCTTTATTGTACTTC^^ 

AAAAAAAATTTATTCCCCCAAATCTGATAAATATGCCTCTATT^ 

TGAAAGACATTTTCAATCTTTCTTGAAAGACAGGGAGAATATTGC 

TTGTATAAAATCATTCTTCATCACTGTGAAAATAAGAAAATC 

AACAGCCTCTGTTCTTACAGTATGGATGTTACTCTTGGTTTATAGCTC 

AGGGCCCTGAAGAAAGAAAATTGTGCTGATAAAATTACTTTATC 

GAAACTTCTGAATTTTTCATGTATGCCTTCAAGAGTTGTAATCCTTACTTAAGCAAATGTCTGTTTAGGAGAGA'TrCCA 
GAGATTTTCCTATTTAGAGTGTTTTAAAAATTAAGGAAGGTGTTCACCAGCTTACTAGAGGTTCCTTGTGAAAAGAGAA 
ATGAGTTTTCTTCAACAGTCTTATGTCTTTGGTTCAAGCTGAGATAATTAAGGTGTAAAGATATCAGTATAGT^ 
TGATTAAACTTTAGATGGACATAGAATAGGTAATCAAATTCATTG^^ 
• AAAATGGAATCTTCAGAAACATGGAAACAATGACCCAAACATCAGAGAGGGATTC 
AATAGTGTAATTGGAGCAGTGTTTTCCAAGCCCAATCCTCAGACCTCTCGAAAATGGAGATTGTAACACTAGATTGTGG 
GCAGTCTATACCAAACCAACAGTACTGAATCAGAGTGGGTTATGGGAATGGCTAGAGCATTTGCAATTTTACAGCATAT 
TCAGAAGATTTTTATGTACACTGAAGTTGAGACGTGCTGATTTA 

TCTGCAAAATGGGGATTATAAAAGTAGGGTTGTTGGAGGACTGAATGAGTACATATATGTATAGTGTTTAGGACAATGT 
CTGCTGTTTTACAGTAAGTGCTCTATTGTTGGCTCTTGCCACTATTATTGTTTTGTCAAGGGCTTGTCTGTGCTAGCTG 
GAATGGAAACTTAAATGTTTCTAATTATTGCAACTGTCAGATTTCTTAAATATCGTAATGAAGCCAGCACAGTGAAGAG 
CTGTCCTCAGTTTAATGTAACATTGGATCTATCCTAATAATTTC 

TAAATGTTTTATTTTTCCACAGGGTTACATTTATTTTATTACTTCAGAAATATTAGATGTCATTCTGAAATTGTGGCT^ 
TGCCTTTATCTTGCATGTGGAATTCAATTTTTTATATTCTTTACAAACAGTATTTATAAGAAATAAAGATAAGGTTACA 
GTGAGTTGTAGTATGAGATGGTAATTTACATGGGGTGCTCCATGTGCTTAGCTTTTCTCTGAAGTTATGCATCCCCACA 
GCAAGGGAAATATTTGCATTTCTGAGAGTGAGAATTTATGTTCATCCTCTACTAGGAATGGTGGCAGCTTTTCCAGGTC 
AAGGCCCTGCAGATGCCTGATGGTCATGGTAAATGAAGGCTGGATGCAGGGAAGGCAGCAAAATGAGAAAATCTCCTGG 
GATCAATTAATGGGAGTCATCTGAGAGAGAATAAAGGCAGGAGAACATTTTCTTCTAGTCAGGAATTCGCATCAGTTTT 
GCCTGGTAATGGGTTTCATGAAAGCCAAGATGAAAGGGTTTTATCCCTAAGGAAAAAAGGGCTCTCCTCACATCCTCTT 
TCTGTGCTCTTTTATCAATGACTAATAATAACATGCTTGC^ 

TCCAAAATTAGAGTGTACAGCTGTCGTGATTTCCTGGAGTTTCTGGTGTGTGCTTAGTAGGCACACAGTTTGAGTTACA 
TGGCTTCATTATATGATTACACACTACTTTGTTGCCTCATO 

GCAGTGTCCTGGAACATACC^TGAAGACGGAGAATTGTTTCAGTCCCAGAGATATCCCAAGCAAATACAGCAGTGAAC 
TCAATGGATATTTGTGAAATGAATAAATAAATGAATGAATGAGTACTACTGTGAATATTCTTGTCATGTTTGCTTGTTC 
TCATTTGGAGAGTTTCTTTGAGGTCCGTGACCAGAGGTTGAATTGCTGGATCTTAAAGTAAGAGGATTACCAACTTCCC 
TATACGATGCTCAATTCCTCTCCACAATGGCTATACTAGTTTACTGTCTGGCAATCGGTGTATGAGGGTTACCTGTTTA 
TCACATTGTTGTAACATTTGATTTTGTCAGATGTCAGGTTCTAACTGAGGTCCAAGGGGAGTTGGTGGGCAAGTGGCGG 
GTAGCTGGAAAAACACGTGAGGAACTGTAGACAGTTTCAACATGGATTTACTCTCTCTCTGGCCATGAGCCATGAGCGC 
AAGATGTATGTACAGCGTCAGCAGCGTAGTTGTACCTTTTACAGACAATAGTGGCTCCAAGCCAAGCAC 
GGGTGATCACCTAATGTGCCTCACGTGGCGTGGTTACATAATGTGCAGAGTTGTGAGCCTGTGCTCCAAACTCACTGAG 
TCATGCTGGACCGGATGTCTGCTTCGGCCTATTTTTGAGAGCAGCACATCCATTTTCCTTACACTCCACCCTCAATGCC 
AAAGGAGACACAGGCCTTGGACACACAGGTCTAAGACACAGGCCTTATACGTACACTCTGGGGACAAAGGCCCTGGACA 
. CACAGGTCTGACACATAGGCCTTAAATTCTACTCCCTAGGCT 
TGGAACCCCAGACCCAGAGGCCACAGCAGTAATACAAGGAGCAACAACTCCAGGTT^ 

GATGTTACCCGAATTTACTTTATGCATTAAGCCAGGTTTTTATTTCCCTACCTTTAGGGGCATTGGGGCATGCAACAAC 
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AGGTTACCATCCGTTTCCATCCTGGTCATAGGAGGTCATCCTTCCTCCCATAGGTCTTGCCACATGGCCTAGCCCCACA 
TGGGCCAGTGGCCAACTAGCCACTTCTGTATTTTCCAGGTGCCTAACCACAAGGTTAAGCC'j. _GATAGACCACACAGCT 
ATTGGTGCAGATTATCATATGTGTCACCTCTTTGGTGATCACCATTCATATTGCTCTGACTTCAGCCCATTGACTACTT 
TGTCCATACC CGGTATGAAACCATATGGAGTCAGTACTAGGCTGGACTGTGAGCAGTCCAGGCAGTAG CAGCACC CCAG 
CTAGACCCATCTGTGTACCGTGCCCCATCGGGCATAGGGGGGGATGCCCTTCCTTAAATGGTGAAGGCTCAGCATGTAG 
GGGTGCTTCAGGCCCCATGTCCTTAGGCCCCATGGCCTTATCTTGCATTAGGACTGCTGGTCTCAAGACCTCTTGCAAC 
TCTGCTGCTAAGGGACTTGTACTCAGCGTACTCTGTTGCTTCAAGTAGGTGCCCCACTTTGCTAAAGTGGATGTCTGCA 
CTG TCC CAGTCCGG G GGG TTGTTATCAATGAACACATCCATCCTGCTATCAGGTAACTCGTCTACACGAC AACTGTAGC 
CTGTCCTGCCATGCTCTCATGAGCCCGAAGGGCAGCATATGCAGTTACTAACTGCTTCTCTATCAGTGAATACTGGAGC 
TCAGCTTCTTTCCATAGTTGGGACCAAAAGCCTACTGGTGTTCTCAAGCACTCC^TGCTCTGCCACAGGCCCCAGCCAA 
AACCATCTGTGGTCACATGCACATCCAACTCAAATGAGCACCCTTGGTCAACTACCCATAGGGCTTGTGCCTGCTGAAT 
AGCCTATTTAGCTGCCAGGAAGTCAGTCTCAGCCACACTATCTTAATTCTAGGCAAGAGGAGCATTGCCGCTTCTAAAT 
CTGCAAGAGAATCAGAGGTTAACATAATATTATCAATAAGACC&^ 

CAACACTATGAAAGTCCACTGTCACCTTCCCGTGAAGGCGAACTGTTCCTGGCTCTCTAGAGCAATGTTAATTGAAAAT 

GCATTAATCAAGTCCACCACATAGTGGCACTGTCCAAATTCCATCATCAAGCGGTCCATCAAATCTGTAATAGATGGGA 

TGGCTGTCAGGCCATGTAAAACATCCACCCCCAGAATATATCAGCGCTGGTGTTTACCAGTGCCAGCACTTGCTGTATG 

TTGGTGGAGGACCAGTGGATTGCTAATTTCACATGTGGCCTCTATTTGTCTGGTGTCCCCCCAGGCCAGGCACCTCAGC 

CAGTTCCCTAATCAAACAGAAAAAGCTCAACATTTCCACCTGGCTGCAGCAAGTAGTCTTTGAGTTGAAGCACCTGAGT 

GGGACCAGGTCATACAGCAATGTCCTCCTTCCCCTTCTGCATTTCCTGGAATTGCTGCTCTTGAGACAGTTATCTCCAC 

AAAGTTAARAGTACTTCATTGGGCTGCTTATCGATTTTCTCTCAGTCAACCCTGGCCAAAGTCAAATCTATCCACATCT 

GTGAGTGGGTCACTTGTTGGGGCCCCCTTTTCTTCCATGATGGGGAGGCTCTGCAGGTGGGGCATCTTCCCCTTTTTTA 

CAGTGCAGACCCAGACCAAGCAGGGGTCTCTGGCTGAGATGACGGACCCAGGCCTGCATTCACAACAGCCTCTAACTCC 

CTTTCCAACCCTATGCCAGGCCTTCAGGCACCCCACCTGCACCTGGAGATCCCCATTCATGGCAGCCTCTAACTCTTTT 

TCTAAGCTGTGTAGCTGGGCCTCCAGGCACCCTGCCTGTGCCCAAAAGGCCCTTTCCTGCACTGCATCCCTCAGGGATT 

GGGAGTGTACTTCTTGTAGCACAGAAAAAATGCCCATCC^CTCTGCTGTO^GGCTCATTCCTTCTCGGTGCTCTGC 

ACTTCCAGCTGCTTCAGTGCTTTCTCCGTGCTCGTGGGGTACCCATCTACTGCTGGCCAGGTTTCCAACAGAGTTCACC 

CTTGCAGCACAGCTGTGACCAGGTACCACAACCCATGTCGTGGCCACATTGCCAACCCAGAATGAGCAGGGACCAAAGG 

CTCGCCCACCTTGGGATCCTGTTCGTGATGCCAATTGTCAGGTTCTAACTGAGGTCTGAGGGGAGTCAGTGGGTGAGTG 

GTGGGTAGCTGGAAAAACACTAGAGGAATCATGCACAGTTTCAACGTGCCTTTACTGTCTGAGTGTGAGCCGTAGGTGC 

AAACCATAGGTACAGTGTCAGTCCGGTAGTTATACCTTTTACAGACAATAGTGGCTCTGAGCCAGTTACAAGCTCATGT 

GGGTGATCACCTAATGCGCCTTACGTGGTGTAGTTACATAATGTGCAGAATTGTGCACCTGCACTCCAAACTTGCTGAG 

TCATGCTGGACCTGATGTCTGCCTCAGCCTATTGACTGCAGCGCATACATTTTCC'TTAAATCAGATTTTTAAAATTTTT 

GCCTGTCAGATGAGGTATGTCTGTCACTATTGTTTTAATTATTTTTTCCTAATTGCTAGCAAAGTTGCCTATCTTCTCA 

AATGTTCACTTATTGTTTTTTTTCCTGTGAGTTCTTGCATCCAGTTTGAACAGTACTATTTAACTTTGTTTTAATGCTG 

TCAAATTCCTAAAATAGTTGCTTATGTCACAGAAGTTCTAACCTCAGAATGATGATATCCATGCCAAAGCAGTTGAAAT 

TTAAATTCTTAGATAAGTAACTTTAAATATTCCAGTGTTATAGTAAAACATTTATACTGGACTATTCACTCAAAAATTC 

TTTAAACAGTTGTCAACCTTATTTATTTCATTATAATAATTGTAACTTTAAATGTGAGATATGATAACCACATCTCTGA 

AATGTGACAACCTTGTCCACCAATGTTATTATGCCTGAAACATAAATCTTGGGCCCCTGCTCAGAACCTTTGCCTTCTA 

GTTTCAG TAATTAT-GAAATT AATTTTG TGTTTGGTGTTTTG CAAATTAAACTTACCCTATTAACCCTATAGCGTATATA 

CATTATAGATMTATTATTATAATTATTATATTTTTAAAAATAGCTTTATGCTCATTGGGCAGAATCTGTATCAGCACAT 
TTTTTGGCAGAATAGATTCAGTAGACTAATAACTCTGTTATAAATCCCTGGTAGCAATGTTGGGTAAATTCAGTGGACT 
AATAA^TCTGTTATAAATCCCTGGTAACAATGGTGGGGTTTTAATGAGTAACATAAAGAACTTAGAATAAAACAACTTA 
AATATATATATATATATATATATATATATGAATAATATTAACCTTTATTCTTATATTTGTATAATGTAGTTATCTGATT 
TGCAGAGGGAGAGAAAGAGACAGACAAATGGATAGACAGACAGAACGAGATCATTTAGACCATAAGGTTAGAAAAATAT 
TATGAGACTATGGAAAGGTAATGAATATGGTAGAGAGAGATGGAGCTGAAGATTATAATTCTTTACTTATGGACTGCTC 
CAGGATAACTTTGTTTGATGTTATTTTAGCCTTCTGATATCAGTTTATATACTCTAAAACGAGTAGAAAAGAAGCATCA 
GTTTGTATAAATATTCTATTTAAATATTGTCAAAGCAGGTCCATGCATCAGAAGTCAAATTAAAACTCACTGGGGAAAA 
CTTTGAAAAGGCCTGAAGGAAATGTACTTGATTTTTATAATGTAATTGGCAAAGGAAATTGTAGTCAAATATGAGAGCT 
AATGAAAGAGTGAATGGATAAGTAAAATCCACAAATAAGCACAAATGTCATTGGGCTGTTTCCCTTTCCTTACCAAAGA 
AAATTTCATGAGAGTTGCTAATGAATAAGATCTGAACATTATATAACCTTTATAAGCATTTTCCTCAACCATTTTTTTC 
TGGTTGAGATGTCAACAAGAAGTAATATATCATAATATACAAAAGAAGATGCATAGTGTATTAATAATATGCTACCAAT 
TAAAAATCGCTGGAATAATTTGGCATTGGAAATGATGAAGGCATAAAGAGCAGATCTTGTATTAGACIAAAAACTAGGAA 
GTTATAGTTAGGTTGTAGTAAATGATGAACAATCCATTTTGATTGTGATTCCCAACTAGCTTTTAGGCAGAGCCTCAAC 
CACAGAAACTCT^ATCCTAGTGGATAAAAAATATGCAGACAATTTGAAGGGAGTGAAGAGAGCAGAAGAAAGTATGATGA 
AAGAATTGAAAGATTATGCAACAGAGGAGTATTTACAGCCTGGCTAGATAAATGAATGGATATATTATTTTTTTTAATT 
TTTTTAGCTAATTTACATTGTTAATTTTTATTTAACTATTATTTTTAAAAGAAGATAAATACTGCAGTGGAAAGAGACT 
TAAGGGATTATACTAAGGGCAATTATGAGAACTCTTGGGACAAAATAATGGTCTTATATCAACAAAAATTCCCTGGAAG 
TGTGATATGTC AG CTTG CAG AAAATTTTCC CAATGTAGTGATAAGAATTCTCTGAAGACATAGGCAGATTGAAAAGACA 
TGA;-TAAGAAACAATGrGAGATACATTTCCATACTTACTGCAGAGGTAAAGCAGAATGGAATTTGTATCTTTTCCTCTG 
CAGGTCCTATTAGAGAAGACAATAGAGAACCCTCTAAGAGGTGATTGTCAAATTGGTTAATATGCTGTGGTTTGGAGTG 
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CCTGCATTGTGAAGAAGGGCAGATTCATTC^ 

CCTTATTAGGCTATTGTTAGTATCACATATAAAACCATGTA 

AGGTGGTAGCTATTGGTTAACCCTATTCTTTAT^ 

CAGAATAGAAATATTGATGAGAAATTTTGCTTCATCTCAAAAACAGTGTTAGAACTACACCAATGGA 

TAAAAGGTTAATCAGGATATGACATTTATAGGATTTACAATCACAATCCTGATAACT 

TTCTTACTATTTTATTTTTAACATTGACATTAAGTTAAA 

TGTTATGAGAACAAGGATAATTATTITACAAATGAAATTTTAAGGGATTAGAGTG CCATAGACATGCTC ATTG CATTAT 

TAATGTGCAGAATACTGGAGTTCTGCCATCTTCATGAATCCCCACATTACATTTTGGATAAAG^ 

AAATGTAGGCTTCAGAAGCTTTTGTTGATTCTTTCACCATATTTTATACAAAGGCTO 

CTAAGTACAGGCCCTTCCTGTACTTTCGGCTAAACGAGATGGCCTTTCATGTATAAAACTCAGOT 

TTCATAAAACCATTCCTGTTTCATCCCTGACTCAAGGTCCTGACTTGAATTCTTCCGACTTCCCTGGGCA 

CATAGTTCTGGTTCGTTGTWTAATTGTTTATATCCT^ 

ATCAGAATCTCTCAAGGAAAGAAAGCATGTCCTCTCTTTC^ 

ACAGAAGGGAATCAGTTAAATCTGCTGCAATTGATTGGAAACTT^ 

AGAGTTCTGTCTAAAGTAATGGAGACTTGGGATTTGTATTCTCA 

AACTGGTTGTAGGATCTAAGCTAACCATGCTATTTTCTGCATACCACCCAGCGATTCTCATTrAGCAAC 
TCGTCTACTCCCTTTGGTCTCCTCCTCCCCTCAGTA 
ATCCTTGAGCACTTGAGCCCTGAGGCTGCCTCTGGACTAACGTTT^ 
TGTCAGAAACAAGTTTGTGACTAAAGAGCAGCTTCATCTC 

TATCTGGAAGCTTCTCAGCAGGGTAGCAAGTTGTTGGCGCCACTAACACCTTTCCTC 

GGGAGGTGAGTTTGCATTTCAGAAAATTCTATTTTAGTGAAACCACCCAGGAATCAGTGTCAGra 

AAATAACTGCAGAGACTTTGTTACAG CTAAGGGGGTG CGATT CTTTTGGAGAGTTTAGATTTTCTGTTTATAGAGAAGA 

GTTCTTAGGAATTTTATGCTTAGCTGAAAGTATTAAAC^^ 

CTGCAGGGGAAAGGGCTCTGATCCTGGTTCAGTCTCTAGCTT^ 

CTGTTTCCTCAAGTATAAAACTATTAGTTGAGTGGGTAGAAGAAGT^ 

tgttatgattctgctatcaaattcacagcttctc^ 

ggttggaggaagggatatcctcgattaaaaaaaaaaaaaaagccagatgagaaattaagacttttc^ 

gacataaactcagggtgactttcacgtcctaagtagaagtc^ 

tcaaaattaataatttatgttcaaattaatc^ 

ttttggtgaatatcatagtctacattaattgaaagaggataaggt^ 

gtctaatgtagtaatgaaagcagattttggactgaattttgttgac^ 

TCATAAAGCCTATTCTCATAAGCTCCATAGACTCCCAGCTT^ 
AGATCATTTTTTATTATGTCTGTTTGATTCTTCTCTC 

TTTC^AAAAATCAGCTCCTGTATTCCTTGATITrTCAAAGGGCTTTTCATGTCTATCTCCTTCAGTO 
TTGTCTTCTACTAGCTGTGGGGTTTGTTTGAGAGGACATGAACAGACACT^ 
AAACATGAAAAAAAAGCTCAACATCACTGATCATTTGAGAAATGCAAATCAAAACCAC^ 
AGTCAGAATGGCCATTATTAAATAGTCAAGAAACAACAGATGCTG 

TGCTGGTGGGAATGTAAATTAGTTCAACC^TTATGGAAGACTGTATGGCGATTCCTCAAAGATCTAGAACCAGAAATAG 
GATTTGACCCAAGAATCACATTACTGAGTATATACTCAAAGGAAT^ 

TATGTTCATTACAGGACTATTGACAATAGCAAGGCATGGAATCAACCCAAATGCCCATCAATGATAGAC 
AAATGTGGTACATACACACCATGGGATACCATG^GCCATAAAAAGGAATGAGATAATGTCCTTTGCAGGGACGTGGAT 
GAATG TTCTCACTTATAAATGGGAGCTG AACAATGAGATCACATGG AC^ 

GTCAGGGAGTGGGGTTTAGTGAGGGAAAGTATTAGGAAAAGTAGCTAATGCATGCTGGTCTTAATACCTAGGTGATGGG 

TTGATAGGTTCAGCAACCAOTGTGGCACACATCTACCTATGTAACAAACCTGTGCATCCCGTGC^ 

AAAAACAAAAAAAATAAAAACCTAAAAAAAATCTTATTTC^^ 

GTTTGTTAAGGCCTGGGACTAGACCAAC^TATG(^TGTGACCATCTTGTGGATGAGTTTCCAC^GACTGAGAGCTCC^ 
TAAAGGCAGAGACTGTATTTTCTCATTTTTTATTCCC 

ATTAAAGAATTTATTCACGAAGAGTTATAAAAATCAATCCACTGTTTTTCCA 

CATTTTTACTTGAAGATATTTATATTGAAATCTCTGGTTAGTGATGTCTCACTTCTGTGTACAGCTAAGAAGACGTACA 

GTTTTTAAAATAATGTTACTAACTGTAAC^ 

AGGTTACTTCATGCATTAAGTTTCTGCTATCTTC 

TGGTTTCATTTGAAATTTTGCCTTATGATTAATCTAATTTGGTTTCATTGTCCATAATAAAAAGCAATTG 
GATGTGSATACCTlTTTTCTTTAGGTTTT^ 

TATATGTGTGCATAAGGAGARGGAGCTCGGAAAAGGATTTATATTTCCTTATAGTCAATTTTATGTTCTTTCTACCCTA 

C(^CTAGCTC(^CCATATTGAAAATATCTCTATAAATATGGGTTATGTCCTATAAGCAAAGGATACATTCTAGAAT^ 

TTTCTCTCTAAACCATGAAGCATCATCCTTAAGCA^ 

TATGTTCTCATTCTTGCCTAGAAGAGAGATATTTCTAGTTTTCTTATTTGCTAACCTTATAATTTGAGCACAGAATGTC 
AGATTTGTTTCAGCCCTTCGATTTAATCACATCATGTCTGATATCCTAGCATTTAATTACCCAAATTCCCA 
CAAGAAGGTAGGTCTGTGGTGGGTTAGCCTTAAGCTAGTGGCTGAAAAGGTCTTGATTTGCCCCCACATCTAACCTAGT 
CACTTCCTGAGCTGAAACTCCCATATCACCTGGGGACAAGCGACCCTGAAATCCTCACTGGCCACAGCTTCTTCTGAGG 
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GAAGCTGCAGGAAAAAGAACAAAAATGAGCTTTTGTGAAAGGATTAACTTGGGTGAAGAACATCCTCC^TAACCAAATA 
AATGGAACCTAGTAACCCACATGGCCV.TCCCCAGGGCACTAGTC 

TTTTTGTCATTCTTGAAAACATAAAAWAATCTCTGAAAGAGTACTAGTGGTCAAGGTACTAGTCTAGAGATGGACCAAA 

CAATCATATTAAACCTAATTTAATCTCCAGAATTTATATTTTGAGATTGGTAGCACTACTATCTTCATTTTGTACTTTC 

CCCAACTTCCTGCAGCTAGGATTCAAATACAGACCATCTAACTCCAGAGCACTGCCCTTTAACATTGTGCTATAATCCA 

CCACTTTGCATAGTTGATCCTACAAGAGGATAAGTAGAGATCAAAGTAAGAAGTGATCAATGGATTACTATGTCAAGCA 

TGATTCCCTCAAACTATTGGGAAGAATAAATACCATAACATGTATAGGGTGCTGTGTACAATTCCTGGCACAAAGTTAA 

GTACATGATAAAATGGAACTATTAATATTAGTAACCCAGATAGGTTCTGGGCACATTAGCAGGAAAGGTCTTCTTAATT 

TAAGTAAGGTGCTAAAAGCATCTAATTTTATTAGGATTGTTATGAAACAAAAACTAAATGTGCAAGAAAAT^ 

CGTAGCCTGGGGAAAATTGTCATGGTTTCTCTTTTCAAAGAATTCAATTTGGTAAGAAACAGCCTTCAATGGTCCATGA 

AAAGTGAGAAGTGTAGGGAATAAGAGGCTCTTTCCTATGTTTGCATTTCAGGCTTGCCTTCTTACTTTTAAATTTATCT 

TTACAATTGCCTTCCTGCTGGGTTTGTGTCTTCCTCAGTTTAGGGAAGGTGACAAGAAAAGTCCTGTTTGTGTGTAATT 

GACATGAAAAATGGTAGGCTTTTAACTCAAGGAGGCTCCAGACAACAGTTTGGTTATTAAGGAAGGGGAGGACCTAGGG 

GAACAATTGTTTCTGGCCTCTCTTCTTCTCAGGCCTGGAACAATCTTTCATTTACTATATTCTTGCCACAAGAGC^ 

TCAATATTAAATTCCAAAAAAAGAAAAATCCCTCACAGAA^ 

TTGCTAGACATGGAACAGTTTTCATTTCTTTTTGTGTTO^ 

AAGGGAAGGCTGGTTTTAAACAGCTTTGACTAATATC^ 

AATAAACCTGATGGAAACACACACATATTTCAAAGGAAACATTTTAAGGTGTTCTGGTTCCATTTTTTCCATm 

GTAAGTTGGATTATGATACTTTTATGTCTACATTGTCTCTTAGTCAAAAATGTGAGAGACGCCATTCAAGTCTAGACTT 

GGACCCTACTGAATGCCTTGTTCATGGACACCACACAATCTCGATGTAAATGTTTATTGCTGATCTGTACAAAAAGGGG 

AAAAGTAGTTTTTTGAACAACAGAAAATACCAGTTAATCTCACTGGATTCAGGAATTATAGCAAAGCAATCCAATAAGT 

GGATTCTCTGAGAGTAGGAACTCAAGTGTGTTATCTCAGTTTTTATCCAGTTTCCAGCACAATGCTGGCACCATTTAAA 

TTCTCAGTCAATGCTGGAGAATTGAAAAAGAATCCTCAAAATTTGGATC 

AAATCTGTCCATGGCAGAAAGATTAGTGATTTGAGATATGGTGTCATCATTGTAGATGATGGTGTCCCATTAAGCATGT 

TTTCACTAATTACAATAAATGTTGAAAGAAGGAGTTTGACCTAGTATCCTTACTAATATCAGGGAATG 

GGGGAGATGAGAGTCCTCTGCTTTCAGTTTAATAAAGTAGGATATTTGTGTTTTTGTTTATATTGTTAAATACGACGGG 

TTAGCTTGTCACCTACATAATATTGTGTGGCATAAATAAAGGTGAATTCCCAAATATGTGCTCCATAGTGTTGACAA 

AGTAAATGTTCATTCTAATAATTGTAAGGGTTACCTCCCTCGCACTCCTTGAAAATATCTTTTTATTCAAATTTT . 

GCTGGAGGTCATGTGTTACATTTCCTGTTGTGTAACATGGCCTCCCTCTCTTTCTCTGTCTCACTTTCTCACTTTCTCC 

CTCTTTCTTTTACTCTCTCTGCCTCTACCTCTGACTCCTTCTCCTTCTTCCCAGCTTTGCATCAGAGCCATGTAACTGA 

CATTTTCTTGGTTCCCTCAGGACCTGTCATAATAGCAGGCAAATATTAGATGATGATTCAATGTTTAATGAATTTTTCT 

TGAATGTATGTATGTTGCTTCAAGTCATTCATGCACACATTGAAGAGGACAGACAGAGCCCTGCTGAAC^CCACTAGCA 

AATCTCTCTCTAGTAGACCACAACAAGTCAATCTGTGCTCTTTGATTACAGTTGTTCAACCAGTTACTAATCTAACTAA 

TTGTAACTGGTTGAACAACTGAACCCAAAGGGTGCAAAGTAGAAACAT^ 

ACACCACCAGAACCCCCTTCAATATGCAAAGGGAAAATTCCTTCTCAAGTACAAGCTACATGGTGCCTTTTTGAATTAT 

CATCAATTTGTAATGCTGTATCAATACATATGTATTATCTGTTCTTTTGGTAAGGGTTGTTTGAAGTATAAGGTACTTC 

CTCCATTAAGGTGATACTAACCACATGTTAATTATTGTCTGAAAGTCACCAAGGATATGAATAATAAAAAGTTTTAAAA 

ATAAGACCTGTTTCTTTTATTGATAGTTGTACCTCAAGGCTGAAGTGAGGTTTGCAATGTAAGTTGTAAAATGTGATGT 

GAAATAGACAATTCTTTGTAGTTTATATAAGGCAATATATCCATGTGCAATTATGGTCAAAAACAGCAGACTTTTAAG 

GATTATTCTAAAGTTATTTTTTTCCAAAATAACTTTATTACTCTTGATATCATACCATATTCACAAAACATTCTGGTAA 

AGCTATTGCTCAGTGTGTTGTCCCAGTGAGACTCAGGGAACATTTCTATGTGACGCTTTAGGATTGAAGACAGTTCCAC 

GTTTTCTGAGTAATTCCAAACTGTGTAAGAGATTATGTTCCCTTTGCATATTGGCTGCTAAGAAGCTCACTTTTTCACT 

GACAGGGTCTCACTCTGTTGCCCAGGCTGGAGTGCAGTGGCACCATCATGGCTCACTGCAACCTTGACCTCTCCTGGCT 
CAGGTGATCCTCCCACCTCAGCCTCTCAAGTAGCTGGAATTACAGGCATGTGCCACAACACCCAGCTAATTTTTGTATT 
TTTTGTAGAGATGAGGTTTCGCCATGTTGCCCAGGCTGGTCACAAATTCCTGGACTCAAGCCATCTTCCTGCCTTGGCC 
TCCCAAAGTGCGGGCATTACAGGTATTAGAGGTAGGAGCTACTGCATCTGGCCATGGGAAACATTTTGAATGATAACTT 
TGTTTGTTTGTTGTCTGTTGAGCAGGCTGGAGTGCAGTTGCATGATCACGGCTCACTGAACTCTTTCCTTTAATTTTTT 
TATTCTCTCAGCACGATTATAATTTATTTTAAAAGTAGGGAATAATTGGCCAGGCGCAGTGGCTCACACCTGTAATCCC 
AGCACTTTGGGAGGCYGAGGCAGGCAGATCACAAGGTCAGGAGATCGAGACCATCCTGGCTAATATGGTGTGAAACCCC 
GTCTCTACTAAAAAATACAAAAAATTAGCCGGGTGTGGTGGTGGGCACCTGTAGTCCCAGCTGCTTGAGAGGCTGAGGC 
AGGAGAATGACGTGAACCTGGGAGGGGGAGCTTGCAGTGAGCCCAGATTGTGCCATTGCACTCCAGCCTGGGCGACAGA 
GTGAGACTTCATCTCAAAAAAAGAAAAGC^GGGAATAATTAGTAAGTGCCTAACTAATCAAAAATTGTTTCCAGGTGAT 
GTTGCTGTTGATGTATGAAAACCTCTTTCACCTAGCTTCCCTCTTCATTCTTTTCTGTGATATTTCTATTGACCAGTGC 
TTTCTTGGCCCTTGGAAATGTGATTAACTTTTGCCATGACCTCTATGTTAGTGCCACACCTGACACCTTTATGCCACTC 
TCTGCCTCCAGAACTCTGTGTCCATCTTATATGTTTTTACCTTCTGCTGGGCCTCAGGTCTGGATGCAAAGCTGTAGAG 
GAATTGAGCTGTTTTTCACAAGGGATCCAAGAACACATAGCATGTGTGAACTGTACTAAAGCTTTGAGAAGTTGTGAAG 
AAGATTCACATCAACTATGCACCACACAGCCTTCTTGTCTTGCTGGTACCATCTCCTCACCTCTGTGTTGCTCCTCTTG 
GAGTCTTCACCTTCCACAACCAGCACTTCTATTCTCACTGTCTGAGTGTGACTTTCCATAATTGTGAAACTCCTTGGGC 
TTATCCCTCACACTCATTCTTGAATTCTAAGGAATGGCATTTTCTCCATTGTGCTTACATTTGCTTTTCAGTATTAATT 
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GTTCTAGAGAAAAGCMTCATTCACTCACTCACTCA^^ 
GTTCTAGGTATACTGAAGACACTAACATAAATAATACAAATAATAACCTTT^ 

AAATTGGAGCAGGGGAAGCAAATATTTACGTAGATTATCAGGGAAAATGTGTAGTGAGTGCCGTGATTAGCACT 
GAAGATTTTATGGGAGTGGCAAAAAGCAGAACCTAACCTTTTCTGGGGTGAAAAGTGTGACCTAAACTGAGTCTTAAAG 
AATGAATG T AGGGTGGAGAGAGGAATRGG AAGAGCATTTCAGGGAGAG AG GAATAG CAGGAACAGAG ACACTGATGCAA 
GGAATCCCATGGTATTTGTGATGAAGGGATGATTTAGTAGTTCAGTGACAAGACATGAGCCTGGAGATAAATAAGGTTT 

AGGTTCTGGGGACCTTGTGAGCCAGGTTAAGGACTTTC^^ 

ACAAG ATCAG ATT CTAGGG GCTGAATGG AGAATAAATATGTAAGTGG CAAGATTGAAGGCTGGGAATGTAAAAGGTGGC 
TC C TGCTGTGGCTTGGGGAAAACAT CACATAGG CTTG AGCTAGCTTTGTGATT CT ACGGGATTGAGAGGAGAATGCTAA 
TTTCATAAATGTTTAGTGGATATGATTGGCATGTGAWCTGAATGCAACTGGAGA 
ATATTGGTAATTGATAAATAAGACCAAAGAAGGTGA^ 

TTGAGGTTCTGTCCATGGCATTGGTGGGGAAATCTAGCATGTAAATACATGTAAATA^ 

TTTATATAAGATATCTATACACTTATTCT 
ATATTATTTTTGGTATTCAATAAATGTGAAT^ 
CCCATTTTGATTGTAATAAAAGGCCTATGTCGTTATTTAATTra 
AAAGTGTCATAGGTATGATAGGCCAAAGTTGGGTTGTTGGTAAAATAATAATACC^ 

ACTACTGCAAAGTTACTTTAATTGTGTTTC^ 

AC AG CC C TG CAGTTCTGAATGTTTTGTTCTTC CTTTTATTGGTTTT CTAGATATTC CTAGTTGGCAACAGG AT AGAGTT 
CAGTAATGGTTATGCAATTTCATTGTGCAGGGTATTAA 

TCAATGCACTATTAGATTAAATMTATCTACTCAAACTAAAGGGATCCTGCCTGAGGCTGTCT 

TCCTGTGCAAATGAAGCTATTAAGATTCTCTTAGGAGGTAGACTATCTAAATTGGATCTAACTAGTAGATGGTGACTGA 

AATGAGGGATATACTGATACTTAATTGGCA^ 
AGGTTGAAAAAGAGGTGTAAAATAGTCCCTAT^ 

AGTGTCCATAAACAAAGGTTCCATTGATCTTTGATCACCAAATCATCATTTCTATCT^ 
TGCAGTCACCATTACCTCCACCACCATCATAATTATATATAGCTACCACTTCTTGGACACTCAGGTCTGCT 

AACCAGACATTTCTAGCTCCAAAGCCTGCATTCTTAATTTCC^ 

AGAGGAAAAGCTGATTCTATAATTTAAAAATGATTTGGGGATCCAAT^ 

GATGTGGCCAGAGAGCTAACTCTTTTTATTTTATTATTTTTC 

AGCTATAATTTATTGCCACATTGAGTATGTTAAATTGTTAATTTACATAATTTCTGATTCTTATTT 
TTCAATTTGATAATTTAACATACCTGCTTCTGTGTGOT^ 

GAATTACATTTCCCCAGCTGTAGATCAATTGAGAAACAGTAGAAATGAAAAGGTTAAGAAATTCTGCTTCAA 
AATGGTCAAAGTCATTGACATTGTAAGCTCTTCTGTTCGACTCAAGCCTGGTGGAAAATGTAATGAAGAGGTACAAAGT 
ACACTGCATAATCCAGCAAGCTAATTGCCCACTTTAAGGCCTCTTGAGCCCAATGGCCAAGTGAAACCTCCACTCTCAG 
GG AAATTAGG C AACTGCTAAG GTGGTTTTG CAGTTTTCAGAGACACAGAG ATTAGG TTTTTCAG CCTTATATAGAT CTG 
TGATGACTAATGATAGTCTGTGCTAATGAAGGTAGTTTTTTGAATCAAATG 

TGTTGATTCACTGCTGTGATCCCTGTCAAGAGAGCTGCATATGTAATTATGGTTTTCTTYTGAATAGATTTGCTTTGGG 
ACTGT CACG CAAATTCCATTTCTTCATGTTCTTGCTATCTTTCAACCTCAAATAAATAAATAAATAGAAAT^AATATCTC 
TAAGCACTATGTGTGGGCTGTCATTCTTTTTACATTTAGTGTTCTAATGTTTTTAAACAAGTCAGTTTACAGGTAAAGT 
TTGCTGTAATAGGATTGAATGTGGGTGTATGTGGTGGTGCTTCAGATCTCTTTCCTTCTGCTTGACCCTTCATGTTGGG 

TAATAGTTTTAAAGCGCTCATGCC^GAAAGTA^ 

CCGGGGTCAAGATGATTACTATGTGATCTGCTTAAGTGGGAACAGGGCCATTTCCCTCGCCTTCAACACACTCAGATAC 
ATCTCAGCCAACCAACATTTTGCTGTTTGAAAAACATGGCAGACTTTATCTTGTCCCTAAAGAGAATGCTTTTCTCCAT 
CCCTCTGCTTAATATCCTGTGGCTCCATTTAACCTCCAAGCCAAAGTCCAGTTTCTTTTAGAAGACTTCAGGCAA 
AGGAGCCTCTTATAGTGGGATGAATGCTTTCTATACTGTTTTTGTAATATTTTTGTAACATTTGCCATATTAAACTCCA 

TTTATTTTATGGGTCTGAATCTTCACTAGACTAAACTC^ 

TGCTGAAACTGATGTCTATAGAGCTTCAGTATTTGTCCACTGCATAAAATCAGTAAATAAAGGCA^^ 
ATCAAGTAGGACCAAGGGCTAGATCCATTGGGACAATTCAACAGGGCTTTTCATTGGTT^ 
GCCCTGACCTGAATCAACTCTGAGCCCCTACCTAGGCTG^ 
GCAGAGATCTTGGTAACAGGTTGCCTGACACTTGACTGATATGGGAA 

TCACAACCTGTGTGACCTTGGTCAAGATATTTTATCTCTCTGAGCCTCAATTTTCTCTTCTGTTAAATGAGCATA 

AACTTTGTTCATTGGTTTGCTTTGAAGAGTAAATGAGATGGTAAGTGTTGGTGTATGTAGTGCAGGAACATAACA 

TTGATAGATATTCATTGAATACCTRTAGTACATAGAACATAGAAAGTTCCTGTTATTCCACTCCCACCCCCACACACTT 

GCCCTTCAGGTCTCAGGTTCTCCTTCCTGGTACCCCCAGAAAGATTAAGCCCCTTTGGCCCTCTATGTGCCTCTTTTAT 

AGCATTTAACACAATTATAATTAATTGATTATGTA 

AATTCAGGGACTATCTATTAATGAATTTTCCTCTAGTGCCTAGTACTTAGGTGGCTCACAGTAAATGCTGATTCAATGG 

ATGAATAACTTTATTCAGTCTGCTCAGTGTGGCCTTTAATTTAGATTCACCCCAAATTACTCCCCATCAGGAAGGCTTT 

CTTATTCAACTTTCTCATCCTCAAGATTAGCAAAACTACTCTCTTTCTATTCCCAAATATCTTCTCTCAGT 

CATGATCAGAAAGTACTCTTCCTTGAATTTATTTTCTAGACTAGATCTATTTTGGGGTTTTCTTACCAGTGATTGTAAC 

TATTGATGTGGTCTTTTTTCTGTTTTTTACTTCTCATATGTGTATCTCTTTCCATTAGTCCTTCATTCCTTCAACAGAT 

ACTTTCTGTTGTGACAGCCACTCTTCTAAGCACTATGGAAGGATTTAAAGCTGTGTGAAGCACAGTTATTCCGGTCAAG 
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GAACTTAAAAAAATAATACAAGTGACAAA 
AACCAAGAGCTTCAGTATTTTCCTGCAGTTTT^ 

GTGTTAAAGTATAACTCAGATCATTGCTTAGATGTACTTACTTTTCCAACAAGGCCTTCCCTGAACATCCTATTTAC^ 
TTGC^AATGCATTCCTCTCCACTAGCGCCATTCTTACCCTCTC 

TTTTTCATGCTGTATAATGTATATTAAGATATTGCTTATTGTCTGTCTCCCTTCAATAGAATGTAAGCTCCATGTGGGC 

CAGGATGTGTAGTCATTGATGTATCCCTAGAATAAGTGCCCAATTATAGTAGTCATTTGATGGACATTTATTAAATGAA 

ATTATGAATGAAGTAGGGATTGGCAGTTATACACTAAGACTCTGGAAAAATGGCCTGAGTTGAATCCTGGCTTTACCAT 

TCTTGGCTATATAATCTCATATTATTTACTTTCAGCCTTTCATTTCCCAGATGCCCCTACCTTCTAGGGTTGTTGGGAG 

GATGGAATGCATAATACATGTAAACCAGCAAGTTCATAGTAACAAAAGTTGACTTTTTAAAAAGTTAACTTACTCTTCT 

TTCCTATATATGTGTAAATCATATTTTATTTTCTCATT^ 

TTCAAAACATAATATTTCCACATGTCGAGTTGAATGACT 

TTAAATCAGCCAAGAGCAGTGTCTCATGCCTGTAATCTCAGCACTTTGGGAGGCTGAGGCAGGTGGATCACTTGAGCTC 
AGGAGTTTGAGACCAGCCTGAGCAACGTGGTGAAACCCCATCTCTACAAAAAAT^ 

TGGTGGCTCATGTCTGTAGTCCCAGCTACTTGGGGGGCTGAGGC^GGAGGATCACTTGAGCCCAGGAGGTCAAGGCTGC 

AGCGAACTGTGTTTGTACCACTGCACTTC^GCCTGGACGACACAGACC^^ 

TCAAATACACACCATTTTTGAATATGTCACCAGTCTGTGTAGTTCATCTT^ 

TGCAGAGAGTTGCTAGGGCCCAGACAAGAGTGACTTGACCATTGGCCTGAGTAGTTAAACTATCAGATAACTAGTGAAA 
CAATTCGGCTATTTCAACAAACATGTTGCATACATAACGTGTT^^ 

ATAAAAGGTGCAGTTCCTGCCTTGGGGAAGCAATTGTAATATACTGTGAGGAGCTAAGAGTAAAGAAGGGGCCCTTGTA 
AATGAGGGGTGGGTCAGTAGGGTAGCAGTTGGCAGAAGACTCACACTGGAATAAATGCTCCTTGACTCGATATTTTTTT 
TTTTTCAAAAATGCAGAAGCATTATTGAAGCCCGGATGTT^ 

TCATTAAATTTTGAAAGAAAAGATCCTAAAAGGTTAGAGACCATGGAGATTTCAAAGTGGCTGACCTTGA 
AGTGTAAGTCAGATGGGTATTCCTGGGGGGTCCCGACTTTAATAC^ 

GT<3CCTCCTTGGTGGAGAGCTGACCTATGAGTAGTTACTGTGTGAATTAATGAACATCCTTCAGCAAAAGTTATTAATA 
GTAATGTTTGGTAAAAGTCCTTTAGAAGTAGACTGTTATGTGTGTTACTAGTTATAATCAATTAATAACCTGTGATTTG 
TAGGAGCAAATGGTCATAGGGATACAGTATACATTTTAATCTTGCTCTTCAAACATCACCGTAGATCCATGGTCCTTCT 
CAAGACATTGGCTTTGTTCTGAAGCAGCTCCCACGCTCTTCCAGAAATCTCTATGCGGGACTCTGAATGTGGTCAAGAA 
GAAGATG1ACTGGATGCACATTCCCTATCAGGAGTCTCTTAATAGTCTCCCACCCAGTTACAACATATTGCTGTAA 

CACACAACAGCTGAAACATCTTTTCTTCATTTCTTTTAATTCCTGTAGCATTTGATGTCTCCACCGTGTAATTTACATT 
TAATTGTAAGTTGTTTTGCATCATTTAATAGTTGTT^ 

TTCCTTTAAGAACAGAGGCTCACTGCGCAGTGCCAGACATAGACATAGAGTAAACCACAACTACTGACTTCACTTCAAG 
CTGACCTAACCATCTTCCCAGCGAAGACGGCCAACCTGGTGTATAACTCATTCTTCTGATCTGCACTTACTTTATAGAG 
GAATAAATACACTGAGTTATTGGGAGTTTGTGAAGGAAGTGACTAGAA 

TCATTTCGTTTGAAAAGAAACTGCTGCATGGCCAAGATATTTGAAAATGGAGGCTGGGATTGGACAGGGGTGAAGAATT 

GTGTCACAGACTTTGTACTGGAAAAATGTCTGCCTTAATCTAGTGAATAAATATGACTGTTCTTTGAAGTCCTTTTTTT 

CCTCCCCGAGTATAAATTCAAATGCTATTCATTTTCTGAGTTGCCTGTATTTCTTTAGCCCTTAAGGCATCAACCTTTG 

ATGTCTTATTTTCATAATATTTTCTCTCTTAGAACTGATCCACATATTCAGTAGAATGGAGGTATAAATCCTAATC 

AGACTACTCCGAGCTTATTGAAAGTGAATCTTATTTAGATTCTTTCCTTTATCTGCTCACTGACAGATCTAATGTTAAA 

CAGAACCTTATTATCATCACAAGGAAGTAGATTAAAAAATACTTTTC^GTCATTCGTATTCAACAAGTACACTCCATC^ 

AATCTTGCCTAACTTTTTTTGCAAATAACTTTGCTCCTTGGATCCTCTCCCAGGTCTTTATCAAAATGGAACCACATAC 

ATTTGTAACTACCTCATAATTAAAGTTTTGAGTCATTAAGTTCARTTATCTTTAAGGGTAAACATTGAATTTGCTGTAA 

AAGTTCCATTTGTTTCACTAAAATTYGCAAATAGTTGTGATTTTCTTTGCAGATCTGTCCAGTTTGATCTTGAAACAAA 

ACTGCTTAAAACTTTATCAGCCTTCCTTCTTTTTGGCT^ 

AATAATACTGAGAAAAGCAGTGGAAAACATTGCAGGTATAAAGACTTTTCATGTTGACTATTTTTGGTAAAGATTCTGG 

ACATTTGAGTGAAGTCTCTCATGTTTTATTGGTTTATTTTACTCTGGCACCGCTTATGAAAAAGGGGACTTGAATTACT 
AGAGGGTAATTTTCTTTCTTTATTTTATT^ 

TTGAAAACATATACAATTTCAGGGTCTTCTAGAGTATATTTACATCATTCTGATGAACAACTTTATAATTTTT 

GCAAATATTCTCAACCCTGTCAGCTTTAATATTATAATTAATGTGCACAAAKCTGAAAACTTTTCTTGCTC^ 

ATACATTAAATAGACCTTAGCAAACAACTTCTTATTTGAATACTTGTCTGTCCCTGTCACTCTTCTCATACTTTAGC 

CATAACTTTGGTTATAATTATGTAAATGGTTAATATTCATGTTCTCATTGCAAAATGAAAAGTGAGGAAGAGAT^ATTAA 

GCCATTTGCCTAAGGTCACAAGTCTGGTAAAATCAACAGAGGCACTCAGAATACCTCCAAAATCATTTCCATGATGCCA 

GAACCTTTAAATGCTACAGAAAC^GCTAAAGCGATGCATTTAAATGTGCTTCTATGTAGGGCTTGAGCTGTATCTAAA 

CTTAAATTAGAGCTCAGCCAACATAGAATCTAGTTCAGCAATACTCTACAACATGAGATAACCATACTGATGTTTGATA 

taaaatgagattgcagaggaaacacattttaatacctgaggtgtgtgcttaatcttcttgatgtatattaaaagctcag 

tacgtgagagtaatatgaggtgatggggtttactcttaaagagattactaataatgtttatttggaaaaagatgaagat 

tttagaggctatttaagaaactggttctgggaaaaccagccataacttaagagttcttctttcacccaatccccttgga 

attctgctttgctatagaac(^tggtcaaaccaaggcaagcagcacaaattacatgaacaaagaatacaacaa 

gcggatccttaagaccctcccaagaagaccaagagctctctctttaaaactctgtaaaatacctaggttctcaagtctt' 

cctatgtcttatttcttaactaattgcactatcaattcaaaaatggaacaaaggatattctacgtatcagaaccttttt 

tcctatacattaagaagaacttttcccacatgaataggtaatatcacagtctaaagccagaggatgaaacctatgaatt 
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t?^^3 CTTCCTATCATATATTTT^ 

T#|fe|; TTGTTTCTAAACTTACCCCTCATATGGCTTAATAATGAAGGCCATAAATGTGCCTCTTTCCTATCTCACCCCTATGACT 
f TGACATGTATOATAAAATGAACTTCCTATATAAAATAATATTTATTG 
TATTATATTATTAAGCTTATTTTTTC 
TTTTTTTTTTATTATACTTTAAGTTCTAGGGTACGTGAG 

GTTGGTGTGCTGCACCCGTTAACTTGTCATTTACATTACGTATATCTACTAATGCTATCCCTCCCCCCTCCCCCCACTC 
CATGACAGACCCCGGTGTGTGGTGTTCCCCACCCTGTGTCCAAGTGTTCTCATTGTTCAATTCCCACCTATGAT 
J&|£i ACATGCMTGTTTGGTTTTCTGTCCT 

®^ GGACATGAACTCATCATTTTTTATGGCTGCATAGTATTCCATGGTGTATATGTGCCACATOT 
ATTGATGGACATTTGGGTTGGTTCCAAGTCT^ 

ATAGCAGCATGATTTATAATCCTTTGGGTATATACCCAGTAATGGGATGGCTGGGTCAAATA^ 

TCCTTGAGGAATCRCCACACTGTCTTCCACAATGGTTGAACT 

TTTCTCCACATCCTCTCTAGCACCTGTTGTTTCC^ 

CATTGTGGTTTTGATTTGCATTTCTCTGATGGCC^GTGATGATGAGCATTTTTTCATGTGTCTGTTGGCTGCATAA 
GTCTTCTTTTGAGAAGTGTCTGTTCATATCCTTC^ 
TTAAGTTATTTGTAGATTCTGTGTATTAGCTCTTTCT 
GCCTGTTCACTCCAATGGTAGTTTCTTCTGCT^ 
7 '\: TTTTGTTGCCATTGCTTTTGGTGTT^ 

TCTTGTAGGGTTTTTATGGTTTTAGGTCTAACATTTAAGTTTTTAATCCATCTTGA^ 
GGAAGAGATCCAGTTTCAGCTTTCTACATGTGGCTAGCCAGTAT 

CCATTTCTTRTTGTTGTCAGGTTTGTCAAAGATCAGATGGTTGAAGATGTGTAGTATTATT 

TTCCATTAGTCTATATCTCTGTTTTGGTACCAGTACC^ 

CAGGCAGCGTGATGCCTCCAGCTTTGTTCTTTTGGCTTAG^ 

AAACTTTAAAGTAGTTTTTTTCCAATTCTGTGAAGAAAGTC^TTGGTAGCTTGA 

TACCTTGGGCAGTGTGGCCATTTTCATGATATTGATO 

TCCTCTTTTATTTCRTTGAGCAGTGGTTTGTAATTCTCCTTGAAGAGGTCCTTCACATCCCTTGTAAGTTGGATTCCTA 

GGTGTTTTATTCTCTTTGAAGCAATTGTGAATTGGAGTTCACTTCKGATTTGGCTGTTT 

AATGCTTGTGATTTTTGC^CATTGA 

CTGAGACGATGGGGTTTTCTAAATATACAATCATGTCATCTGCAAACAGGGAGAATTTGACTTCCTCTTTTC 

AATACCCTTTATTTCTTTCTCCTGCCTGATTGCCCTGGCCAGAACTTCCAATACTATGTTGAATAGGAGTGGTGAG 

GGGCATCCCTGTCTTGTGCCAGGTTTCAAAGGGAATC 

TGTCATAAATAGCTCTTATTATTTTGAGATACATCCCATCAATRCCTAGTTTATTGAGAGTTTTTAGCA 
TTGAATTTTGTCAAAS"GCCTTTTCTGCATCTATTGAGAGAATCATGTGGCTTTTGTCTTTGGTTCTGTTTAT 
ATTACATTTATTGATTTGCATATGTTGAACCAGCCTTGCATCCCAGGGATGAAGCCCACTTGATCATGGTGGATAAGCT 
V , ?■ j TTTTGATGTGCTGCTGGCTTCGGTTTGCCAGTATTTTATTAAGGATATTTGCATCAATGTTCATC^ 

AAAATTCTCTTTTTTTGTTGTGTCTCTGCCAGGCTTTGGTATCAGGATAATGCTGGCCTTATAAAATGAGTT 

ATTCCCTCTTTTTCTATCGATTGGAATAGTTTCAGAAGGAATGTTACCAGCTCCTTTTTGTATCTCTGGTAGAATTCGG 

CTGTGAATCCCTCTGGTCCTGGACTTTTTTTGGTTGG 

TCTATTGAGGGATTCAACTTCTTCCTGGTTTAGTCTTGGGAGGGTGTATGTGTCCAGGAATTCATCCATTTCTTCTAGA 
TTTTCTAGTTTATTTGCATAGAGGTGTTTATAGTATTCTCTGATAGTAGTTTGTATTTCTGTGGGATCAGTGGTGATAT 
CACCTTTATCATTTTTTATTGCGTCTATTTGATTCTTCTCCCTTTCTTCTTTATTAGTCTTGCTAGTGGTCCGTCAATT 
TTGTTGATCTTTTCAAAATACCAGCTCCTGGATTCATTGATTTTTTGAAGGGTTTTTTTG 

'[ - TCTGCTCTGATCTTAGTTWTTTCTTGCCTTCTGTTAGCTTTTGAATGCGTTTGCTCTTGCTTCTCTAGTTCTTTTAATT 

y-/-. •;■ GTGCTGTTAGGGTGTCAATTTTAGATCTTTCCTC 

' TGCTTTAAATATGTCCCAGAGATTCTGGTATGTTGTGT^ 

TTCATTTCGTTATGTACCCAGTAGTCATTCAGGAGCAGGTTGTTCAGTTTCCATGTAGTTGAGCGGTTTTGAGTGAGTT 
TCTTAATCCTGAATTCTAGTTTGATTGCACTGTC 

GAGGAGTGCTTTACTTCCAACTATATGGTCAATTTTGGAATAAGTGCAATGTGATGTTGAGAAGAATGTATATTCTGTT 

GATTTGTGGTGGAGAGTTCTGTAGATGTCTATTAGGTCCACTTGGTGCAGAGCTGAGTTCAATTCCTGGATAACCTTGT 
S : ^': : - r: TAACTTTCTGTCTCGTTGATCTATCCGATGTTGACAGTGGGGTGTTACAGTCTCTCTTTATTATTGTGTGGGAGTCTAA 
■jfpy GTCTCTTTGTAAGTCTCTAAGGGCTTGCTTTATGAATCTGGGTGCTCCTGTATTGGGTGCATATATATTTAGRATAGTT 

AGCTCTTCTTGTTGAATTGATCCCTTTACCATTACGTAATGGCCTTCTTTGTCTCTTTTGATCTTTGTTGGTT^ 

CTGTTTTATCAGAGACTAGGATTGCAACCCGACCTTTTTTTTGTTTTCCATC 

TATTTTGAGCCTGTGTGTGTCTCTGCACGTGAGATGGGTCTCCTGAATACAGCACAGTGGTGGGTCTTGACTCTTTATC 
c : ;'g£.V; G^TTTGCCAGTTAGCATCTTTTAATTGGAGCATTTAGCCCATTTACATTTAAGGTTAATATTGTTATGTGT 
>,JV- ATCCTGTCATTATGATGTTAGCTGGTTATTTTGCTCATTAGTTGATGC^GTCTCTTCCTAGCATCGATGGTCTTTAC^ 
|f TTTGGCATGTTTTTGCAGTGGTTGGTACTGGTTGTTCCTTTCCATGTTTAGCACTTCCTTCAGGAGCTCTTCTAGGCCT. 

• GGTGGTGACAAAATCTCTCAGCATTTGCTTGTCTGTAAAGGATTTTATTTCTCCTTCACTTATGAAACTTAGTTTGGCT 
: 'A GGATATGAAATTCTGGGTTGAAAATTCTTTAAGAATGTTGAATATTGGCCCCC ACTCTCTTCTGGTTTGTAGAGTTTCT 

l$gly GCCGAGGGATCAGCTGTTAGTCTGATGGGCTTCCCTTTGTGGGTAACCYGACCTTTCTCTCTGGCTGCCCTTAACATTT 
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TTTCCTTCATTTCAACTTTAGTGAATCTGAAAATTATGTGTCTTGGAGTTGCTCTTCTCGAGGAGTATCTTTGTGGCAT 
TCTACTAGAGGGTAATTTTCTTTTAGGGTGTTATAATTA^ 

AACATGAGATAACTTGATGATTATCTCTTTATGAATTTGAGGTGCTGAGTATTTCTTGTTTTTCAATTACAGCATTCOT 

TCAAATAGCCAGTCTCATGTTTCTATTTCTCTCTTAGCTGCTTCTTTCTTTAATATTTTGTTGCTAATGAGAACCTCTA 

CCAAAATGAGTAACCAAAGGGCTGAAGAAAGT^^ 

ATTTTATATGTTGAGTAACATGCCATTTGAAGAT^ 

TAGATTGATCCATCATCTTTCTCACTTAAGAGCATTTAGTTCTCACCTTCAAATAATC^GCAGATTAAAATAGTGGTAC 
ATAGTCATCTGTAGGAAGAAAGAAATAAGCTGTACAGTAGAGTGCTCTGTGGGTAAATATTTGTTGTGTTGAGATATAA 
CCTGTGTATATTTATTAAATATCAGTGACATTTCTTTGCTTATTCTTTCATTCACTCAAC^GATATTATTGAACAGCT^ 
CTGTGTACTAGGCATTGTTCATTTTCCGAAATTCTi^^ 

GTACTGGTAATGATATATATCTTTATTTCCCAGTGGGTTTTGGCAATATAGCATAAAGATCATGAAAGTGGGCTCTAGA 

ATCTGAGAGCCTGTGAAAACTTCAGCTCCAAC^CTTTCTAGTTGTGTGAGCGACTTTAGGCAAGTTAATGAACT^ 

AAGCTCATTTACTTC^TCTTTACAATAGGTATAATAATAGTACTTACCTCATGTCCACTATCTAAAGAGTAAATGGG^ 

AATATGCAAAGCATATTGCACTGGGCTTGGCAGGCAAGTAATCCCTCAATAGATGTTAAATTTGCTGCTGTTATTAAAT 

CATAGTTCTTGCTTAGTTGATTGTTATAATCTTTTTCAGTATTTATTGAACAAATACCTATGAAGTGTACTCAGAGTAA 

ACTTGGACAGTGAGAGACACCACCATCTGGCCTGTTGTGTCATAAACAAAAGCCTTAAAACTGGGTCTTGGCAATGGTG 

AGGGGAAC^GATGCTCTAACTGCCTTCTAGAATGTGTTTTTCACTATGTGTCTAAGCTGCGATGAATGTCACTAATGTC 

ATCTCTCTTTCTATTTTAGGTAAGTACATCACCATTTTTGAAACTCTGTGCAGATGGGTAAGTCTTGCTGCTGGAACTT 

TTCCTGTTGATTTGCATACTTGGAGGATCTGGATCAGACAGTGTGCTTATCGTGGTCAGAAAATGCCTTTATTTTATTC 

AAGCAGAGATCTGGAAAGGTAAGAGAATTTCCCACACATGCTTTC 

ATCTGTTATTTTTAATTAGATAAAATGCTATGTTAAATAATTGAAGATTTAATTTCTTACTCTGTCAATAGAAGGCA 
GTAGTTTAAAAGACTTGAGAAAAGAAAAACAATTGTTTRCT^ 

TACAAATCTTTGTTTTTCTGCTTTCAAACAGGGAAAATTTTTTCAGTGCCTAACAAACAG 
TTAATGAGAAATAATTTTGTATCAAATAGAAAAAGTGACAJ^ 

GGAATTCCTGTTATGACTAAGAGTTGATGTAGTTAATTTAGTATGTCTAAAGTTGGCTGTAATCTATCACCACAGAAGA 
GCTGGAAGAAATGATCTTAAATCACAAAGGATTTAGTAAAGACCTACGTGAGCTGTGAAAGATGATTAAACTATGAAAT 
AGTTCTCAAAAGGAAGTTATAAATTCCTTGCCA.CTTGTGAAATCTAAAAACTACATAGACA 
AATAAAGATTTATCCTGCCTTGGCACAATGTATTGAAT^ 

CAGCTTTAATTCCCTATTTACTCCATACATACTCTATACTCTATGTGTTAGTCTGAGTCTTGCAAGAAGCCCATGCCAA 

AATGGGATTAGAAATGCAAGAATTTTAGGAAATGCCCTTGTAGAGGAATATAAGGAGGGAGCCAGTTAAGGCTGAGGGA 

AACGTCAAAGCATGATCCAAGTTTGACTCTGAGTAAAGAAGGGAGAGAGAATTGGTGAGAGCATCCTTGATTGGGCTAG 

CCAAAGGCATATGGGAGTCCTCAAGCCAAAATCAGCCATCAGAGGAATCCTGTTTCCCAGGAATGTGTCTGCCACAACA 

TGCCCTCTGTGCTCAGTAAATACCAGGAAGCAGGGCATGGGAGGTATGGCCTTAGCTAAAATGTTGCAGTGAATTTO\G 

AGGCATCAGTTGGGGCCCTTTGCTGGTTATAGTTCCTATAGTTGGAGGTCTGCAGCATATCCTCACGGCCCCACACAGA 

GACTGTTAGATCTTGGTTCTTTCTGTTTCTTATTTTCTATTACAATGCCTTCTATCTCCACATCTTACTCATTCTTCAT 

GCCCAAATCAGTTACCACTTCCTTCATGAAGGTTACTCTGTACAACCTAGTGGCTAATAATTACCATTCTCTTTTGTAA 

TTCAAAAATTCTTGTATTTTTCTGTGATATTTATTGTTTTTTGTTATCCATTTATTCAAAAAAATGGTATCGAGAGCTG 

CATTTGTGCTAGCCACTTTTCTATGCTCTGTGGGGGAGAGGATCAGAAAAAAATGATAAAACATGACAGTCTAATGG.iiA 

AAGATAATACTGTAGAATACATTAAAATATGACAGAAATGTTTGAAGTATGAGCAAAAGATATGAGGAGACAGAAGAAG 

GAAGAATAACCTTTTGGGAAAGAAGGGAGGGCAGTGCTCAGGGAGGGATGGAGGATTTAAAGCAGGACTTGACATTGAG 

TTTTGTCTTGGAGGGTGACTAGCTCGTTAGGAGTTGACAGTTGAATAGGCATCATTTTCAAGTTCATGGTTATATGAAG 

GAGCATAGAAAAGGTTTGTAGTACAGAGAGCCTTGCATGTCATAGGGAATTTATGGGATTACGGTCAAAGAGAAATCTG 

CAAAATTGGC CTAAAGCCAGATTATATGGGGCATCGGG TCTTGG CAAGTAGTTTGGACTTTATTCTATGAGCCCAATCC 

AATTCAGAACATCTCAGAGTCATGTGGGCCAGGCTGAATGACAAAAATATTGATGTATATAATTCTGTTATGGCATACT 

AAAATGGTATGATTCTACCAAACAAAAAAGATGGTGATACTATATATTTAAATATGTTGTCTATATCTAAAAACTACTA 

ATAAATTACAATGAAGAAATCACATTTTGATAAAAGAAGATAAAAATATAGGGCATAAGGCCAAAATGTAATGG 

TTTAGCAGACTCTTAATCTCAGGTGTGAGATTTGTCACGAATAGCTATTTTCTGCTCGATATATATTTACTTTCTGTAC 

AGTGTGGTTATAAAGACATAACTGAAAAATCTAGTTGTCCTCGAAATATGTAAGGTATCAAAAAGCAGGATTTTATGCT 

GAGTGTGCTTTATAATATTTGGAAAATAGTTATAACTAGTTGAAGCATTCACCAGAATGTCACTTGACAATTCTAACTT 

TAAATATCTATAAGCCATAAAGTTAATATATTATATTGATTTTGATTTTTAATTTGATGTAATTTCAGATTTACTGTAA 

AGTGGCAAGAATAGCACAAGGAATTCCCAGATACCCCTCACCAATATCCCCCAAATGTTAACATTTTACTACATTTACT 

TTATTCAATCTCTGTCTCTCATATCTACCTTTCTGTCTATCTAATCATCTATGTATCCGTCTACCCATACACACGTTTC 

CTTATTGATACACATTAAGAGCAAGTTGCAGACATGATACTCCTTTGCTTCTAAATACTTAAATAATTCCTAAAAACAT 

GGAATTATCATACATAGGTACAGTTCAGTGGTTAAAATTAGCAAATTAACATGGATAAAATGTTGTTATCTAATCTACA 

GACTTTATTCTAAATTTCAATAATTGTCCCAATAATGTTCTGTGTAGCCAATGAAATTACAAAATCATGCTTTTCAATC 

AGTTGTCATGTCTCTTTAATATCCTTTAAACTGGAGCAGTTTCTGAGTCTTCGTGAAAGACTATTTCATGACATTTATA 

TTTTTGGAGAATTACATGCCAATTGTTTTGTACACTCTCTTGATTTATTTGGGCTGCTATAACAAACTACCATAGTCTT 

CATGGTTTATAAACAACAGAAATTTATTTCTCATGGTTCTGGAGGCTGAGAAATCCCATGATCTGTGCTAAGCAGATTT 

TCTGTCTGGTGAGGATCAGCTTTCTAGCTCATAAATAGCTGTCTCCTTGCTGTGTTTTTACATGGCAGAAAGGAAGAGA 

GAGTTCTCTGGGGTCTCTTTTATAAGGGCATTAATCCCATTCATGAGGGCTCTGTCCCCATAATCTCATCACTTCCAAA 
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AGGCC&CACCTGTAAATACCATCATATTO^ 

AAAGCATAGACTATCTTTCAATTTGAGTTTATTTTGTGTTTCCTGGG^ 

ATATCACAGTAGGGATGCTAAGTCCTTATATCCAGAGGTAGATGCTGTTGTTTAGTACCATTACTGACAATTTTAGCTT 

TGATCATTTAGTTCAAGTGGTGCCTACCAGATTTCTCCACTGTAAAGTTACTATTTTCCTCCTTTGTAATTAAAAAGCA 

TTTTGTACCATGATAATATGAGAGCATGTAAATATGCTGTTATTCCTCAATTTCTTACCCAATAGCTTTGGAATCCGTT 

GGTGATTCCTGTCTAAATCAGTTACTTGTGTTATTATGATGGTTGCTGTTTTCATTGGTTTAATGCTGCC 

ACCACAAACTGGGTAATTTATAATGAATAGAATTTATTTGGCTCATGGTTCTGGAGGCTGAGAAGTTCAGGATCAAGGG 

GCTGCATCTGGTGCAGTCCTTTTTCCTGCTGCATCATGACATGATGAAAGGTATCACATGGGCAAGAAATAGGGAGAAG 

GGGGCC&AACTCATTTTTTTTTTTTO^ 

CGCCTCGGCTCACTGCAACCTCCACCTCCCGGGTTCGCCATTCTCCTGCCTCAGTTTCCCGAGTAGCTGGGACTACAGG 
CACCCACCACCACGCCCGGCTAATTTTTTGTATTTTGTTTAGTAGAGACGGGGTTTCACCGTGTTAGC^GGACGGTCT 
CCATCTGCTGACCTCGTGAGCCACCCACCTTAGCCTCCCAAAGTGCTGGGATTACAGGCCTTAGCCACCGCACCTGGCC 
CAAACTCATTCTTTTATAAGGAACCTACTCCTATGATAACAGATAAAGTAATCCATTCATGAAGGGAATGCTCTCATGA 
TCTAATCATCTCTTAAATGTCCCAACTCTTAACACTGTTGCGTTTTGGTCTAAGCTTCCAAGATGTGAACTTTGGGAGA 
CATATTCAAACCATAGTGGTTTGCTAAGGGGAAATCTTGTAATTTCATCATTTCTTCCTCTTTTATTAGTTGGCTTTCT 

ATTATGCATAAAAATGTTTCTTCGTGCTTGTCT 

ATATTGTTGGTTAATATCATTATTTATCTTAATCCTCATACTGTCCTGGATTTGGACAGTACAAGGTACTTCTAGTTGA 

CTCCCTTGTCATTTTAACACGTTACTATCATTCTTTGAGTACTTTTTTACTTTTTGGTTTTAGATATGAGACTCTTGTO 

CTTTTATCCAAGCCTTGGAATCAGCTACTTTTATAGGGCTCTCTGTTTCCTTTCAGTAAAGAATGGTTTTTAGAAAT^ 

AAATTTGGAGAGTAGGTGTGCTTTTGCTTCTAGGTCCTTTTAGTAGACATATCTAGGGGGAAAGTGTATGTATGTACAT 

ACTCATATATAAATGTGTGCATATATATGCATACCCACACATACCTATATCCATGGGTATATTCAGATATTTGTATACA 

TTAAACCTAGGATTTCACAATGATAATCCATGATTGCAGTGCTCATTCTGTTCTTCTCCATTTTCGTATCTGTAACTCT 

GTGAGAAGTTACGGTGAGAAGCCTGGCTCCCATTATTCACAATATATTATATATTGCATAGGATTTTCTTACCTGTGGA 

ATGTGGTTTCAAAAATTACTTTCAGAATTACCCACTCACGCCTCTATGGAAAAAGAGAAGTAAGGCAAAGAA^ 

TCAGTAAGTAGACTTTTAGCATTATTTATGTTTTATATGCCTAATTCTGTACTCAAAATTCACTTGGTTAGTTCTTTTC 

TCACAGCCACTTCCACTCACTTCACGGTTCTC 

TTGTTTTCATCTAGAGTTGAATCGATTAATCTGGAATGATATTTTCTGTTTCTATGTTTAAAATATCAACTAATAATTT 

CCTTTCCTTAATAATAAGAAATCTCTAGCACCATTTAAGACTCAGTTAACTGAGGTGTAGGTATCCATGTTTTCCTAGA 

GTATAGAGCTGTGATCTAAATCAGAAAATCTGAACAAGTTTGTCTTGGACCTy^CTTCAGGATAATCTGGAAACAACGG 

GACAAATGTTAGTGCATGAGTATTTTCAAACATAGTTCTGAGTAAATTCCAAATGCATATGTGGGTTTGTGGCTCTTCA 

TATCTGGTTATTTGTACATGATCACATCTTTATTGTAGATAATAAAAGTTGGGTATAAAAGCAATGCCATTAATTATGT 

ATTTTTTATGCTTTTTGTTTCAAAAAA'GGAATTAAGCAATCCTAACTTTAAAAATGGATAAAATGCCTATGTAAAGCTA 

AGTTAGAAACACAAATGTAAAAGTGTATTTCGTACTTGGAGTTAAGTTTAGGTCTTAAAATATTAATAGCTTCCTCAAA 

GATACAGCAAATAGAGAAACCTGATAATATTTATGTCTTGAGAGAAAATTATCTTTCTATAATTAATTATAAGACTTTT 

CATTAGGGTCTTTGTGTAAAGTAAAGCAATAATATGTTTAATAGTATTTTTATGTGAGTTACATACATGTACATTATTA 

ATCATGAATAAATAGTGATGTTCTTATACTTAGTCTTGTTATAAGTCAAAATATTAAATCATTATTCCATGAAAGTCTT 

CATATAGTAATTTAAATCATTGTTAAGTCTGGTTACTTGATGTTGAGAAAGAGCTTAGTACACATAGTAGAATGACTTG 

CCAGCCTTGCCATTAGGTTATCTTTCTCATACATTACTTACCTTAAGTTGGCAGGAGCTTGATTACAGAAGATAACTGT 

CATTTATCTCTTTGTGTGGAGTGCATATATTGTGGGATGTCTATAGGAGTATTACCCAAAGGGTTTGTATTACAGAATT 

ATAGTTAACAAAATCACTAGGAAATGTTTATGGAGGGAAGATAACCACAGATATATCTGATTACCTATTTGGAGGACTA 

GCAGTGGAATTTCTTGCTGTTTCTCATGTGGCCAAAACTAATAAAATAAAATAAATTTAGAAGAGTTTTGTTGTACCAA 

GATAATCCATATATTTCAGTTGGTATGGAAAAACATCTTTTCTTTCAGCCATTGTTACTATGACACTTAGACACTCTAG 

TCTACAAAATTATCCTAGGTTTAGCAATATTGGAATTAAATTTTATTGTTCCTTCCTGATTGCAGAGTTATAAAAATAA 

GGATTGAGTTATTATGAGAGGCCGATTGTGTAATACATATCATGAGTTAAAAGTAAACGTTGACTTTTATTATAATTGC 

CTTTTGCCACATGAGAGAAAATAAACTAAGTGAATAAGACTGTCTCTAAGTCTTCTCTGAGATTAATTTGACAATTTAC 

TAGAAATAGAAAGATTGGTAATGCTCAGTCTAGGAAAGGGGTAAAGAAACAGGCACACATATATTACTTGAGAGATTGT 

^^YTTTGTACAGTTACAATGGTAACACTCCATGTCAAAATATGCATATAACAATGCCTCTTGTAGACATTT^ 

AGTAACAAGAAGTAGGCAAAGATTATTTTATGTATTTTGACCGTCAATGAGTTGATAATAGTAAAGGACTAGGGAGGGT 

TGGTGTTTAAAACAGGCCAGGTGCGGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCCAAGGCGGATCACTTGAG 

GTCAGAAATTTAAGACCAGCCTGACCAACATGGTGAAACTCCATCTCTACTAAAAATACAGAAATATCCAGGCACTGTG 

GCAGGTGCCTATAATCCCAGCTACTCAGGCGCCTGAGGCAGGAGAAGTGCTTGAACCCCAGAGGTAGAGGTTGCAGTGA 

GCCGAAATGGTGCCACTGCACTCGAGCCTGGGTGACA 

TAATTCTTTACACATTTTTAAGTATATGGGCTAAAGTATGAAACCAACTCTGAGTAATAGGATTATAAATATTCTTTAT 
CTCCTTGTATTTATATTTATTTATACCTTAATTAAATTTTGAAATAATGTTGTTACTTTTACAATAAGAAGTTGTGAAA 
AACTATTACCATGAAAATAATCTAGCAAGAATTTGAT^ 

TTTACTCTTTTTGAGACTGAGTTTAAGGTATTTGATCAATTGTTAGAGGATGAGTTTATCATTTTAGTGCCTTGCTGAT 
TTGTGCAGGCACCTCAGTTTTAAGTAATCATGGGATTATTTATTTGTTGATTTAGCATTTGTTCAGTACTTATGTGCTT 
AATAGCACTTGAACATACAAAGAGAAATGAGATTTTTGGTCCCCAAGAATTAAAAATTTAATGGAGGAGATAATCATAA 
ACTTACAGAGAAGTATATGATAGGCTGTGTCAAAGTGGGAACAATGTAGACTAGGGAAATACAATGCTTCTCTTGGATG 
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GGTCACACCTAGGAGGGGCCAAAGGGGACAACTCACTGGGTATTG 

CTGGGCTGATTCGGAAACCCTTTCTATTTTCAACTCTTCTGCTAAACATCATTATAGTAACA AGTACACATCCTGCT 
GTTACCAAGTGTCAGTGTTTGGTCAGTTTGAGTTTTACAGGCATATAGAACTGCCATTTTGTCATTTCTGTCTACATTG 
TACAAAAAAGTAATTTAACTGAGCTTTATAACTTATGATTTGGAGAACTCCACAGCTCCCGTTGTTCTTTCTCAAAAAA 
TTATTTTCAGTGCAACTTAGCTTTCTGTGTATCTCCATTGCTCATCTGCCCTAGATGGTTCAGGTTGGTTGCTGTCTCT 
ATTAGTGTGACAAGAGTTAATAAAATGATTAATTAAAAAGAGCCTTAAACGTCTACTTAGAAAACACTAGATAAATGCT 
AAGTAGGGTGCTTTTTGGTGGATCAAGAGAGTCCAGATCACTAATATATGGATGGCGTATAAATTAAATCACTGTGTAA 
GACTGCAAAATGTCAGAGAAACATTTTAATATGTTCCCCCCAGCATTTGCCTTTCTGTACATATGTCTTAGAATTATAA 
TGCCTACATTTTAACTATGGTTTTCTGTGGGTATATATACAAATAGATAGCAACTGATTAAAAAAAAAGATCTCAACTT 
TTTTTTTTCAATTCACAAGATTGGAGTATTTGGAGATAGGGCTGTTTTTTCTCTTTTTTTCCTTTTAAAGCCATCCACA 
TTTTCTTTTCTACTGCTTTCTCACTCAAAAAATGTAAGCTAGAAAAAGTTGATCTCATGGAAGTAAAAAGGAGAACAGA 
GATTACTAGAGGCTGGAAACAGTAGGGAGAAGGGGAGGATAGAGAAATATTTGTTAAGAATACGAAATGACAGCTAGAT 
AGGAGGAATTAAGTGGTAGTGTTCTATAGCACTATAGTATGACTATAGTTAACAACGATATATTATATATTTTCAAATA 
CTTAGAGGATATTGAATAGTCCCAAAGAAATGAAAAATGTTGG^CATATGCTAATACCCTGATCTGATCACTATGCAT 
TGTATGTATTGAAACATCCCTACGTACAATTATTATGTATCAATTTAAAAAATATCTAAAAATATATGTGTACCTAAGT 
GTATACACCTTATATATCCTTTGATTTC 

ATGCTCTGTAAAATTAGAAAATCCTTCAGCTTTTAGAAGCTCTCTGTTGGTTTATTAGTTGATCACAAATTAATATGTC 
CCTTTGGTTTAATCTGTATCATAAAACAAAAGTTGACTGTTCCCAAACATGTGCTTGGATAAGAGAAAGCTGTTAATAA 
ATATCTATTGACTGAATGAAAGTATAAATGAATAAATATTTTTAGCCCTTAGAAATATGTGAAAAATACCTAGAAAATA 
TTAGACATACCAAGGTCAATGCTAAATGTAAAATGTATTTCTAAGAAAACTCTAAGTATGCAACCATATGGATTGATTA 
AAACTAGTTACTTAAAACCTCTTATGACTGTATTTTTCTTGTTTTTGAAAAATAAATGCAGTTTGCACTCTCCTTGCTT 
AGAACTTACGTATTCTATTTCACAAAAGTGCATGCTTGTGTTATTAAATGTGTGTGTGTGTGTGTGTGTRTATACATAT 
ACATATATCTTGATCCCTAATCTCAGTTAGCTCCAAAGGTGTTCTAAATATATAAATGTTATAGGTCACAGTGTGATCT 
CTTAACACTATATTTTTTGGTTGAGTGTGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGCGGCTGAGGYGGAAGGAT 
AATTGGAGCCCAGGATTTTGAGATCAGCCAGGGCAACATAGTGAGACCCTGTCTCTACTGAAAATACAAAAAAATTATC 
CAGGTGTTGTGGCACGTGCCTGTAGTCCCTGCTACTTGGGAGGCTGAGGTGGGAGGATCTCTTGAGCCTGGGAGGTCGA 
GACTACAGTAAGCCAGGATTGCGCCACTGCACTCCAGCCTGGGTGACAGAGTGAGAGACCCTTTTTCAAAAAAGCCTAC 
GTTTTTCAC CAACACATTTCAAAATTACTTTTAAAATTATTATTGTTTTTAAAGATAGGTATGTGC CAAAATTAGAACT 
TTGGGTCCAAGAGCATCTCCACATTCACATAAAGAAACTTAAGTTCAGTAACTTGCTCAGGCTATAAAGTAGAAGAGTT 
AGGATTTGAACCCAGGTCAGAGGGCTCCAAAGCCCTTTCACTTTCCATCAAAAACATTTGATATTTTGCCAAAAATATC 
ATGACTGTTTGTCCATTKYCATTTCATATCCTTCAAACAGCTATAAAGTGTGGAGAAATGATAACTTCATAACTCACGC 
TACAGCTCGCAGACACACTTAATTAGCTTAGGGACAAA.CAGTTGTGACATTATGAGTGGGAGTTGCAAGGCTGAGTTGA 
ATGTACTGATGGGGATGTTGGTTAAAAAGAAAAAGCCATTCT^ 

TAGTATTCTGAGAYGTTTACTGTGTArTATAGAAAAATTGCTGATTTGAATCACAATTCAGCAATACTAGAGAAGGAGA 
AATCTACTTTTTCTAAATTTTCTCTACAGTGAAATAAAATGCTTTTGGAATATTTACTTGAGGAATGGGTTATCTGAAT 
GTTCTCACTGAAACTCATTACACCGTATAGTGAAAATCTAGTTACAGGTAGTTGAAGTGTAGGTATAGATAGTATGTGA 
TTCATAATGACGCATGTATGCCATGATTTACCTCAGTCACTGGACAGTAAGAATGTGATTAAGGAAGTTTCCTCTGCAA 
CATTTCAAGATAAGTTAGCTGTTTTGAGCCACACAAATATTAAACTATGCATTGTGGCCAAGTGCCTATAATGCCAAAA 
GCACCTGTTTCAAATTGTGAGTAATATCTTATGTGTTACACTAYTGAAATCTCCTTGTTACAGAATATTAATACTACCT 
ATTGAAAAGAGTAAGAAATAAGAGTTTCTCATTTCCACCCTTTTGGATTTATTTCATCAAATGATGTGTTGATGAATAA 
TGCCCTTTCTGTAAGATGGATAACTCATGGAAAGAAAGCCATTTGGACATGGATACTCAAGATTTTAAAGAATTTAGGA 
GGTGGCAGTGTGAATATCAAATAAGGTGCCACTTGTAGAGAGAGTATCTCAGAAAAGGAGCAGAGAATCATACAATAGA 
AAAGTGAAAAGCTGTTTCCTGTGGTAGATAGACTCTAAATAATGATTTTAGAGACAGACATAATAAATTAATTTATTGG 
TTCATTGAAGAAACATCCTGAGTTCCTATGACATGCTAGGCATTGTGCTGGTGGGGGCGAGGGTTGGGTGAGTAGTGGC 
GTATGGAGATGAAAAGATGCATCAGACATGGTCCTTGTCTTCATAGAACTTTCCACAGGGTAAAACTGGAAAAACCCTG 
CTGGGACAGAGTGGGCATCTATTCCGGCTTAGGCAAGCATATCTTATCCTATTGATATCTGTACAATATTATCCTTAAA 
CTAGAAATACAATAATATGTTTTATTCTGACAATGAGGAATAATTTTCCATATTAAGGAATAGGTTAATCTCTAAATAG 
TATGCTATTTATTTTATCTTACTTTTTCCTCTGTGTTTTTAAATATTTAACAATTTAGGTAGCATCCTAGCAGGGCATC 
ACTAGAGAAATAAAATGAAGCATTTTTAAGTAAATATATTTTACAGATCATTTGGAATTGTTTCAAAAACTTCATTAAC 
TTTTAATGAACCAAAAATATAGTTCATTGGAATTAAATGTTCCATGTGAAGATATTTATTTCGGAAACTACATGACTAA 
ACCAATGGTAAGTTGAAGTTAAAAAAGTGACCCCAAGAGAGGGACAATGTCATATTATTATTGTTATAACCCATATATG 
TTTAATAATGACGATGCAGGATGGTGCATATAGMAAATAACTAGGTAAAGTTTCTAGGAATTTTTATTCTATTTCTCTT 
CTTTCAATTCTAATGTATGGGCCAACTCATCATTTTAATACAGAGCTTTGAGAGAAAATGCATAAATGTAATTTTCTGT 
ATGATCACTAGATGGCG CCATGCTTCC CTTAGAATGAAG CTGCTCAGGAATTTGC AAGTGCAGTTC TGAGTATTTCACA 
TAGAAACCTGGAAGATGAGACAATTGTATTTCCCATAAGGTTTTGATTCACTAATATCATCAAAACAACAATTAGCACG 
TGTTACTTTGCATTCAAAAAGGGAGTAACGATTGGGTTTGTAAACAGTATATTGAAATAATCATTACTGAGGACAAAAG 
TGAAGCATGCCTCTAAGAGGTAATTCGGAAGGTCTCTTTTGCTTTCCAAAAACATACTAGTAACAAGGAAACATCTTAT 
ACTTGCTTGGAAAACTGGGTCCTAGTCAATGAGCTATGTCTTAAGGAATGGAAATACTGGCAAATGTGGTAAAGTTTAC 
ATAGCCATTTTCTGCAAACCAAGAAGATAAATTGCATTCTGCCTAGTCTTAGGCAAACAGTTGGGCCATTTACTGTTCC 
ATCAAAAAAAGGATTGTCAGATCCCCAAAAGCACAAGGATGCATATAGAGTGTCCATTTAAACTTCCTGATCAAAGATA 
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TACACTCGTGA&GGTGGAGTGGAAGACTTCTTT 

TGAGTTAAAAGTGACTCAAAGGATATCTTTTCAT^^ 

AGCTAAGACACTAGTGCATCAAAACACAATACATTTGTGAGAC^ 

GTGTATGTTCAATGGTTACAGTTTGGGATGGT^ 

TATAGAACTTTAAACCTGGATGCAATTTTAAG^^ 

TAATTTGTGATACACTCTGGACTTTTTRTATTACATCAAGTTGAAGTTTCCTTTTGTGG 

CAGTAATAAAAATGAAAAGAGATTATGCAAAAATAATTACTAATGAC 

TTGGTATTTTAAGAATACGTGCATCAAGCAAATTAT^^ 

ATTATCACATTTCAGAGCTGAATTTTTCTTCTTTGGTTCATTGACTGCATTGAATCTTTGTTTTGTGGGTGATATAAAC 

TTTTTCATTTCATTCCTTGCTCTAGGAGTGACTCTGGGGAATCATTAGGTACATGCTTGTTGGTTTTCCATA 

TCTCTGAGCCCTAATGGTTTCTGGATTTGGCCTCTCTO 

GTTGCAAAGAGAAGTATAAATCCAACTTACCATCTAGTCTCTTTCTGTGTGGTCTTGGCAAATTTTTTAATCCTGGCTA 
GGCATGCTGTTACTGGCAGAAATGAGGTTCTGCCTCAACTTTAGCTCCAGCCCTGCCGTTAGCCTGAAGACTTTCCAAG 
ATTTAGGGAGGGTCCATG7UVTATCTCATCTTCAAGAGTGTGCTATAGAGTTATCGAGCAACTCAGATCTTTTAAAAATC 
TTGAGTTTAGGAATCATACATTTAAATGTCAGTTCTCCTAGAAAATGAAGATTTTAATCCTTTAGAAAAAAATCTAGGG 
ACAAGGAATTCTAGCATTTCCTAAAGATTCCATCATAAGTA 

TTCTTTACTTTTTTTTTTTTTTTCCTTGAGACAGGGTCTCCCTTTGTCACCCAGGCTGGAGTGGAGTGGTATGATCATG 
GCTCCTGCAGCCTCTACTTGCTGGGCTCCAGTGATCCTCCCACCTCAGCCTCTCAAATAGCTGGGACTACGGGCTCACA 
' CCACCACACCTGTCTCATTTTTGTATTTTTTGTAGAGAAGGGGTTTGGACATGTTACCCAGGCTGGTCTTGAATTCTTG 
GGCTCAAGTAGTCCTTCTGCCTCCATCTCCCGAAGTGTTGGGATTACAGGTGTGAGTCGTCATGCCTGGCTGTAAAATT 
GTATTATATTTCTAATATGAAGAAATACTTG 
TTAACTCCTATATGATACTTTGTATTTTTATCCCCTC 

TGCTATTTGGATCTCTGATGATTTCTTCCTTTGATCCCCTAACTCAAAGGAGGCAATCAAGGCTATGCTGTTAGTTGTA 

ACCAGATGGAAACCTGATCTCCATTTATACTTTGCCTCTTGTATTGATAACAGGACATGAACCAGGATAGATACACTAA 

CAGTATTTGACTCTGCTGCAGTTGCCAGGCTAAATAACCAGAACTCATATCTCATTCTACTCTACCTATGGAAACACTC 

TGTATAATGAAAATGTGTGTTGAAAGTGTGTGGGTATATGTTGTGTGTATATGCATTAAAATTCTCATTAGCATGGGCT 

GGTTGTAATAGTGCATACCTGTTATCCCAACTACTTGGGATGCTGAGGCAGGAGGATCATTTGAACCCAGAGTTCAAGG 

CCAGCCTGGGTAACACAGCAAGACCGCCATCTATTTAAAAAAAAAAAGTAAAAACTCTCATGAGAATAATAATTAAAGT 

AGCTATGTTGATCATTGCAGTAATTT^AACCAAAATATTAATACTCATACCTGATATAGTTTTTTCCACTTTATTATAAT 

TACATTTCTCTCAAAAAATTTAAGAATTAGTATATGTTTAACATATACAGGTTGAATATCTCTTATTGTAAATGCCTGG 

GACCAGAAGTRTTTCAACCTTTGAATTTTTTTTTTGGATTTTGGAATACATGCATACACATAGTGAGATATCTTGGGGA 

TAAGACCTTCATCTAAACACAAAATTTATTTATGTTTCGTATATRCCTTATAAACATAGGCTGAAAATAATTGTATA 

ATATTTTAAAATGCTTTCGTACGTGAAACAAAGTTTTGGCTGTGTTTTGACTATGACTTGTCACATGAGGTCAGGTGTG 

GAATTTTCCACCTGTGACATCATGTCAGCACTCAAAAAGTTTTGGATTGTGGAACATTTTGCATTTTGGATTTTCAGAT 

TAATGATGCTTAACCTACCTTGTGAAATAATGGAGTCCTTTATTAATAACAAAACAATAATAGATGATACTTACAGAGT 

ACTTGTGTGTCAGGCTCTACTCTAAACATTTTATATGTATTAAACCAATTAATCTTCACAAAAACTCTGAATTAGATAT 

ATTATTATTATTTCCATATTTTAGAGGAGAAAACTGAGAAACAAGTAATCTAGTCTGTACTCTACCATAATGCTATGTT 

ACATTCTATCAACACTCCCACTGCCTCTTCTGAATTCATTGATAGTGGTGTGGTGGCATAGAGTCCACAGAGTGGAGCA- 

TTAATTAATTTTGCATAATGTGAAAGTAAAACTTAAGAAAATTTTAAGGAATAGACAGTGTGCAGTGTTATGGAATCAT 

AACTATACAATTAAGGGGTTAAATGAAATCATGCCCAAAATGCTGTGTTTTAAATGGTGGCACTGACTGATAAAATGTA 

GATTTGAGTTATTTATTGTTTCTACATTCTCAAGTGAAAAAGGAAGAAAGTAGGAATAAAATTCTGGACTATTGGGGGG 

GGTGTCTTTAGTCTTGCAAAAAGTAAAAAATAGAAATAGAAGAAAGTTTTTATGGTTCATATTGTAACATCAAAATATG 

GAATGAAAACTGTGGTCTCCCATGAAGTATTTCAGGTGCTGGAAGGAAATCTCCTAGACTAGGACTCTCAGCAAGTCCA 

TGGTTCCTATTATGTC CAG CATGC CATAGAAAAACTCCAG AATTAGTTAAATWTTAATAATTTAATGG AGAAAACTAAT 

TTTTCAAGGGGCAGCTAGTTAACTTCAGCATGAGTCAAAAAGCACTTCATCTGTCAATATTTATGTAAATATTTATTTT 

GAATTATACATTTATTTAGAGTATTTATTTACATTAGAATAGAGGGAACTAAGGCCGGGCACGGTGACTCATGCCTGTA 

ATCCCAGCATTTTGGGAGGCCGAGGCGGACAGATAACCTGAGGTCGGGAGTTTGAGACCAGCATGACCAACATGGAGAA 

CCATGTATCTACCAAAAATACAAAATTAGCCGGGTGTGGTGGCAGATGCCTGTAATCCCAGCTACTTTTGGGAGGCTGA 

GGCAGGAGAATTGCTTGAACCTGGGAGGTGGAGGTTGTGGTGAGCAGAGGTTGCAGTGAGCCAAGATCGTGCCATTGCA 

CTCCAGCCTGAGCAACAAGAGCGAAACTCCATCTC^U^TAAAGAATAAAGGGAACTAGCCATCTGATCATATTACAA 

CCAAAGC CTTTTATTTTCTTCATAACCTAAC TGAATGTGTC AAACAGTTTGTGATTCTGTCCTCCAAATATG CATGTAT 

ATTCCAAAAGAATCTGTGACCCTCAGTAGGCCTGTTTTTAAGTCAGTGAACTAATTCTTTCTTTCTTTCTTCTTCTTCT 

TCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCCTCTTCCTCTTCCT 

CTTCTTCTTCTTCTTCTTCTTCTTCTTTCTTCTTCTTCTTTCTTCTTCTTCTTCTTTCTTCTTCTTCTTTCTTCTTTCT 

TCTTCTTCTTCTTCTTTCTTCTTCTTCTTCTTTTTTTTCTTGAGGCAGGGTCTCACTCTGGACTCTGTCCAGGCTGGAG 

TGCAGTGGTGCAATCATGGCTCACTGCAGCCCCAAACTCCTGGACCGAAGTGATCCTCCTGCCTCAGCCTCTGAGTAGC 

TGGGACTACAGGCATGGGCCACCATGTCTAGCTATTGTTTTAAATTTTGTAGAGAAAAGATCTCACTATGTTGCTCAGG 

CTGGTCTTGAACTTTTGAACTCAACCAATCCTCCAGCCTTGGCCTCCCAAAGTTCTGGAGTTACAGGCATGAGCCACCA 

TACCTGCTAACTAATTCTGAAAGATAAGTCATAGTATTGACCATAATAGTGATGAAAATAAGTGGAATCCCAGGAGGAA 
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GCCTCTVTCTGCATGTGGTGAATATGTAAC^ 

CTTTTACTCTTGCTTTTACATATTCATCTC^ 

GCAGGGAAAGTATTATCCTCTTCTCCCTTTACTCCCAATTA(^ 

CTCAATATCAGTTAGTCAACATCA7^AGAGACTTGAACTGCTATAGTCATTATATGCAGTCTTAAGGACACACTCTCCAC 

ATTTTAAGGTTTAAGGATGGATAGGATTTCCAC^GAAGTATAAACAGAAAAATTGAAGACAGAGGAAAGAATACTGGA 

AAGGGCAAAAAAACAGGAAGTATGGTACAACTTGGAGAAAATGCCAGTGAGCTGC 

AATTAGCAGGCAGATGTTGATGGAATGCCGC^GGAAGATCCATCTTGAATGGTTTCGTGGGAACATAGACTGGATGTGT 
GATCTAAGAAATATAAGACTAGTGGGTTAGACTCAGCAAGGGGTAATGTGGAGCTAAGTTTGATGACTATAGATATGGA 
AAGACTC^GGGACAGATGCTACAGAAATTTCAAAGTTTTGA 

GTGAGACATCTAAGATGATTCTCAGGTTCGGGTCTGAATGACTGGGAGAATAATGATCCAGGAACAGAAATAGGGAAAT 
CATGAGAAGATGCTAAATTGGGAGGAGATGCTGGGTGTGATTTGCTGAGTTTGAGTACAAGCAGACCATGCAAGTAGTT 
ATGTCTAACTTGGAAGCAAAGTAATGGTGTGCACCTGTAGTCCCAGATATTCTGGAGGCTGAGGTGGGAGGATCAATTG 
AGCCCAGGAGGTCAAGGCTGCAGTGAGCCATGATCCCACCACTGCATTCTAGCCTGAGCGACAGAGTGAGACTCTGTCT 
CAAAAAATGTAATGCAATGCAATGCAATGCAACGCAACACAGCAAAACACAACACAACACA 

GAACCTCCCCCCCAAAAAAAAATTCTAGGAGGGAAGTGGGGTAAGCCTAGTGAAAATTCTCAGGCTAACTGACAATGTG 

TATGTTTTGCTAAATGGACTTCAGTTGGCAAATCAAATTTTTGAGTTAGACATTAATAATA 

CCACATTGTCCATTTCTVTAGAATTACTCTGTCT 

GACACATTATCATCTGCATGCACCTAGGCTCTGCCTTATATATGTTTACAACATGCAATGAAGCCTAGTGCCTGTAATC 

AGAAAGAGGGTGCTGC7VGTCCATCATGTGAAAAAAGAGCTGGACTATC 

GGCTGGCCGACAGCATCTGTCATGCCCCTAACACA^^ 

AGAAGTC^GGAGGGTTGTAGGGGCAAATTTCTAACGGGTTGTGGAATCTA 

GCTTACTCTTTTTAAAATCTGCCATTCAGCAGTC 

TGCACAGCAACAGCATCCAAATGCAGTGACGGAACTGTATGGCTTCTCCTTGGAATAGCTTTTAAAAACCTGCTTAGGC 
AGGGACACTTTATTGCTTGCTGAAAAATTCCAA^ 

TCCTTAGACCTTTTTTCTAAAATAAACTTTTGGAGATTTTTTGTTTGTTGGTTGTTACTATTATTTTTAGAGAAAGGAC 
AATTAAATTATCTTCAGATCCCA.GGGAATGGTAGAATTAGTCTTTTTGGCACTGATAGTAAGGTAGGTCATGTCTTAGT 
CCATTTGGACTGTTACAATAAAATATCATAAACTCTGTAGCATGGCTGGGCACAGTGGTTCACGGCTGTAATCTCAGCA 
CTTTGGAAGGCCGAGGCCGGTGGATCACCTGAGGTCAGGAGTTCGAGACCAGCCTGGGCAACATGGCGAAACCCCATCT 
CTACTAAAAATACAATAATTAGCCGGGCATGGTGGCGCATGCCTGTAGTCCCAGCTACTCGGGAGTCTGAGGCAGGAGA 
ATCGCTTGAACCCAGGAGGCAGAGCTTGCAGTGAGCAGAGATTGTCCCACTGCACTCCAGCCTGGCCGACAGAGGGAGA 
CTCTGTCTCAAAAAC1AAACAAAAAACTGGGTAGCTTATAAACAATAGAAATTTATTT 

AGTCCAAAGTCAGCATGCTACAGATTTGGTGTCTGGTGAGGGCCAGGTTTCTGGTTCATTAATGGTGTCTTCTTGCTGT 
GTCCTCACTTGGAAGAAGGGGCAAGGGAGCTATAACTTGGAAGAAGGGGCCTCTTTAATATGTGCATTAATCCTGTTCA 
CAAGGCTGGAGGCCTAATGACCTAATTACCTCCCAAAGGCCCTACCTCCTAACACTATTGCATTGGTGATTAGATTTCA 
ACATTTGAATTTTGGGAGGGTGCCAATGTTCAGATCATAGCTGGTCATTTCAGCTTATTTGTACTCTCTAAGTTATGCT 
GCAATAATTGTTGGCTTCTGTACATGGGCAATATGGAAATTAAAGCAATCATAACATTTTGGTAGAGGACCTGAGGAGA 
GATTATTCTGAA.TGTGATGAAGTTATAGTCTTTTTCCTCAGGTGGATTAGATCACTTTTTGGATAGAAATTTTATGTTG 
GGAAAAATAAAAATGGTTCAGTGACCTGAGGCAGAAAAAGTCTGTTCACAGGAATATAAGATAATTACTCCATCAACTC 
ACAGTTGTTTGGAATGTCAGGATCAATAATAGTCCTCAGAACATTGTAACCTTACTCCAGCAACTATGCTAACATAAAG 
CAGAGAAGTCTGAAGTCTGTCCATTAGTATTGGTGACAAGGTCATGGTTGCTTTTAAACTTTGCTTGCCAAAATACCTG 
GAGGG AAC TCAATGTG CATACTCAAGTTTCTGCTGTGG CAAATTGACTGTTG CTACCC CAGGAGACCCTAGGAAGACAA 

TCAGTTCATGTCTGACTGGAGACATTGCAACTTTATTTGTATGAACTATTTGGGTCAAATTTCAGGGGGACATGTCACT 

ACAGAGGGGCAGAGGGTCATGATAATGAAAAGAATCATTACGTTATATTGGTAATTAGATGTATGACTCTACAAACTTG 

TTTTTCCTTGGGTGTTAGTAACATTCTTTTTGGAGATAGATGGCATTTTACAAAGTCTATCCACAGAAAACTGGAAGTA 

TCTAAAGATAATGATAATGACGAGAATATATTCATTGTAATCTGGCATACAGAATTTTCTCTGCCATTTAAGAAGCTGA 

ATTTCTTTTAAGTATAGAAAGGTTAGACTTATCAACCTTATTTGCAGATACTATTTATGTTTTTCATGTTTTCTCTCTG 

TCCTTAAATATTTTCTGAGATTTAGGCACTGAGCTCTCTGCTAGACATTTTCAAATTTTATCTTTTAAAA^ 

ACCTCTCTTTATGAATGAAATTTTTCACAAAACTCTGATATATAAAACAGGCAAAATGAAACCATTATGGCAGGAATGA 

GTCTGGGATTTGCCTATTTATTTTTCTTTCTTCTTTCTCCTGTCTGCTAAATTTTCTACAAGCAAGGCAAGCAGTTCAT 

GAATCAACTGTTGACTACTTCTGAAACCTAAAATGAAATAATATATATGAAAGCTGTTATTCAGTGATTTATACTTATC 

AAAATATACTTGTCAAAATATTAACTGATTTGTGTTTGTCAAAATAAATATATTCATACATAGCACCTTGGTAAATCAC 

AGATCTAGTTGTATTGTAGGTGCCTAGACCAACATGACAACTTGATTATATGGCTTGAGATATTTACATCACTCTTACC 

ACAAAAACGTCAATAAACAGAGCTTATTAATCTTTTGAGGAGGAGGAAATGAAGGTGTAGGAAAGCATGTATGAAGTTC 

TACAGCATTTGTATACATCCATCTTTGGGAACTGAGTGAGCAAAAAAGAATAAAATGTTGATATTAGCATGAAAACTCT 

CACTAACTCTATAAATTTCTTGTCAATATTAGGCCTGTTTCTAAAGCCAATCAGAATGAAGGAAGAGCTTTTTAAAAAT 

AGGCAAATGTTGGTTACATTGGCTTCAATTTTAAAACAAAGTTCTACATTCTCTTCAGAATGCGAAGGAGGTTGAA^ 

GGAGGCATTTCCTGCATATATTTTGAGATGAGACGAGGGTGAGAAAAGGAGTAGAGCTGAATGTTATGTTATTCTGTTA 

ACCTTTGTCAGGCCCATCAGGCTTTATATGGTTCAAATTTCTGCTGTATATTTTGATACTTTCTGTCTCCACAGCAGTT 

ACTCAGGAATATATCCCAATAATGACACTGAAAATGCAGTGAATTTATAAATAGATCCCGCTGCTGCATAGATTCCATT 

ATTTAGAAAATTATACAGSGTTCTGTAGGAGGTTGAACATACAGTAAAATAGTTCATTTGCTTAGAAACAATTATTATA 
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ATTGTTATTATAAAATCTAATAGATTATTA 
TTTAATATTTGCTTCATATGATAAAGAAAAACTTAA 

ATGGCTCATGCCTGTTATCCCAGAACTTTGGGAGGCTGAGG(^GCGGATCACCTGAWGTC^GGAGTTTGAGACCAGCC 

TGGCCAACACAGTGACACCCCATCTCTACTGAAAAAAAAAATACAAAAATTAGCCAGGTGTGGTGGCAGGCACCTGTAA 

TCCCAGCTACTCTGGAGGCTGAGGCAGGAGAGTTGCATGAACCCAGGAGGYAGAGGTCGCAGTGAGGCAAGATCACGCC 

AATGTACTCCAGCCTTGGAGACAGAGTGAGACTCCATCTCAAAGGAAAAAT^AAAACAAAGAAAAATATCAGCAGAAATA 

AGTGAGTTGAGTAATTTCTAAATCTTATTTCCTATGTAAGTGGTTAAGAAATAATTAACTTTTGTTCTAGAAGTATTAA 

GGAGACAAATTGCAAAATTTAATGTGAAGCCTTGGCTCACAATAAATACTTTCTTTAAACTTAG 

GAATAATATTTTCCAACTTAAAATGTAACCATTTATTTTTTTCTTTAATGTGTTTC 

AAGGTTTGAGTAGAATTAGAAATAGCTGCAATTTACAAAACTCTATTTTGAAAGGAAGAAAATTAATAATAAATAGCAG 
AAGTAAAAGTTATCTTTCTGGAATCTAGGACTCTCACCCACTCTCATCTTCAATATTTACCCCATTGTTTCACATATGG 
AATATTATAAAATTAAAATATAAGAGAACGGATA^ 

CTTAGAAGCAATTAAAAGGAGAGGATAAGGTGGTTTTCTTAAAATAGTGCTTTCTTTCTGCTGAATTTATGTAACTTTT 
TTAAGAATGGCAATCTAAGTGTACAAATGATGTTTAATTCTCATGAGATTTCATTTTAAACCTTGCTTTAGAGTAAACT 
TTATGAGTAATAAGATTATACGTGTGGGAAACTGAAACTAAAAGGATTCAAATGGTTTTGACAAAC^ACAGATATTCAG 
GGTCAGTGCAAATAAGGTTACAGATAATCACTCCATCTGCTCCATTGTCAGCAAAAATGAGGCCCAGGTGTTGCAGTAT 
ACCTTGTCCTTTCTCCTGAATTGTGACCATTGACAAATAAGATTTTCAAAGAGAAGTCTGAATTCCTTAGGGTTTAGCC 
TGAGCTCTTGTAAGAGTTTCTTTCCAGCCAAAGTATTTTCTTGTTTTCCTGTCAATTCAATGGGTTAGACCATTCCATC 
CATTAGAAGAAAGTAGAGGAAATGGCTCAACCTTGCCCAGAGTACAGCTGGTTGGAACTCTGACAACGGAACTGTGGCC 
CAGGGTAAAGAGCAAGAGGCTGGGGGAAGCACGTAATGCTTCTTAAAGCCTTTGATCTAAAATGACAGACTGTCATCTC 
CACTCACATTCCATTAGCCCAAGCAAGTTTTGTGGCTAACCAGACAATGGGTCTCAGCAATATATCCCCCCTCCCAGAA 
CGCCTGAACATTCAAGTGGCAAAAGAGTGAATTGTTGAGAACAATAATATAGTCTATAATAGCATATAATGTTCATAAA 
ATTAGCACCCCAGGCAAAC^GGACAGAATGCCTATCCCCAGCCACAGCTTTATCCTGGCCTACAACGCTCATTTATACT 
TTCTTTCCTGTGTGAAATGAACTACACTTAGTTTATTTTAACCTGATTTTTACAAACCCATAAAGAATGCAAGAGATGC 
AGTGGGCCAGGAAGAAGTGAGAATGTTGCCCTATGTGTGATTTTTTCTAGAATCTGTCTAAGTTCTGCTTTATTCGTGG 
ATATCTTGATATGGAAAATTAATAGGATTGCATGGTAACTTCCTTATACACAAGTTTATTTACCTAATTTAGCTCAGGA 
GTATGACTCAATTACTAGCAACCTAAACATGCAATAATGAAGGGAATCTCCATGTTGCTTATGCAAACATCTAGAGTCA 
TATGTCACTTTGTAAGTAGACAAAATGTAGGGCATGTGGGCTGGACATGTCAACATGCTGCTGACTTTATCTGTCATTA 
ATTTTTGTTGTGTAAATTAGCATCCTAATGACACACCCCCACTGTATTCATTCTGTGCCCTGTCTCGCCCCTTAACTTG 
GAGCAGGTAATGGAGTTTTTAAACATCATTTGATAATTTGCCCTCTTCAGAAAGTAATACTAAGGAAAAGCTATTTAAA 
GTGAGCAGAATTCCTTTTATCTGTTGATTTAGAAATATTATTTATATTGCCAGAAATTTAAAATGTTCAACATGTTTAT 
AGTTATTAAAACTTTGTAAAAGTAAAGTATGTTAAATCTTCAGGAGTATCACTGGAGGAGCTAGATGACAAAATA'nVTA 
TATATATATATATATATATAATATTATCATGAAAATGCAGTGCTGGCAAACTGCTCCTGGGATTATAAATATATCAGTA 
AAACCACCCTTTCTCCTGTATCCTTTCAGCATTAGCCATAAAATAGACTGGCCAGTAGGGGTTACTCTTGGCATTATGA 
TCTAAGAGTGGTAGATTAGAGTTTGAAGACATAATGAGTGGTATTTTTAAAAATAGCTATTATCGTTGTGAATTTAGGT 
GCAATATTCAGAATTCAGAATTGGTGATAACTTGCTTTGAGCACTGTTTCAGCAGCTTTTATCCTATTCATATGACTGT 
CAGACATATTCCAGGAACTATTTTACTTAGCCTTGTTGATTGTCCCTCATTAAATAAAATCCACAGGTCAAAATTGTAA 
AGTAGCCTTTTAGTTCAATTTGGCATCTTTTTTTCCTGGGTGATATTCTCAGTCCCAGGGGTTTGAATTCCAGACATCC 
TTGAAAACAAAGCCTTATATGAATGTAGTCAGAACTAACTCTTTAAAAGGCAAAAGCACAACCACATTCAGTTACCCTA 
AAGTAACTGTAGTCAGGTGGCTCTTCAATTTTAGAAAATAAATTACTTTCAAAAAGAAGAAATTAGAAAAGGGAGGAAA 
AAAATAATGAAGCCTCATGGACATTTGTTTTTGAGAGAGAAAAAATAAATAAAAGGAAGTGGTTTTAAATATTGGTTTC 
ATAAAAACAAAACTTAGAAAAGCTTTTTGTCTGAAGCCCAAATGGTTACAAATGAGCTCTGCTTACTAAACATGGGGCA 
GAAAGAGTTCATTAGAATAAAATACTATTACCTTCAGAAGAAATATGTATTACCAAGGGATGAAATGCAAAAGTTACTA 
ATTCAATATTTATTTATTTATTTATTTATTTATTTTGGCGACAGAGTGAGACTCTGTTGCCCAGGCTGGAGTGCAGTGC 
TATTATCTTGACTCAATGCAGCCAGCCTCTGCCTTCTGGGTTCAAGTGATTCTTGTACCTTAGCCTCGTGAGTAGCTGA 
GTCTACAGGTGTATGCCACCACACTTGACTAATTTTTGCATTTTCAGTAGAGATGGGGCCTCGCCATGTTGCCCAGGTG 
AGTCTCAAACTCCTGAGTTCAAGCAATCCACCCATCTCGGCCTCCCCAAGTGGTAAGATTGCAGGCATGAGCTACCATG 
CCCGGCCTACTTCAATATTTATTTTTTAATAAATCAAGTTTGTTATGAGAGAGTTGTCAGAGAATAGGAATCTTCTAAC 
TGCTGGTATCTTGATGCATTCAGAGCTCAAGGATGTGTGGTGTGGTTCAGACCATTTCGTGCACACTGTAGCAGAAGGA 
TTGCCCTTTGATGGCTGGGCAAGGGAACATTATGATAGATGAGTTATCAAAATATTGCTAAAATTCTTTAGGCAGTTTG 
ATATAGATGTTACTGTAGCTGGACACTGTCAGAGAAAGGAGATAGCTGTAACAGAGTACCAAATGAAAAACATTTTTGA 
ATAGACTGTCCTTAAGACTTCTTACCTACGAAGACTCCTAATCTCTTCTTATGACATAATTATCGGAAAGGCCTGGAGG 
CCACACCTTGAGAAGAAAAGCACTTATCAGTTGTGATTTTCATTTTCTTCACAGTTTTCTCCACTCAGCTAGCTTACAG 
AGGAAACCAAAATGCAGTTGGTTGTTTCTCTTTACTAACACTCAGTTCCTAAGTGCTTAGCTTTAGAAGTTTTTTCTGC 
CTGTTTACTTCCACTTCTTGTGTGACATAACAATATTTTAGGGTTTTATTTTTCTTTTCAAAATTCTTCTGGTCTTTGG 
AAAGAAAATTAAGACACTATTTACTCTATGTTTGCTGATGCAGAACCAGTAAGTTTGTTCACCCACCCAAGTGATTCAT 
TCTAAGCAAATTCTCCCATTAGGCATTTGTTGMAAATCTGCAAAAGTTGCTTTTATTTACTGATTCAACATATCCCTTC 
CCAGTATAAGGATCTCCTTTGACGGTGAAAATCTCCTTGGATTGCATAGGTTTTCATTGTACAGAGAAGGCTTGACCTT 
AAAAATTTAAGTYGCATT7^AAATTTCTTTTATGTTTTAGAGAGACAGAGGCACTCTGTTGCCCAGACTGGAGTGCAGTG 
GTGCAGTCATAGCTCACCGTACCCTCAAACCCCTGGGATCAAGTGATTCTCCCACCTCAGCCTCCTAAAGCATTGGCAT 
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TACAGATGTGAGCCACCTGCTTGGCTGAAACTTTTCT 
TTATTTATAAAGATCTCAACCAACTTTTTAAACC^ 

ACTGCTGGAGTCCTTTGGGCAACATCAAACACCCAATTGCTCATTTTAAAATCTGGCTTTCCACGCCTGTAATTCCAGC " 

ACTTTGGGAGGCCGAGGCAGGCGGATCACCAGGTCAGGAGATCGAGACCATCCTGGCTGACACGGTGAAACCCCATCTC 

TACTAAAAATACAAAAAATTAGCTGGGCGCAGTGGCGGGCGCCTGCAGTCCCAGCTACTCCAGAGGCTGAGGCAGGAGA 

ATGGCGTGAACCCAGAAGGCAGAGCTTGCAGTGAGCCGACATCGTGCCACTGCACTCCAGCTGGGGTGACAGAGCGAGA 

CTCCGTCTCAAAAAAAAAAAAAATCTGGCTCTCCATTTTGGGTTCTTAGGTAGATGGAATAGAGTTTCGAGACTTGAGG 

GTTTTAATTCAGCAACCCAGGATCAACACTTTCTAGGTGTGAGACTTTAGTAAATAATATACTCAGAGATTCATGGTTT 

TTTTTTAATCTATAAGTTGCAGAAAATAATATCACTATCATGCTTTTTTAAAGGATTAAATAAGATATATTTAAAAATT 

TGTTATCCTTATACCTGGCATAGAGTAAGCGAACAGTAAATGGTATATTTGTAATTATTCTTTTTTACGTTGCTTTCTA 

CTTAATATGCGTTTATTAAGCTTCACCTTAAGTATAATTTAGCAAAGGATTATTTCAGTTTTCCCTTAAACCAGTT^ 

AAGTTTACATAGGGAGGTTAAAGCCAACAGGAATTTTTATGTAATAAGGAAATTCAAATATTTCAGTATCTGTGATAAG 

AGTTGTGTTAATTTGCAGAGGAATAACACAAAAGATTGATTAAATTTGGATTGCTAAATGTTAAACAGTGTTTGTACAA 

TAAAAGTGTGATTCAGAAAAAGCCTTATTATAACATGCGGAATGTATTAGCACTCTTTGGAGACTTACTATCTTTTAAT 

TTATTTTATTAAGCTGCTGTTGTGAGCTAACTAATAACATAAGTGTGAACTAGTTTGAAGAAGAATTGCGATTTTATTG 

AATAATATTCTGCAAGAATTAAATATCAATAGGTTAGCAATATCTCCTCATTGAGTTAAAGTATATAGATTGTATACAT 

GTTCTATGTATATACTATATATAAATGTTTAGATAGTATATATGAATGGCATAATTACTATAAGCTTACAGGGAAATAT 

GCAGAGTTGCTGTTATTTTTAGAAAGTAAATGATGACATTTATTTTTTATCTAAAACTTTAATCTGTTCAGTGATTTAG 

ATTCATTTGAGCTCTAATGATTTGGAGAGTAAGGCACAGGCATAGCCTTAATTTATTGGTGATGAAAAAAATCTACTTA 

TTGGCAAGATGGGGGAAAAAATCACAAGCCTTGTATGGAATTGTATGATTCTGCAGAGTTGCAATGGTGTTAACAATTG 

TGACAAGTTACACTTTCTGAGACAATCTTCAATTTTAGCAATTAAAATAGCAAAGAATTATTATTTATAACAGTATTCA 

TAACATAGCAAATGGTCATATTCCTTATAGAGACAGGA.CTTCCGAGTAGTCTTTATTTTGTTTTTCAAATTTGTCCTTT 

C^ATATCTCAAAATATCTTGTGTTGCAATTACATTTCCAAGTATATATTTGGTTGGGATGAAAATAGCTGTAATAGTAG 

TAGTAGCTACCATTTATTGAATTCTTGCCACGTGCCTCATATTTTATGTGGTGTATTTGATCTTAGGCCTTAGGACAAC 

TGTAAAAGGCAGGTATTGTAGAAGACAATGTTTTCTGAGAGACTGAAATGACAAATTAGAAAAAAAGTTAAAGACTTCT 

TGGAAATGCTATCTCTATAAGGT^ATATGACCATTTGCTATGTTAATACTGTTATGAATAATAATTATTTGCTATTGTAA 

TTG CTAAAACTGAAGAGTGTCTCAGAAAGTATAATTTATTTGTCACAATTG CAACTCTGCAGAATCACCCAATTCCATA 

CAAGACTTGTGATTTTTTCCCCTAACTTGCCAATAAGTATTATTACCATAATAAATATGCTGACGTTTCAAAGTTTAAG 

AAACTTCCTACAGTTCTCACACGTAGTGGTGACAATATGGCTAAGGGGTTAGGAATGCCCACATCCTCCTATGCTGCAT 

CCTGCCTGTGGTTTAGATTTGAGATAGGGACCCCTACTTTCTTTCCCCTAAGAGCAGATCTGTGTCATTGGCTATAACT 

GCTTTCTGGTCAGCCACATGACACGTGGACTTAACAGATGGTTTCTAATAAGATTGAAAGCATATCTTGACTCCACTTA 

CCTGGCCAGCACTGGAGAAAGGAAGATTAAGAGAGATTTGGATGAGTGTCCTTGTCACATAACTTCCCCTCCCTAGAAA 

ACTTGGTCCAATACGTTGTAATCTGGTGGTGCAAACTCACAACTTTTCTTCCCTTCTGTGAGTGTGTATATATGTGAGT 

TTATTGTATGTGTGTGTAAGGTGTGAATGTGTATGTGAAGTCTGTGTGTGATGTGTGTATATTTGAATGTCCTGTGCAT 

GAGTTTTTTTGTGACTGAAGTGTGTGTGAGGTGTCTGTATGTGGGATGTGTGTGTCTGTGAGGTGATTGTGTATGAGGA 

ATGTACATCTGTGTCTGTGGTATATAGAAAACGTGTGTGTGGTGTATGCACTTGCTGTGTCTGCATATGCATGAATTGA 

GTATGTGACTTGAGTATTGTGTGTGTAGGAGGAGGGGGGAAGTAAAAAGGCAAGGTGACAGTAGAGACTGGACAAATGA 

ACATAGCCGGGCACTATTCCTTTAACTCCTAGAACAGACATAACTTGAAGTGATCTAGACTTGAACTTTGGAGTATGAA 

GTTCCAGCCAGCTGTGTAACTATCTATTTAATATTTGGAAGCGCTTAGCCTGCTTAAATCTTGATTTTATCATTTCTAT 

TAGAGAAGTTTTAACTTAAATGCTCTAAGGTGGGGGTGTCCAAGGGAGAAAATACAGTCATGGGTTCTTAGTTTCTGTT 

TCTGGTTGGGCCAGAAAAGCTCCTTCCTCATCCCTCTTTTCCACTTATCAACAGAGACAGAAGCTAAAAACCATGGCTT 

CTGGCTGCTAAAGCCTAAAATAAAACAAAACAGAACAAACTCATCAACAATAACAGCAAAATAAAGCAGGTTGGAAATG 

ACTGCTCTAAGGGTGAAGTGAATATGTTCAGGTTGGAGTTACTGATAAGTTGTAAACAATTACAAGGATGTAAAATATT 

GCATATTTTTATTAGTGGCATTACTTTTCCAACATTACATTTTATATTGAAGTTCCAGAACAACAAAAAAACACTAAAG 

GTATTGCAGTGAGGAACTTATCAGTAAGTGCTTCTACCTTCAAGGAATTAAGTTAATTTTTATTGGCAATATTTGGAAC 

ATTGTATCAAGAAGAAAGACTAGCTAACGAATCTCTTTTGCACATCAAGCTCTTACAGTGTTAATTCATTAAACAACTA 

AGACAATTTTAAGTAGGAGCTTTGGTCTAAGATGTGTGGCCGCAAACTGAACCAATACTGACAGAATTTGGCATTAATT 

TTTTTTTCAGAGAATTTTTTTTTTAATATATGGCAATGGTTGAAAAAAAACATAGAATATTGTAGTTCCTCAAATTGTT 

AAACACAGAGTTATATGATCCAGCAATTCTACTTCTAGGTATATACCCAAAAGAATTGAAAATACATAGACAAATGTTC 

ACAGCAACATTATTCTTAATAGCCAAAAAGTGGAAACAATCCAAATAGCCATCAGCTGATGGATAAACAAATGTGGTAT 

ATTCATACAATGGAATATTATTCAACAATAAAGAATTCAGTATCAATGCATGCTATTACATGTATAAACCTTGAAAACA 

TTATGCTAAA.TGAAAGAAGCCGGAATGACATAATTTCATGATTCCATTTAAGTGAAATGTCCACTATAGACAAGTCTAT 

AGTGGATTAATGATTGCCTAGGGTTGGAGGGGGTATGGGGAATTGAAGATTGAGGGTCAAAGGGTTTGGGGGGTGTACT 

GAAAATATTCTAAATTGTGTTAATGGAGGCACAACTCTGTGAATGCACTAATGTCACTGAATTGTACATTTTAAACAGG 

CAGATTG TG TGGTATTTCAGTTG CATCTCTATAAAGGTGTTAAAACTAAATATAGAACAATTTTCCTAAGTAGTGGC C C 

CTCCTCATTTATTGGACCAATAGTTTGGGAGGAACCAGTCATGACCTTCCTGATACAAATCAACACCTACAGATAGGAT 

GGGAGGCAATTGTGCTAACAAAGTACCTCAAACCACAAAGTCTGTCAGTAAACTGATGCTTTTGTCAAGGATGAATGAC 

CAGGGGCAGGTAATAGGTGAGCAACTCTCAACTCTTTTGTATATGGTACTATAGTCTGGAACTAGCAAGTACTGAAAAA 

CGCTAGATGATAAAAGTCATTGTTATTTTATTCTTCCCTCTCCCTTCCTCCCCTCCCCTGTGCTCCCTTTCCTCTTCCC 

ATTTTATTTATTTATTTGAGACTTGGTCTGGCTCTGTTGCCCAAGCTGAGTTCAGTAGCAGTATCTCAGCTCACTGCAA 
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CCTCCGCCTCATGGGCTTAAGCCATTCTCACACCTCAGCCTCCAGAGTAGCT 

TGGCTAATTTTTACATATTTTGTAGAGACGGTGTTCCACCAGGTTGTGCAGGCTGGGCTTGAACTCCTGGGCTTAAGGG 
ATCTGCAGGCCTCACCCTCCCAAAGTGCTAGGATTATAGGGGTGAGCCACCAC^CCTGGCCTCCCCTCCCTTTTTCCCC 
TCCCCTCCCACCCTTCTCCTCTCCCCTTCTCTCTCTTCCCTTCTTCTTCTTTCCCCCTTTTCCTCTTCCTTCTTCCCTC 
CTSTCTTTCCCTTTC(^CTCTTTTCTCCTTCCCCACTCATAAATAGATATTATAATGAATTAATTTAGAATTATAGTTA 
AGCATACATTTGAAGTAATTGTTCCAATTTCATAATCT^ 

GGACAAATCCTATGTGCAATAATTGCTAATAGGAAGTGTTCTGAAGTATGAATTCTCTCCTCCTTTCTTGTTTGACTTG 
TCACTGAATCTCCAGTCCTACAGAGTACTATGTCCTGCTTATTGTTTATTTATACCACACCCCACTTCTACGTATAAA 
ATCACTTTCACTACGGTGGATTCAAATGATCTCTTAGGAATTTAGTTACATTACAGTCTCACATAAAATTACTGCCCTT 
AAAAACATTTGTTTGCTGGGCAGGGAGTGGCGAAACCCCATCTCTACTAAAAATACAAAAATTA 

GGGCGCCTGTAGTCCCAGCTACTCTGGAGGCTAAGGCATAATTGCTTTAACCTGGGAGGTGCAGCTTGCAGTGAGCAGA 
GATTGTGCC^CTGCACTCCAGCCTTGGCAACAGAGTGAAACTCTGTCTAAAAAAAAAAAAAAAAATTTTTTTTTTTGCT 
AACATTATTTGAAGAATAGTCAGTTCAGTATGCATCTATGTAGACCTAACC 

GAATGTGACACTTAAATTTTAATT^^ 

CAGTTTATGTGCTGTGCAATACTAAGATATTTACTTGGCATGGAGAGAATCACTGGCTTACTAAATAAAAGAATTCAGC 
ATTTTGTTTGTCAATCCTATGTTAATTGCATTTATATTTCTGACAGTTTCCTTGATGGAATTAAAAAAAAAAAACATGC 
AATAAGATCTGAATTGAGTGTTGAAATGAGTGTTTCCTGAGCTCCAATTAGTGAAAGTATTGAGATTTGAAGAATGGTT 
GAGGAGACAAGGTTTTATAATTGCCCTTCTGGGAAAAAGAATGAGTAAAG 

ATACAGTCATAAGGAAAGTTTAAAAGCCACAGTGAAATGCACACCTCTTAATTATGTTAACATTGATATCTATTTTAAA 
TTGATATCAATATTAGCTGTGAAAGTTTCGTATAT^ 

TACACATCCTGAGCACACAACGCAAACATATTGGGCAAGCAAAGAATCTAGGCTGATATGTGTGAATGCTTATGTGGCA 
TTCTATCAAAGGAGATAGATGTACATAAGGGGAATTATGGAGAAGTGAAAATTTGTCTAAGGTTCATTTTTTCAGTAGC 
TTAATTTTAATAGTAAACTCTTTTAAGGAATGAATGGCCACAGGCAGAGACTAATGGTGTACTTTCAGTGTTCTCAGTG 
AGTGCTTCACAGATTAGGTTTCCAAGAGAAGAAGATTGCCTCTGAGGAAGAAGAGATGGGGTAGCAAGAGGCATATATG 
AGACCGTTCTTGGGACCAACACCTATGGAGGGGAGGGAAGAAGGCAGAATTATGGGACCAGATAGAAGAAGTTGGTCTG 
(^TGCAGTCTTGAGGAAGGCCTCAGCAGAGCCAATAGACAGTTCCGAAGCTGGCATGCCCTTGAGAGTTGTCCTAAAT 
TCGGGTGAGAGGGTTAGGCCTTTATATCCTTGGTCACTTGATAGTAGATGCTGGAACAAAATGGTGCTCTTTAGCTAAG 
GCAATTTACAGAGGGCTGACAGCTGAGAGCACTTGTAGAATCTAGGAAAATGAGTCTTTCATTCTTGAAGGGGAATCTT 
CACATCATCCACTACAAATGGTGCTATATTTTGGAACCAGCAGACACTGAGAAATGCCAGGTGGATAGAATCCTTCCTT 
CTTTTATTCTATCTTTTTTTCTTTCTTTCTGTCTCCTAATCTAGTGCTTCTCCAAAAATACTTTTAAGAATTAGAATTA 
GGCCATTAGTTATTATAAGGAAGGAAGGGAAATAATCATTTTC 

ATTATTATTACACTCAACAATTATAATTATTAATATTTTCCACGGAAAAGTTTCATATATTGAATGACCCAAGTACTCC 
ATGTGACCTTCCCTGTCTATGTAAGCCTAGCATTCTGTCAGCCAAATAAAATTTTGGAAGGAAGGTCAGATAAAATTAT 
TTTTTCACTCGGTGTTAAAGAAAAGAAAAAATAAAGAACATTTATTGAGCATGCACTAAATATGACATAAAAGATCTTT 
GTTTTCTGTATTAGAGGTTGAGAAAGAATGAAA(^GTCTATTGATTTGAAAAGCTTTGCTCTCATTTAGCAATTATTAT 
TATTATTATTATTATTATTATTATTATTATTATTATTATTGTTGAGACAGAGTCTCACTCTGTTGCCCAGGCTGGAGTG 
CAGTGGCGCGATCTCGGCTCACTGCAAGCTCCGCCTCCTGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCT 
GGGACTACAGGCTCCTGCCACCACGCCAGGCTAATTTTTTTGTATTTTTAGTAGAGATGGGGTTTCACTATGTTGGCCA 
GGATGGTCTCGATCTCCTGACCTCGTGATCCGCCCACCTCGGCCTCCCAAAGTGCTGAGATTACAGGCGTGAGCCACCG 
CG CCCGGC CAACAATTATTTTT AT AAAATAAAAGTTT^ 

ACATTCATTTGGGCTGGGCTGTTGCCTGGTTAGTCACATTTTTTCTTCTTTATTTAGCTATTGCACAGCTTCTGAGGCA 
ACCACAAAAACATCAAATTATGGAGAAGTGAGTGCATAGATATATGAAATCAACATTTCAAATTGGTAATAGAATGACC 
TTACTTATTAAGTAGTGATCTTTTATCAAGCTGCTACAATAAAATCGACCATAACATTAAACATGGTAGATGTTACTAA 
CCAG?AATCTTAGGTATTTAAAGTTATGTTTACTTATTTTTTTTAATAAGACTTGGAAGTGTCACTTAAATCACACTTA 
AGAATGGATATTGGCTAAAGGCTGCTGAGTCTTTTAAGATTCCTGTGAATTTTTTTCAGATTGTTCCTCAGTCAATTCA 
GGATACTTGTCATTGCTGG CTATACAG CAGAGTG CAGAGTTAGCCCTTGC AG ACACAC AAAGATAACTCAAGGCAC TGA 
TTTCTGCATCTTCAGCCTCCTCATTTCATTAACTATTAAAATTAATTCCCTGTAGAGATAATTTGCATCAATCAACAGA 
ATAGAAGAATTAGAAGAGCTTCTGAGGCTTTTCTATGACTAAAAGAGCAATTCTTTTATTGACTACCATAAACATTAGA 
TTTACTAAAAGGAAAAGGTGTTTTAAATTGAACCACCCCTCTAATTTATTCATCTTAGTTCTGAAAACATGTAGGTAAG 
AGTTAATCATGTTACTGAATCTAATTTAAAAAGTGAGAGGGAAAGTACTGAATATTTTTCCTCTTTGAAATTACATGTT 
GTTTGCAATATTAGCCTGCCTGTATTTTTCATGTAAACCTTTTGTACATTGAAAACAAATTCAAAATAAAGAACGTTTG 
TTTTCAGGCTCAGACCTTAAGAACTGATGGTCTTTTCTTTTACTTCTACACAAAAGTCTAAGCAGTTCTGAAGAAACAC 
TACAGTGACATTGGGTCATTGCTAAAAAAAAAAAAAAAAAAAAAAAAAAAGGTTCACAAACTATCAACATTTTAACAAT 
CTAATAGTTGATTGTTGTTTCCCAAATTGGTGATTTTGAATGATTATTTTATGTAGAATGGAACTGTGTCTTTTTCTTC 
ATTCATGCAACAAACATTTCCTGATGGATACCAAGCAACGGTGACAGGTAAGCATGCCATCCTAGATCAGTGTTATATA 
ACTCCCAAGCTTCAGTGAAGGCCTCATTTTTGTTATTACAAACTGCCTCTCTGGGACCTCATGAAGGTACTATTCCTGT 
TTCGGGAATAGGTCTATCCATCC1TGTCTTTTTGTTTCCTGTCTTGATTCTACAATCTCCCCTTTGGCCATTACCATCT 
CAAAATCCTGCTTCCCAAGGTAATCCGTCTAGCTTTTCTAATCTTCTGGCTTCCCATTACTCATTTCAATTCCTTCTTC 
TGGCTCCCTGTTGCTTTCCTAACCAATTTCAATTACTTATCCTTATCTTGAAGGCCATTCACCACTCTGCCCTGCTGAC 
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GTGTTTTTCTTATCACCCAAGATTCCTC^ 

TTGGATTTATATGATGCTGTTGCCTTG^ 
GTGGTTCAAAATTCACCAAGGCAGTAAAATCTTGTGT^ 

CCTCACATTGGGCATTCACTCATAACTATTTAAGGGCCTTCTCTTAGGCGGCTGCCCTGTTTTCAGGTTGTGCCCTATG 
TGGTCACAAGTGGCTATTCTTAATAAATCATAGAATCGTAGAATTTAAGTACTGACAGGGATTTCCTATATATAAGAAT 
CCAACTTCCTACTCTGCAGAAATCCATCTCAGAACATTCTCAATGCTTAAAATTGCCTTTTCGGGAGAGAACATCAACT 
CGTAAGACAAGCTCTTTCCTTGTTGCCTAGGACTCATTTTTAGAAAAATATTCTTTGTAATGAATTGTTTCCCTGCCAC 
TTCCTCCCTTTGGTATGAGGCATGTTGCCAGAAAGATACAAAATAATTCTAATAATCTTTCTTAGCCTTGATAATGCAA 
GAGAATACAGCAATAATTTCCTCCATTAAACCTTATTTTTTTTTTTTTTTGAGGTTAGATGCCTAAATTACTTCAAGGA 
TTCTTCTTGTGGAAGCATTTTTGAGAATTT^ 

AAGAAGCTTGCTGTCAGTGTTAGTCCAAACACAACCTATCAGTTAGTGTGTTTAGTCATTAATATTTAAGAGTGTTTTC 
ATAACCTTTAAATTAATAATTAGTCATCTTTATTCTTTAATGACTACAGAAGCTCACATTCATAGTATTTTGGTAACTA 
AGGTATCCATAGGCTCAAAAACTCTTCAAAATTATTGTGTAATGAAAATGTTAACCATATTTAAGAGAGTGACTTGGAA 
AAAGGCCTTGTTTTTCAATCTCATATTTTGAAGAACTATTGAGATGTCACTGAATAGTATTTTTAGAATTTTTGAATTG 
CTCACACATGAGCTICTTGGGGAATTGGTCAGTGAATAT^ 

TTGGAATTTCTTTTTCTCTCTCTCGTGATGTGTGGGTGGGACTGGGACATTACCAACACAATTAGAACTTCATTTCTTT 

TTCTTCTTAGTGAAATTTATTTTCT71AAAGGTTTGTGTGTTTCACTCTATTAGCAGTTCTGGAATCATCCAAGAGTCTA 

AGTAGATGTAGCAGAGCTCTTATGGAAACTCTGGATATATACATAATCACACAGAGAATTTGTATTTA^ 

ACATGTACCACTGGAATCACATTCATATTTCTATTACAGTGTAGTGATTCTGGGTTAAGAATCACTGATTTAGTTCTAC 

CTCATTTTACATATACCTTTTCCTGCAAAGATAT^^^ 

TTCAGTCATCTCATAAGACAAAATTACTTTCTAAGTT^ 

TGAACACATATATATAATTTTATGATACAACCTTTTCTTCTGAATACTTAAAGTGTTTTCACAGTTGGAAGTATCAAAA 
ACTTTGTTCTCTGTAAACCTTCAGCTTCCAWCCTTCTTCAGTCTTATCTGCAGTTATCTCCTGCACATGTAAATGATGT 
GGTAGAAGATACGGTTTAAGATGAATTTTAGTTATTTAAAGTGTGTCATAACCTGAACATTTTACAGATATATTTAAAC 
AGGTATAGGTATATTTAAAATCACTATTTT^^ 

TAAAATGTACATATATGAATAATATATAGAGAAAGATAGGAAATATTACCATGAATTATACAGACCTCAGTTTATCTAA 
ATTTACAGTTTTAAAATAATAATCTTATCCTTATTATCTGAAGATGTCATTGATGATATGTTTCATTTTTATATTTGGC 
TTTAGTTTACCAATATTAACATATAAATTATTAAACAATTGTACACCAGCTTTGTGGTCTCTCCTTTGTCATGTGTGAT 
TTGTGTAATTTGATGAACTTGATGAAAGCTTCCATTTCAACTTGAAGGCTGTGAATATGCCAGATTATGTGCATTTTGT 
AGTAAGGATTATGGAGCTGAACAAGTATGACAGACTTGTTAAATATGTTGTCTACAAATTTTTTTTTGTTTTTGTTTGA 
GATAGAGTCTCTCTCTGTCACCCAGGCTGGAGTGCAGTGGCGTGATCTCGGCTCACTGCAACCTCCACCTCCCGGGTTC 
AAGCGATTCTCCTGCCTCAGCCTCTCGAGTAGCTGGGACTACAGGCTCGTGCCACCATGATCAGCTAATTTTTTGTAGT 
TTTAGTAGAGAGAGGGTTTCACCATGTTAGCCAGGATGGTCTCGATCTCCTGACCTCATGATCCGCCTGCCTTGGCCTC 
CCAAAGTGCTGGAATTACAGGTGTGAGCTACCGCACCCGGCCTATTGTCTACAAATTTTATCACTTTTGGTAAGAAATG 
CACAAAGCCTATCATGATGTCATTGCTAGTTTATATGTTTGTGAATTTTAAGCCAAACAAGCGTTCAA7VA.CGTTTGCCA 
CAAATCGAGGACCTAAAACCCAGTTTTATATATAAAGATATTTAAAAACATATTTCTGGAGAACTATGCATATACTACC 
AACACTTACAAGGCAAATTAAATTAAAAATGTTGTATAAGGAATATAATATTTTAAATTTTTAGTGTAATCAAGAAAAA 
GATACATTGTTTTATCAATTGATTAATTTATTGGTCATAGGATTTGGCCTATTTATATTTCTGAGTATCCAACAGAATC 
AGTCCCTTAAAATGCTGAATATCACAATTTGCAGTTCGGCTAATACATTTATATCCATTTTATTACTTAGTTGTAATAT 
AAAGGAAGTTACCTCTTCATATCCCAGGGAAACTATGGTAGTTGACAAGGAGTGGGTCCAGGCTTTATACCAACTGATG 
TCTTATACAACTCGAGGAGTCCCTTTTAAGAGAAATGGATACATCATTGGAATATGTATTGAATGTGGAGATTGAATAT 
TTATTTAGGATGTAAAACTAAATCACACCAGATTATAAAATTAATAAAGCTGACAAATTCTACAAGGATAACAAAATTT 
ATAAAATTAACTTCATTTTCAGAAAATTAATTGCTTGATACATTTCTATGATTTTTTTGGCTCTGTAGTTTTGGTTGCT 
TATTCTCTGATTGCCTCTTCATTTTACATGATTCTATTATGTTTTCTATGTTGAGAATAACAAGATAATGCAGTCTTTT 
CTCTAGTATAATTGATTGTAATCTGTCATTTTATTACCGATAGTTTAGAAAAGTTACATCAAGTTTCTCAATTTTTGGG 
GGTGATTTCATATACATTCTTAGGACTGTGACCAAACTTGGGAAATATCTCTATCAAATGTCTTTCATTTGTGAACTGT 
AAGATTTGGAAGAATTTTCAAAGAGCAGTTCCTGGCTTTATATGTTTTGAACATTGTGTCTCCTTCACTCCACACAGAC 
TTGTGGTGCCTGAAGCTCTGGGCACATTGATTTTGGAGTGATCTCTGGGCTTGCACTTTCATGTTACCAGCACCATGGT 
AATCAGGTGTGTTCGTGGAAGCTACACCCAGACAGCCAGCAAGAACCTAAGGGTACAGGGAAGAGACTGAGAACCACAA 
GAATATAATCACACCAAACTGAAACTAAATGAATCTTTAACTCAGTTTCTAATTAGCCAGATCCCAAAATGGCCCACAG 
TCACCCCAGTGCTAACTAACCCAAGGGAAAAGTGTGATATAGGCAAAATCAGTACGTAGACATTGATCTTAAACTTCTG 
CAGTTAAAATGTCTCACTCATGCAAAATTCTAAAAGCAAAGGAGCATGCCATCCCACCCCTCGAGCCTTTTCCAGTGCC 
TTAGGAAGGAGCTTGTGCAAGTGAGGGGCCCTGAAGCTTCACCCTTCCTAGCCTCACGGTAAATCCACCTCTGTGGTAG 
ACAGAAACATTTCTAGACCACAGGAAATCTGTTTGCCTAAGGAAACACAGAAGCTGTCCTTACAGTTAAACAGAAATAG 
TTCTATTTTTTTCCTAGAGTTCAGCACCA.TTTCTCAAGGGGTATTTCTTAGAAGTTCATTTTATGAAGTCTCCTCCACA 
AGTTCTTTTTGATAGCCAATAATTCAAATGTCATGCTACTTCTTTAAATCACTCCAGTCATTGAATAGCATAATCTTTT 
CAGGGGGCAAACAGCTGGGCTCCAGTAGGCTTTAAATGTTCATTTGTTTTCCAATTTTTTGACTTGCATAGGAAGAAGT 
AATCCCTTTCATGTGAAATATTCCCCTCGATTAATTTTAAAGAACCAATGGCATTGTCTGATAATGGGATGAAAGCCCA 
ATTCACTGAACAGAATGTGCTATTTGTAACCTGGATTATCCTTTAGGTTTTTCGGCATAGTCCTCGAGAAGCTGAGAAT 
CTGTCATTTTATTGATTAAAATACACGTACAGATACACACGTTTACATTAGAAATAAAAATGTTGTAAGCTCAAATAGG 
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CAGGGTATTTCACCTGAAAGCCTGAAATAAATGTGATGAGAACCTATGAACTAAGTTCCAGTGTAAACAAGTGGGTTAA 
ATTCTCATTATAGAAACTTCCAGTGAGCAATGCAGCATGACTGTGGGACC^TAATTCAGGAACAATCTGCAGAGCAA^ 
TATAGAG G CACTAATTTTGTTATATTTG CAGC C CACATACTGTAATAC CAGATTTGC TC CTGTTGTTC TGG C C AAAGAT 
GAGTC^GGTACCTCTGATATAACCATTCCTAAAAGACAACAATGGATTCAGAATGTGAGACTGAGAGAAATCCTAGAAG 
TCTGACCTTCAGATCAGTTTAACTGTAGATCAATAATCCATTACTCAGACCAACACAGTACCAAAAAATCTCTTCAGCT 
GGCTGCCAAGGTACTATTTTATCTTAAATAAGCTGGTTGAGAGCAGT^ 

GCTGATTCAGAGAAC^TGC^ACATCCAGCCACGAAATAGATAAAGCTCAGGCCTGCCCTGTAGAATATGGTCACCTGGC 
TTTCCTGTTCTCCTACAAATGTCCTACTGGAAGAATAGCCCTTAATCCCTTAATGTTCATCTAAACCAAGGOT 
AAATTCTCTAGACTCTATCTCATGCATTATTACATCTCTCTTGGCATACTTCTCTTCTTGAAGTGCATAACATTTATAT 
ACCTTCTACAAATGTTGGTATTATTGATATTGAGGGAGG 

TTAGAATTTCTTAGAGTAATAGGCCAATGATTAAAGTCACATGTTAGGAAAACTTTAATCC^ 

TATTTTTCAAAGTAATTTACTACATTTGGATGCAAATTATATAGGTGTTTTTGGTGGTATCCATACTTGCTTTCTTGTC 

AACCTGAAGAGATGTAAATGTAAATCGATGCTAATTGTACCGTGCTTACACAAAGAGCTAATTTGAGTAATATCCTATC 

CCATCAGTTCATTTTCACCATACATTTTTTTCTTTACAAAATTGTTTTTA7VAACTCCACTGGAAAAAAATATATAATAA 

ACTACATGTAAATTACACAATTTAGTAAATTTTGATATAGGTATACACATCTGTGAGAAAATTACCAAAACTGAGATA^ 

TACACAAATATATATCACCCCCAAAAGTTTCCTCGTGTCTTTGTCATTCCTTCCTCCAGCTTTTTCCCAGAAATTTCAC 

CTTCCTCAGGCTGATCAACACTCAGCTGAAGACTCAAGAGGGGGCCTGTGCAGATGTCCCTGAGTTCCCTCTCTGGGCC 

ACTGTCTCCTCTCTTTTCAGCAAATTCTAGTTACCTTGACCTCCCTGAATTCCCAGCTCCATCTCCTCAACTTAGGGAG 

ACTTTCAGGTCAGGCAGTGATCCCTCCTCCTTATGCTGGGACCTGGAAGCTCTCCAGCATGTACACTGGGGCAACCATA 

GGCGTCATCTCATTGTATTCATTTTCTCTAATCACCATGCTAAGCTAACTGTTGCCTAAGGTCTGAAAACTGTTGTTTC 

ATTCATTTTGTCCAGTTTTTCCATTCTTTCATGAGCAAGCATAAACCTGACTCCTTTGGGCAAGAAGCAGAAGTCCCTA 

TAGTGACTTTATTTACTTTATTGTTATTGTCAGCATTTGGAAAAAAAAATGTAGAGATTGACTATTTTATACTATTTAA 

GTAATTTTTTGTTATATTGATTTTACCTAAACAAGAGTTTATTAGAAGTATTTTGTTATACAGCTTATAACAAATA 

GTACAAAAATTAGAAAAATCAGATGAACAAATTTTTTATAAGACTTCTCGTGGTTATAGAATGACTCTAACACCTTGTA 

GTGTATTTTTTAGGATTTTGTTCTTAGTGCATGTGTTAGTCTGTTTTCATGCTGCTGATAAAGACATACCTGAGACTGG 

GAAGAAAAAGAGGTTTAATTGGATTTACAGTTCCACATGGCCGGGGAGGCCTCAGAATCATGGTGGGAGGTGAAAGACA 

CTTCTTACATGGTGGCGGCAAGAAAAAATGAGGAAGATGCAAAAGTGGAAACCCCTGATAAAACCATCAGATCTTGTGA 

GACTTATTCACCACCACGAGAATAGTATAGGGGAAACTTCCCCCATGATTCAAATTATCTCCCACCGGGTGTCCCCCAC 

AACACATGGAAATTATGGGAGTATAATTCAAGATGAGATTTGGGTGGGGACACAGAGTCAAACCGTATCAGTGTATATG 

TTTAGAGGGACATAGAAAACTATATAAGTTTAATAAGAATATATACATATTGTTATTAAATGAAAACATTTGAAATTAT 

AAAAGTAGTAAATATTTTTTAGTAAAATTAAATATATATATAGTAAAAAGTGAAAGCTGTTTTACTTCCATTCCCAGAG 

AAAACTTTACTTAAATTTTATATAGTTTTTTCCAGAGTTCTTCCTACACCTGAAAAACACAGTGGATTATTTTTGTGTA 

CAAAAGAAAAGAAATCATTCTATATGTATCTCCTTTACTTCCACTCTTTTTCTTTCCACTTAATTCATACAGATAAACT 

TTACCATTTAAATGGCCTCTGGTGATTCCTTTATAAGAATGAACCATTAGATAGTTAACCAGTTTACTAATGACAGACA 

TTTATATTGCTCCCAAGTTGTTGCCATTGTTCATTTATTTATTTCTTTAGTATTAATTCCTAGATAAGTTGCTACATCA 

AAAATAATGTACATTTAATATTGCAATAGTTACAAGGAAATCTGTACTTTTTTCAGTAATATATTAGTGTCTACTTTCA 

AAAAG CTTTAAATTCTGAG CATCATATTGTCTT CTAAATCTTTGACAAAAATTAATGTAAATGAATATGCTATTTTAAT 

TGTCATTTATTTATTTGATTATTAGTAAGATTTAGATTTAGATTTCAGTCTTTTTATTAGCCATTTCAGAGGGATGAGC 

ATTCTCTGCCTATGGACTTTGCCTGGTTTTGTATTGATGTGTTCATTGTTTTCTTATTTCCTCATTTGTAACATCATTT 

TAAAGTGCTTTTATTTCTGGACAATGTTTTTACATTTTTTAAGACTCCTATTGTGATTTTTATTAAAACAAAGTTAGAT 

YTATAGAAAAGCTGGAAAGAATTTGAAGTTTTAACGATATTCGCTCTCCCTTTCCAGAATATGTGGCAAAGGAGGGAAA 

AGAAGGGATTCTGAAGGAACACACGGGAAGTCGGCAGTGTGGGAGTGATGGATATGTTCATTCCCTTGCTTGTGGTGAT 

GGTCTCACTGGTGTATACATTTGCAGTAATTGTCAAGTTGTACACTTTAAAATATGTGCAGTTTATTTTATCTCAGTTA 

CATCTCAATGAAACTTTTTTTTTAAGTGGCACCAAACATACATTAAATAGCTTTCAGCCAAAAGTAAAAACTGAGTTTG 

GTCAGAATATTTTTGTGCTATTTTGGTTAGATTTCTTCTGTCACAGTTATAATGGCTTTCTAAAATAAAYTAGGAAGCC 

GGAGAAAGTCACTTTAACCTTCAAGAGTAGGGAAACTGAACCCATAAAAAAAGTGCTTCCAGGTCAGACTCAGCCTAAA 

AAACCTGAAAAATAAATGTGACTTCTGAGTAGCAGTATATGGGAAAAATTTTCTATAAATCTCTGAGAATGAAGTTGAC 

TGGAGACTACACAAGAGACAAAGAGATATAGAATTGCCTTAAATCTGAACCATGGAGTTACAGAATGATAATGGCATTA 

TGATAAATTTTT^GAGAACACTCTTGATAAACAGGCACACTCAAAAATAGCTTTTTGTTTGTTGTTGTTGTTGTTTGTT 

TTCTGTGCAAGAGGTGACAATTGAATGAGGTTCCAAAAAGTAGTGTGGGCTTGCATTGCACACATATTATCAGGCAGGA 

TTTGTGCAGTAGAGAAAGGTGACTGAAGAATGTAGTGGAAGGACATGCTACTGGAAGAAGCTGCCAAGTGACATACACA 

GGGCTGTGAGTCAGCCAGGGTTGAGGCTCTGTCCAGTGGGACAGCAGGCTCTGTCTCCACAGTGGGGACTGCCTGAGAG 

CTGGGTGCTCTGGTTCAGCCATTGTAGCACAAAGGCACTTGTATAAATTTCCGTGAAATGGCTTGAAACCTACTTTGCC 

ATAAGAATGAGATAAATTTTTAATTCAAAACTTAAAATATCTTGATTAGAATAAGGAGGAGGAAGAGAAAGAACAGGCA 

ATAAAAAGTTATTTATTGATTGATTGACTTAATGCAGCTAGCTGAAGGGTGAGAGGAAGAACTCCGGCTCCAGAGTCTG 

AAAGCCAGGGCTCAAGTTTCAATTTGGGCATTTCCCAGCTTTGAACAACAGAAAAACACTGTTTACCTTTTCAGAACCT 

CAGTTTCCTTAGATCTGTAAATTAGCAATAAAAACTAATGTGCCTTCCAAGGTTATGGTAAAAATCAAATATCTTATGC 

CTGTGTAAATCTTTTTCAAAAAACAATAGACACTGCAAATATTGGGCATTCTTATGATGATGTTTATTCTTCACTGGGA 

GCATTGATGGATTGATTGTTACTTTTCAATAACTTTTTCCATATTTGCTCTAGTTTTAAATTTGCAAATTTTAATTCAG 

TATTGTTTATAATAAGACAAAAGCTCTTCTTTAAGGTTGGGGCATTAATGTTAAAAAAAAAAAAAGAACTGTTACATCA 
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AATGTACATCAAATGCA.GT 

CACACACACACACACACACACACACACACACTATAGACACTATATTTAAAATT^ 

TAAAACCAAATTGATTTGTGTTTGTCAGGAATGTGTGGGTCTGTGTCCTGGAATGCTATATATTTCCACTGTGCACTGC 

CCATTGACCATTTCTACTAGGATGCCTTGAAGGCACCTCAGACTCAACAAGTTCAATTTGAAATTCATTATGTACTCCC 

CAGTTGTTCACGCTAGGAGCCTTCAGGCCACCCGTGACTTTTCTCTCTCCTTGAGTCTCTCCTTAGCTTCCCATGGATC 

AGTCTCTGTACCATGTTGATTCTACCTTCTGAGTATCCTTTCTGCTCTCCCTCATCTGCACTTCTGTTACCACTGCCTG 

AGTTTTGGTTATGGGCTTCTTAGTCTTTTAGTCTTTTCTCTCCCCCAACCCAGCCATCGCCACCAGCAAGAACTATCTT 

TCTAAAGGACCAATTATCTTTCCAAAACAGAAGATTTTCTCTTCTTTGTAGGAATTTAACTTTAGGGCAT 

AATTAGCCAAAATATATGTGAAGAAGCTGTTGATGACAATAT^ 

TCTCAAAAATGGATCAGTAATATCGAGACTATACACAATAGTCATTACATTGGTATTATAGATGTATAATAATTTGGAA 

ATGATATTATAAAAAATTATTAAATAATGTGCATAGAAAAATTTGTGGAAAATGTTTTATGCTATAAAAATAT^ 

GTAATGGAATTTAGTAAGAATTTTTCTCTTCCTAC^ 

TTCTGCTATGTAGCCCTTTACAAAAGATAGTGCTTCTGGCAAGAAACTGTGACTGACCAAAATCCTGCAATTCAGTACC 
TGTGAAATGCCATATAACAAATTTACTCATATCCTAAAAGTTATGAGAACTGGGGGCTTCAGGACATC 
TCATTTTTTCAAGAAAATTTGTTGTAGAATCTTTTATATAAAACACTATAC^CTGTCCTTAATCCACTATGTCCTATTC 
CCTCTATTTACAAATGTGCTTTGTCCTTACATTTCTTTAAAAAAAAAACAACAAAAAACTGTC 

TAGGCTAAAGAAAAGTGATACTATAAGGATTGGGAGGTAGAGGGTGGGGGCACTGAGGAAGCCCTGCTGCCCTCAGGTT 
AAGCTCCGTATCTCTCTCATTTAAGGTCCCTGATAGGAGTTACTTGTTCTCAAACATGTGTGTTGGCTCTTTACTGTCT 
TTTAAGTAGCATTTATGATGAATTCCCTTTTTTTAATGGTGGTATTACAGTATCTGATGTTAGGCATAGAACTGCTCAG 
GCAGCAAGTCACCTTTTCTTTTTCCCCTTTTTTGAT^ 

GCTTTGCAATTTGCATACA.TTTCGATTCTGGTGGKCTATTCATCATTTTTATAGAAATGCTTTTATGAAATTCGATCTC 
ATGGAGTGAGTTAGGAGTTTCTTTGTTTTTTGCTTTATGATAACCCATTGCCTCAGTAAATATCTTAATTATTCCCAGA 
AAAAAATAAACCCAACTGATTAGACCTAATCCCTTCTCAAATCACTTTACTTTCTTTGTCATTTCCTATCCATCCTCTC 
TCTACACTCAGATGTCTTTGTTTTATTATGAAATATATTTGGC7VTGAGTAACAACATTAAGTAATATGAATCATTTTAT 
TTGGTTAAATGTCTACACTCAAAGATTAGTGGAGAATTTGGAAAATATAACGAAATAATACTGGAACTTTTGATATTT^ 
CCTAGCTACTTGCCATATTCAAAAGATGTGTCTTTGAAGTGAAGAGCAGAATAGTACCTTATTATAGTCCATATTAAAT 
CATATTTATGGCTTTCAACAGAAGTATTGAAAACCAGATTCAGTTGCTGCACCCATCAACTCATCATCTACATTAGGTA 
TTTCTCCGAATGTTATCCCTTCCCTTGMCCCCAACCCCCCGACAGGCCCCAGTGTGTGATGTTCCCCTCCCTTTGCCCA 
TATGTTCTCATTGTTCAACTCCCACTTATGAGTGAGAACATGCGGTGTTTGGTTTTCGGTTCCT.GTGTTAGTTTGCTAA 
GAATGATGGTTTCAAGCTTCATCCAAGTCCCTGCAAAGGACATGAACTCATTTTTTTTTTTTTATGTCTGCAAAGTATT 
CCATGGTGTATATGTGCCACATTTTCTTCATCCAGTCTATCATTGATGGGTATTTTTGTTGGTTCCAAGTCTTTGCTAT 
TGTGAATAGTCCTGCAATAAACATACACGTGCATGTGTCTCTATAGTAGAATGATTTATAATCCTTTGGGATTATATAC 
CCAGTAATGGGATTGCTGGGTCAAATGGTATTTCTACTTCTAGATCCTTGAGAAATCGCCACACTGTCTTCCACGATGG 
TTGAACCAATTTACACTCCCACCAACAGTGTAAAAGCATTCCTATT^ 

GACTTTTTAATGATCGTCATTCTAACTGGTGTGAGATGGTATCTCATTGTAGTTTTGATTTGCATTTCTCTAATGACCA 
GTGATGATGAGCTTTTTTCATATGCTTGTTCATATGCATAAATGTCTTCTTTTGAGAATTGTCTGTCCATATCCTTCGT 
CTGCTTTTTGATGGGGTTGTTTGTTTCTTGTAAATTTGTTTAAGTTCCTTGTAGATTCTGGATATTAGACCTTTGTCAG 
ATGGAGACTGCAAAACTTTTCTCTCATTCTCTAGCCTGTTCACTCTGATGATAGTTTCTTTTGCTGTGCAGAAGCTCTT 
TAGTTTAGTTAGATCCCATTTGTCAATTTTGGCTTTCGTTGCCATTGCTTTTGGTGTTTTAGTCATGAACTCTTTGCCC 
ATGCTTATGTCCTGAATGGTATTGCCTAGGTTTTCTTCTAGGGTTTTTATGGTTTTAGGTCTTAAGTTTAAGTCTTTAA 
TCCATCTTGAGTTAATTTTTGTATAAGGTGTAAGGAAGGGGTCCAGTTTCAGTTTTCTGCATATGGCTAGCCAGTTTTC 
CCAACAGCATTTATTAAATAGGGAATCCATTCCCCATTGCTTGTTTTTGTCAGGTTTGTCAAAGATCAGATGGTTGTAG 
ATGTGTGGTGTTGTTTCTGAGGCCTCTGTTCTGTTCCATTGGTCTATATACCTGTTTTGGTACCAGTAGCATGCTGTTG 
TGGTTACTGTAGCCTTATAGTATAGTTTGAAGTCAGGTAGCTTGATGCTTCCAGCTTTGTTTTTTGTTTGTTTGTTTGT 
TTTTTCTTTTGCTTAGGATTGTCTTGGCAATACGGGCTCTCTTTTGGTTCCATATGAAATTTAAAGTAGTTTTTTCTAA 
TTCTGTGAAGAAAGTCAATGGTAGCTTGATGGGAATAGCATTGAATCTATAAATTACTTTGGACAGTGTGGCCATTTTC 
ACTATATTGATTCTTCCTATCCATGAGCATGGAATGTTTTTCCATTTGTTTGTGTCTTCTCTTATTTCCTTGGGCAGTG 
GTTTGTAGTTCAACTTGAAGAGGTCCTTCACATCCCTTGTAAGTTGTATTCGTAGGTATTTTCTTCTYTTTGTTGCAAT 
TGTGAATGGGAGTTTGCTCATGATTTGGCTCTCTGTTTGTCTATTATTTGTGTATAGGAATGATTGTGATTTTTGTACA 
TTGAGTTTTTATCCTGAGACTTTGCTGAAGTTGCTTATCAGCTTAAGGAGTTTTTGGGCTGAGACGATGGGGTTTTCTA 
AATATACAGTCATGTCATCCGCAAAGAGAGATAATTTAACATCCTCTCTTCCTATTTGAATATATTTTATTTCTTTCTC 
'TTGCCTGATTGCCCTGGCCAGAACTTCCAATACTGTGTTGAACAGGAGTGGTGAAAGAGGGCATCCTTGTCTTGTGCCA 
GTTTTCAAAGGGAATACTTCCAGCTTTTGCCCATTCAGTATGTTGTTGGCTGTGGGTTTGTCATAAATAGCTCTTATTA 
TTTCAAGACATGTTACATCAATACCTATTGAGTGTTTTTAGCATGAAGGAGTGTTGAATTTTATCGAAGGCCTTTTCTG 
CATCTATTGAGTTGATCATGTGGTTTTTGTCATTGGTTTCATTTATGTGATGGGTTATGTTTATTGATTTGCATATGTT 
GAACTAGCCTTGCATCCCAGGGATGAAGCCGACTTGATCGTGGTGGATAAGCTTTTTAATGCGTTGCTGGATTTGGTTT 
ACCAGTATTTTATTGAGGATTTTCACATCGATGTTCATCAAGGATATTTGGCCTGAGATTTTCTTTTTTTGTTGTGTCT 
CTGCCAGCTTTTGGTATCAGGATGATGCTGGCCTCATAAAACGAGTTAGGGAGGAGTCCCTCTTTTTCTATTGATTGGA 
ATAGTTTCAGAAGGAACGGTACCAGCTCCTCTTTGTACCTCTGGTAGAATTTGGCTGTGAATTCATCTGGTCCTGGGCT 
TTTTTTGGTTGGTAAGTTATTAATTACTGCCTCAATTTCAGAATTTGTTATTGGTCTATTCAGGGATTCCACTTCTTTC 
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TGGTTTAGTCTTAG6AAGGTGTATGTGTCCAGGAATTTATCCATTTCTTCTAGATTTTCTAGTTTATTTGTGTAGAGGT 

GTTTATAGTATTCTCTGGTGGTAGTTTGTATTTCTGTGGGATCAATGATGATATCCCCTTTATC^TTTTTATTTATKG 

TGTCTATTTGATTCTTCTCTCTTTTCTTCTTCATTGATCTGGCTAGTGGTCTGTTTTGTTAATCGTTTCAAAAAACCAG 

CTCCTGGATTCATTGATTTTTTCAAAGGGTTTTTTCTGTCTCTGTCTCCTTCAATTCTGCTCTGAT 

TGCCTTCTGCTGGCTTTTGAATGTGTTTGCCCTTGCTTCTCTAGTTCTTTTAATTGTGATGTTAGGGTGTCAATTTTAG 

ATCTTTCCTGCTTTCTCTTGTGTGCATTTAGTGCTATAAATTTCCCTCTAAACACTGCTTTAGCTGTGTCCCAGAGATT 

CTGGTACATTGTATGTTTGTTCTTATTAGTTTCAAAGAACTTATTTATTTCTGCCTTYGTTTCGTTATTCACCCAGTAG 

TCATTCAGGAGCAGGTTTTTTGATTTTCCATGTAGTTGTGCT 

TTGCACTGTGGTCTGAGAGACTGTTTGTTATGATTTCTGGTTTTTTGCATTTGCTGAGGAGTGTTTTATTTCCAATTAT 
GTGGTCAATTTTAGAATAAGTGCAATGTGGTGCTGAGAAGAATGTATATTCTGTTGATTTGTGGTGGAGAGTTCTGTAG 
ATGTCTATTAGGTCCACTTGGTCCAGAGCTTAGTTCAAGTCTTGAATATTCTTGTTAATTTTCTGTCTCGTTCATCTGT 
CTGATATTGACAGTGGGGTGTTAAAGTCTCCCACTAGTATTGTGTGGAAGTCTAAGTCTCTTTGTAGGTCTCTAGGAAC 
TTGCATTATGAATCTGGGTGCTCTTGTATTGGGTGCATATATATTTCAGGTAGTTAGCTCTTCTTGTTGCATTGAACCC 
TTTACCAATATGTAATGCCCTTCTTTGTCTTTTTCTRTCTTTTTTC-3TTTAAAGTCTGTTTTATCAGAGACTAGGATTA 
CAACACCTTTTTTTTTTCTTTCTGTTTGTTTGGTAAATCTTCCTCCATCCCTTTATTTTTGAGCCTGTGTGTGTGTTTG 
CACATGAGATGAGTCTACTRAATAGAGCAGAT^ 

GGGGCATTTAGCTCATTTACATTTAAGGTTAATATTGTTATGTATGAATTTGATCCTGTCATTATGATGCTAGCTGTTT 

ATTTTGCCCATTAGTTGATGTAGTTTCTTCATAGTGTCAGCGGTCTTTACAATTTAATATGTTTTTGCAGTGGCTGGTA 

TCAGTTTTTCCTTTCCATATTTAGTGCTTCCTCCAGGAGCTCTTGTAAGGCAGGCCTGGTGGGGACGAAATCCCTCAGG 

ATTTGCTTGTTTGTAAAGGATTTrGTTTCTTCTTCAATTATGAAGCTTAGTTTGGCTGGATATGAAATTCTGGG 

AATTCTTCTCTTTAAGAATGTTGAATATTGGCCCCCACTCTCTTCTGGCTTGTAGGGTTTCTGCAGAGAGATCAGCTGT 

TAGTCTGATGGGCTTCCCTTTGTGGGTAACCCAACCTTTCTCTCTGGCTGCCCTTCACATGTTTTCCTTCATTTCAACC 

TTGATGAATCTCACGATTATGTGTCTTGGGGTTGCTCTTCTCAAGGAGTATC1TTGTGAGGTTCTCTGTATTTTCTGAA 

TTTGAATGTTGGCCTGTCTTGCTAGGTTGGGGAAGTTCTCCTGGAAAATATCCTGAAAAGTGTTTTCCAACTTGGTTTC 

ATTCTTCCCATCTCTTTCAGGTACACTAATCACATGTAGGTTTGGCTTTTTACATAGTCCCATATTTCTTGGAAGCTTT 

TCCTTTCTTCCACTTGATCAGTTTGGCTATTGATACTGTGGTAAGCTTCACGATGTTCTCGTGCTGTGTTTTTTCAACT 
CCATCAGGTTATTTATGTTCTTCTCTAAACTGGTTATTCTAGTTAGCTATTCCACTAACCTTTTATCAATGTTCTTAGC 
TTCCTTGCATTAGGTTAGAACATACTTTTTTAGCTTGGAGGAGTTTGTTATTACCCACCTTCTGAAGCCTATTTCTGTG 
AATTGATCTAACTCATTTTCTGTCCAGTTTTGTTCCCTTGCTGGCGAGGAGTTGTGATCCTTCGGAGAAGAAGAGGCAT 
TCTGTTTTTTGGAATTTCCATCCTTTTTGCACTGGTTTTTCCTCATCTTCATGGATTTATCTACCTTTGTTCTTTGCTG 
TTGGTGACCTTTAGATGGAGTTTTTGTGTGGTCATCTTTTTTGTTGATGTTGATGCTATTGCTTTTTGTTTGTTAGTTT 
TCCTTCTAGCAGTCAGACCCCTCTTCTGCAGGTTTGCTGGAGGTCCACTCCACACCCTGTTTGCCTGGGTATCACTAGC 
AGAGCCTGCAGAACAGCAAT^ATTGCTCCCTGCTCCTTCCTCTGGAAGCTTCGTCCAAGAGGGGCACCCAACAGATGCC 
AGCCAGAACTCTCCTGTATGAAGTGTCTGTCAACCCCTGCTGGGAGTATCTCCCYATCGGGAGGCACAGGGGTCAGGGG 
CCAACTTGAGGAGGGAGTCTGTTCCTTAGCAGAGCTTAAGGGCTGTGCTGGGAAATCTGCTGTTCTCTTCAGAGCTGGC 
AGGCAGGAACATTTAAGTCTGCTGAAGCTGTGCCCAAAGCCACCCCTCCCCCCAGGTGCTCTGTCCCAGGGAGATGGGA 
GTTTTATCTGTAAGCCCCTGACTGGGGCTGCTACCTTTCTTTCAGAGATACCCTGCTCAGACAGGAAGAATCTAGAGAG 
GCAGTCTGGCTACAGCAACTTTGTGGAGCTGCGGTGGGCTCTGCCCAGTTTGAACTTCCTGGCAGCTTTGTTTACACTG 
TGAGGGAAAAACCACCTACTTAAGCCTCAGTAATGGCGGACACCCCTCCCCACACCAAGCTAGAGCATCCCAGGTCGAC 
TTCAGGCTGCTATACTGGCAGCAAGAATTTCAAGCCAGTGTATCTTAGCTTGCTGGGCTCTGTCAGTGTGGGATTCACT 
GAGCAAGACCCCTTGGCTCCCTGGCTTCAGCCCCCTTCCAGGGGATTGAATGGCTGTCTCACTGGTGTTCCAGGTGCCA 
TTGGGTTATGAAAAAAAAACTCCTGCAGCTAGCTCAATGCCTGCCCAAAC^GCCACCCAGTITTGTGCTTGAAACCCAG 
AGCCCTTGTGGTATAGGCACCCAAGAGAATCTCCTGATCTGTGGCTAGTGAAGACCGTGGGAAAAGCATAGTATCTGGG 
CTGGGTAGCTTCGTTCCTCACGGCACAGTCCCTCATGACTTCCCTTGGGTAGAGGAGGGAGTTCCCGAGCCCCTTGTGC 
TTCCCAGGTGGGGAGACGCCCCACCCTGCTTCTGCTTGCCCTCTGTGGGCTGCACCCACTGTCTAACCAGGTCCAGTGA 
GATGAGCTGGGTACCTCAGTTGGAAATGCTGAAATCACCTGCCTTCTGTGTTGATCTCACTGGGAGCTGCAGGCCGGAG 
CTGTTTCTATTTGGC CATCTTTATTCTCTTAC AATTGAAAAATAATGATCTTT^AAATTTTTGTCTC CACAAACAAAAG C 
AAGTAAATTATCTCAGTAATATAGTTTTAAGAATAGTTGCTCTTTTTTAAYTGTTGGCAGGGGCATAAGGGATAAGAGA 
AGAAATAGTTAAGAACACAGGTGGGTTCAAATCTACTCTCTGGCACTTACTAGCTGGGGAACTTTGGGCAACTCACCTA 
AACCATTTAAGCACTACTAGTTGCCTCTTCTGGAAGATGGCAGTTGTAATAATACATAATTGATAGTGTCATTATGAGA 
TAAAATGACATAATGCAAATAAAGTTATTGGCCATGTGCTTGGTACAAAATAAGTACTCAAAAAGTACTTCAAAGTAAT 
TTTTTATTCTAGGAGCCATTCCTTACAGGTGGAAAAATTGTGCCTTTTGCTTACATTTTACTTTGCATTTCACAAGATG 
TCTTCAAGAGTATGACCTCATTTTATCCCTTCCACAAATATGAGACATAGAAATTGTTAGCTACATTTTCTAGGGAAAA 
AAAACCGAGCGTCAGGAATATTAAGTGACTCAGCCAAGGGTCTACACCTCATAATTAGCAGGATCAAGACCAATGAAAG 
TGCCTCTTGGTAAGATCATACCTGAAGCTAACAGACACGTGCAGGCCTCCTACAACATAGGTAGCCATGTTTAGTGTAG 
GCAGCAGTTGGACTTCTGTATATTCATTTCTGGCACTGGAGACTGCTTCTATTATAGAAGTTGTGACCTTGTCACTCAT 
CAAGCAGATGGCATTGCTTGATTAGAGTCAGGCCATATTTAGAACATTTCTATAAAGCCATTCTCATTTGGGCAAACAT 
TTTTGCCAATTGAAGTGTTTCTTTTCACTAATTGAGCAAACAAATCATGGGCTATCCACTCACAAGGGCTTTCCACCAC 
CCATATTTTCAGGAAGGCAGGTGTTGAGCTTATATTTTCAGAATATATTTCCAGCTTCATACACTCTTAAGAGAACATT 
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GAAGCCTCTTTGATGAAGGTGAGGGTCTATAAACATGCTTGTATTCATTATAAGGGGATTGTGATTGTCCTCATAGAAA 
AATGACTTTAAGAAATAGATGTATCCTGAAGCAAGATAATATGAGTGTCAGGCTGGACACGTAAAATACAAGGGAAGGT 
- AGTGGGGAAAAGGCTGAGAAAAGAGTACTGTAGACTTTACATCACAATGCTTAAATTAATCTAAAATGTAAGCTATAAA 
ATAGACTAAAATTATATATAGACGTATGTGCGTATGTGTGCATATGCATAAAAGTGTATGTATCTCCATACTTCAAAGG 
CTAATATTCACAGATAGATTCAACAATCAAATACGGAGTTAGTO 

CTTTAAAATTTTATTTTAACTGAAACTACGGTATAGACATAACCATATAAACTAATCTATTTACTTGTAAAATTAATTG 

TTTCATTGTCATTGAATCAGATGTGAGTGTATTTAGATAAGTCAAGGTAGTAAAAGAGTATAATAAGAAACACTGAGAC 

CCAGGGATCATGCTAACTCAGACTTCTGTCTTGAGTCTGCCACATAAGAGCAATATTTCCTCAGGCAAATTATTTTCA^ 

AGTTTTGAACTTGAAATTCTCATCTGATAAATGGACACACCAATGCCTAACACATAGGGTAGCTGTGAGGATTAAATGA 

CATGCGCAATTTG CATGGCTTCCTCATCAAGTTG CCACTTGTATTAGTCGGCTAGGGCTGCTATAGAAAATAC CACAAG 

CTTGGTGCCTTAAGCAACAGAAATTTATTATCTCACCGTTCTGGAGGCTAGGAGTCTGAGATCAAGGTGTTGGCAGGGT 

TGGTTCTTTCCGAGGGCTGTGAGGAAGGATCTGTTTCAGGTCCTTTTCTTAGCTTGTAGATGGCCTTCTCTCTGTATTT 

TCTCTTCGTCTTCTCTCTGTA(^TGTCTCTGTGTCCACATTTCCCTTCATGTCTCTGTGTCCAAATTTCTCTTTGTCTT 

CTCTCTGTACATGTCTCTGTGTCCAAATTTCCCTTTTATTACAAGGACACCAGTCACATTGAAGTAGGGTGCATCTTAC 

TCCTATATGACCTCATCTT.^CTAATAACATCTGCAAAAACCCTATTTCCAATAGGGTCCCATTCTAGGGTACTGAGAG 

GTTAGGCTTCAACATTA^TTTTGATAGGGGGACACAGTACAACCCATAAC^CACTCAGAAGTCACTTTCTCAGACAGA 

CCATGCTTGACCACTGATGTAGTTTGGCTGTGTCCCCACCAAAATATCCTGAATTGTAGTTCCCATAATCCGCACGTGT 

AGTGGGAGGGACCAAGTGGGAGGTAATTGAATCATGGTGGCAGTTACACTCATGCTGTTCTCRTGATAGTGAGTGAGTT 

CTCATGAGATCTGATGGTTTTTTAAGGGGCTTTCCCTTTTTTGTTTGGCACTTCTCCTTGCTGCTGCTATGTGAAGAAG 

GACATGTTAGCTTCCCCTTCCACCATGGTTGTAAGTTTCCTGAGGCTTCCCCAGCCATGCTGAACTGTGAGTCAATTAA 

ACCTCTTTCCATTATAAATCACCCAGTGTCAGGTATGTCTTTATTAGTGGGATGAGAACGGACTA 

TCTAAGAACAGTCTTACCCTTTCCTAGCACACA^ 

TTATTTTCTTATTCTTTTTCTATCCCCCACACTAGTCTGAAGTCCATGGTGCCAGGGCCCTACTTGTCTTGGAGGTTGT 
TCTATTCTGGGCTTGGAGAACAGTGCCTGGTACAAAATAGATCCTTAACCTCTGGCTTGAGGTTAGGGCTCAATAAGTA 
ATAGGTGGTATAAGTATCTAAAAAAGAATCTCATTCTCTATCCAAATTGGTATTCACTAGCCATATGTGAAAGAAACTA 
AATTTTCAATTTTATTTTAATAAATCTAAATTTAAATATCCATTAGTGGCTATTATATTGGAC^ 

ATTTCTGCTACTGCAGGAAGTTCTATGGGACATTTCTAGACATAGAAGCATAGATGAGGATATAATAGTGATAATTCAG 
TTCAGACCCGGTGCTGCCTGCCAAATTCCACAACACTGCCCTGCATTGCTGCCCTCTCATGACACCACACAGCTCCCAG 
TTGATTTGTTCTTCTTTATGGTACCAGGTGTATTGGGTGTATTGCAAGCATTTTCTTCTTCCATTATTAAGTTAAAAAT 
ACCCCTTGAAGTTTTGAAAAGCTGTAAAGGGGTTGTCTTGAGAGTCCCATTAACATTTATAGTGAATTCTGTGGCAGCA 
ATTTTTTATTTTAATTGTTGTTGTCTTTGCT^ 

TTTTACACAACTTTAAGAATGACTCTTTGAGAAACATGTCTTTAAGGACAATGAACTGAGATATCCCTTACTTGAGGAT 

AAAATATGGGTGCAGGTACAAGGAGTCAGCAGGTGTCACGTGTGGGCTCATTTCTTCCCTCAACCCTGGAAAGTATATA 

GATTCTCACCATCCTTGTTCAGCCTGTGCCTTAGGGATAAGCAGTGCTGGGGTGATTTTATGCTCAGRAAGTAACCAAA 

GGCTAGCAAACATCTCTCATTGTTGGCAGTAAAAACCATTGCTATGAATAACAATCTATATTTTATAAAACTATTTTGG 

CTTCACATAAAAATCTGATGCTTCAAGGAACATACTCCAATGTGCCTTGAAGTATAGCACATACTCCAATGTGTTACTG 

AATCCTGAACCACACCCCTAAAGGAGGCATTCATTGATATCACTGGCTTAACAAAAGGCTTTGGGGTGGGGTGAAGGGA 

TAATACATAATGCAGTTAGAAAGTGATAGAAAGCATATTGCTTATATAAAATTCAGTGCTAGGTAAGAATAAAATATGA 

AATACATGTGGCAATGAACTTAGAATATGCTCCAGTTTTGGAAAAAGAATAGTAAGATAAAACCCTAGAATTTGGAACA 

TTTTTAAATAACCTCTATTACTATCATTTTAATCTTTGAACAGTGACAAAATATCCCACCTGCTTTGTGACTTTTCTGA 

AAAGAATACATGGTCACAGGGTATTCTGTATTGGAATACCATTCACACCTTCAAACTTATCACCATCCAGTTAAATTTG 

AGGAATGGTAATTGATGACCTTAAGTGAGTCAAGTCACAATTACCTGAAGAACTAAAAATGCTACTGGAAGGACTAGAC 

TCTAAGTTGGTACCTAACTAATTCTTATTGCCTGAATGTGGTTGTAGAGTAGACCCTTCATTAGGAAGTGAATAGGGGA 

AGTATGAAAAATTAAATGTGTACAAAATCCAAAGCTTCCTGATAGGTCTTTTGGGCTATTTTGAAGAATAAGACAAACA 

ACAGAAGCATTATAATTGGAGGATTATAGAGCCAACAAAGGCAAAGTAGGAGCATATTTATCAGACATAATAAAGACAG 

AAATTAAAGATCTTATTTATGTTTGAGGCATAGGAAGCAATAGAAGCATATATATTTGCAAGGTCTAGACATGCCTCTA 

TTCATCAATGCATTTTAGTATTTTAGCTCAGCGTTCATTAAAGTTATTACCTTAATTTATTTAATCAAAATATTGACTC 

TATTCTCATACTGCAAATAACTTGTTACATGATTTGGATGTTAATATGATTTTTTTACCACTGAAAGTTAAACTAATGC 

TCATCCTTTCACTATTAAAATATTAATGTCTTCTATTTTAGTTTAGCATTTAAAAAACAAATTTGTAGAGATGGGATCT 

CACTGTTATAAAAAAGCTTTCCATTTTTGTAAACTGCAAACTTGCAGTTAGCTTAACTAAAATTACATAATAGAATTTC 

CAAATTAAGAAATTAAGTCACTCATTTGTTCTGTAAAGCAGTCACCCTTGAATAAAGAAATSCATGGTTCAACATATTT 

TTTAAGAATTCAATAGTACTTTCAGCTTTATTGGGATATAACTGACAAATTGAAATTGTATATATTTTCAGTGAACAAC 

TTGATGTTTTGATATACACATAAACTTTATGAAATGACCATTACCATGGTTCCATATAACCATTGTGTTTAAACCATCT 

AATTCTCTTGTTGACTTTCATTTAAATGTTTGATGTATAGAAACCTCATTTCATTAAATACTTCAGAGGCCAACTGTTA 

TTTTATAGAATCCAACAAACATTACTTTAATGTTAACGGACCCTAAAATGGAAACCAGGCATTGGTTTTTTTTATTTTG 

TTTTGTTTTGTTTTTTTGAGACGGAGTCTCACTCTTTCACCCAGGCTGGAGTACAGTGGCACAATCTGGGCTCACTGCA 

AGCTCCGCCTCCTGGGTTCATGCCATTCTCCTGCCTCAGCCACCCAAGTAGCTGGGACTACAGGCGCCCGCCACCACGC 

CTGGCCAATTTTTTGTATTTTTGTTTTTTTAGTAGAGACGGGGTTTCACCGTGTTAGCTAGGATGGTCTCAATCTCCTG 

ATCTTGTGATCCRCCCGCCTCAGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACCGCGCCCAGTCATTGGTTTGT 

AATGCCATAAAGAATCCATGAATAATATAGTCGTGTATTTATTTTTGAAAGAGAATGTTCTTTTAATAAAGCATATGTT 
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TTCTAATTTACACTTGAGCAAACCTTTATT^ 
TCTTATCTAAGATATGAAGGATGCAGCAATAAATTATCC^ 

AATTTCCATACACTTAGCAACTTAAAACAATATCCTTTTTTTTTTTTAATGTCGCAGCTCTTTAGGTCAGA 

ATAACAGGGCTGGTTTATGTGCTCAGAGTCTCAAACTCAAGGCTGAAATTAAGGTGCTAACCAGCTGTGATCTTATCTG 

GAATCAAGGTCATCTCTCAAGATC^TTACTGCCACTGTTGGA^ 

TCTTCTTTTGCTAGCTGTTGGCTGTAGCCCCCTGTGACCTTCTAGAGGCC^CTCTTGGATTCTTATCCCATTGGTCATC 

TTCATCTCAGCCGTGGAAGACCTCCCCTCTCACACTTCATCTCTCTGACTTCCTTTTTTGCTTCTAGCTAAAGAAA 

CTCTGCTTTTATAGGTTTTATAGGACTCATGTGATTAGATTAGACCCACCCTGATAATCTTATCTTAAGGTCAGCTGAT 

TAGTAACCTTAATTGCATCTACAAAAATTCCTTTTTCCA 

GTAATAGGAGTCATCTTAGAATTGTGTATTAGCCAAGATGTC^ 

TATTTGAAAAGGAGAGAAGATTAGGGTGGCTGATCATCTTGTATTTAAATGCTAAGAAAGACAATAATCACAG 

AGCTTGGTCACATGTTGACTTTTTAGGAACTCAATTATAGCAATCAGAAT^ 

CTTAAAGGAATGCTAAGAGTTCTACCATTTGAGAAATAAAGAACT^ 

AAAACTGCCAGAAATAATTCTTAATTAGATGTAGACCAAATGTCTCAATAGTTGGATAACAAGGCAGAGGCCAC^ 

TCCTCTGTGCATCAGTCTGCTCAGACATTCTCATCCATTGCAGATTAAAGCCGAGTACTACCACGTTTGTGCCACAGCG 

TCTCTGTGGCCTCCTCCCTGATGGCTGCCTGGGAACATGTTCCTCACTGCATCACACTGCCCTTCCCAGTCTCTCAGGA 

AGCTTAAAGGGGTAAAGCAAAGGGAGGAGACTGAAAAAAAAATGACAAATTCGGGAGAAGATCTTTTAACTTTCTGTTC 

ATTAAGTGAGAATTTGTAGATAGAGTGGAAAGAACCATTGTGATCAGGGGCAGGAGTATGTGAAGGAAAGGAGGGATAG 

ACTGAAGATGTCAGAGACAGAGAAGGCCCCAAAGGATGGAACAGGGGATGGAATTAGGAGAAACGTCCTGAAGGATAGA 

ATGGGGATAGAATTAAGAGCGTGCATGGATCCATTTAGTCTGGAAAGTGAAAATCTTAT1TTTCTGAAATACAGGAAAA 

GAACAGAAAATGAGTAGTGGTTTCAAATGAGGGAGAAAAAGCAATTACATGTAAGAAGGC 

CGGGGCTGCTTTATATATATTTTCTCTTCTGTAAAGTGATAAAAAATAGTAAGGCCAAATAATATTTATGATAGTTAAC 

TGATATGATGCATATAAACTGCTTAGAGTAGCATATACCACATTATAAATGCACAGAAATGTTAGCTATTTTTTACTAT 

CATTGCCATTATTATTTTCTATTGACAGTAAAGGAAAGTGAGGTAATGTTGTGAATTTAAAAGTAACATAAAGCTTTTC 

AATCACTTGTTAAAAATAGCATTGCAGAGAAACATTGAACC^ 

GTCAAGATGACTAATCTTTTTTTCTAGTAACGCTCAA^ 

AAAGGTCAGGAATTGGAACTCTGGGGACCTGGTTGTTCTCAT^ 

TAAGTGATAGGAAGATAATAGATTTATTTAGAGAGGGGAAATTGAGACAGTTTCAAGCCTCGGAGATGGAACAGAACAA 
CAGAGCTCCAAGCACTGGGATGCAGGGCTGGAGGTGACCAAGTCCACGACTTTGTCTTTCTAAAGTGAAGTGGAGGTGA 
GTCTGAAGAAATTATCACTGTGATTAAGGTTGTTATTGAGGGCAACAGGGCAAGCTAGCTTAGGAAGAAAAAGTTTGGC 
CTAGGTRTAAGATGTAGTTGTCTAATATTGAACAGCACAGATTTTAGAACATTAGCATCACCACAGAAAATTCGATTGA 
ACAGCACTGTACTAGAGGTACAGGAAAGTGAGAGGGTAGGGTCTTACAGAAAATGTTGGAGCAGAAGAAACTATGCCAA 
ATGAGGATGTGAGCAAGGATATTCTGTATTTTTGACAATTTTGAAGCATTATTTATTATTTTAACGTTTCTGAAATTTG 
GATGAGTCATGCAATTGATGTGCTCATTTAATAAGGTTAGTGTTTATTTTTGTCCTGAAAAACCATTAAGCAATTAATA 
ATGCATCTCACAATCAGTGTCATCATAATATCAATGAAATATGGTAAGAGCAAGGCCAAAGGAAGGGTTTTCTTACTGG 
GTGGTGATCACAACGATAAAGAATCAGGACAAAAAGACTGAAGAGATGTGGTGATAATGGGATATGAGCTGAGTTGGAA 
AAGAACTAGCCCCAAGATATTAGTCAGCACTTTGGAGGGGTGATGAATTTGCCATGGTTTAAAGTACTTCTTTGAGTTT 
ACAGCACCCGACTCTGTGTTCTCAGACCTTATGTTGTTTGAGAATTGGGCTGATGGTGAGTGTCAGGAGAATGATGTCA 
GTCATTCTAAAATAGTCTCCCAGGTGCTGATGCGCTTTGGCAACTACAGTAGGTCTTCCTTAAGATTGGGCATGGAAGA 
GACAAATGTCGGAGAAAAATACCCCTCTTGTTTTGAGTGGAGAAAATCAGAAGAAAGGGAGAGAGATCGGGGTGTGCCG 
AAAGCAAAGCCAATGTGATCATCAAGATAATAATAGCCATACATTAAGGTAGTCAAGATCATAGACTTGAGATCTGAAC 
TTGGATGGAGATGATGAACTACACAGTTTTAGTCTCATCAAAAAGTCAGCTACATCAGATGGAACTGAAGTTGTTTGTT 
TTGTTTTACTTTTTGATGCTGTAATAACTCTGGCATGACTTTTCACAGCAAATTAGAATTAAGACCTTTTAAATTTGTC 
CCAAATGGTTATTGATACCTGCAATAATACTTTTCCCCCTGGAATTATATTTTCCTCTTAAAATATATGTGTGTATGCA 
TACATTCGTATATATAGTGTGTGGGTATGTGTTTGTGTGCATATGTGTGTGCATATATATATATAAAGAAAATAGTGTA 
GCGGAAAGAACTCTGTTTTCTAAGTCAAAATATCTGATTTTGAACTTGGGGTCCAGTGAGCCACTTAATTTCAGGTTTA 
ACTTCTGGCAAGTTTTATCTTCTGAAGCCAGAAGTC^TTTTCTTTTAAAAAGAGGCAATACTTGTAACTCTTTTAAAGA 
TCAGATGACATAAAAGATATGAAAATATAAACTATAACGTATAAATATACTGAACTGTAAAGTCATACAAATTTAAGTC 
ATTAATGTTACTGATTGGAGTTCATTTCTCAGATTTCACATAGTTGTTGGGCACAGAAAATTTGGAAACTTTGGCTTTC 
ATTCTTGCACAGACTAATTTAGCATCATATTCTTGTTCTTTGCT 

TTTGGATGCCTCACTGCCAGGGT^ATGCTTGATAAATTAAAAGCCTGGCTTCCTAGGGACATTCTGACTACTGTTGTTTA 

TAACCAAGATCTTTTGGAACCTTAGACTTCCCAGGAAAAGCCTGGGCTTTGTTGCTGCAGGAAGGAGAACAGGGAGGAA 

AATATCTTTCAGATTTAATCAGTGAGAAACTACTAGGAATTAGCCACTATGCTAGGGAATACCCAATCATTATTTTGAT 

ACTTTTGTAAGCTGAAGCATCATTTAGGGGCCTAGCAGGTTTGCTTTCTGATCATATTCAAAGCCTTCACCTGGGTGAA 

CTCCTGTGAGAACCTATAATTCAGGGATGCTAAAGTCACCATGGTGACAAGAAGAACTCAGCTGGCTTCCTATTCAA^ 

CATCTCAGATGAAGGTGCTGACTCCAGGAAACATAAAGGATATCCATTAATTTTTAGCTTTTTTTGTGTGAAGCAAAGG 

GTATTGCTAATATACAACCTCTGGAATAGACCTGATCAGTTACCCAGTCTCTGGAAGAGGGTGGTAATTGAAAAACTAA 

TAAGGGCAGGCCCTAGTCTAAGAAACTAAATCTAAGACAGCCACCTGAAGTGTGAAGATGGAAATTGCAGAGTTGAGTC 

TGGAGTGTTTTATAGGCTTATAGCTCTAACTTGCCTAATTGAACTTTTACAATTGAACTTTTACAAAGAAAGTGGGGAT 

TTATTTATACTCCTACTCTAGGGGGCCACAAAAAAAAAAGAGGAAATGAGAGTATAGGAGATTTCTCTAGGTTATCATA 
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AGAAAGAAGTCTGACAATACAATCCTTGTTCCATTTATCTTTTTATAATAAACCACAAAATATTTAAGAGCTGTTGGAA 
TTCTTTGTTTCTTCCCCATGCTGGCTATTTTGCCATTCTCTTCATCTCAATACTTTGCTGAG* AAAGTCTTGAAACCA 
AAAATATCCCTACAATTCATGACCTTGAGTGACTTCAAAATTCAGTTAGACAAAACAGACAGCTGAGTTCTGTGGTTCT 
CAATCTTTGTACTTTTAAAAGTATTCATGCTTTGGTTCTACCCACAAAGATCCTGATTTCACTGGGGCTGAAGTGTTGA 
AAGATTTTATAGCCACCAAATCACCCTAATGTGCAATCAAGGGTGAGAACCTTATTTTCTCATATCCCCCTTCCTTATA 
TCCACTGATCTTGACTTCAGTTTTACCTTGGCAATTCACCTCCATGGCC^ 

GCTCCAACCAACCTCAAAATCTTAAACTCAAATATCCCAC^CTCTAAGCATAGTTTTCTTTCTTTCTAGCTCCTCTTAT 

TACGTTAAAGACCTAATAGTCTTATTTCTCAACTGCTTTCTTC^ 

GAGATAACAAGCCAGGATTAATCCACCTGTGTGATCTCCCCATTTTTAACCC 

CTTACACTGGTGCCACAGCAAGTTCATACTCTCCAGACCCAATTGGATGGAGCCTCAATACTGCCAAAATCCCATTCAT 
TTCTCTAGTCAGCCTTGTGTCCTTTTTTCCCAATAAAAACT^ 

GTTTGAGGTAGAAATCTGCTCCTGTACCTTGAGTCCCACCTGCTTCTGCCTTTTCAGTTGACTTGCTCCTTCACCTGCC 

ACTTGTCTTGGATCACCAGCTTTAGCCATGGACTAAGTCTTTAACATGGGYATTTAAACATACTTAAAA 

AAAAAGCAAAGCATAACAGTGCTAAAGCAAATTTTCATGGGTCC - JCTCTGCCTACTGCCTTCCTCCCTCTAACAGCCA 

AATAATTTTGCATCTACTCTCAATTTTGCACTTTCCTA(^CCAAATATACTGACATTTTTAGTGCTAAATCCAGGAAAT 

TTTTTCTTAGTCTTTGTTTTACTCAGATTCTCTTCAGTATTTGAAGAGTGTAGGCCACTCTCTGTGCATAAAACAGTCT 

ATTCCTCCATGGGCTCCTAGCTAACAGCCTGCAGTTTGTCAGTTTTCTTTGGGGTTTCTTGATCCTCTGCCTACCACTG 

AAATGGCAGTGTTCTTTYGTCAGCACTTTCTGCTC 

ATCACCTGCAAAGCCTTTTAAAATGCAGCCATCCGCTTGCTATGCTCGATCATCTGAATCAGAATTACTAGGGATTGGG 
GCCCAGGCACCTAAGTTATTCAGAAATTCCACAGATGATTGTGATATGCTGGTGGTCTTCTTCACATCCATGCCTTCTC 
AGGCATTCCCTTTATC^GTCTTTCATCTGGATATCCTAGACCCTAGGCTTATATTTTAGATATGTCTGCACAAGATGTC 
CAAACTCACTGATGTGTCCAAGAGAGCCTCCTTGCCTCCATTCCCTTCCCATCTCATCCAATCTGCTCTACCACCTCCC 
CCTTTTCTCCTCCCCCATATTTCAGTCTGAATGAGTGACATCAGATT^ 

TCATTTTGAATTGTTTTATTTATCCCTCATGTCCAATCAATTGTCAAGTTATATCAGTTTCACCTCTAGTATTCTCCAA 

AGTTTTTTATATACATGGGTATTACTTTAGGTTAAGCTAAGTCAGTCTGTGTTGCTATAACAAAATACCTAAAACTGGG 

TAATTTATAATGAACAGAAACTCATTTCTTACAGTCTGGAAGCTGGAAAGTCCAATATCAACGTGCCAGCAT 

GGGCTTTCTTGTTGTGACATCATATGGCGGAAAGTGAGAGGGCAGGAGAGAGCAAGAAGGGACTGAACTTGCCCTTATA 

AGGGCACCAATGCCTCCCATGAGGGTGGAGCCCTCATGACCTAATTACCTCTTAAAGGTCCCACCTCTTAATACTGTTA 

CAATGACTATTAAATTTCAATATGAGTTTTGGAAGGGGAGAAACATTCAAACCATAGCAGCCACCATCATCTGTCTTCT 

GAAATATTACCACCACCTCCTGACTGTATCCTCTGTGTTTGGCTTTGCTTACTCCCACTAATCTGTTTTTCACACAATG 

CTCAGAACATTTTTTTCTAGAGGATAAATATGATAATATATATTTCCTGCTTAAGACTTTTCAGTGACTATCTGTTGCT 

TTCAGAATAGAGGCCAAGCTGTAACATGGCATATATGGCCCATCAGAACCCGACGCCTGTTCTGTTCTTTTGTCAGGTC 

CTCTCTTTCATTCTGCACACAGTTTTCATCACAATTCTCTGGCGTTCATGATTCTCTCTTGTCTCTGAGCCTTTGTTTC 

TTTGCTGTTTTTGCCTAGAACACCCTCTTCCTCTTGGCTCAGGTCTTACATCTTCCATTCCTGTCAAGGTAACTCCTCC 

TCATGTTCCAGCTCATATCTGATATATCATCTTTTAAAAGGATGTCTGCCTAAACCTGTAGAATGGGCTTAAGAGGGCT 

TCCTGTTTATTCTCATACTGTGTACAATGAAAATCTACTCATTGATTTACTTCTCTCTCCCACCCAACTTTATGTTCCT 

TTAACATAGAAACTTTTAGGCATCGAAGAATTCTTTTTTTTACATGACACATAAACTCTCAATGATTGTTGAAGGAA 

AAATGAGGAGTATTCAGAACTGTTAGTAAAAAAAAAAATCRGAAAATAATGATCAAGAGAGGCTTTATAAAGGGAAAGT 

CAGTAGTTGAAAAGCTAGAAGTAGAATGAGCTGACTGACTTGAAAAGAGGCCACTACTTAGTGAAAAGCACTTCATTGG 

TATGGTAGGAGTTGAAGTCAGAATGCAGAAAATTGAGGAATGAGTGGTGTATGAGTTTTCTGCTGAAACAAAGTACTAG 

AAACAGAGTGGTTTAAACAGAAATGTGTTGTCTCACAGTTATGGAGGTGAGAATTCTACGATCGAGGTGTTGGCAGGGC 

CATGCTCCCTGTAAAGGAGCTAGGGAAGGAACTGTTCCAGTTCTCTCTTGTAGCTTCTGGTAGTTCCTTTGCTTGTAGC 

AGCATCCATCCAGTCTTCACATAGTGTTCCTTCTGTGTACGTGTTTGTCTCTTCACATGGTGTTCTTTTTATAAAGGCG 

TGAGGCACACTGGATTAGGGACCTACTCTCTTGCAATATGTCCTCATCTTCACTTAATGAATCATACCTGCAACAATCC 

TATTTCCAGTAAGGTCACATTCTCACGTACGAGGAGTTAGGACTTCAACACATGATTTCTGGGGGAGACGCAATAAAGT 

GTTGGACTTGGGTTTATTCGTGGTGCTATTATTGTCATACATTCATAGATCAATATTAGCTTTTAATCTCTTATTTTAG 

AGTCCACATTGTAGCATAATATTTACTGTGGTTGCCATGGAAGAGAAGTTAGTAAATGACTTTCACTATACAGGGCTAC 

CACACTGGTTTCCAAATTGAGCTCTTCAAGGTTGAAGATGGAGGACGATGGAGCTCCTCCACCACAGCACCCTCTCTTT 

GCCTAATTTACCCATAAGCAAAGCAAGGTTTGAAATCCACCTATCTAAAATAAGACTTTTAGACATGTTGGAGGATATA 

TTTTTAGTCATAATGTTGATAGCAAATAAGAAGAGAAGATACACCCTCAGCAATTGGAGACAAGAAAATCTGATGCATA 

ATTTAAAAGAAGAAAACGACAAAAAGTACGAAATCTTATGTGCACTTATTACCTAATACTTTAAAATCTTGGAGATATA 

TATATATATATATATATATATATGTAATTATTAGGTCTAAGTAATACACAAAGTTAAACCCTTCACTATCTTAGTTGGA 

ATACGTATAGAGGTATAGATATATATAGATATCCTTTCCCACACTTATTTTAGCTCTTGAAATGCATAGAATAGGAAAA 

AAATCAGAATTATAATCTCCATGGGAGCAACTTTATACCAAAAAACACAGAAGCAATTATATTTGAAACCTGCTAGAGT 

ACAAAATTCTAGATTATCTTTAGCAGTTTACTTTTATTTTCATGGATAAAATTTGAAAAGACAAGGGCCAGTGACTCAT 

TCTACCATTTGAGAGCATCGCTAGGGAGCATGACATTATCACAGAGACAGATATATGGTGACTTGGAAATTTTTTGTAG 

GTAATTCCTATTCTTAAACTTAATATGAGTTGCCAATTTGGAACACTGCTACATTATATTTATCACAGAGTTATAACTT 

TTAATGGTTTGAGGGATCATAGATCTGACCACATCAATATTTGGCTCATTTTCAAAATAGAAAGTGCTGAAACACCAAA 

ATACTGAGCTGAATTCTTTAAAACTTTAAAGCTGAAAAACCACTCATGTACATAAAGTGAAATAAGAATCAACCTAGTG 

TAAATGGCTGCATTTTTGAAATTCCATTGTAAATCTTAATAAAAAATATTGTTTTAAAAAGCCAGCATGTTTGGAAATG 
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GGTGTAATTTGCATTAAAATCAGATGAGATTATTTCTTGGTTT^ 

CACACACCAGGGCCTGTTGTGGGGTGGGGGAAGGGGC_AGGGATAGCATTAGGAGATATACCTAGTGTTAAATGACGAG 
TTAATGGGTGCAGCACACCAACATGGCACATGTATACATATGTAACTAACCTGCACATTGTGCACATGTACCCTAAAAC 
TTAAAGTATAATTGAAAAAAAAAAAGACAGATTGTGGATGCTTATGGAAAATACGTTTACTTTTT 

GGCCATTTTGAGGACTTCTGTAATAATTCACTAAATAGATAGAAAACTGCCTAGACCTATACTTCGCTGTAAGATAGTC 
CTCTTTTGGTCTAACCCTCATTTCTATTTAGCTAACTAGCTAGTCAGGAGTGTAAGGTAGGCAGTATAAAGAATTTTAA 

ACTTACTAGGGTCACATTCAAAGTAAGCCTAGA-GTAAAAT 

GAACTGTATTGTTGAAGAGCTTTTCTTCCTCACAATTGAAGAAGACATAAAGACTGGTGATATAAGAGCAAATGCAGAC 
ACTTTTGGTCACTGTTAGCTTGTTTTGAATGTGCTGACTGTGTCTGTGTCCATCTTGAAAATATTGAGGAGTCAGCAAA 
ACATATTTGACTCTTTACCCACTTTTTCTTAAATGTTTCATAGTCATGAGTATTTCGTGGGGGAATTTAATCTATGTGC 
CTATGATTCATTTACACTAGTCTCATCAAAATGGCATAGGGAGATATTGAATGGCTAAGAATCCTTAAAGTTTAAGAGG 
CCATTTAAGGCTTTTATCTCTGAACCAGAAAGTCATAGTGTACC^ 

TTTTGTTTTGTCTAATATATCCCAGGAAACCTTACTGTTTGATTCATGATTTCTAACCTCAAAATGCTGGTCTAACATA 
TGTATATATATATTAATGAAGTCCAGGTAAGAAGCGCATGGCTAGAATGGGAATGTTCAACATAAAAATATCCCAGCCA 
GGCGTGGTGGCTCATGCCTGTAATCCCAGCAGTTTGGGAGGTCGAGGCCTGCAGATCGCTTGAGCTCAAGAGTTTGAGA 
CCAGCCTGAGCAACATGGCAAAACCCTGTCTCTACAAAAAATACAAA 

TCTCAGCTACTCAGGAGGCTGAGGCCTGAGAATTGCTTGAGCCTGAGAGGTGGAGGTTGCAGAACCGAGACTGTGCCAC 

TGC ACTCAGG TCTAGATGATAGAGAGAGAC CCTACCACCAAAAAAAAAAAAAAATGAAAGCCAGATTTTGAATAACTAA 

ATTTGAATATCAGCACAGTTGCCTGAGGATGTATCAATTTACAGATAAATGCCTTCCTACCAACTGAAGAATAACTAGT 

GCTTTAAAACTTTTCATCCATTAAAGGAAAGTCACACTGAATTACTCCGTTGGTGTTGTGCGATATT 

AAATGCTTTAAAATACATAATCTTGTCTGATTAGGTAAACAGGATTGGTATTCTCTCCATTTCTAAAAGGGGAAAATAC 

AATTACATAGAAGTTTGTATATTGTTGCTTTATGTGTAGTAACATAGACTCTTACAG TTCT GAGCTATGATTGTATGCA 

ATAATAGAAGCAATGCTGCACATATCTCATATAGCTCTATTTTAT 

CTTTGACTTTGGTTTTAGTTAAAAGATAAAACAAAATCATAATTTCTATGATAATACAAAGCTTGAATATTATCATTGG 
CATAAAATTCAGTTCTAATTTTTCTCCAAAATAAGATGCTTACT 

TTGCATTTTAAAGTGGCCTATTCCTATGGGGCTAATGTCAGAGCAGAGTGTTCTTTGAACTCAATGTGTGCTCCCCAGT 
CAGGTCAAGTCCAGTCAGGGCAGTGACTAAGAAATGGGTCAGAACTTACTTAAATTATGCAGTTGCCTGGAAAAAAGTT 
CAACTTATATAATATATGGGAATATGTGAATGGAGAATGGCTTCCCCCTTAATGTGTAAACTGTAACTCAAAATATTTT 
TTTGAGTTATAGAAAAATTTTTTTGTAAAAAAATTAAGAAAAAAGTTTTTTTTAAAAATTGAGCCAAATATTAAGATAA 
TCTTCATGGTGAAGCATTACTAAATTAATTTAACGGCAGTCTTAATGTAATGTAATTTTGGTTTACTGATATGTAATCA 
GTTAATCTTGAAGATTTGATAAGTTCTGGCATTTGTTCTTTCCTCTTGTTTCTCTCTTATAAATTGGTCAATTCTCCAA 
AATATGCAAA.TTAAATTTAATGTTAACCTATGTGTAAGTCAAGGCATGTGAATCCCATGACCAAATAAATATTACAAAG 
CAGGTGTCTCTACACTGATGCTGAATACCTACCATTTAGAGAAGAG^^ 

TCCCCTGGCTTTCCCCCTTTTCCCTTGAGGACTCTGCATCCTCCTTTGCTGCATCCTCCTCAGCTTTCCAAAGTCTTAG 
CATGGACATGTCCCAAGCTTAGTCCTTGCAGTCTTCTGTCCTCCTTCTGCGTATCTCTTACACCTCATCTAATCACAAG 
ACTTCAAAGTCTATATGCCATTGTTTGTCAAGTCTCTACCGATCTGGATCTCTCACCTGATACAGACTTTCATATTCAA 
CTGCCTTCCTGTCATTTCCACCATGATGTCTCCTCTATACCTGAAACTGAGCATGTCCAAAACCAAAGTATTGCTCTTT 
CCCAGCAAACTTGCTCCTCCTGGAGCCTTCCTGATCTC^GACCAAACTTTGTTGTTGTCTTTGACTCTTTTTTTCCTCA 
C ACTC CCAATTCCAATCCAATCAG CAAATCCAGC C AGCATTCTTTCAAAATATAACC CAGAATTTGCCCATTTCTCACC 
ATCACCATGGCAACCAGCTTGGTTCCGGCCACCAACTTTCCCACCTGTGTTGCTGCACCACCTCCTGACCAGTGTCCCT 
GCTTCAGCCTGTTTTGCACCCCTCAGCAGAGTGAGGCTGCTCCAGTCTAGGTGGCATTAGGTCACTTCTTTGCTCAGAA 
TACTTCAGTAACTTCTGATTTTCCTCAAAATGAAATTGAAGGTCTTTATAATAATCTACTATTTTTTCCTGTGGCCTCT 
CAGATTCAGCTCCTACTCCTCCTCCTCTGGTCCAGTCACTCTGGTCTCCTTCCATTCCCACAACTATCCAAGCAAAGTC 
CTGCTTCAGGTACTTCATGTTCTCAAGTCCTTCAGCCAGAACTTGCATCAGCCTGATATGCCATTGTTTTCTTTCCTCA 
CCTCTTTCCATCCTTTATTTGGATATCTTCAGAGTGAGGCTATCCTTTTATTTTGTTTTTAATAATTATATCTTCACCA 
TGCCTGTTCCTGGCATTCCCCATCCCCTCTTCTTTTTAAATTGTTCTCCCTGCAAACTGTTATCATATAATCCTTATAT 
AGATTTCACTTTTTCTTTTTGTTTATTTTTCATCTCTCCTACCACGACTCAAGAGCCCTAGTTATTTCATAGTTCACTG 
CTATATCCCTGGCCTTTAGAGTTGTTCTTAGCATATGGTGGCAGTCAATAAAAATTTGTTGAATAGATAAATAATTACT 
GTCTATCTTCCTCTCCTTAGGTAGAAGCAGGCTATATAAAATATAAATTATTGGATTGTCAGACTTGCCCATATTTATA 
TTCAAATACGATAATCCAACTTGGTTGTTGGAATCTGTAAAAAAAAAAATTAGAACATCCATTTTTAAAAGATTGAACA 
AGCAGTAATTTTTTTCCAAATCTAAAACAAACAAACAAACAAAAAAAAAAACAGTGTCAATCAAGGAATCAGAATATAT 
ATTGAATTAATTGTTTTTAGGTCATTAGTGAACTTGACTGTGCTGTTGCTCTCAAAGCACTAAAAATAGCTGATATCAA 
ACCAAAGGTCCTTCATGATCCTTGAAACTTCCTTGCAGTTCTAAAGAAAAACTCAAGCTTATAGGAAGAAGTTTTAATG 
AGACATTGTGCTGTTCAGGAGAGACAAAATCATAGTTTCTGACCTCAGGGGCATTGATAAAATAAGAGAGCAGAAGCTC 
TAGGGAAATTAGTTTTTAGGAAGTGGAATCCGGTGGCTCATTGCACATTCTAAATAGCATCAGAGTAAGAATGACAGTC 
TGGCTGATTGGCTTTAGTGATGTGGATAGATTTGGCTGCTATATTATCAAAACTGGATTGAAATCCCTCAATATCAATG 
AAGTTTTACAAAGGTATAAGGACTACTGGGCCACAGTTCATTCTAGGACTTCATTTAAGTGACAAAGTAAGGTGGGCCA 
AAGTGAGATTGGGACAATAAGCTAAGTAATCTTAAATTTGTTCTTGTGTCTATCCTGATTTGATCAATCCACAAATATT 
AATATTTATGGAACATTTACTGTGTACCAGGCACTGTGCTAGGGAGATTGTGTAACAGTGACCACAGCAGATGTAAACC 
CTGCCCTTAAGAAGTTTGTATCCTAGTGTGGAGACGGGCATTCAGACAGATAAATGAATATACAAGTGCAGGTTGTGAT 
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GAGTGTTACAAGGGGAAATACAAGGGTGCTAGGGGAGAGAACATGAGCCATATGGGTT^ 

TGCTTGTGTCCTCCCAAAA.TTC1TGTTTTGAAATCCTCACCCCCAATATCATGGTATTAGGAAGTGGGGCTTTGGGAGG 
TCATTAAGTCATGAGGGCAGGGTTCTTACAAATGGGATTAGTGCCCTra^ 

GCCTTGTGAGCTTGCAGTGAATAGATAGTTGTCCATCAACAAGGAAGTAAACCATCACCAGATATCCAATCTGCTGATG 

CCTTCATCTTGGACTTCTTAGCTTCTAGGACTGTCAGCAATAAATTTCTGCTATTTCTAATCTACTCAGGTATTTTGTT 

ATAGCAGCCTGAATGGACTAAGACAACCAGGTTGTCATTAAAATCTACCCTGAAGGTTCAGTACGAATCCATGATGTAT 

TTGAATAAGATTTGTATGTGAATCCTCTGTAAGGACATCCAGATTTGTGGTCTAGATCCCATTTCTTCCCACTTTCTAA 

GAGACCTTGTACCCCTAGCCCCTGTTTCTTTCTGCCAGCATTTTCTGTTTTTCTCCACTGACTCCTTACCTTCTGCCAT 

TATCAAGTTTTACCTATTTTGAAATATAAATATCACATTTAATTATTCTCCATAGCCTTACAGACTTCATGTC^ 

ACTCAAAACCTCATGTAGTCTCCTTTTCCCCCTCGTTTACTTATTGTTTCATTGAGGTGTATTTCAATGGGTTTGAGGC 

ATGATCCCATCCAAAGGACTAATGTGCATATACTCAAAA 

CCATGTCTTTTTG CACTGAATTGTAAGC CACTAAGCTTTGAATCAATGAACATTTTAAAATGTTATTTGTATAGTGTCT 
AAAAACATGTGGCAGTTGAGAATAGATTAATCTGTTCTAGACCAAAATAAGATCCTGGTGAAGAGGATTTTAAATTCTT 
GAGTTGAAAGCTGATCAAGGTGGAACCATATAATGCCACATGATACAGTGTGATGTCAGATAGATTATTGTAACAAACA 
CATAATTAATTAGTAATGAAGTAATAGGGTTTTAGATGTTTAATCTTCAAGCTGGTAGATATAAATTAGGTCACATTAA 
AATCAGTTCTCCAGTCTCAATAGCTCTATGCTCATATTCTCCAGC^^ 

TAGCATCTCTGAGACTCTGGGGGGTGCCTTGCAATTGCCCCTGCATGGATCTGCCCAGGATGTCACTTTGTACTGGTCT 

CTGCTCTACCAGTGACCTTGACCCATGTTCATTAGTCTCTTGATTGCCTAACGGCAGACACCAACCAGTTTGTTCCAGC 

TATGAATGTTCTCTGTTGTATCTAGGGCAGTACCAGAACACTATTCACCTGCAGAGTAGAAAGGAGAGTACATCTCCCT 

TCTTGCTCTCTCAGGGGAAGCCAACAGCTGTGCTGCTTCTGGAGCTCTCAAATTCTAGGAATCTAGTGAAAAAAGTTCT 

TTCAGTTCTCCACACAACTCTTTGTATTTCCGGGATATGATTAGGAGAGTTCATATGCCAGTCACCACAATCTGCCAAG 

AACCACTACACCTTTCAGGAAGCTCAGAGTTTGTGGCTGAGGTTCGGGTTATTCATACCAGATTCCTTTTTTCTGTAGA 

GTGAA.TTCTTAGTCAGAGACCCATTTTCTGTTTTAGTGAGAATGGGCTACAGGAACAACACCAA^GCTCAGTTGCTTA 

GAAGAGTAGAGGCTTATTTCTCACTCAAGCTACATGTTCATGACAGGTTTGTGGTGGAGGGAGAGGGTTCTGCTCTTCA 

CTTAGGAACACAGTTAATGGGAGACACCACAGTCGGGAAAGTTCCCAGTCATTGTGGCAGAAGACAGGGCACTTCATAC 

ACAGACCTCAGTGGTTTCCCCCAGAAGTGACACGTATTGCTTCTGCTCACATATCTTTTTTCTTTTTTGTCOT 

TCAAATCATAGTGATATTCAGATTAACTAGATATATATATGTGTGTGTGTGTGTGTGTGTGTACATATACAAATTAGAG 

AGATATACGTGTTTCTCATGCTGCTCACATTTTATTTGCCAAAGTAAGGTTACCATGCCTAACTTCAAAGGGGCAAGAA 

AGTGCAATCTTGCCATGTGCCTTAAAGAGGGAGAACTGAGAATGGTGACGAATAGCACCAATGATGAGTACACCTTCTT 

CCTTGAAGTTTTGCATCTATATCCTTCTACTTCCCATCCAATCCTGCCTTTTATGACATATCTCTCTACATATGATCTT 

CAATCATGTAAATTGCTCAGTATTTCTCTATATTAATTAGTGGTTCTGGCTAAGGGTCTCTCACGAGTTGTTGGCTTGG 

GCTACAGTCATCTCAAGGCTCAGCTGCTTCCTCAGTGACTCATATAGTTGTTGGAAAGCCTCAACTCCTTGCCATGTGG 

GCCTCTCTATAGGGCTAACCACAGTATTATAGCTTGTATCCCCCAGAGTGAGAGATGAGAGAGACAGATAGGCAGACAG 

AGACGGAGACAAAAGACAGAGACATCCCAAGACAGAAGTCAAACACAGTCTTTCATAATCTCTTCTTGAAAGTGACATG 

TCATCACTGCTGTCTGATAACCAATCCTGGGATAGAGTGGGAGGGGGACTCTACAAAGATGTATGTTAAATGCCAGGAG 

GTGGGAGACTTCATGGAAGCTGGCTGCCACTCTCATTCAAGAAGGCTACTTACTCTTATGTAAATCTTGGCTGCCAAAA 

ATTGCTGTCTAAATCATAGCTTCTTCCAAGTAGCATACCCAGGACAGGGTAAATGCAATTTAAAACTTCTCTCAAGGGG 

GTTACTTCATTTAGACTAGTGTTGGTGTTCTCCTATGCAATTAAATGGTTCTTGTGTCTTATCATTTTCAATGTCCAAT 

ATCCAAGGAAATACATGC^CTCATCCACAGAATATTTTCTTTATTTTTAAAGTTTTAATGCTGTTTTTAAGTCCCTTGT 

GTTTAGGTGGTTGTTATACTTGAAATGTTAGCAGACATAATACACAGCAAATAAATTCTTGATGGTTTTGCTTATCCTC 

TTCTCTAGAAGCATGCGCTGTGTGAGCTAAGTGTGACTTTAAATAGGACATAGGGAGGAATTAGAAATAGAGGCAAAGT 

GGCAGAAACCCCACATTAAAATCCATCCTTGTCAGCACTCTCTGATTTCACATACCAGGGTTCTTTTCGGATTAATCAA 

AAAATTGTTGAAACGTGTTAAAGGAGAAATGCAATTCTGTAAGGGGAACACAGTTCCTATTTGGAGGGAAGGAATATGT 

ATGGCCACTATAATAACAAATTAGGGGAAGGCATGTGTGAATTTTTATGCACTCATCGTCCTATTGAGCACAAGTAGAG 

AGGTTTATTTTCTTTTCTTCATTAATTGTTCTTACAGAAATT^AACCACACTGTGTAGGAAACTAGGCACTCTTCCCTAC 

CTACTCCTGCTATTGAAAGAGCCTTATCTATGGAAATCCTCAAATCAGCTTCTTCTTATTGTACCAGTGATGTCTCTTG 

GATTAATTCAGACAAACTGTG CAGTGTAACCAATGCAGACAGTATGTTAGAAGCGCATGGATAG CTTG CTTCCTTTTCA 

TTCCTTCTTCCTTCCTTTATTGTTTCCGCATTGTGGTTCCTTGTATCCTACCATCTTGAATCTCTTGTACCTCTAATTA 

TAGTATGCTCACTATATGCAAGGTTTCTCCTCCCACCTACCCCCTGCTGCCTCCTCTACTGACATCTCACTTCATTCCC 

AAGAAAAACATTGCCCTCCCCTCCAAGCTCACTGTGTTTGCATTTCTCTGCTCTTTTCCGCTCTCCTCCTTGGCATGCT 

GGTTTAATCAATTTTACCAA^TGACTTTCCTGGCAGCTGTAAAAAGAAAACCCCAGAGCAAGTTAATAGCAATCTAATA 

CTGCACTTTCTGTCATTTCTCTAAAACGTACAGAACTATTTGGTCATTGGATTGATTTTTAATGATCTAAATGATCAGA 

TGTTTCAACGCTGCACTGCAGCAGCCTGATAATAAATAGGAAAGGGGAGGGGCATGGATGCTGGGCACTCAGTCAGTGC 

TAGATGAATAATCCTAAAACAGCAGCCAAGGAGACAAGATAAAATGTCAGCCTTTGCCT^ATCATATATTAGCATTTTT 

A7UVCAAAGACACCTCTTTATTTTGATTTTGCATATGGGGAACTAAAACAAAATGTTTTTGATGAGGGTTTAGGAAGTCA 

TCAATAGGGTTAGGAATCAAATTACAGCCTAATTCTACGCGTATCTGTTGACATAAGCAGAACGTCAGTAAAGTGCCTC 

CCAATATCTCTAAATAGCCTCTTGGCATCTGAAACGTAGGGAAAAATATTGGTTACTTTTTAACCAAAAGGCACTAAAA 

CTTCCAAAGGTATATGAAATCAGTAAATTATAAAACATGTCCCCTTCCCCCCCTTCTGTAAGAAAGAAATAGAAAACAA 

AAAG AG AG ATG AATATG GGG AAAATAAAC AATGAAATAATATTATG AATTAATTGTAAG ACTTG C TAAC TG G CTGTG TA 

ACTTTGGGTGATTTGCTTAACTATTCTGTGCTTTGTTTTCCTCACTGTAAAGTGGACAAACTAGTAGTACTTTTGTGGA 
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AGATTAAATGAGGAAAGGCAAGTCAAGTATTGAGCACAGTGCCTGG^ 
ACTCCMCTACTCTTO 

GTCTCCCAGTATGGTGGGCAAAGGTAGGTTTTGGTGTCCAAGCACAGCTCAGC 

GTAACTTAACCTCTCCAGGTTCCTCAGATTCATCATCTATAAACTGGGGAATATTAGTACATGCTTTATAAGGTTATTG 
TATTAAAGGAAATAACTTGTCTAAGTCTC AATG CACAAAGTCTTCC CCAGAAGACAGACTTGAAAAAATATTAACTTTA 
TTTCACTCTCCTCCTGCTGCCATTTCCAATGTGCTGTTGCATGTTTCTAAATGGTATGTGGAAGAAAGCTGATTAGTTT 
CTTTGCTAATTATTAATTGAATTCCTTTAGTTAATACAATGTATTCTTTTGAGAAGCTCAGCTCAATTTATAGTGCTAG 
AAACATACAAATACAGAATTTATACGAGTTGATCTGGGGTTCACATAGATGAAAGGGTGTTTTCCTAGCACATTGCTCT 
GAGAATACTGTAACACTCTTACTTCATGTATATTCATGTATATACATATGTATATATCTATATATGTCTGCATCTACAT 
ATGAATATATGTATATCAACTGTTCTTATTTAGTATAGTTCTCCCTGAAAAAGAAGGTACTATTTTATTTTTAAATATT 
GGATCTTATTTTTAATATTGGATCTATCTGTAATAAAGTAGCCAAGTTAGGCTGACTACCTGTCTAATGAGTTTCCCGT 
V TTAGA TGGATTAGTTCCATTTAGTCTGTTCCATAGCCCAGATeAGACAGTTCACTAACAAATACACTTAAATTCACATC 
ACTTTGGTCCAGAGGGTGTAACTAAGGCCCAAACCTGCTTCTGGTGAAAGTGACCCAGAGGTACGCTTTGCTGATAATA 
TCAGGAGCATGGTCTTTGTAATTGGAAGACACTGTCTCCCATCTCCCCATTTGTTATTGCAAGAAAATTAGATTCTCAT 
TGAAATAACAGGCCCAAGAATTATAGTAACAGGAGTTTGAACCCCTGTTTGAGAATGTTGGTACTCCTGGGATAAATGA 
GATCAATTTTAGCCTATAATAACGGTGCTTTCTACACTTTTTAGATGTTAGAGAAAGTCTGGCAGCAAAGCAAAGCTTT 
GTATATACCATGGGAGGCAGGGTTGGAGAATAAAAGAAGAAAGAGAGACTTAAGAACAAAATTGTGTTTGATGGGATGT 
TTTGATTTTCTTTAAATACTTTAAGTCTCTAGAAATT^ACAAATTTATTATCTGAAATACAAATAAGAAATACTTATATT 
TGG AAAGTTG ATAAAACTC AATT ATTGTGTAAAATGTTCAC AAATTTC CAATGG ATAGAAAAAAATAAACTTTTG CATT 
GCCAATTATTGAATACTTATTTTCACCTTTGGAAATAGCAAGTCAGTTACAAATTTTATAAATCTATATAATTGTCTTT 
ATACATAATAAAAATATTCTGATGTTTTGTCAGCCAATATGCAGTTTTAAGCACCTTCAACCCTGTTACATGTTTACGG 
GTTTGGAAGTTACTGGGGAGGAGGTAGAAAGGTCTGACCTTCTCCCCAGGAATTTAATATCTGGTCAGAGAGAAAGAAA 
CAGACTTTTGTTGTTGTTTTGTTGGTCTTATAAACAGTGCCAAAATGAATGTGTGTATGTGTGTGTATGTTTGTGTGCA 
CTTGAGCAATCATTTTTGTAGGATAAACTCTTACAAATGTAATTGTTCTGAAATGGTATGTATGGTTTACATTTTTAAA 
AATTTGCTAAATTGTACTCCAAAA1GTCTCTCCTAATCCATGTTTCTAACAACTGTGTATGGGTGTACTGTTTCCCACC 
CCCTCACAATCTGCATATTTTTAGTCTTTTAAAAAAAATCTTAAACGAATGTGATAGGCAAAATACCTCATTGTAGTTT 
GATTTATTTTTGGTTATCAGTGAGATTGAAGATCTTTTCAAATGGCTTTTGACTATTTATAGTTCCCCTTCTGTGATGG 
TTATTTGCATCCATGTCCCATTTTTCTTCTGGGTTATTGGTCTTACTCTAATTTATAGACTCTCCTTAAGGCAAATGAT 
ACCAAAACCATACCATGGCTGTTTACAGTCGACCCTCCCAGCTTACGTTGCATTAATAATTGCTTCTTAGAAGCTTATG 
TTATTCATCCTTCTCCTATTTCTACACTGCTGTTTTCTTGCTTCCCTAATTTAACATTCTCACCATTGCAGTCAGCAGG 
" TTAAATGGCAAACATCTGAGGAATCAAGGGAAACAACTATGCATTGAGTACTTGCATGTGCTACATGATTTAATCTATA 
CCTTCTAATGTAATCCTGAAGAAATCTAGGAGATATGTATCATTGTTTTCCAGACGAAAAAATTAAGATTTGGTTAAGG 
TTGGGAAATGAGACTAAGTAAATAAAGTGGTAATAAGAGACTCAGGTCTGTCCGATGATACTAAAAGCCTGTGCTCCTT 
CCAGAAAACCACGCTTTCTTCAGAAAAACTGTTTTTACAAGACTGTATTCAAACATATGGCATGTCTTGATATACATCT 
AAGTAAATTTTAAAATTATATCTATATTCTTAACTGTCCAATAAAATTGTGTATTTATCATTTACAACATGATGTTTTG 
AAGTATATATACATTGTAGACTGACTAAATCTAGAAAATTAACATGCATTAACTCACATGGTTATTTTTGTGATGAAAA 
CACTTAATATCCACTCTGTTAACATTTTTCAAGAATACAACATATTGTTATTGACTAGAATCACCATATTGTACAATAG 
ATTTCTTGAACTTATTTTTCTTATCTAACTGAAATTTTGTTTCCTTTGATCAATATCACACTTGCACCTCCATTTCCAG 
TTGCCCCAGCCCCTGGTAATTACCATTCTAATCTCTAGTTCTATGAGCTCAACTGTTTTAAATTTCCCATATGAATGAG 
^TCATGCAGGATTTATCTGGATATATACCTAGTAGTGGGATTGCTGGATCATATGGTAGTTCTATTTTTAATTATTCAA 
AGAACCTCCATACTATTTTTTATAATGGCTGTACTAATTTACATTCCCATCAACAGTGTACAAGGGTTCTCTTTTCTCC 
ACATTCTTGCCAACACTTAATATCTTTTGACTTTCTGATAATAGCCATTGTAACAAGTATGAAGTGATAGCTCATTGTA 
GTATTAGTATGCATTTTTCTGATGATTAGTGATGTGGAATAGTTTTTCATATGTCTGTTGGCCATTTGTAAGTCTTTTG 
AAAAATGTCTTTTTAGTTCCTTTGCCCATTTTTCAATAAGGTTATTTTCTTGCCATTGAGTTGTTTGAGTTTCTTATAT 
TTTTGGATACAAATTCCTTATTAGAGGTATAGCTTGTAAATATTTTCTCCTAATCTGTAGGCTGTGTCTTCACTCAGTT 
GATTATTTCCTTTGTTGTGCAGAAGCTTTTTAGCTTGATGCAATCTTGTCTATTTTGGCTTTTGTTGCCTTTGGTTTTG 
GAGTCATGTTCAAAAAATCATTGCCTAAATCAGTGTCATATAGCTTTTCCCCTATTCTTACATTTATGTCTTTCATCCA 
CTATAGGTTGATTTTTATATATGGTATGAGATAAAGGTTTATATTTATTCTTCTGCATGTGGATATACAGTTTTCCCAG 
CACCATTTATTGAAGAGATTGTGTTTCCCCAATGTATGTTCTTGGCACCTTTGTTGAAAATAAGTTCACTGTAGATGTA 
GGGGTTTATTTCTGGCTCTCTATTATGTTTCATTGGTCTATATGTCTGTTTTTATGTAAGTACGATGCTGTTTTGGTTA 
CTACAACTTTGTTGTGTATTTTGAAGTCAGGTAATGTGATGCCTTTGGCATTGTTCTTTTTGCTCAAGGTTGAGTTGGA 
TATTTAATGTCTTTTGTGGTTCCATATGAAATTTAGTATTGTTTTTTTCTGTTTCTGTGAAGAATGGTATTGGAATTTT 
GATAGGGCTTATAATGAATCTGTAGATTGTTTTGTAGATTGTTTCAGATATGGACATTTTAATATTAATTCCTCCAATC 
TATGAACACGAACTATCTTTGCATTCATTTGTGTCATCTTTAATGTTATACAGCTTTGTAACTATTATAAATGGGATTT 
TAAAAATTTCTTTTTCAGATAGTTCGCTGCTAGTGTATATCAACACTACTGATTTTTGTATGTTGATTTTGTATACTGC 
AATTTCTATTATAATGAATAGAAGTGGCAAGAGTGGCCATCTTTTCTTGCTCTGGATCTTAAAGGAAAAGCTTTCAACT 
TTTCCTTGTTAAGTATGGTGTTAACTATGTGTTTGTCATATATGGCCTTTGCTTGTTGAAGTACATTCCTTCTATACTT 
AATTTGTTGAGGGGTTTTTATTATGAAAGGATGTTCAATTTTGTCAAGTGCTTTTTCTGCGTCTATTGAAATGATGATA 
TAGTTTTCGTCCTTTGTTCTGTTAATGTGATATATTACATGTATTGATTTGTGTGTGTTGAGCCATCCTTGCATCCCTA 
GGATGAATCCCACTTGATCATGGTGAACAGTCTTTTTATTGTGTTTTTAAATTCAGTTGGCTAGTTTGTTGAGGATTTT 
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TGCATCTATATTCATCAGAAACTTTGGCCTGTAGTTTTCT^ 

ATGCTAGATTCGTAAAATGAGTTTGGAAGTATTCCACCCCATCAAGTTTTTGAAAGAGTTTGAGGAAAATTGAT^ 

TTATTCTTTTAGAAAAATTTCTATTAACCTAGCAuTACAAGTTAGCTAGTTTACACTTGGGGCTCTGAGGAGATGTAAT 

GGAGAAAGAGCTGAAATTGGGGTTCAGATTTATAAATCTCAAGTTTTGGTTGAGCACGAAAGGAGAGGGAGTGAGACTA 

ATGATAAGAAGGTTAAAGTAATCACTGGATTGATTTGGGATGGGCAGTCTCAAAAGTGCTGAGGATTCAGTTCCTATTT 

CAGTGAGCTGGAACACACAAACATAGAGGAAAAAGAAAGACAGTTCAAGTATAAATTTGAATATACCTAAATGTGTGTA 

AATTACGGAAGAAACAACTTCAAAAGAAAATAACAACAATGACATGGGCTACAGAACAGTTAAGATTAATGATCCCTCA 

TTATAGGGTGCCATTCAGACATAGGAGTTAAAAAAAAAAAAAGCAAACCAGAACCACACACTGCAGCAGCTC 

GCAAGCACACTGAAATAACAGAGGCCTGCCTTCACGGGAAGAGGATTAGTTCTACTGTGACCTGTTTATATAAAAACAA 

TGTTGTGGGTAGCAAGATTACTAGAAATGACTTCTTGGATTATAAAGGACAATTATGATAGCTTAGGCCACTAGCTTTC 

AGTACATTCCATCTGGTACGTTACAAATTAGCTCATTATTCTGCTC 

TTGTCACAAATTAGTCACCTAGTGTTTCTCTGAAAGTGATTT^ 

AATGGGTCCTTGCTAGATCCTCCAAACAGAATTCAGCATAAAGCACAATT^ 

CATCTTCTGATTTTCTAAGATGAAATGTGATTGTTGCCCTGGATATTGGTAATACATTGTAATATTAGAAACCTCTTGG 
GTCTCCCCATGAACTCTAGAGATCCAAGCCTACTGAGAAATGATGGGTCCACAAATTGAGCATAGCTTTTATTTGTTTT 
TATTTACATTTGTTATCGCAGGTGCTATCA 

ATCTTATTTTGAAGTGTGTTTTGTAGCAGATGAGCTCACCCACCAGCTACTTGGAAAGAAGAAGAAAAGTGAGGAAACA 

TAAACTTCCTCTGCTGTCTAACTGGATTACCTACTGAGACATCCCCTTGTGTGGGTTATAATAAATATTTATGGTAAAC 

TTCTTAAGTTAAGATGCCTTTGGTTGCAAGTCTGGAGCCCCCAACTTAATGGCTTAACAAAAACAAATGAGGAAAATGT 

ACTGTCTTATAACATGAATTTTCAAGGTAGGCTATTCCAGGGTAGGTTATTAAGAGGTTC^^CACATCACCCAGGTT^ 

TGCTTTGCCATCTTAGCACTTTGTCCTTTTGCTCAGACTTACTCTCCTCATTTACACAGGATGGACAGTCATAGCCAGA 

CACC^GGACCAAAGGCAGAAAATGCACCCTTTCATGCCTGAGCAAGAACTTGTGAAGATATATTTTTAAGAG 

ACTGAGTAGTGCCGTGAGTCC^CCCTACCCTCTCTTAAAGCGGGCTGCAGTTATCTAACTCACATTAAGCTCAAAGAG 

AGACCTGGCCTTCAGCCATrTGATGTCCTTCCCAAGAGGACCATCTGGGAAAGCCAGTTTGGCTCCAAGAGCAAGAGTT 

GGTAGGGATGGAACCACTAGAAAACCAAGGCCTTGATGGGGGTGCTGGTTAATCAGCAGCAATTGGAAAACAAGGCTCT 

TGCTTGAGTCAAAGGAGTTGCAGCCAGAGGACCCAGCAGGGATACCAATT^ 

GAGGCAGCTTTCAACATCTGCCAGGTCTCCAACATGTGATGCCATCTTACGAT^ 

AACTCTTTTCTTCCTTTCCTCACCACTTTCTGTGCCTTCCAATCCCAGAGGAGTCAATACCAACGGCTAGCCAGCCTGG 
ATAGCCAAGGAAGGGGAAGAGCAACCCAGTCTCAATGCCACCCACTTACTCCACTGCACACAGAGACTCTGTGGTGGGC 
CCAGCTGGGAGAGGGGAGAAAATGTAAGTTCAATCAAGTTTAGAGTTTTGGGTTACAATTTGAAATGGACATTCTAATT 
TCTGGATAGAGTCTGAGATGATGGTTTAGCATGAATGCAAAGGTCTCTATTGCCTAACAGTACCCAGAAAAGTCATAAG 
ATGTTCTTTATAAATAAAGTTTAAAGGGACAGTTTGAAAGC;^ 

GCGGATCACCTGAGGTCAGGAGTTCAAGACCAGCCTAGCCAACATGGTGAAACTCCATCTCTACTAAAAATAAAAAAAA 
AATAAATAAATAAATAAAAATAGCTGGGTGTGGTGGTGGTGCCTGTAATCCCAGCTCTTTGGGAGGCTAAGGTAGCAGA 
ATCACTCAAACCTGGGAGGCAGAGGTTGCAGTGAGCCAAGATTGCGCCATTGCACTCCAGCCTGGGCAACAAGAGCTCA 
AAAAAAAAAAAAGAAAAAGCAAAAAACAG CATTTTG CTATCTACTACATGTCCTCATTTTCAGCAAATATGTTACAATA 
TTGATATCCATTTACAAATATTTTT7VACTACCTTGACAATACCATATCATATTTGTATCTTTCTTGCGTGCTTCCCCTT 
TCTTACTCTAATATTTGAGGGGAAAATTATTTATGCCTCCTAGCAAATATGCTTCTGATCTTTAAAACACCTCTGCTCC 
AGCAAATGGATCCCAAAAGAGATGTGCATTCAAGGTGTGGAAAACAGCAGGTCACTGGGGGGAATGGGAAAGTTAGGAT 
TTTTATTTTTTATATTGCTAGAGACAGGGTTTCATTTTGTCACCCACTGCAGCCTTGAACTCCTGGGCTCAAAGGATCC 
TCTTGCCTCAGCCTTGCAAAGCACCGGGATTACA.TGTGTGAGCCACTGCACTGGCTGAAAATTAGTATTAATAGTAATG 
TCCTTCTGTCCTAGTCCACTGTTTCACTTTCCTTTTTCTTCACGGCTTCCTCCTTTAGACTCCCTTGGACTGGGAGTTT 
AGCACTATCACCTGCACACTAGACCTGCAGTCTATGAAGAGAGGCTGTCAGGGATTTGGGGCTATCACAGTTGCTCCTC 
CCAGAGCAAAAAATATTCAACCCTCCCACACACACAGGCAGCAGCCTCATCTCAAATGGACTGTGCCTCTAATCAGTGA 
GTGGTTATGGAAGACGAGGAGAAAAGTGCATTTATATTTTCATTAACTTTGTTCCTGCTTCCTGTAGCATTTTCATTTT 
GAAAATGAGTTGGGAATTTCAAACATCAATA^AACGTGCTGAGGATTCTGACAACAAAATCCTTTTTTGTCATGTGCTA 
TGTTGCCCACTTCCTGCTTTTTATTTTTGCTCCAGTCCCTGTTTGATTGCTAATCTAAAGGGAAAGGGAGGGTCAGTGA 
GAAAAGAGGAGAAATCTTAAAAATGAATTTACTATTTGATCAGGTTTGCTACTTTATTTTGTGGAAAATTTTAAAGCTC 
TTTTGTGTCTTTATGTATTTTACAAATCTTGGAACTAAAAACAACAGATAAAATCACATTATATTCCCCATTGAATTAT 
TTCCCACATTTCAAATGTGCTTCCCAGAGAGAAAAGTATAAGATACAGAGCTAGGCAATTCAGTTTCACATTAATAGTT 
TTGTGTCTCATCAGTTTGGGACGTGTATTGTTCATGTTTTGCTTTGTTGTGCCTATTAAGTGATTTATATAGTCTATTG 
CGATTTTTTTAGGAATGGAATATGCCAATTATAGAGAGAGGTAGGCGAGTTAAAAGTTTCAAGTGCTCAGCATTATAGA 
TTCACCCTCGAGTCAGAATGTTAAAAACAGCAAGGAAGAGTGTGTAAAATGCTAGGTGAATGAGAGGGCATCTGTCCAC 
AATGGGCAACTAGTATTTAATAAGTAGCCTTGAATTTATTCTACACTTGAATGCAAAGATTATTCTACTTAATTATACT 
ACAGTGACTTTGAAACTATTAATTATTCTAAATTATTGGGTTCTAGTTTAAATACATTTTTATATTTTTAAGCTTTCAA 
ATGATTATTTGAAAAAATTTATCTGAATATCCTTTTTTTCCTAAAAAGGAATTCTGCCTTTTGAGTACTAAATTATTCT 

CTCCTTATCTGAAACAAACTGACATTTAATGAAGAAAACTGTGAAAAGGGGTTCGAGAAAATGAGAAGCTAGTATTTTG 
ATTGGAAGTGTAATAGATGTCAGTCAGAGAAAAAGAACAGTCTCCAGAACATCTAGA.TGTGGATGTAGATGTAGATACA 
TTGTTAACGCCACTCTGTGCATTTTAATTTAAGCCACTTGATCATGTAACCATTAATTCAATGTCAAGTTCATTCATTG 
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TAGCTATTCAATATTACAAT^^ 

ACATAAGGTTTCTTATATGATGACTCATCACAATGTTGATTGCAAAAAAAGAAGCTGACTCAGACTAGCTCCTGTAGAA 
AAGGGGGAACATAGTTACTATGAAGATACAGAAATTAACAGAAACAAGTATAGCAGGGCCTATTGGATTAGGAAAACTG 
AAATTAAGGCAGCTACTCTCTTTGGGGCCATACAATCACCGATTTCTTTTTGTCTCTGTGTTTCTGTTCTTTCCTGCCT 
TCTCCCTGTAATTGCCACTGTCTCTTTAGTTATCAGTTTGCACTGAACCCAAAATGGTAACTTCAGCCCCTGAGTCTAC 

AGGACATTTTGGTTCAACCCCACCTTGAACTGATT^ 

ATATTAATATTTGCTGCCTAGTAT^TGAATCAGATGTCAGTGAGTCAAGTTATCATGCTTATTCCCATCAGATTTTATA 
ATGGTGAAGTGTAGGAAAGGCAAGGTCTTTAGAAGGAAACATAGGCAGACATAAGTAATCATGTTTGGTATAGAGACTC 
ATTTATTAAATATTTATGATAATAAAATACTTAACAAAGTCAATGTCAAGATAATAAGGACTCTGAGTCCTTATTATGC 
ACCAGATACTATTCTAGGCATTAGAGGATATACCAAGGACAAAACAGACCAGAAAACCCCACTACCCCTAGAGCATGTA 
CCCCACTACATGCTGATGATAATCTTTAGTCATCTATTTCAAAAATAACTTAAAAATGGAGTGGCAATGTCTCTGCGTA 
GTCAATTCAAGATGCCGAAATAAAAATACATGTATATGTGTCTTCCTTGTGTGTTTCTTTTTTTTTTTGTATTTCTCGT 
GTTGAACTTGCATGGTTTTCTAAATGAAATATTTTCATTTTTAATGTTTCATATATGTGTCTG 

ATACATATGTTATAAATATATACAAATATATGTATTTGTAAATAACATAGTCATATTTGCTTTTATACCTAACTCTGTT 
AACTGCCAATGATGTGTAATTATATATGTGCATGGGTTAGAAGTGGTGGATGGGGCCTTTGGATTTTAAATGGCATTTT 
ACCTGCAGCCTCTGATGCAGCCTCTTCCAGCTTCCTATTAAAGTGACTGAAAACACTGCAAAAATATATATATATATAA 
TTTTTAAAAAGCACTAAAAACCAGTACTGGCAGAATATTAAAGAAGCGTTAAATTAGATTGACAATATATATGGTGGAC 
CACACATTGTATTCCATTCTAAAAGTAGGAAGAATAATTTCTTAGTTTTACCTGGACC 

CTACTACTGTAGTAGTATATGCAGCGATATACTACTTAAGATTTTTAAAAAGAAATATACAAGCAGACCTAAAGGTGGA 
TCAAAACTAAAGAGTTAAGAATAGAAACATCCAGAGGAATACCCTCTTGAGATCATCTACTGGTAAAAATTCATCACAA 
GAGTTTTAAAGAGAATAATAACTTTTGTAAGCCCCATCTGATTGAACTGCCTTCCCCAGTAAACCTGTGAGAGTGGAGA 
GGTTTGAGTATTTTCATGGTAATTTCTTTACCATC 

TACCAAATTCAGAGGTCGGTGAAATATTCTTACAACAACATAAAAATCGGTGGTAAACCCACTATTCCTGGAGGGGAGG 
MGACTGGAAAGAAGTATACTGACTTGtCTO 

TATTTTATTTTTGTATTTCCCATGTTGAACTTGCATGGTTTCCTAAATGAAATAATGTTTCCTCTTTAAAAAGAAACTT 
TAAATGATATTGAATCTAGTTAAAATGAAACTATGTGATAAGTTTCAGATTTTATAAATAGATTGTCAAAATATGTGTT 
AAAC^TTCTTGATAAAATTACATCTTTGCTTCAAGCATATTGTAAAGAAAATGGAATCTATTGACATTACAAATAGC^ 
TTTTAGCATCCATAAATTTGAAATTGTATAAAAATTGTACATATTCTGGGTATAAAATGTTAATGCTTGTCATGTAACT 

TTGTAAAAACTTTATTTTTTAAAGCATTTTTAGGTT 

CCAACCCCCACACATGCATAGCCACCCCATTATCAATATCCCCCCCACAAAAGTGGTACATTTTTTTTTACAATTGAAC 
CTACATTGATACATCATTATCTCTAAAACATATAGCTTACATTAGAATTTACTCTTAGTATTGTATATTCTATGGGTTT 
GCACAAATTTATATTGATGTATATCTTCCATTTTTGTATCATACGGATAATTCCAACATCTCTGGCATGTCTAGTTCTG 
ATGCCTCTTCTGTCTCTTTAAACTGTGTTCTTTGCCTTTAACTATGCATTGTAATTTTTTCTTCATAGCTGGGCATGTA 
CTGGATAAAAGGAACTCCTGTAAATAGGCCTTAAGTTATATGGGTGGGCCAGGCATGGTGGCTCATGCCTGGTAATCCC 
AGCACTTTGGGAGGTGGAAGCAGGTGGATCACCTGAGGTCAGGAGGTTGAGACCAGCATGGCCAATGTGGTAAAACCTC 
ATCTCTACTGAAAACACGAAAATTAGCCAGTCATGGTGACACATACCTCTAATCCTAGCTACTGGGGAGGCTGAGGCAG 
GAGAATTGCTTGAACCCGGGAGGCGGAAGTTGCAGTGAGCCAAGATTGTGCCACTGCATTCCAGCCTGAGCTACAAGAA 
CGAAACTCTGCCAAATAAATAAATAAATAAATAAATA^ 

GTGGTGTGGTAAGGGGCAGTGGAGGGGAAGCTTTCTATCATTCCATAATTAGGTTTCAGACTTTTGGTGAGCCTGGGCC 
TCTGGATTGTGAATCTCCTAAGTGTTTTTCAGGTTTTTTTTTTCTTATACCATAGGTGAGAGAGAATGGCTAACGTGGG 
CTGGAATTGAGTATTTCCTTTCTCCTTGATGGTAGGCTAGAGTGGGCTGGAGTTGGGCATTTTTCTTTCCCCAGGTCAG 
TGAGGCTCTAATATAACAAAACAAAATGGAACAAAAAACCCCAGCAGGTTAGGCTCTGATTAACTAGTTTCTCCTCAGG 
AAGAACCAAGCTTCAGCAGATTTAAAGATGTGTACTTTTTCCCTTCTCTTGCTGGAAGCATGAGAGAATTTTTCTCCAA 
T^TTTACTGTGAGAACTTGGTAGCACTCCTGGAGGTAAAACACACAGAATTGTGGGGACCTCCCTATTACTGGGTTCCT 
CTGGAGTTTTTCAACTTTCAGACTTGCCTGCACTCAGCCTCTAACGATTTGTCAATTATAGTTGAGGTTTTTCTACCCC 
AGCACTGGTTCTCTTGGAGGTTTCTGCTCCGGTATGTTGTGATTCTCCATAGCCTACTGTCTATCTCACCAGTGGTTTG 
GGCAGCAGTTTGCCCTGTGACCTCACTTCTCTTATGGATCTAAGAAGAGTTGATTTTTCAGTTTGTTCAGCTTTTTTGT 
TGTTAGGACAGATTGGCAACTTCCAAGCTCCTTATGTGAGGAACTGAAAGCTGGATTATGTTACTTTTTTACTGGGAGG 
TTGAGTGATAGAAGAACTGTCATCAGAAGTTTAATTAAATTATCAATCAGTAACAATCAATTAAATTTCCAGTGAAAGC 
AAATCTATTTTGGATACATCTAATCAGGATAAATGAAAGAATAAGTGTGCATTCTTACAACATTTCTCTTTTTTTTTTT 
TTTTTGAGAGCCATTACAGGTGCGAACCACCATGCCCAGCTGATAATATGAGTAAGTTTTGAAGTTGGGCTTTATTTTA 
TTACATGAGAAATATTTTTGCTCCTTTGAATTTTCTAAACAAATATTATACAAAGCCTTTAGAAAAGCTTAAGATATAA 
ATGAAATGTAATTCCATTTCAGAAGGTAGTTTTGACATTACATTATTTGTATTTTTTCTTTTTTTTCCATTTTGATTCC 
AGTAAATTGCAAAACAAATGATCTGTATTTTATTATATTTTACTAAGCAAATTTTAAAGGTATATGCAAAC^CATTTA 
AAGAGCTCTTCTTATTAAAAAATTTTAAATTATAATAAGTTAAAATTATAATAATCTAAGTGTTTGTATTACTTCCATG 
CTACGGATAAGGAAATTGTGTCTCACAGAGGTTTCATGCGTTGGTCAAAATTACACAAAAAGTAAAAGGCAGAACCTGA 
AAATAAGGGTTCACATCTTAGGACTCCAAGATGGTATACACATTTGACTTTTTTGTCTTTAAACTTGCTGTGAACATTT 
TTCCACTTTTGATTCTTAAGTATAAATATTAAGTGCCTTCTTTGTATTTCAGTATTAGGCTTTTAAGTCTTCTACTTCC 
AAAAAAAAAATTAAAAGTAAAATTTAACAAGCATTCTAAATATTCCAATTATGAAATATATTTCA 

TCTTCTGTAAAAGAATTTATCATTTAAGATTAGAAGATTTAACCTTGAGGAGTATGATCCAAAATGGCTTTTTATATTA 
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GTTGAATCATGAAAAGTCCCAACAAAGGATTTGCTGGTTTTAGGT^^ 
TTTTCTAATTGGTGATTGTACCCra 

CATGATGCATTTCCCTGACTCTCAGCAACTGAAACTGCGGCTTCATGAAAGGCTTCTCGTATTTCAGTTATAAATGTTC 
AGAACAGCATGCCTTCAGACTTTGCTAGAACTTGCCAGGAGTGGAAAGTCATGACTATCAACATCGTTATTAGTTAACA 
TTGACTGAGTACCAACAATGTTTTTGGTGTTATAAATATAGAGAAGAAGACACTGTTCTGTTCCTGGGGGATTGGCTTT 
CTGTAAAGGTGAGATAGAGAATTTGGTCTTGAATGTTCTTTTCTTGCTGGGAGGTGGGGTTGGAAGCACAGCCACCTCA 
GGTCTCATTCTGATGGCACACTCACCTCTTTATTAGTTGATGATATATGCAATAAAAAGAAAAAAATGTATAATTACAC 
ATACATACACACATGTGAAAACTCATGTAAATTTTATTTTTTATTGGTAAAAAATATATATTTATGGGGGGAGCTTGAG 
GCAAAAAGTCACATCCTGCAAGATATCC^GGTGACAGTAGCTTCTATATCCTTGTGTATAATGTATTTATACTGTTATT 
AATAGTATATAGAATGTGCTAAGAAAAGTACATAGAAGTTTTTGTATGTGTAAATATATTTATATGAACCCT^ATATGTA 
GAATACAGGGACCAAGTGTTTTGTTTTTGACATCTAAGG 

CAAAAATATCTGAACTGATTATTGGTATTCATATAAGATAAATAAGTCATCTTTTAGGTCTTTATTCTTTGATGTCTAA 
ATATACAGGAGTTTTATTTCATCAAGTTATTTAAGAGGCAAACATTGACATTAGCTATTGATTATACCAAAATGCAATG 
ATGACAAAAAAATATACCTTAACATTTGACATTAAAGTTACTTTCTGAAAGTGAAACTCAGGGAAAATCAATGAAGTAA 
CTCATCACACCCTCTGATAAGTACAAGTGACTAAAGAGTCTAGGAAATACCCAACCTCAGGAACTAGGGTGTGACTTTA 
TTATACTATGCTTATACTAGCATAAAGGTTGAACTTAATCATTCTTTTATGCTCATTGTGAAGGAAGTGTGTAAGTTGA 
AGGCATTTTAAGAGGATGAAATACTGAAACTGATATTACAGAGATAAGAATTTGTGTAGAAAGTATTAATTCTGTATTT 
CTACTGTTACATTTTTGTAATTTTTTTTAAAGAGC 

TTAAAGCAGAAGAGCTCTTGTTGAAACAGCACAAAGTACCTGGCTTCCTAGACCCAGCACAAAGTACCTTGCCCCTCAG 
CTGACCTGATGCAACTTTGAAAAACCATAGGGTTCCCAGAAACTTAGTTTGAAAACCTTCACTCTTATGAGCATAACCC 
TATAACCATGAGAGAAAAGGGTTTTATTGGAAAAGGACGTGGGACACCGGCTAGTTAATACTTCTGGCTCTGATTCTGG 
ATGCATTAAGCGATCTTTCAATGAAAATGTTGAAAGTATTTTGGT^ 

CTTTTTATTGAATCAGCCTCATTTAAGGGTAGTTAATATAAGTTCACTTACTCTTGTGCTTGCTGTGGGATTAAAATTT 

AAAAAAAAACACAAAACAAAACAACAAACCAGTCTTTGCTCTAGTAGAGCTGAGGTTATGCCATAGCTGCAGGGACTTC 

ACTGAGGTTATGCCAATTTGTGGTGCCCTGCTAATAATTCGCACTCCTGTATTGATAAAAATAATGGGGCTGAGATTAG 

CCATAAAGATAATCTTTTATGGTTACTCCTGATATTTCTTTTTAATTTTTTTAGAGACAGAGTCTATGTTTCCCAGCCT 

GGTCTTGAAATGGGCTCAAGTTATCCTCCTGCATCAGCCTTCCAAGTAGCTAGGACTACAGGCATGAGCAACCAGAACT 

GGCTTCCTGATATTTCTTAAAAGTTTCATGAAAGGATGATTATCTTTTAGTGTAACAAAATAGATTAGCATTACCCTAA 

CCCAACAACATTTTTTCATTTTTGACAACTTGTTTTTAGATTACAAACCTATTAGTTCTGCCTAACTGTTGTTTCTTGA 

AGGCCATACATGTAGGAAGTATTAAATTTGTAAAGTATCAGCCTATAAATTAGTAGACATAACTCTTAAGACCCTCTTT 

CTAATATAAATGGAATAAAATGCTGGAAATGAGTTATTTCTATTTTCTAAGCAAGCCTATTCTTTTATATTTGTTGCCT 

TATGTCTGCAAAAATATTCAATTTTGGATTGTTTAATAATGTGTAGTCTTGATTCTCTGAACTGTGAAATAAATTACAG 

TTTTTTCTTTGCTATCTTTCAAGCAGAAATTTGGCTTTTCTGTTATTTATCATAGTTTCTCAGTTGTGTTTCCTTTTGT 

TCTAATTTGTTAGACTTTATTCTAGACAGTTGCATGTATAAAAATAAAAATCCAACGAAAATTCACTTTAAAAATATTC 

AGCTAAAATGTCCTCTTAGTTTAAGTATATTTAGTAGTTTAATGGCCAAATCATTTGTATTTTATTTATAAAGTGCTTT 

GCTTATATCATTGC C CG CAAATGG AAATGTAG CTAAC AAGTATTGAATGTTGAACTGTGTGGTAGTGGAGAAAGATTCA 

GAGGTATTCTTACTATCCTATCACCCATAGGTGATGGTTTGACATATGAACAGAGTAGAATAAAATGGACTAAGAAAAT 

AATGTCAGATAAATGATGTTCATTACAAAGGAAAATATATTTTTACATCTTTTTAAAAAATCTTTGCATTTGCTACTTT 

CTATGGAGACCTACTCTCTTGTATAAGGACTGAATGTTAGTTTTAAAATAATTAAAACCCATCATTATCATCATCATGA 

TCAT^AGATCACTAACCAGAGTCAAATAATTTGAATTCTCTTCCAGATCTACTGCTCACAAGATGCCTGATAATGAACAA 

ATACAATCTTTTTGGCATCTCCAAAATGGGCATAATAAATGTCTTAATCTCCTCAGCATAATTCTGTGATGCCAAAATA 

ATACATATAACAATAATATTTTAGAAAGTATAAAAGTATAACAAGGTGGTATTATTATGATTACAGAGGTGCTAGAATA 

TTGTGGTAATGTGTACAGGCTCTGGAGCCAGACTTCCTTGATTCAGATAGTGACTCACTAGATATTTAACCTCAGACAT 

GCTACTTAACATCTGAGTGCCTCAATAGCCTCATCTGGAGAACAGGGCTAGTAACAGTCCTTAACTCATAGTGCTGTTG 

TGTGGATTAAATGGGGTAATACTGTAACTATCTTAGAATGGGACCTGGGGCATTGTAGATGTTCCTAGCTCTTAAATAA 

TAATATTTAAATGTCTAATATAATATCAAAATTTTAATTACTTGATTCAAAACATTCAAAGCTTGTTAAAAACAATGTA 

GGCTGAAGTTTTCTGGGCCAGATTACAAATGACCTTATGGAAGAGATTTAGTCCCTTTAGCAAAAAGGGGTCATGAGGA 

CACTGCCTAGGCTACAGGAAATCTCAACAAATATTCTCAAGATTCTTTTATGCTGTAGTGGCATCTTTCTGAACCTACA 

AGTTCACATTGGCTTTTAAGGAATCACCCAGTTCTTCTTCCTCCTAGGAATCCTCCTTTTAGGATCATCTTTTGATCAA 

AATGAAAATTCTCCAAATTATGGTGGTTTTTAAGATTAGTTTTCTTTATACTAGGTTTTGAATTTATGGGACATGCCCT 

CCACCCAATCTTGGGTAATATTTTCTGCAATGACAGGACCTCACTGGGGAAATCCTAAATGAAGATAATAGCATGTTAT 

ATTAAATGTTGCCGGTATTCCATTTAATATCAAGCAATTGCGTAAAAGCCTTTTTAAATACCTAAGTTAAAAGTGGTAT 

ATTAATGTTGAGTGTACTTCTACTGCAAAGTCCATTCTCCCACTGATTTCAAACAAATACCATTTAAGTGCCAACCTAC 

TATTACAAGAGTTTACTATTTTATTCTTGCTCCAAAATGGCATCAACAGTGATGGGGTGCTTTTGGGGGATTATTGAAC 

AGAATTTTTGCAACAAAGGAGCAAGCATGAAGAAATGCAAAACATCAGTGATAGGGATTGCAACGTTTTATCTCAGCAT 

TCCTCATATCTACACACCCCCTAATCAAACAAGCAGTTTTATGGCATGCGCAATTGCAATTGAAGTACAACTGACTTCT 

GCAGAACCGGCTTCCATAGGATTTCCTGTCCAAAAATCACCATGTGGTCATCTGCAGCTAAATGGTTACAAATCATCAA 

GTAAACAAGGCTTCCCCACCCCGGTGCTTTTTTTTTAAGGAGTGAAATCCACCAAACTCTATCATTTGCAAATTATCTC 

TGGACTTCTTTTATTTCTTTTTTTTTCACTGGGTAAGAAGGAAAACGAGCAAACAAAAAATCCTCCCTCCGTATTTGTT 

TAAGGCGTAATTTCCCTGTGAGGTGTTTTACAGGCTTCTCCTTGTTTAGCTTTTCTTGCCTGGTAATTACTGAAAGAAG 
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TCTGCTCTTCCAGGGCGAGCTATTCCTTTAACCCCTTTTGCTTGCTCTTACTTGGAGGTTAGCAAGGAGTGCGCGGCTC 
TGCAATGTCTGGGAACCCACCTAGAGGGCCCCCTTGACGC 

CCAGGCTGCTGCAGAGTTAATGTACAGTACCACGGAGCCTGCAAGTGTCCTGAGCTGATCAGAGCTGGGGCGGCACAGC 
CCAGGGCAGACAAGGCGGCTGCGAGGATTCCAAAGGTTCTGCTGGAAATTCGGCGCTGGGGGACTCCAGCAGGAGCCTG 
TTGCCATTGTGTTTTAAAAGCATGCAAGGTCTGTATAG 

ATAAATGACACCTATTGGAAAACTGAATTTGGGGTGAAAAACAAAAGAGATTGAGAGAGGAAAAAAAAGAAAAG 

CATCGGGGGAAGAATTCTTAGACAACGTCTGACTTGCAGCTGTGAAATTCATTTTC 

CTCCCACATGGTTTTGATAATAACAAAATAAAGGGGATTCTGCAG^^^ 

GAGAACAGCCAGCCTTATTATGGGGTTAGGCAGCAGAAATGAATTTCATCGTGACAGCATCTTCTGAAGTCATGATGGT 
AGTTAATGGTAATCTTGTCCTGCAGAGCAGAAATTACTCATTGCCTTC 

ATCTGGGAAAGAAGTTGGCTTTGGTGATACATGGTTTCTAGCCCCTCTGCCCAGGCCTTTGTCCGACACGTCTCAGACG 
GTAGCACTGCGTTAAAGTGACCATACATGAATATGTGCCTAAGAAAGAAGAAAA^ 

CATGGCAAAGCAACCTGAAGTTTTCCATTTCCCTTCTAACACTTCTTTAACAAGGATATCAAGAAACTGTCTTO 
CCTTTCTTCCCACATTCCAGAGTCCTTCCTTAAGGATGCATTA^ 

TATTTGCCACCATTTAGGATTA.TTAGTTGAACTGGTTATTTTAGTATGTTGACTAACTAGTGGAACCTAAATGGATGGA 
CCCATACCTGCAGTGCTCTGTGATGTTTCTTTTTTCAAATGCTGGAAGGCCTTTTGTAATTGCTATTTGTTTTTATTGG 
TCGGGGGAGATTTTTTTTTTTTTTTTTTGOGATTCAATACTTGTTO 

GAGTTGGAATTCATCTGTAAAAATCACTACATGTAACGTAGGAGACAAGAAAAATATTAATGACAGAAGATCTGCGAAC 
ATGATGCACGTGAATAATTTTCCCTTTAGAAGGCATTCCTGGATATGGTGAGTAATCAATATTCCCTTCAGTTTGTAAA 
ACTCAGAATTATCAAATTCCGTGACAGGTACCAGATGAGGATTTGTCTTGAACTAGAGTATTGGTATCAAGTGAGAATG 
AAAAGTAAACTGTGCAAAACCGAATATTGTCTGAGAAAGTAATGGTTATGCAATAAAAATACTTTGTTAATATGAAGCA 
TCCCCAAATAAGTCAAGCATGAGGACTTGAGAACATTTAAATTGCTAATATTTCATGGAGGAAGAAAAAAACTTTGAGA 
ATGGCAACAATTTAATAAATTTTTTTAAAGATGAGGCTTAGGGTTTGTTTTTTGTTGTTTTGCTATTTTTATTTGAAAA 
TTCCCTGGGGAAGGGCACACATGAATTTCTGATATATCAATTTGTCTGAATTTCTAAAAGAAGGTTAAGGGAAACTTAG 
AATGTTGACTCAATTTTAAAATAATGCTAAAATGTGTTGGTGCCTCACAGTTAAGGATATTTTAGCTATTCAAGAAATA 
TTTCTACCAGAATGAACCAGTAGAATTCTAGTAGAATTCTAACATATGAATCAGGAAGTGCTCAGGCTCTCATAGAACT 
TGCTTAGTGCCTTGATATTTGGTCATCTATTAAGGTTCAATGCAATGCATTCAGGTCCCTGGACATGTGATATCATGTG 
CCATTTCTTGCTGGAGTTTATGACTAAATGTGTGTAGGAACTG^^ 

TTTTAAAATTGCTTGTTTTTGCCATACCTTTAGGGTCAGCTGGATTCTGACTTTCATAGCAGAAACTTTGTGAATGCAT 
AATAAAGGCACATGTTAAGGCTTAGTGTCTGCTAACATGGGTTGTTTTGGAAATGCAGTTTGTCTGATTTTGAAAGTAT 
ATCTTTC AGGTAAATGTTCTGG CTGG ACTCTGGATGAATAATAGATACCTAAATA'TAGGTTTCGGAGGGCTTTC CAG CT 
GCTTTTATGACAATGTCTCAAATGAAAGCTCCCTGAGAGCTTAAGGTACCACCAAAATCACCTGCTGGTTTGTTACAGA 
GTTTTCGGCTTTCAGCTAAAAAATCCATTGCAGAGAAGGATGGGAGGCATCCTCTCCCACTCTAGGCAGGTGCTTATTT 
TCTAACAACACCAGATCCATCCAGAGTCGATGCTGTGGCGTATCTACCTTTTTTGCTGACCAGAGCTACTATCCCCAGT 
CTCTAGAATGCTTGGGTGACATGCCTGCAAACCTCGGTGGCCCACTTCCAACTGCATCACCAGAGTTTCCTAGTCAGGG 
GGAGCCTTGGTGCCATTGCCTTGCTTGTTCTGTTGGTGAGGGTCAGGCATCAGCAATAAGGTCCTCATTATTCTTACAG 
ACAAATTTACATCAATAGTCTTTAATCTTGAGATTAAAAGATCCTGGAAACAGTTCCTGGCACGTAGTAGGCATTTGTC 
AATTATTTTTCTTCTATGCCTTAGGCTTTTCTTCAGAGTTCATTTTATACCTCTTAAGATTTGCTTGGGAGGGGAAATT 
ACCAGTCTCCTTTCTATCAAGTGTACCTTGCTACAAAGCAACAGTTTTTGTTCTACCTAAGTTCTGCTGTTTAAGCCCA 
TTTGTTTATGTTGTAATACATAGGATCCATGTACTCTTTGAATGCCTGCAATTATAAGCACTTTTTATTTTTATTGCAT 
TAGCCTCACCTATACTTTTGACTGGAAAGAAATAAGCTATTCAACTCTGAAGTTTTGGAAAGAATGCAAATTTGCTTAT 
TCATGCTCCTCTAGATCTGTAATACATATGTTTGAAAGCTGTATGGAGAAGTTGAGAGTCCTGTTGGTTTTCTTTTGTG 
CCTGGAGTTAGGTAACCCTTCATCTGCTTCACTGCATGTCGTACCAATCTGTTGTTGTTGTTGTGGCCAAACTAAGCCA 
ATGTAGAATGTTAATGCTCTGTATAACTCCTACTCTTCCTGGGCCCCTTGCAGGGATTCATTAATATGATGTTGGACTC 
AAAGGAAGAAGGTGGTGGTTTTTTTCCAGGTGACCTAATTAAT^ 

TTTTCCTCTTATTTATAGCCTCCCCTTCCAGTACTGCAGTAAGAGATTGTAGGGGTTTGTTGACAGAAAACCCTCTTTC 
CCTTT.GTCCTACTGTAAGAGCCCCTATAGGGTGAGATTTCAGGCTCGTGAATTATCGTGCTTAGAATAAAGGTCTCGCC 
AAATTGCTCTTTTCATCTCCAAAGACTCCCCCTATCCTCATTCTCACATTTAGAGCCTTTTCTTCGTGAAGGGACCGAT 
CAGAAGTTGGCAACAGGCCAGTGCTAAGGAATAATAAACATTGTAAAAGACATATGTGCTTTGGTTTCACGAGCCCTAG 
CTCATCTCTAGAAAGGCTCTGTACCCTTTGGAGAGGCGGGACTTGGCATGTGCTGGTCCTCTTTCTGTCCTGCTTTTTG 
AGAAGCAAGAATGAGAAAAAGCTGAGACACAGGAGGTCTAGGGTAGTCTTCAAATTTTACCAGAAGTAGTAATTGAAAT 
AGAAGCCTGTGCACAGAGTTCCTACTTGTACTCTCATCCACCTGCCCTAGGGCTGGTGTGTTGATTATTGAGCAATAGT 
ATTACAAATTCACTCTTTATCAGTTATGAGTTAAAGTTAATAAGTGGTCCTATTACTTGGTTTAATAGAACACTACCCC 
TTC CGTG CTAAAAGAGTGGTATGAAGAATGTGTGTTTCTTCTTTGAAGCTACATTAGAAATATTAG CTGG AGGATTTTA 
TTGCGAAGGCTTCTTTCCATTACACTTTTCAGTCTTTTTACTGCCAAGCCAAACAAAGATAAGGGTTTGCCTCACTGGA 
TAGATAAGTACTATATAGCTCTTCTTATTTTTCCTTCTGGCTAGTTGTTAGAATGGAGAGATAGCCTGGCATTCAGGAA 
CAAGTATGGCATGGTTGAAAGAAGGGAAATGCAAGTCAGCTTTCTAGGAATTTAAATTTCATGTAGCAGCAGTTAAGAG 
GACCTTTAGAAGCATTATGACCTGGAATCACATGCCAGGGTCTAACATGAATGACCTAACACAGTGTGACTAACATGTT 
C AGCTTTTTG C CTG ACTTAAAAGATATATAAC AACTTTTTATAATCTTATTTGTAAAAATACTATAATTTCATG CCAG A 
AACATCAAGGCTATGTTGAATGCAATTGAATTTCATAGCTAAACAATTTAGGAGGGCATTTTATTTAAATACCTTTGCA 

Fig. e.iZZ( 



:WO_02074992A2_I_> 



WO 02/074992 



PCT/IB02/00565 



227/375 . 

TCCTTTTAATGATGGATTCACATGGCTAAAAGGACAGTGGAAGATAGAAGCTAAAGGCCCTGGCTAGGAGAGGCTGTGG 
AATGCTGCC^TGGAGGGCCCCTCTGAGGACACCAGAGGAAGATTTGGGATTAATGATTGTGGAAGGTGATTAATGATTT 
GCTTATTTGGTGCTTAGGGTTTAATTTTTAAAGGTAGGACATCTAAATGTTTTAAACTGTCTTTGTGATGCTGAGAGGT 
AACTCCAGTGAAGAGGCAAAATGAGGTGACTGTGGCACTTTCACTCAACATGGAGGCATCTTTTTCCTTCTTCTAGGAC 
CCTAAATTCTTTCATTAGACTGTCCTTTTCCAGGTATCAATTTCTAA7^GGTTTAGTCTAGAAAGTTATTTGTTTGATT 
GTTCCTCTATAGACCAAGCATTCAATTCATAAACTAACTCATACTGTTTTATTCTGTTTTGATCTAAATCCTTTATGGA 
ATGAAGCAAGATATAAATCAGTATATTGATAATATATTCATATATGTGTTCATAATTTGCATGTATATGTGTTTAAATC 
TACTAATATAATGAATACGTATTCAGAGAAAGTCAGAATGGCCTGCCTTCTAATGAAAAGAT^TCCTTCCTATCTAGC 
CTCATAGAGTTTCATCTTTTAAGGTTTTCTCCTCTTC 

CAGAGTATGTGTTCTGACCAATACATTATATTTTATTAGAATTTTAGGGGGTGGGAGCAATATTGAGTTTGATGACTAT 
GTATACGTTGAAGGAAATGACGTATCAAGTCTCATGTAAGATAATGGAGCTTTGCTCCTTTTAGTTAACTTAAAATTAT 
TGCAGTGTCTGCTTGTCTTCCA.GTGAAATTGCAGGTAATAGCTGACCTTGCTTCTTTAACATCTCTTCCTCTGGGTTAC 
AGAACAACCCAGAAATTCTAAAATATAAATACC^GACTGCCAGCTTAATTCTGAATTCCTGTTGGGGCCAAATAC^ATT 
TACTTGTAAACACTTAGGACCAATAAAGTTTAGATGGAGCTCATAATTATACAAACTCATCTCGTTCACAAATCCCTAG 
GGCTCAATGTTAAAGTCAGCCATTGTTTAAGGCAGAAATTCAGGTTTAGATATAGTGTAGCAAAGATTTTCCATTATAT 
GAGATATCGATCCTATTAAACATAAAACTTTTCTCTTGGCTTTCTATTTTACTGTCTTTTGTTGCCATCAGCTGTATGC 
CCCTTAATTTTTTCTAGTAATACCTTGGAATTTAAAAATGAAATTACAAATGTTTATGTTTTAGTGTTTTTAAAAATAA 
TTCGATTAAGTATGCTATGATAGAGGAGCAAAGTTGTTATTAGTAATATCAATGTGCTTACAACTTATGGAAATGAAAA 
ATAGTCTTTAGTCCTAGCAGCCTTTCTGCTGTAGTAAAATAGTTTGTGCACTTTAAATCGCTGTGAGGTTACATCTTCA 
AAGGACTGAGTGGCATAAGCCAGGGAGGTCTTAGAAATCTTACAAAAGGAAAAAAATAAGAAATTATTCCTCATCATAT 
GAAAATTATTTACTAACAATGTATGATGTTTTAGCTTC 

TTAGTTGACTATTACTGAGTTACTTACACTAATGTTGAGGTATTTGGGTTCAGAGAAAAATAGGCAAGTAAAGGAAAAT 
TGAAAATAGTTTCAAATTCTGAGATGCAAAGAAGAACCCAAAAAAACTAAACAACCAGTTTTTTATTGCCATAGGTCGA 
ATGTTCCTTTTTAAAAAAATCCCTCATCCTTTTCTCTCCTCTTTCAATCATATCCCACAAACGTTAATGCTCATTAATA 
CTCTGTCTAGCTATAGCATTATCCACATTTTTGCAATAGCTCAAAAATGTCTCCAAGCCATAACTGCTGCAACTGCTTA 
TAACTTGATGGACTATTAGGTGACGTTTCCAGTTGTTTGAGAAGTACCAGCCTATAAACATACCCAAGACAATATATTA 
CAACTAGGGATTATGTTGTGTAAAATTTATACATATATATCTCTCCATATATGATTTCAAGGATAGATAATCTAGAGTC 
TACATAATCAGGCTATTGGCTGGAAACATAAATAAACTAAAAAAAAATAATTTAAAAAAAGCACTCCAGGTTTCTAATT 
CAGCTTCTGGAGTGTTAATGTTTTGTGTGACCTTCTGAAAGCTCTTTGAGTTTTTACCACTTTTGAAAACTATTACAGC 
AGATATTTACCCACTTCATGTTAAGAAGTAGGCTATTAAAGAAAATCTCATAGCACATTGGTAATAACAATTTATTAGA 
GACCAGCCTGAACAAGATAGTGAGACCCTGTCTCTCTCTCTATTTTTTTAAAGGTAGCTGGGCATGGTGGTTCATGCCT 
GTGGTCCCAGTTACTCAGGGAGGCTAAGGTGGGAGTGTCTCTTGAATTCAGAAGGTTGAGGCTACGATAAGCCATGATC 
ATGCCACTGCACTCCAGCCTGGGCAAGACAGAAAGACCCTGTCTCAAAAAAATAAAAGAAGAATTTATTAGAATGTTGA 
CAATGACATGCCAAAATCTCTTGTATAACTATCATATACTTCATGGAAGAGATCAACACTGTTGAGCACTCCTCTGCAT 
GCCATATGTTTTCACATAAGTTACATCCTTTAATGGCAATATAACTTTCTGAGAATTTCTTATCCAAATCCCTGTTTGC 
AGATGAGGAAGGTAATGTTCACAGAGATTAGATAACTTGCTGAAAGTTCATATATCTATTGCTAGGGAAGCTGACCCAC 
TCAAAACCAGGCCTGGCCTGATTTTAGAGCCCAATATATTTTTAATCCACCATATTGTTCTTGTGGCAGATGACTTAGC 
ACTCTTGTTTATGGATCTTTTTGAAAATTAGATTAGCAGTAGACCAGAGAAAATAAGCAGATTTACCCTGTTATTTAGC 
AGCCTGGCTAAGTATGTAGGATGCTTACTGAATGTGAATAGCCTTTCCTTGAGAAACTCTTCCTTTTAATGTTAGAACA 
ATGACCTATACTTAGACTGTGTCAGCAGCTCTTTCTGTATTTTCTCAGAATGAGAAATTTAAAAGGAATTTGTGGTGAA 
CTCTGTTTCCAAGGTCACTGTGGCCTATAGGATCCTTTCACTAAAAAGTGCCTCTCTGGACGATATATTAGGAAAGGTG 
TCACACTTTGAACAGATGAAGTAGAAATGCAAACTACAGTACTTGGTGAATGGACAGAGCCTCTGTTCAAAGCAAAAGT 
CACTCTTCCCACTGGGTACACACTTGGTGTGTGGAGCATAGATGAATTCAGCTCTATTCACCATCTCTGCGGGGCATTG 
TTGAGCCCTGTTCAAACTGCCTATCTCTGGCCCTGCTTTGATACGGGCTCCAGCTTTACTTTGTGACAGATGAAATGGT 
TTTGAGAATGCTTTGCCAAAAATAAAAGATCATCCACATTTTAGGTTTTGCTGCCATAATTATTACTTTCTTCAAAATA 
TTCAACTAATTGTATGTCTTTAAACTTCATTTTGTGCTCAAGTAAAGAATATTAGTATTATCTGAAATCAGATCCAATT 
GCCAAAGAAGCATTTTAATCATAAAATAGCCCAATTTCTGAGTTACTGAAAAATGTCATGGTTAGTGAATTATATTGGA 
ACAGGTGGAACACACTGAGTTATTTATTCATAGGGGATGCCCAGATGAATGTAATAAGAGTCCTGCCTTGGAGATACTC 
ATAAACTAGTCTGGAGAACAGCCACAGAAACAAATAATTACAGTATAGTATGGAGCATATTAATATAGATATATACAAG 
TTGTTACAGGAGTCAGAAGGAGAAACAACTTAACTGACTTGATCCAAATACCTTAAGTTTCAAAGTGAAAATATATTTG 
ATGGATTTGGGAATTAGTAGTTACTGATAATACTTCAGAGAGTGGTTTAAGGGAGTGTCTGGGGGTAAGTTATATTTCA 
GGGGTAATAAAAGCAGAGAAAAGTTGTGCAAACTACTTCTTTCAAAATTTTGCTTAAGAACGAAGGAGGAGGAGAAGAA 
GAGGAGGAAAGAGGAGAAGGAGAGGAGAAAAACACAGTAGCTAGTGAAGAACACCAAGCACTTTTAAGAGTAGGAAGCA 
TGTCCCTAAGGAAATATTCTGATACAGAGCTGGGAAACTTGTGGACATGACACCCTCTGGGATAGGGGGAGGAAAAGGA 
GGGAGAATGCAGATAATGTGGAGATTAGGTAGGTGGAAGGAGAGCCTGAGGGAGTTTTTGTTTTATGCCCTGTGTTTTC 
TCTGGGAAGTATTAAATGGAATTCAAGATCACATCTCAGAAAGAGGACCAGGGAGGAGCAGGTGGAGGAGCTTAGTAAG 
AT * -*.TGG AACAGCTACTAGGGG GAATTGG AAAGGTTATTGAAGAGAGAGTACAAGACAGTCAAACAAGTTGGAAAAAGG 
•TC TGATGTTGAATGAATATATCCAGTCAATAAAAGACGTTTTACTCTACTTGAGAAATTATTTACACAAAGTATTAT 
G: oGGAAATGAGTAGAGATGTGACAGAAATGTTACAATTCTTAATTATTAAATTTGAAACTGTTTTGTGATGAGAAT 
GT _. rCCTATGGATTGTGTTTCTTGGGATTCCAAAGAATACAGAGTTGATCTTAATTGTTGTTGTTGTTTTATTTGGTAG 
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TGGTGGAAACTGTTTTATGAACATATT 

tcctgtgctgccttgaaataactcttgggtgacaaacagaagctttaagatgtttgctttgaat: ; TATCTTCAAATGA 

ATAAAAATCACAGTGGGAAGAAAAGCCAAAATGATTCAGCTTTGCTCCCTTTTTAATAGGAAC 
TTAGAATGTCACAAATCCATATATATGTAACCTGCTTTTACAAAAATTTCTTCAAAACCGCTATG 

GTGTCACCAGTCTCTGAGAAATGTACTGGAZ^ATAAGGAAACATAATATGACTTTAACCAGAACTGATGTAACCCAGTTT 

AAATATTTATACATTTAAATTCTCTTTTATGTCTCCAAGATAAATAGGAGAAAATGACAAATAAAATATGTAAGTTAAG 

GGATATTATTAAATAGCCTTATAATTTTCTAGGTCATGAGAATAAACCCTGGAGGATACTGTGACTTTAGCCAATATTA 

TGAATTCCTTTCATCTCTTCTAATCATCTCAGCAGAGCTTCCGCTATTATTGTCAGCATTCAGTGCTCACCACTACTTT 

ATACAGAGCTTGCTTTGTAGAATTTTTGCTGTGGCTCTAAAACTCTAAATAAGATTCTAAAAGTCTTAGTCACTTGTCA 

GGGAACTTCATTCTTCCTCTCCCTTGAGTCTCCATATTTTTCTTTTCTAAATATGAAAATGAGAAGGTTGACTTAACTG 

ATCACTAAGGTGCTATAAAAATCTATGATCTTATATCTTACCTAGTTAATTTACTCATTTCTGTCTTATTCAGGCATAA 

TTGTTCTTCCATTAAAGGTAATGCAGAGAAACCACACATAAATCAACAAACACCTCCAGGACTGAGCTCTGA 

CTCAAGTATTTGGCCTCTCCTATGGAATATCCTTAGCCTGTCTACCTTGGGTATTTTGCTTAATTCCTTCTCCACAAAA 

CCTAACTTTAAATGGCAGCCTTTTTCATGGGGAAGACAGCAGCGTTATGCCCGTTAATGCTGATATCCACAGTATTTGA 

GAAAACATATTCCATATGCAACCTATACATTTCTCATATCTTCCCAACTCTTCTCTTGATAAAGGTCTCAGGCCCTTCC 

TTTTTCATATATCCTCCATTTAATTTAAGGAAATAACATGATATGAAGTCCTCAATCTTAAGAACCTTGTCATTGGGTT 

GCTCACTATGTTTAAAACAAATAATTGGCGTAATGATGGAGAGTCCCTTGATGTTCTAGAGAAGAAAGGAAAGCTAGCA 

ATGTGACAGTGGGCAAATTGAGAAAACCGTAGTGGTATTGAGATCAGTGAAAGAGACCTCTTACAAGTCCTAAAGTAAG 

GCATTTGAGTCTTATy^CCTTTGGGTGTGTTAATTTTAAAAGAAGAAAATATTTGTGGGAAAAGTCCTATTTTTTAGAAA 

ATAATCTGTGCCAGATTTGATTTTTGAGAGAGGTTGAATGCTAAGTTGCCTCAGGATGTCATCATTTGAAAGGGTGACC 

ACATTCTGTGAGATCTTCACTGCACACAACCTTTTGCTTCAAAGAACTTTCTGAGACCAAGCTAGCCTTTGAGACCAGG 

TATTAACATTATAATCTGTTCTATTC^TTGCAGTAGCCACCTCGACTACTTTTTTCTACTTTATACCACAATACCCAGC 

ATGGTGTTGTACTTAATAGGTACTTTTTAAATTTTTTCTTAATAAATAATTATGTGTACAGAAAAGAATGATAAATAAA 

AATTATATTGTCAGGGGAAATTTTAATTAAATAACTTTATATTTTTCAAATAATGTTATTGTGCTATGTTTTGAGATAA 

GGTAGGGTCGTATGCTATAAAAAATAATAGAGATAATAACTATCA.CATTTAACAGGTTATCCATTCCAAGTATAGACTA 

ATTTTTTTATAGACATCATTTTACTTAATCATCCCCCAAGTCTGTGGCAAGGGCTTGTTATCTACTTACTAAGGGTGCA 

ACCTTGGGTCACTTATCTAACCTCTCCATGATCTGTAACATAGGGACAGTAAATAGTTCTCATTGCATAGGGTTGCTGT 

GAAGATTAAATGAGAAAACCAGTCTAGTGCTTAGAACACCTGTCACTCAGTAAGTATCCAATAAATATTGTTATAGTAC 

AGATTAGGCAACTAGCTGTGAATGGTTAACCAGGTTGCCTAGGGTAATCAGTGGCAGGCCACTTCCAACCTAGATCTTA 

CCCATTAACTATAGGTTGCTTGGAGGTCTAAACTGCCTCTTCTATATCACATTCTTGTTCAGTAAATACAGGGACAATA 

CCTTGGGTTAAGTTTGAATTATGAGGGATAATTTATACCTCCTCATCTCTCAAGCCTCAGCAAGAATCGACTGATGTGC 

CCTCCCATGTTGAGTCAGTGCCTACCTTATACAGGATGGATTTTCTGTTTATGACTGTCTTACTCAGGCCCTGCTTCAT 

TAGATTCTCTGTTCTTAGCACAGTGCCTGACACATAGTAGGTGCTCAATAAAATGATTTTAGAGTAAACATTACTTTTC 

CAGAATTGTGTCCTGGGAATTTACGGCTTTTAATATTAATTTCAGGTTTTTAGGATATAGCCCATGTTTTTGGGGGGAT 

AGATACTGTTTCTATAAAAATTGTCATCTTGAGCATAAATAATTCCCACATATCTTGATTTCTGTCACTTGGGAGAGTT 

TAACTGGATTTGTAGAAGCAACCATCCTGCCGAACTGGGTGTATCTGTAAAATCTAAATGCTATTGCTACAAATCACCT 

TATCTAAGACACCATTTCTTCAAAACTAATAACTAGCTCATTCACTTTCATATAGGAATCTTTCTTTCCTTGAAGATAT 

GTATGTTTTATCTTGCTGGTGAGATAAAAGTCTGTAAATTATCTCCACAGCTGGCTCTGATGCTTGATTATGCCCCTTT 

CTGCATCTATAACATTGATGTTTCATTTTAATTACTTTTCATCACAGTACATGATGTGGTCTTCAGACATAGACCAGCC 

TCTACGTGTGGCTCTTCGTTCTTTTTATACATCTTTCACTGTCAAACTAAGCTCTAAAAATCATCTCCCTAATATCTCT 

TCACTTG CC AAGAAAATGTACTAGCTTTGTATTATATGTAATACAGCATAAAGCTCTGCCTCATCTGGCCTCCTCCTTT 

CTAGTCTCATTGTAGAAATGATAATTTTTATTAATATTATCAGTGTTAATTAATTTCTCTCATTATTCTAGCATACATA 

TCCTATATTTGAGTTTTTAAATATATCAATTCTTTAGTATAGTGGTTATAATCACACTATATATGTATAGAATGAGGTT 

TTATTCTCACTTTATTATGAAAGAGTATCAATAACTATTTTATATCATTATATGTAGTTTTGTCAGAGAACATCCTGAA 

AAATTAACTTCAATGTTTTAAAAAGCCATAGTTCTCAGTGTGATGGAGATGGTGAGGATTGGAGAATGTCATTAGGGAA 

GGCAGTTGTATCATTTATCAGAAATAACTGC7\AGACTTTGTTGGGGGGAAAGTAATAAGGAGTATGAAAATCTGGAGGT 

TGAAGAGTGGGTAGGAAGAGGAAGTGACAGGTATATTTTGATAAAGCATTCGAGGGTTTCATACCTCTCTCTCTTAA.ee 

AGTAGTACAATGCAAGGGAAAGATCCCATGCTTTAAAGCTGTATTGAACCAAGTTCAAATTCAACTCTGATGCTGACTG 

GTTAACTTTGAGCAAATCACCTTTTATGAGCATCACTTAACTCATTTATAAGAGAAAAATAGAACAGTTCCAATCACCC 

AGATTTACTGTAAGGATTCAATGAGATAATACATTATTTAATTTGTCATTTTTAAACCGCAGCTTTTCCCAGGCAGCAT 

TTAAGACAACCAACAAAGTTATATGTGCATAACTTATAGGGAGAATGTTGATGAAGGGCAAAGAGAAAT7\AGGTATGAT 

GTTCCTACTCACATATGTATGTAATAGTTAAAAAATATATATATATATATTACCTTTACAAACGGCACCAGAATCCTCT 

TGGGGAAGGAAGAAAAATGTCTTTGCTAGAAGATATTTATATATATATATATATAAATATATATATATAAATATATATA 

TAAATATATATATTTTTATATATAAATATATATAAATATATATTTTTATATATATATATATATATATATTTTTTTTTGA 

GAC^GAGTCTCCCTTTGTTGTCCAGGCTGGAGTGCAGTGGTGTGATGTOVTCCCACTGCAACCTCTGCCTCCCAGTTTC 

AAGCGGTTCTCCTAGCTCAGCCTCCCGAGTTGCTGGGACTACGCATGCAAGCTGCCACACCCAGCTAATTTTTGTATTT 

TTAGTAAAGATGGGGTTTCACCATGTTGGCCTGGCTGGTCTCGAACTCCTGACCCCAGGTGATCCACCCATCTCAGCCT 

CCCAAAGTGCTAGGATTACAGGAGTGAGTCACTGCAGCTGGCCTAGAAGAGCTATTTTGAACGTGCCCTTGGGATAGGA 

AGAAAGTCCCTGAGGATCTGACTATAGGTAGGTGCTCAAGTGCTCTAAGGGTGAAAACTTCTCTGCATAACAGAAGAAG 

AATTTAGTGCTAAAGAGCCAAX.GAGAATGATGGAGATGAGGCAGAGAAATTAGGAGAGAGGACAGGATGAGGAAAATTC 
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GCCCTGGGAAGGCTGAGAACTGCGGGTATACTCCATAAACAGATCCCTCCCCAGTACTGACAGTGGTTCGGTGGGTGAG 
GGGTATTGGGGAGGGTACAGGGAGTTGCTAGGGGTGGGAAGACCACTAATATATGTATGTCTTACTTGAAGCCTCAGGA 
GTACCTGAAGTAAGTGATTTTGATGGTGTTGGTGGCATG^^ 

ATGAGCCCAGCCTTTAGGAAATTATCAGAAATTTAGAGGTGAGTTTTGGGATTCTTACTGGTCATGAAATTAGGAAGTT 
CAAATCAATTTTGTTTAGATCTCAAGGGAGGCAGAGGGCCTTCCATCTTTCAAGAGTTAAGCAGACCATGAAGTCCAAG 
GGTATGCAAGATGGAATGTAAAGTTCTCACTAAGCTTCCTAGGATCCAGGGTAAATCAGGAAGCTTAAACACAAATCCC 
CGTGTCCATTGGATAAACAATTTGATGGATCAGGGAAGCACACCACTTATGATACTAAGATCAGAAAGAAATTTGTCCT 
AAGTTGTGCATAAAGATTAATGATATACATATATAAATCATGGTATCTGCTCAACTTAGTGTGTTTGATATATTTTAGT 

TACTATTGTTAGTTTATAATTAAAAGAAAGCGGCCGGGCGTGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCC 
GAGGCGGGTGGATCACGAGGTCAGGAGATCGAGACCATCTTGGCTAATATGGTGAAGCCCCGTCTCTACTAAAAATACA 

aaaaattagctgggcgtggtggcgggcgcctgtagtcccagctactcgggatgctgaggcaggagaatggcgtgaaccc 

gggaggcggagcttgcagtgagcccagatagcgccactgcagtccggcctgggcgaaagagcaagactccgtctcaaaa 

acaaaaacaaaaacaaaaacaaaacaaaacaaaacaaaaaacctgtgtaccagat^ 

attaaagaaagtataataaaatagatagtataagaaaaggat^ 

tatgtcttgccaaattttgaagttaaaagcagagc^^ 

attttagaatcctgagtcctatgccatctgtaatggcaacagtcttacagggtgatacaaccttttgtaattcttaagg 
agacttgaatttttgaggcaaatgttgagtctatacgtggacatttgttgtgtaagagtggaagtggaagtcaaaattc 
tgaacaaggttgctcccaataagatctgtcagctcacaagattgcttccct 

aattcataaggaaaatgagaatcatgaaaatgattatgaaatagcaagcagtctggaaagaggatgtagacgaatgcca 
aagcttctggaatttatgaaatatttccatttatggggccaggtgaaataagttgttctttcagaaatgtgtgacatgg 
ctattatatattatccccctaaaactatttgatcataa 

aaacaactaaataaaaaagaaatgcagttcttgaatacaggatataaaggctcagtgcactttttcattttcttatta 
ttcttttccctggctaggtgagttggctgttttatattggcactaagagtttgataccactactagaatagtcaagtat 
ttgacctggccatgagta?y^gatgtttgattgacagatgagtctatctgtgtcaaacagctt.taccttgagaaaaatc 
acaactttgaaagcagtaacacttcaaaagaatattgaagattgtggccactttcccccacctctccccaaaatctatc 

TTCATTCAAGTTCATTATAAGCAGCTCCTTTGGGTAATTTGGGTTGCGTGCTTTCTCCACCCCTTCTGTATCCTTGGCT 
TCTTCAGAGCGTCAATCAAGACAAGCAAAAGATTCAAGAAAAAAAGGGAAATGACCTTTCAGTACCTGAGTCTTCACAC 
CAATTCATCATTGCTAAGTGCTCCAAAACTGCTGAGTACAGTATTTAGGAAGTGTCCAGTACATCAGCCTGGCATATAT 
TGTTCTTAACTTGAGGTTACTAATGCCTATTGCAAATGTGCTTTACGTCAGCCAAATGATGTGTTTAAAAACCTCTATG 
TCTAGCATGAAGAAGAATCTCTTTCATTCTCATGTTACCTTAAAAGATTTTCATACCAATATACATCAGGGAGGAGCAA 
ATTTTTGTTTCATATGTTACACATGTTATGGTGCACATGAAGACTGGAAACGGTAGTTATTTGTTGGGCATGTGTATGA 
ATTAGTATGTAAAATACACAGCATTTTTTTCTCTTCTAAGTTACTAAATATTAGATATTTAATGTATTTCTTTTGCTTT 
GCTAATTTATTCAAATGTAATCCTGACTAATCCATTATTTTGTTAACATGTCTACTTGATTAATGTGTTTTTCCCCTCT 
TCTAATTCTGATCCACAAATTTTATAGCTATTCATTGTATTACTTAATCTAAGTCCACTAAAGATTATCCTTATTCATG 
TTTCTCCATTAAAGACAACGATAATATCATTGAGTTAGCTTAGTTCGGATAGAAATTTGGCTAGCATTCATTATTTGAT 
TTTCTTGGAGTTTTGCAATTTTTTTTTTTTTGCATATTTGTCAACATTGTATACTCCTGAAAGCATTGTGTTTAAAATA 
CCTATTTCTTGATCAGTAGAATTGATATAGCTGACTTACACGGATCAATAACATGATTTTAAGAGCATTTCAAGGAAAT 
CTCTCATCTGCATTGTCTTTTTTTCTAACACAGTTTGCACTATTTACAAGTGAAAATTTTATATTACTTTACATATTTT 
CCTGTAAAAATTAGAAAACTGTATTCTTTGGCACCCGAATGTGTCCTTGAATTATTAATTTGTTAATTTTGTATGACAT 
CCTTATTTATTAGAGAAGCAATAATATTTCTCATGGGAATGCATGTATTAATACTTTCAGAGGTCCAGAAAGTATCAGG 
AGATTAAATACTGAGATTAAAGAGTACTCTCTTCCCACTATTATGTTCAGTTCTGATTTTCCAGCTGTGTAGCTAGAAC 
AAAGAAAGAATGTGGGTTTTTTTTAAAGAATAAGACAAGGCTAGAAGGTATGCCCTTGTGAGGGCGCCACTGACTGTGT 
CATCACAGGAGGGCCCTGATACATGAATATTCGGTCTCCAGGAAGCCAAGTATGATATTCACAACCACATAATAATGTG 
CTAACCTCATTCACGGTAATCACAGATAATGTAGTATTTGTGTCTGCCATACAGTTTTGAAGGTAAAATATGGAACCTA 
TTTTG GAAATTTCACATAACATCTTAAG CTGTATTAATAGAACCAGAATAACCCAAAATAAAGAGGTAATGAATGCAC T 
TGACCCTGCATCATTCAGACCTCAGCTGGAATATTGTGCTTCCTTTTGGGCTGCAGACAAACAGAAGAGGACTCAGGAG 
AGTGACAAGAGAGGAAGCAAGCTCATGCCTTGTCACATATAAAGTGGTTGAAAGACTGCAATTGTTAGAGAAAATGATG 
CAGTAATTGAACGATGGGTACTGGGAAGAGGCTAGTTCTTTGAGGCTGCTAATCTGAAATATAACAAGTGGATGCACCT 
G C AGT AAAAG AGATTAAGCCCCAGAATGAGTCTGGATGTTCTAATGGTCAGAACAGGC ATTTC ATATG ACATGG CCTG C 
ATTGGTCCAGGTGGCGAAGTAAGGATGGACAAACATGCGTTGTTTGCAATGATAAAAAATCATAAGTAGATGATAACAT 
TGATTTGCTGAAATTTTTCTCTTTTTTGTTTGGTGTAAAACTTTATATGTCGTACTTTTTGCCTTGTGGTTTTTTTGTA 
TCTTAGGACAAAGGTATTCTTAATCCCTTTCTTTGTCTTCTTGAAAGATGCAACCATGCAGAAAATGCATACCTCCTGT 
AAATTGTTTCCTGTCTTTTAGTAAACCTTTGTTTAAATGAGTCATATGTTTAGCAATTTTAACATTTTAACTTGGCTCT 
AATTAATGATAATATAGCGTGATTTATGGTCTTCTAAAGAAATGTAGACATAGAAAATGGAGATAGAGGTTAACATGTG 
AAGAAGAGTTTGTATTTTGGGTTAGAAAATTAAATATTGGCTTATGTCAGTAAGATTAGGCCTTACTATTTGATTGTAC 
GAGTTTACTTTAAATTTCTAGGCTTTCAGGGCTTTGTAAAGATAAATTTTATTTTAAAACAGCTTTAGATTTGCAGAAA 
AATGG C AAAG ATAGTG C AGGGAGTTTCCATATAC CCCTCACCCACTGCCTTTTATTAAAGTCTTATATGAGTATGATAC 
TTTTGTTACAATGAATG^CCAGTATTGGTACATTATTATTATTTAAAGTCCCTATTCATTCATATATCCTTAGTTTTA 
CCTAAGGTTCTTTTTTTCTATTCCAGGGCCCCACTCAGGATACCACATTGCATTTAGTTCTCGTGTTTCATTTATCTTT 
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GCTATAGAATTTTCTCAGATTTTCCTTGT^ 

ATGTCTCTCAGTTGGAATTTTCTGATTGATTTTTCATGATTAGACTGTAGTTAGTGTTTTGGGGAGAGAGACCACAGAG 
GGTAATGTG C CATTTTTCCATCACACTGTCAACATGACTAAAGATGTTJ^ 

TCAGGTTTTTCCACTATAAATGTATTATTTTTCCTTATTTTTATTATTTTCATACCTACCCTTTGGAAGGAAGT 

TAAACAACCCACACTTAAGAGGGTGTTATACTCCATCTCCTTC 

CTCCACAGAAGATTTGCTTATTCTCCCTCATTTAATTATTCAGCATTTATC 

TTTTATGCTTAGGTTATAATCCACTACTGTCATACTAATC 

TTTCTTGTGTCCCTTTGATACATCCCCACAATTGTGGT^ 

TTTCATCCTTTCTAGCATTACACAATACTTGAGGCTTATC 

CTCCAAGGAGCACACGTTCCTTTCATTGGAAAATGGT^^ 

TGGGTTGTCATTTCCTTTTGGCCTTCTTGGCTGACAGAGCAAGGACATATATTTGTGTATACCAACCTGTGTATGTACA 
CATATCTAACAATCAGGAAGCATAAATAGATAGATGATAGATAGA 

ACTCATTACCACATGGGTCATTCTAGCTTCTTCCTCTTGCTTATCTATAATCTTCCACTCCAACAGTGAAZUVACTACCA 

TCCATCATTTGCTTACTTAATTGTTCAATTCCAGTGGTGCTG 
TAAGCTGAATTTTTCTCAAACCCTTAGAAAAATOATT 

TAAAATGTATTTGTGTCCCAAATGTTTTTCTGTACATAAAAATTGATATAGTCAACTTTATATTGTTTGCAGTTAACTT 
GGGACATGGATAATGGAAATTCTCAGATAATTCCAGAATTTAAGT 

CTCTCCATATGACAACTATATCTATGATAAGAAAATTGACTTCTTTACCTATAAATCTCTGTACTTTCTTGACAGACAC 
CAAAGAACTACATGTTGACTGTATCTTGCTGGTAACTTAAGGAGAATAGTAACTTGTAGTTTCCACCTTTAGCAACTGG 
ACATTGGCCATACTCTGATTTACCAAGAGAGTCCTTGTAATCACAAAGGAAAGCAGCGATTTGGCTTCAGATATTAAAG 

CAACTTTTTTTGACGTGGCT^^ 

CGTCCCAAGGAAAACAATTTTAAGATCTTGCATAAAATAGTTCATAT^ 

TTGAAAGCTCATGTAGAAAACATGTAATGTAAAAATTGGAGAGCCCAAGAACACAGTCATTTCCCCTTGGGTGCTAACA 
AAAATATACTACCCAACAGTGCCTTTGTTTGCAGTC 

GTTGGCATCCTTTTTAGCTGCAGCTTCCTTAACCT 
CCCCCCATAGCCAAACATTATTTGCATTCATC^ 

TTTATGATTAACTGGGGAAGACATGCATTAATCAAATTCTCTTTCTCTCTCTCTCTCATTCTCTCACACACACACACAC 
ACACACACACACACACACACACACACACACATGAAACTGTGACT^ 

CAAAAATCTGTGAAGGGTTTTTTTATCTGTTCAGGGAAAATCAGGAATGTCTTCTCTGAGGATGAGTAGTTCAGGCTGT 
GATTTGCAGGATCAGTAAGAATTAACCAGGAAAAGAAGGCAAGAGAGAGAACCTTATGTGGTGAATGAACAAATGTTTA 
ATATAAAGGCAGCAGAAGAGCCAGGGTGGAGGCAGGCACAGAGGTGGGAGATAAGGCTCTGGTGGCCATGCTAAAGATC 
CTTACTTCACCCTGACAGTGATGGATCATCACAACATTTCC^GATCAAGAATGCACTTCCCATCTGTGTTTCCTCTAA 
AGTCAAAATATGGCCCATCTTTCAAAAGGAAAATTCAAATGTTACCCATTCAGTCTTCTAACACTTTCATTTCCTAATC 
TAATTAGAAAAGATCATTCTGGCTAAGAGGTGGTATAGTAGTTTAACCCACCCACTCATATGCATGTGTTTGTATTTAT 
ATATAAAATTTTATTTTCACATTTCTTTTTCCTAGTGGCATTAGCAAAAGCACTCCCAGTTTCATTGAGTCTCTTTTAA 
GTTTTGCTTCCCCTCTCCTCCTCTCTTCACTATGCTCTGCTGTCTTGGTGTCTCCCCACTACTCATGTACTCTCCCTCC 
ATTTCTCAATTCTCATATGAGGGGAGGTGCCCCAGAGGGTGACGAAGGACAGTGTGGCAGAGGACAGGAGGAAGAAAAC 
ATAGGCACAGCTGCACTTCAGCATTCTGAAGCTGTAATCATCCTGAGCATCTGTCCAGGGACTTCCTTGCCCAGTTGCT 
TTGCCATCTGTACTTGAAGCCAAGGAGCATCAGGTGCTTTGCCTTTCCTCACCAGGCTTACGCCATAGCCTTTTCACCC 
CACTACCCACACCTCCCAGTGATGCTGCAACTATTTCTCCTCTGGGCTCCATGCAGTAACTTTCTGGGTTTTTTTGGTT 
GTTGTTTTAGAGCATTTTTGTAGACAGGGTTTTACTCAGTCATCCAGACTGGAGTACAGTGGTGCAGTTATGGCTCACT 
GTAGCCTTAACCTCCTGAGCTCAAGGCATCCTCCCACTTCAGCCTCTCAAGTAGGTGGGACTACAGGTGCAAACCAACA 
TGCCTGGCTCATTTTTTATTTTTTTGTAAATATAGGGTTTTTCCATGTTGCCCAAGTTGGTTTTGATCTCCCGGGCTCA 
AGCGATCCTCCTGGTTCAGCCTCCCAAAATGTTGGGATTATAGGCATTATCCACTGTGCCTGGCCCAGTAACTTTCTAA 
ATAGTGTACAGGCCTCCAGTCTCACCACCTGTCCCATTCTCCTTCTCTTTCCTTCTGCAGAGACCTAAGAGCCAAGCGG 
AGCCCATCTCCTTCCTACACATTCTTCCAGCCTCTTTAGGACCTGATTTCACAACCTCATGTGCCACACCCCAGCTGCA 
CCCTCCTGGTGGAAAGTGTTTTGCAGCTTCTTAAAGATATCATTCTGCTTCATTCATCAACCTTTGTCCATGGTGTTCC 
TTCTGACTAGAATGTGTCCCCCAACCCCTTTGCCTGGTGAGACCCTCCTCTTCCTTTGAGACCCATCAGAAGGCTTGTC 
TCTTCTTGGAAGCTTCTCACCCCACTCCAGTGCTGCATCCCTAGTTTCTGTGCATCCCCTGCAACCTGTGCATCACTTT 
TTCAAACATCGCTCCTCAAGTAGCATTGTGCATGCTGTTTTCTTGCCTTTCTCACTCACACAAATGGGAGTTTCCTGGG 
GGCCCTTTGTCATCACCACCTGCCTGACTGGATACACTAACACTCAGCCTACCTGCCACCTACTTGGAACCTTACAGGT 
GTTTCTTTGATTAATTAATTAATTC^TGTTTTCTCCTCTTCTGGTCAGTTCTTCC^CTTTACCTGTGCTTGTTTGGATA 
TGCAGAGCTCTAGCTGGCGAGAGTGTCCTTCTGGCTAGATTGTCTCACCAAAAAGAGAATGGGTTTTCCCCATCCGGGT 
GTCTCTTAATTTTTTCTTCCACTCGTGTTTGGACAAAATTATTTATTGACTGGAAGGACCACATGGCAACTCTTCATGG 
CTTTGAGGCCCCTTAATGAGTGTCCAAGGGAGATTCTCTCTCACTTCCAAGTTCATGGCAGACATTTACCTACCCAGTC 
AGCTTGAACTGAGCTCATAGAAGTTTTATTTCTGGCTTTTGCGGATCATTTTTTATGCTGTTCCTCTCACCTGAAGCTC 
CCTTTCTATCTCTCCCTAGTTGGATAATAGTACACATATTAAATGTGTACCTTGTACCAAGTATGCTGAGACCTGCTTA 
TAACTAATTTTGCTTGATCTTCATGAATAGTGTTTTGAAATAGCATTTTTCTATCCCTGCAGATAGGAAAACTAGAAAA 
CAAAGAATAAGTAACTTCCCCAAGCTCACATGACTTGTAAGTGGCAGAGCTGGGATTTGAACCCAAGCCCCTCTGAAGC 
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TAAAGCCTGTAGAGTACATGCTCCCTTCCTCCACATCACACTGCCCCTGCTTGTTC^CACTC^^TGTGAGAATCCACTT 
CTCAAGTTTGTCTTGCTTATTCCAACCTGTTTTGCAATGAATCTCTTTCAACAGCTCTATAGi * CCTGGCACTCACTTG 
GCATCCATCATTTTCTATGTTGTCATGTTTGGTATCTTTTCATGTATGTAATGTGCATCTCTTCTTAGGAGTAAGACCA 
GAACTTTTCTGCTCTGCAGTTTTCTCCCTGTGAGGGATGGTGAAACTTGGTGGCTAAGAGCATGGTTTATACAGACAGA 
CTTCTTAGGTTTATATTCTGGCTCTCCTCTGTACTTGCTGTATC^GCTAGGGCTGATGTCTTCACTTTTTTATGATTCC 
ATTTCTACCTCTGTACAATAAGGCAAATATGAATACTTACCTCAGAGTGTTGTTGTGAAGATGGAATGAATTAATGGCC 
ATAAAGCACTTACAGCTGTGTCTGGTACATAGTGACCACTCACTAATGGTCACTTATAATTCCTTCACAACCTGTAAGG 
GTCCTTTCCACCCAGGTGATGTCCCTATGTCTCAACTGAATGACTGGTTAGGGATATCTTTCCATGGGCTACTGTGGCT 
GCAGATAATTGCATTCTTATTTGAGAGTTATGTTAACTAGTGTGGGCTTTTATTTGCTTCTCTCTTTCTATCAATGAGT 
CCTGCTGCTTCAACCCTGGGTTAACTGAAATTTGAAACCTTTTTCTACTCAA^TTCCTTTGATGCTGAAATTCCTCTGC 
GGTCACAGCTAAGCACTTTGTGTGGTAACCTTCTCTTCTGTCCTCAGGCCTGCTGAGATCATCTGCTCAGCAGCATGTC 
TGACACCTGTTGCCACCTCACCCAGCCACTTCCTTGGTGACCTGGCAATGCCCAGAGGGGCCCTGCCAGCTTGGAGCCC 
TGTGGCAATGCTGTTTGATTCAGCAAACTGATAGCCTTCTGA^^ 

CTTAATATTTATCAATAGCTAAGCAACACCGGAAGGAAGTGAGACAGAGCCTCTGGGCTAGTCACTATCTCTGATTTTA 

CAGAATGGTTAAGCCAGGTGTAAAATATCTCACAATAACATGCCCTGTTGTCCTGAGGATTCAATTCCACCGAGATATA 

ATTAC CATATGAGGAAGTGAGAAATAGGGTTTCTTTCTAATACAC^GAAAATAGAAAATAAGATGCTTTTCTTGGC CAC 

TGTTATCAGTTTCCTGTTJIAGGTTCTGCTTTGTTTAAAACAGTCCTGTTTTGCTTAAAAACAAACTCTAAGGAATTTTT 

CTAAAACATGACTCAACCTAACTAGGTATATATACTGTACTTTAAAGTGAACATATTTGAAATAATTGTGAGTGACAAA 

GAGACGGAAAAACATAGATTTTGAAACTAGCATTATTCTAATGATTTTTATCCCAGTGGTTTATTTGGAAATGAATTTC 

CATTCACAACATCTTCATTTGTCTTCTAATTTTCATGCAATTTGAAAGGGTTAGTTTCCTTACCCACAGGATCATCCTG 

GTCAAATCTCAAAAGATTGGCTAGGGCATTCTGATTTTACAGGCAAATTTATATTTTGCCGTTTCAGGAAATAATTCCT 

TCATGGTTATCTTTTATAAAGAGCTTATTTGTATAATATATACACATAGTATATATCAAATAAAAGATCTGGTGTTAT 

AACATAAGAATAAGCAATTTCCCTTTTGTGATAGGAATATGAAATTCCTTCTGGTAGAGGACGTTTAAGAGCATGTCC^ 

AAGAATGGCTAATCAATGAATTCTCTCATTTTGTAAGG 

AACAAAACAAAAAACACTTTGGGCTTTCTCTGTATTCTTCAAGCATTTCTAAACATTTATTGACATATGCAGTAGAGAA 
AAACTGGTATCAGGAGGAAGGCAGTAAGTAGCCAGCAGTCACAAGGTACAAAGAATAAAATGCATGC^AACATGTACAG 
TATTCACTTTCAGGAGTTAATCTACATTTTATT^ 

GCTGGAGTGCAGTGGTGCGATCTCAGCTCACTGCAACATCTGCCTCCCGGGTTCAAGCAATTCTCCGGCCTCAGCCTCC 
CAAATAGCTGGGATTACAGGCATATGCCACCATGCCTGGCTAATTTTTTTGAATTTTTAGTAGAGACGGGTTTTTGCCA 
TGTTGGTCAGGCTGGTCTCAAACTCCTGACCACAGGTGATCTGCCTGCCTCGGCTGCCCAAAGTGCTGGAATTACAGGC 
GTGAGCCACCATGCCTGGTCCCTTTTAAAATATTTTAACACTGAGACCATATTACTGATGTACTACTTCTTTCTAAAAG 
TAATTAGAATAAATGTACACCCTCTTCTTTAAACTTTGCATTTTTCAAATTTCCAAAAACAAAAACTAATTATAAGTAA 
ATCCATAAGCAAAACGCTGTTAATTACCACTTCCAAAATCTGGAAGCGGTGACTTGCTTTACTAAGACAAGAAACTTTA 
GACAGGTGAATACTTTTAACAAGGAACACACTTAACTTTGTCTAATTGAGCAAATTACAAATCAGAGCTAGTAGCTTGT 
TAATTATAAGAATATCTCCATTACTTGAATACGTGTACTAGTCATGGTAGGCAAAATAATACTCCAATAACGGACGACC 
CCACTGTGGATCTGAGAACCCCGCAGGCCAGCAGTCTCCATGTGATTGCCAAAAGCAATGCCGCCATATAAACCACAGG 
TGTCTACCTTCACCATGACAGAAGAAAGGGTTAGAGATTCCAGAAGTCACAATTAAATGCTTCCACCCCGAAAAGTGGA 
TCATATTTCATTTTCCAAAGCAATGCAACTTTGTTAACCTCAAAGAGGCAGGGAAGTACAATTTTCCTGTGGGGTTGGA 
AGAAGAAAACTGGAAATTGGTGAACAGTTTTGAAATGTCTGCCATAACTTTTAAGTGAGGAACTTAGTGTTCTCTTACT 
CTGTCATGTTTTTAAATATCTTTTTGATTGAAATCTTTCAAGGCTTTCCAGATCCCTGAAGATAAAATACAAACTCTCC 
AACAAGACCTTTTGGCCATCAGGAACGCAGCACCTGGCTCTCTCACTAGTATCCTCTCTCTGTTTGCCATGTCCCATTA 
AGACTGTCTCCAGAAACAATGAATTTATTGTTGCCTGTTTCCTGCTAGCTTTTCCCCGTATTTACACAGTTTGCTTTAT 
CTGCTGGGATTACCCTTCCCTGACTATGCTCAATCTCTATCTCCCTTGGCAATTCTCCTCCAGGCCCCAGACCTGAGAA 
CTGGACCAGTGCTCTGCTCTCTCCTCTGAGCTTCACCACATCCTGTGAAAACTTGAACCTAATTCTTACTAGGTTTTAA 
TCAACTGTTTACCTGTCTTTTCTCCCCACTAAAGATGAAAAGTCGCAGAGATAGCGGAGAACAAGAACCAGATCTCACA 
GTCATGGTGCCAAAAGAGTATCTAACCCTGAATTGGAGTTCAATACATACTTGTTGAATGAATGAGTGAGTGAATGAAT 
GAATGGGTTTTTTTTGTGCTTTCATCTACCTGATTGGTAGCATATTCAGGACAGTATGTTTTTCTCACCTTTTTACATG 
CTATAAGACATAAAACAGATAATGCGTGTAGTGGGTTCATAATAAAGGTTTAAAT7\AACTTTACCTACAGTTTTATCAC 
TAGGAATATATTTCTGATATCTATTACCTTTGAACTTTTTATGCCAGATTATGTTTAAAAACATGGTGTCACTCGTAAG 
CCACATCTGGGACTGATTTTCATGGATTGATTAAACTTTACATTTCTTCGGAGTATTCACTGCCAAGCCCCTCTGGTGC 
CATGTCCTAAACCAAATATTTCAGAAACATTGCAAAACAAGGCTGCCCTTGTGCTTTGGAAACGCTTTCAAATGACATG 
CCATTCCTTTCAACTTGAATCTATTAAAGACTTGAAATTGTAGCAATCCATTGGACTATATGTCAAGAAACTGGTATTT 
TTAAAGGGTGGCATGTTTCTTCATTTATATGTAAATTATTTCCATGTGCTTTGGAGAGAAAAATGGAAATTTTGTGAAC 
GTACTTAGCCCTTAAAGAATGTGATTGATCCTTGATGATGTCGTTCCAGACAACAACAAATACACAAGAACTCTTTTTG 

CTTTAAAGTGTATTTTATCAAAATGTTCAGTATTGTGGAAACATACTCATGAGCTATTAGCTATAGCTGACTTTTGAGG 
TTATAGGTGAAAAGTTTTCACATCAGGAAGTTTCATGTAGAACAACCAGCGTCATTCACGCTCATATCTGTGGCTTATA 
TCCAAGAGGGCCACTGGAGGCTTAGGGGCTTTGAAGTTAACAGCATGAAACTTCTCCAAAACAAACATTTAATTTTTTT 
CTGTTCGTTT CCTTAAACAAAGTCC ATGTAATAAATGAAATAATTTTGAAGAACATTGTAATGAATC CCACATAC C AGT 
GGGTCCCAAATTACTGGAAATCATAACATGGCTCATGTGAAGAAAGAATTATACTATTTTCAAGCTGTTGTATGTTAAA 
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CTATTATAGTAAGTAGCATAATTGGCATATATTTO 
ATTTAATAATTTAATAATCTCATAAGGTGAAGGATGGJ.IAGGT^ 

AGACTCATTTAATAAATGAAGTAAATGATATTAAGCAGTTTCCTCATGACCAGAGAGCACAGAGCCATAATTTGATTTA 
AATATGAGTATTTCTGGCTCATGCTCTTTCTCTTTCTACCTATTGCCATTAGTGAAGGCTGCATTTAGTTTTTTTTTCA 
AGAAGTGTCTAGCTTACAATTTTGAGCTTCACTACCCCCAACCTCATACACACCT^ 
TCCATGTTTTTTAAATACTTCTAAAATTGGACATTCAT^ 

AAGTTAGTTTCCTTAAGTTTTCCTGAATTCAGCTGTTACCCTAGCATGACTGCTTCAGCGAAGAGATAAGAGCTTCTTT 
GACTTTTTCGACTGGAATTTTTCATGCCAGAAGAAATTGAACATGTGAGCCTGGTGTCTGGAAGAGTAGC^ 
TGGTATCAGATGCACATTTTTAACACCTT(^GTTTTCTCTTTAAAATATCTCTTCAATCCCTTACm 
TTCAACATTAAAATATGTTATTTTTCTTCAAATTGTTC 

ACTGCTTCAGAGGAATAGTCTTATATATAGAAAATACTTTTTTTTTCTCAGCACATTTATATCTAAA 
ATGCTTTTACCCAGTTATCTGCGTGGCTCACTTCCTTCAAGGCTTC 

CCATTAGATTGAGAACTGCAGTTTTAATCCCTAACCCCACTCCCAGACTCCCCTGCTAAAGTTTTCTCTATTGTCCTTG 
TCATTTTCTGATATACCTTCTAATTTACCTATTTATTTTGTTTTUITATTCATATCCCTTCGACTGGAATGTGAACTCC^ 
ACAAAAGTTCATATTTATTGTCTTGTTGTATCTCCATAGCTACAGTAGCACTTAATATATAGTAGATGCTCAGGAAAGA 
TTTATAGGAAGAAAAAATGAAAGCATGGTTTGCAATAAATCTAAATC^ 

ACCTTACGGTTCCTGTACAACCAGGTGTATGCCCTCTAGAGCCACCAATAATATTCCAATATTAAATATACATAATTT^ 

ATAAACAGGTGTGATTTTAATGTCTCTAGACCTTTCCAACCAGAAAAGCTGAATCGAGGTACTGCTGGTCTTTTTCCTT 

CCATAGGTTCTCATTTTCCCTGATGCAGTTATTGCCTTTTCTGTTTATACTTTCTTC 

AATATAGGAATGCTGATTCATGTTTAGCATTGTGTGGTTTCAGTATTTATTTTCTGTATTTCCACAOT 

TCATTCTTTAATTAAATAAAATGCCTTATTCTCTCACAGTATCAGCAACTAAAAGAAGGATACATCACCTACAGTTGTT 

AGTGTGAACTGCTTATATTAACTCATAGGATATATATTGGTAGACATAAACCTACTGACTAAATTATTTCTGAAGTATA 

CTCTACAAACCATCATTGTATTTTTACATTTGACAAAGTGGAAAAAAAAAAACCTGGCCACAATCTTTAACCCTGCCC^ 

GTGTCTCTGGCTTTTAGGCACACAGCCAGTCGGCAATGGCGGCAGGGGTGGCATATAAAGATTCTAGATCTCAAAATC 

CAACCTGGCCAGAAAATAAAACTCACTATGTGATACCATTGGAACAAGCTTCTATACCAATGTAGGGGGTGATGGAGGA 

TAATATACATTGCAAATTTATGTAAAACCAGACCATGTGGTATTTCCAATAGTTGTTACAACATTGCTTAAAATGATAT 

AAATGGCCTTATGGATAAAAGTAGAAGTTTAATTTTAGAATAGTTCCTATTTTAAGACTAGATTTAGCAAA^ 

TGGCATATGTTTACTCTTGGGGAACCTTGAGAGATAGTGAACAAGAAACGTTAGATCATAGACTTCTTGGCTGCAAAAA 

GTTTATTTATTTCATCATTTTACTCGTATTCCTTTTATTATTTGAAAAGCTTTGTATAAAGGATTTTTAGAGATGGCAT 

TTCATTAAGGTTATATTTATTAGAAAACAAACTTGAATAATTTAAAATTACAAAAGGTAAGTCATT^ 

TACTTGTTTTTGTTTTCTCCCTGCCACCCTCCCTTTCTTCCTTTGTCCTTCCCTTCCTCCCTTCCATCCTTCCATCCTT 

TTCAG^GTTAA 

GGAGCCCAGAAACCCATCTCATAGTTACGTGGTGGCCAAACTTAGCAGGAAAACAAAAGAAATGCTAGACGAGAAGAAC 
ACAACATCCATTTCTCAGGAAAGACTAAGTTTTCCTCGTACAGAACCCTGAAATGTATTCTCCCCTGGGATACTGT-TTG 
GATAAACAGTGAGTGCTGTAATAGTCAATGTCTTTACCCACTGCT^CACAGCAAAGCAGAATTCCCAAGGTAAGAATGT 
GACCATGTAACCTCATTGCCTCACCATTGTTCTCTCCACTCTAATATTTCAGTACTAAATGTGTGTGTCTCTTAGGGTT 
GCTGTGCTGAATAAGTGAGAGTCACCTGGCACAGCAGACATCTAGTGTGTGCTAAAGAAATGTACAGAGAATGAGAGAG 
AATTTGAATAAAAAATGTAAATAGAATATTATACAGAAGTTAGGAATTAATTCACAAGTGTGTAAGAGATACTCTGTCT 
CAGATGTGCAGGCCACTAGTAGTGCAGTGTGACACTCACTGCCTCTCAAGAGAACTTAGTAGTCAGAAAAGTGAAGAAA 

TGACATAGCTTTTTTACACTATATTATGTAGAAAGCTT^ 

TACCTTCCAGAAAGCACAAAAGACATTGAGATACATTTAGAGAAATAGAGGAAACTGAGCTAGATATTCACGTGAAATA 
GGA.TCATTCCACATCTTCCAGCAAATAAATTGAGGTGACCAAGGTCCCAGGGAGCACAGATGGTCATATTCTAATGAAG 
CTCTGGCTCAAAAACACACAAGCTGAAAACAAGGCGAGGATGCTTCATAACAATGTCCTTTTGTAGGAGAAGTGAGGAT 
TAGTGATGAGGGTAGGAGTGGAGCAAGAGACAGGGATTAATTTGCATAGCCACCTTGGAATCCCAAACTGTCAATGGTG 
TCAGTGATGCTGTTTGCTTGAGTCCCTAAAGGGTTGAATGAAAGAAGTTAACTAGATACAGAGTTCACAGAAGGTCAAT 
AATCTTAGCTTTCCAACAAGTTGGAGATCGGGGTAAGGAGAAGGGCAGACCTTAAGAAAAGAGTTATACTTATTGCCAG 
GAAACAGTGCTTCCTTTTGCTGTTTTTCCACAAACAGATTTACCTTTGCCCTATGCATTTCATCTTATTTTAAAAAACA 
AAACTTTTATTTTAGGTTCAGGGGTACATATGGAGATTTTTTTTAATATAGGTAAGCTCCTGTCATGGGGGTTTGTTGT 
ACAGATTATTTCATCACCCAGGAACTAAGCCTACTACCCAATAGTTATTTTCTCTGGTTGTCTCCCTCATACCACCCTC 
CACCCTCTGGTAGGCCCCAGTATGCTGATCCTCTTTGTGTCCATGTATTTTCATTATTTAGCTCCCACTTACAAGTGAG 
AGCATACAGTATTTGGTTTTGTGTTCCTGCGTTAGTTTGCTAAGGATAATGCCTCTAGCTCCATCCACGTTTTGCAGAG 
GACATGATTGCATTTTTGTATGACTGTATAGCATTCCATTATGTACCTGTACCACATTTTCTTTATCCAATCTGCCATT 
G^TGGGCATTTAGGTTGATTCCATGTCTTTGCTATGGTGAATAGTGCTACAACGAACATATGTGTGCATGTGCCTTTAT 
GGTAGAATTATTTATATTCCTTTGGGTATATACCCAGGAATGGGACTGCTGAGTTGAATGGTAGTTCTGTTTTTAGCCT 
tttCAGATGTCACCAAGCTGCTTTCCACAATATTTAGTCTTCTTACACCCCCAACCCCCTTGGAAGTTTAGAATGGAAG 
CACATTTCTTCAGATGATTATTAACTCTTTGCTTTTTCTGTTTTTACTGCATCATTTAAATTATGGTGTGGAACATCGA 
AAAGGGCCCTAAAGCCTCTATTGTCAAGTATGACTGACCTCTCTTGGTAAAGCGAGACCTAGTTCTGACTGAGATTCCT 
CCAGTCGTTTCATGGTTAACTTTCCATTCAGTTTCAGTTGTATTTCATTGTGTTTCCTGCCCAGTGGAGATTCAGCATA 
GATGACACCTAAGGAAAAATGCTAGTCATAGTGTGAGAAATCATAGCCTTCTCTTTCAAATGCTTTTATTCATATTCCT 
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TTGGACTTGATTTTAGATATTGCTCGCGAAATTTAGCCATCT 

GCI^AGAGTCTAGAGTTAAATGGAGTCTAGAGTTAAATAGTCTGGGTGTGGACTCTGGCCTGGTCACTTGCCATCTGTG 
GGCAGGCCACTTCTTTAAGCCTCAATTTTCTCCCCTAAAAAATGGAGGGGGATGGGGGCCAT(^TGATACTTACTTTAT 
AAAGTGGTTGTGAAGATTCAAGGAGAAGTTGATACATATAAAGTTCTTAGAACAGTGCCTGGC^GGCTGTAAACAACTA 
TAAAAAGTTAATCATTATTTTCAGAAAAAAAGTTGAGTCAAACCTG 

GCCTTATTAATTGTGTCTTCCTAACTCTATGGACTTAGGATCTGAGACTCTAGTTCCTACAAACTCATCCATCCTGGGG 
CCTGGCATATGGGAGCTATAAACCACATCAGCCCTCCTTTGCTCTTTTTCCTTAGGGCTGCCCTGAGGAAGAAAGCTAA 
TGTGTATAACATCTAGCATTATGCCAGGTATGTGGCCAGAGCTCAAAAAACT^ 

GTCTATTTTTTATACTCCTGGTTAATGACGGAGAGCTCTGTGAGGGGCTGCTAGAGGGAAGGTTCAATTATTTTAGAAG 

CTTTAGTTCTTCCACATTTCACTTTGTAATGTTTGCCTTGCCTTGTATTTATTAAACAATAGTTTACTATACTCGTTCC 

TAAAATATTAAGTATAGCTTATTATGCCCTGTTAATCTTTCTCAGTGGCATACAATAATTTAAATATCTGCTTGAAAAA 

TCTCACCAAGCATTCATTTTAATGTGGCTTAGAATGTTATATAATATGAAAAAGTACGTGTTCTTTCAGAAATTAGTTC 

CAAAGAACTCCCTATATCTAGAGACAGGCTGTGAGAATGGAGAAAGTTGAGGAGTGTCTCTGTTAGGAATCTTACTACT 

GCTTTTAAATTTCATGGAACACCTATTAAATTGCTTCGCAGCTAGGTTATGAGGAAGGGGAGCCCTGCTCACTCTTTTA 

AAGTTAAAAGTGAAAAGTTACTTGCGGGTGATTAGGGAAAACCATCTCAGAGGAGTGGACTGTTGGCATGGAGACCCCA 

CATATAACTCTTGGGGGATGGCAAAAACTTGAGAGAGGATGCTTTATTTCTCACCTCCTAAAATGCCTTT 

CTGTGGTGAGAGAGAATGAGACAGCAGTCATACCTAACAGTTGGTGAAACAGTTCTATGGGAGTGAGGGAAAGTGAGGG 

GCCTAGGATGAGTCAGAAACATGTACATACGGAAAGGGAGAGAGACAATCCTGATTAAATTGTGCCTTCTTGGAAAAAT 

ATATATATTTCCACATTTGATACAAAGTGAAGTATATAACCTTGACAAAGCGATATCTGTCAGAAAAAAAATTAGAAAA 

ATTGCTTTAAATAAACAGTCCTTCAAAAGATGTCAGGGACAGAGACTTTCTGAGAAAATGTTTCCAAACTTTTAAGGAA 

CAAATAGTATGTTATATAAATTTTCTAGAGTTTGTGAAAAGA^ 

TTTGCAATAAGAAGGAAGTCCCTC^CCAATCTTACTTTTCGGTAGATAAAATCTTAAATACAACTTGGTAAATTGAAT 
CTTGCATTTTGTTAAAAGATTCATGCTCATGTCAAATAAGGCCGAGTCTGTAAATGTACATATAGTTAATTTTGATCAA 
ATCTGGTCACAGAATCCATCATATTAATATGGTGAAAGAAAAAGCAATAGACTTGTATTGACAGGTGCCACAGTGGCAT 
TTGACTAAAACTTAATATCCATTTGTTGTTAGTTTTTTTTAAAAGGATGCAGTGAAATAGCAACAGAAGAATATAGTGT 
TTATTTCAATGGTGAAACCAATTTTTAAGTGTGAGTCGTTTCTATTAAAGTCAGCTTAGTTATAAGCAATAAGACGTAA 
CATAATATTTGTATGTAATATTTGTTTGGGAAGTTC 

CATAAAATATAAAATGAAAACTGACTTTATAGCTATGTGGGTATTTACCTGGAAGAGCCAAAGGAATTAGTTGAAATGT 
TATTAGAAATGATTGAGTAATTCAGATAGGTAGCCAAATACAAAATTACATATAAGAAAGCTATTAGCTTTTTTATAGA 
AAGTAATAATCAGTTAGATATTATAATGAAAAAAATAAAATACCTCTTTATTTACTTACTTTCTTACTGTTGTCCAGGC 
TGGAGTACAATGGCACAATCTCAGCTCACTGCAACCTTCACCTCCTAGGCTCAAGCAATTCTTCTGCTTCAGCCTCTTG 
AGTAGCTAGGTCTACAGACATCCACCACCACCCCTGGACAGTTTTTCAAAAATTTTTTGTAGAGATGGGGTCTTGCTGT 
GTTCCCTAGGCTGGTCTCAAACTCCTGGGCTCAAGCAATCCGCCTGTGTTGACCTCTCAAGGTGCTGGGATTATAGGTG 
TGAACCACTGTGCCCGGCCAATTCTTTTTAAATAGCACAAGATTCTAGTCACAAAAACATACTACACCTATATTTATGA 
GTGAAAATAATAAGAAATTAGAAGGGTTTTTTTGGTATTGTTGTGAAGAAAACAAAAATGTCTTAACTAATGCTAAACA 
ATCGACAATATTCATTCCACTATAGGCAATTCCAATCACATTTTATTTTTGATTTTAATAAAGTATTTCAAAAATCAAG 
CTAACATGGGAAAATCAAGAAAAAGTTGAAATAAAGCACAGTGGGTAAAGGTTGGAAGGATGTAGAAC^CACCATTCCA 
GAGATTATATCATAAAAATTACAGTAACATATATCATGTAATATATAATATTGTAAGAATTAGGACGGTGGCTCAAATG 
AAGAATTAGATAAAGTTGATTTGGATAGACTATAGATTTCAAATAAGACTCATTTATGTATTTGTGTGTGTGTGTGTGT 
GTGTGTGACTGAAGTAGCATTl'TATTCAATGAGAAAAGGGATGATTATTCAATAAATGGTGTTGAAAGCAACAGCTATC 
GTTTGGGAAAATAATATAAAGTTAGATTCTTTCTTTAAACCTTATATAAAAATATACATTGGATATATATTTTATTA71A 
TATTTATTTAAATAAAGATTTCATTAATATATAATATATAATTTTATTAATGTAACAACTAAAAAGTAGTTTAGTTAAA 
ATTACTAAAATAAAATAAAAATGAGTATTTAAATTTCAACATAGGGAGGATATTTCTAAGCATATCACTAGAGCGAGAA 
AGCATGAAGAAAATGTCTGATAGATGTGTATACATTAAGGAATCAAATTTTTCTACACATCAAAAACACCATAAAGAAA 
ACGTAAAGGCAAATGAAAAGGGTGGGATTCTATTTCCAGTGTTACTAAAGAGACATTGACTTTAATGTCTTAAAAATCC 
TTAGAAATCGTCCAGGTGGGGTGGCTCACGCCTATAATCCCAGCACTTTGGGAGGCTGGGGCAGGTGGATCACGAGGTC 
AGGAGTTTGAGACCAGCCTGACCAACATGGTGAAACCCCGTCTCTACTAAAAAATACAAAAATTAGCCAGGTGTGGTGG 
CACGTGCCTGTAATCCCAGCTACTTAGGAGGCTGAGATAGGAGAATCTCTTGAACCTGGTAGGCGGAGGTTGCAGTAAG 
CTGAGTCATGCCACTGCACTTCAGCCTGGGCGACAGAGTGAGACTCTGTCTCAAAAAAAAAAAAATTCTTAGAAATTAA 
TAAGGAAAAAAATGACCTTTCTTCCAGGAAAATGAAC^C^TCCATAAGAAACACAATTGGTGAGTTACATGAATAAAA 
CCCCAACTTTAAAGAAATACAAATTAAACAATAGTGAACTAACATTTTCTCTAAAGAGTATTCAAGATTAAAAAACAAA 
GTCAAAACTAGATGATAACAAATTCAGCGTATTGACTAAAGTCAGGACATTCTTATTCATTAGCAATGAAAGTGAAAGT 
TTGAGTAGCTTTCTAGAAGAGAATTCAAGTCACACTATGAACCAACAATTTTACTTTGAAGAATTTATCCTAAGAAAAA 
AATTAAGAATATGTGAAAAGATTTAGTTACATCAATGTTTATTATAGTGGAAAACTGAAAATGTGCCAAGAAAAAAAAT 
GAGCCAAATATTCAGCAGCGGGAATTAGCACAATATACCTTGATATGTTATCAAGGTAAATGTGTATGATAGGATACTG 
ATGCATAAGGATAATTTTTAACATGGTAGATTTTC^TTATGTTAAATGAAAAAATAAAAAATACATAAAATGAGAGCCC 
ATTTTTATAATAAAAAATATATAGTCATTCAAGGAAAACATGTAGACGGACATCACAAAATACCAACAACAGGTATGGT 
TCAAAGTGTTATAGGTGGTTTTCAGCACATAGATTACCCCTAGCAAAGAGACCTCTGTGACACTTCGTTTCTTCATCTG 
TGAAATAAAGGAATCATACTAGATTAGTTCTAAATGCTTTTAGCAAAAATATTTCATAATTCTATGAGTATTGATGGTT 
AATAACCTTGAGAAAATTGTTATTATTTATTGAACTTTGGAGTTAGTAGAGTAAAACCAAGTTTATCCTGAGCTATCCC 
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TTGTTTTAGTTAAAATTAGTTAAATTTAACATCCT 

GTGTATATATATAGCGCTTTCTCACAAATGCCTGTTTTGCTGTGGAGTGGGTTGGGTGGGTACAG;,3TTTCACTGAAAT 
GTATATTCCCCTATAGAATTCTTAGAGACACAAATATATCTTGTTAATAGGTTATATATATTTTCATGTTTCATCTACC 
ATTTGAAACCCTATAACCATTTGAAATCATTCTTGGTTTTGGTAGGTTTCTTTAATTAACATTCACATTGAGAAACTAT 
AAGAGATTCAACCCTTGAAAAAGTCCTTTTGCTAAAGAGATTTGCATGTGCTCTAAAAATTGGTGGAAAATGGTTCTGC 
TCTAATCAAACGAATGTCACTCTACTCTTATTTCTAGCTAACAGTAAAACTGCCTGGAAAATGATAACGTACAACAAAT 
ATCTCAAGTGGTTATTTAGTACCTTGTTGTGATAGTGAATGAAAAACACACTCAGTTCACTCAGTTTTAATTTGCTGTT 
GAACACTTAACATTTC^CAGTGGCTGGCTGTTTGGAGGCCATATACAATGGTAGAAAAAGTAGCTTTCTAAAAGTGCTT 
TGCCTCATTCTTGCTTAACCTGGCAGACGTCATGAACTTCCAAGAGGGAACATATTTTATTTGCCTTATACCACCAGAG 
GACTTGGCCAATTATTGCTATTTATTTAATGTTGGTGTTGACATAGTGCCTTTGCCCTGAGGAGCTCCAGGTGCTTTAT 
AAAATTAGTCAGCAATTCACCTCACAGCCTTTACGCCAGAGAGTGAACATTGAAAATAATAATGATTCGTGGAACCTAC 
AGCCACCCCTAACTCCTATTTCTGTTTGCCCAGTGAAACAGAACAAATATGCCCAGTTCCCTCAGAGAGCTAGCAGAAA 
AAAGTTCTAGTGGGGTGTCATGGGAGTTTCTCTCTTGTGTAACTAGGTGAACTCCTGTAAGGAAAATTTGCCATGCACC 
CTGCAGAGCTGAGACTTACTATTCTCTGTTGTAGGACCCATACTTTCCCCAGTAAGGAACTCCATTTTTTTTCAGGCCT 
TTGCTCAAATATCACTTTCTTAATAAGACCTTTCATGACCATCTGTTTTTAAAAACAACTAATCAAAACCTATCCTCAA 
GTGCAGACTTTCTGTATCCTCATTCCTGCATTATTTTTCTCTGTAGCACATGTAGCTATTCAGCACACTTAGATTTTTA 
TTTATTTATTAATTAAGGGTTGACTCCATCCCACCAGATCGTAAGCTTTATGAAGGTAGAACATTTGTCTATTCTGTTG 
AGTTATGAATCTTTAGAACCTAGGTGGGTGCCTGGTACCTAATGGGTGTGAAATAAGCATTTGTTGAATGAATGAGCGA 
AGGAATGAATGAATAAATAAATTTTCCCCAGTGGAGCAACAAGCAACAGTTGGAGTCCCTTGTTGTCAATCAAATATAA 
AGATAGCAAAGAGTAAGTAAGCAAGAGTGAACTTGCATCATATCAAGATTTCTTTTATATTCCTTAACATTGAAAATAT 
TCATGTGGTGAAATACAGTATTAGAGTTTTCTCCTTTAGTTGCAAATAATAGAAACTGAATTTAAGCCGACTTAAACAA 
AATAGCAGTTTGCAGGATCTTGAAACTCAAAAATTCAAAGGATACAGCTAGTTTTAATGGTTGTGAGGATTGCTGCAGG 
CCCTCTCATGATTTGATTGAGCGTTTGTCTCTGTCTTTCTCTTTCTCTCCTTCTGTCTCACTGTGTTTCTAAGACTTTC 
TCTATGTGGTAGCAAAGAAAGCTCAGACAGCACAAGGCTGCCTGTAGTAATTCTTGTGACATGAGAGCATACATCTCCC 
AGTAGTTCCAAGGAAAACCCAGGGCTGACTTGAAACGTGTGCACTTGGATTACAGGTCAACCTTGAGTCAATTGTGACT 
GACTGACCAGGCCTCTGTGTGTCCCGGTTGTGGAGGTCAGTTCCATCAGTAGGAGGGGGATTAATCAAAGGAAAATCAG 
AATTCTTTATCAGAATAAGAGGAGAAGATGCATGACAAGTATTCAGAGATACACTGTAACCAGAAAAAATGGTCATATG 
TGAAGAGTATCTCATTACAACAGGGAGGAATGTAGTTCTAAGTCTTTTAAAGTTCTGCTTTCCTATAATATCAGATGAC 
CACATATTTCACAGCATAATTGTGAAAATGATATTTTGAAAGGAAAAAGGAATTCTTATCTGAGATAAAACTGTCAAAA 
AAGTCAAAATTTGGCTGTGAAAAAAGTGAACGTTTACTTGAGGTTGTCATTACTTATTTCCTTCTTATATAATTCATAT 
AATTCTATATTATTATGACATTCATATAGGCAAGGTGTTAAATTCTAATTTGATTTTATAATTTTTCAAAAGAGACTTA 

SSSaact^ 

TTTTTCTATGCCAAGATACTTAACAAATACTTCAAAATTGAAAGTATTTTTACTCCTTATTTTATCTATTCCACAGAAT 
AGTTAGAGGTAGAGGAAGAATTAGATAATATATTTATTAATAAGTCAACATCCTATTAATGGATGAACATAGAACCAAC 
TCATAGGCAACACAGTCAGAAAATCAAGGTGTGGCTTGGTTGGCATGAAAGCATAATGCCCACAAGAACTACTGTTGTT 
GGTTATGCTGTACTGTATGAGAAGGGCATTTCTGACGTTAGCTTTGATACTAGCCTTTTAGTAACTGAGTAAAGTTAGT 
GAGTATACTCACCCAGTTCAGATTATTAATTCAGTACTAACTCAGTAATTTGGTGTTACTACATACTGAGATATCCAGC 
TGGATTCAGGATTTGCTCAATTCAATTAGCAAATCCAGTGTTAAGGGGAAAAAGAAGCTTTGTGGGTAAGCATTTCTAA 
ATTGGTGTTTTTATGAAGCCACAATATTCTGGTAGTTCGTCTTTTCCTTCAGTTCTCTGAAGTTGTAATCATTTCTAAA 
TTGTTGCTTTCTAGGTAAAAGATGTGAGATAGGGGAAAGGAAGGCTTTCTTAGGAATTTTTTTTCTTTCATTGCCCAGT 
TAAATTGGATTTGTGATTTATATCCATTCATCCTATTCATACCCATCATATATCTGTATACATCTGTCATATATCCATC 
CTGTTCATATCCAATCCAATTCATAAGACTTTTCCATATTTTTCGTGAGATTAGATTTTTTTAGTGGGTGAGAAGAAAT 
AAAAGGCACATAATATTAACATGCTCCTGGCATTCCAGCAACGAATAATGCCATAGCAATTTTATAAAGATTAAAAATA 
CCCTAGCTCACTATGATTTTGATGAGCGCAACGCACTTTTGGCTTTGTGGGTCCCCTCCTCATAAAAAATACAAAATTA 
TATTTTGTAGCTGC^TTTATGTAAAGATAAATATAATCTAAACTGTTTTGTACTCATTTTTTCAGATTTTAAAAGAGAT 
TTAACATTTCTATGAGCTCCTAAAATTATGAGCTCTAGGAATAGTGCTTACTGTGCTATTGGATAAACTAAGCTGGCAT 
TGTCATAGCTAAATTGGTTACATTTTAAGCTGTGAATGAAAGGGAATTTGGTAAACCAAACAACTGTTGTATGCTTATT 
GTTCATTCCAGTATAAATATATTTTTGCTATTAACATTAGTTATTACAAGTGGAATACGAAGGGGTGGACTCAGGGTTT 
GGAAAGAGAGTTAATGCAAGTGAGTATTTGACTCCATCAACAAAACTTTACAAGTAAAATCCTCAGGTTTTGTGCCTGT 
AATCTTTTTACAGGATTTAATGCTATTTTACTTCGTCAACAATTTTTTTTTCTTCAAAGATTTGTATTTTTAAATGACT 
GATGCTATGAAAGAAAATACCCTCATGATTATATTTATATTGTGAATTTTTACAGTAGGGGCAAACTAGAATTTTTCAT 
GCGGAGAGCACTTTGGGTTTTACTCAATATAGCTCTTCAAAGTTCTTCAAAGTTCAAAGTAAAAATTGATGCTAGAGTA 
ATTTTCCTGTAATCTAGGTGAAAAGCCCACATATCATTTAACAAAGTAAATGCTCATTCATATTTAATACAAACTCTTT 
TTTCTTCTGTTGAAGCTGACTTTTATCCAATTTTTAGTTTCCAGTTATCTATGGTTTTGGGAAACAGAGCTAATTTGGA 
TTCATGAATTCTGTAAACAAGTATTTCTTGAGAAGCTCCTGGTTGTGAACTACCTAGAATGAAACTGGGTAAACTAATA 
TCAACATCCATTCTTTTGCCAAACATCACTGATAAACTGCAACATTTTTTTTTTTACGTGAGTGGTCTTGGAATCAGAC 
ATTTCTGCATTGAAAACCCAGCACTGTTGCTGACTGGCTGCATGGCCTGCATCTACTTCTCACATTTCTGACTGCCTAC 
CAGGTTCCAGGCACTGTTCTAGGCACTGAAGATGAAAAGATGAATAATATGGAGTTCCCATCTTCAAAGAAGTTACAAT 
TTTAAGGAAGACTGGCAAATAAAAGTTACCCCACAAAATAATAAAAATACAGGGGTAAAACTAGGGCATAGTTATATTT 
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TGGCTGGTCTCTTTACCTCTGAGGrTCTTTTGCTTTTTATGTAATTGGATTTTAACCTCAGAAGACTGTAAGGTTAAAG 

ATGATAATGTATAAAATCAGTACTCTGAGTAATGATCAAAATTTTCTGTTGCCATCCACACATTT 

GAGTGCTAGAAAATAAAGCAGTTCGTATCAAAAAGGGTGTGTTGAAAGAAATAAACTAATCCTTGAGAAACACT^ 

GCAATCTCATATCTAGAAATTGTGCCTATGTTCTGTCTATAAATTGATGAATTGGCAGGGTGTTACATTTAGGACACAC 

ATTGACACTACATATGACATTTGTAAAAACACTTGCTAATTCAGCTAACAGCTCGCTTCTCCCCTTCTCCCCACTACTC 

ACTGTGGAGAGAGCTTCCAGCTAATAGCTTAGAATCTCCCAGACTAACCAACCATTGATGGAACCAGGTGCTATGTGAT 

TGTAGGAATTTATTTGTTGCTCTGAATGTTAACTAAAAGTAATGGGCTTCTTATTTTGTCCTTTTCCTTTTGTGTTATA 

GACGGCAAAGACTGTTTCTC^TCAGTCTCATATAGCTAAATTAGATTTATCTCTCATGCTGACTGATTAAAAGGGTTAA 

ATTCTGGGCACGTTGTCCCCTGAGTCCTCTGAAATCCATGTCAGAATAGAAGTGCTCATTACCAGACTCGATGAGGAGC 

TCCTTTTCCAGAACTTCTCTCTGCTACACTCTAAGGACCAAGCACCTCTGCCTAAATTCCAAGCAACCATGGCCTGTGG 

CAGTCTTGGAACTTTTGCCCTCTGGCATGGGTAGAACTAGCGTCAArTGGGTAATTCAATCCCTGAGTTCCTTCTTCAA 

TGAATGAGAGAATCCAGGAATGTGTTGCCAGTTGCCTTTTCCTTGTACCTAGTTTTCCTTGCTGCAGAATGATGACAGT 

CTATTTCCACACCTCCCCTCCTGCCACTACAGGATTTATGGTCTGCATGCCCCAGTTGTGAAGCTGGCATGTAGCATTT 

TGTTGCCACAGGCCTGTGAGTGTTTAGAAGTTTGTGTTTGTATTTCCAGGGCTACAGTTTGAATATTGAAGGAACAAA 

AGCAAACAATTCAGAGGTCAAGCTGTGACTGCTTCCTCATTTGGAGAGCTTATTTTATGTCTGTATATTCTATACTCAG 

ATTCCCACATAACTTGTTTTTTCCACCTTCATTGCTTTGGTTAGATGCTTTCAAGTGCATTTTTTCTCT 

CATAGAAGAGTTGTTTACTTGAAGTGATGGGTGAGCAAAGTTTGCCTGACGTGGAACCTCAGTAACTTTCCCCTAAGGA 

AAAGTTCTGGCGTGTAGGGGTGGGCGCTCTTCCATCCAGACGGATGGGAACATAGCCAAGCAGCCAGGAGACACATTGA 

CTTGTGACCACTGGGAAGGATGCCTAGCCAGAAAAGTCCCAGCAGCTGGGTCTGTTAATCTTTTCTGAATGAACCAGCA 

GGCAGTTGACCTCTCTAAACCTGTCCTGGATTCCTTTATATCTTTGTAGTCACCTTTTTACCCCCTCAAGAATTCCCCT 

ATAAAGTTGTTCTTAATAAGACTCTTTTTGCCCACTTCCCCCTGACCTTCTGAGTTGAATATGAATTTCACTAATTGGT 

GAAAGAAACCACCATGACCTTGATAAAGCCATTTCTACTCTGGTTCCTCCCTTCTAAGAATTTGTTCATTCAAGCAAGT 

ATTTGAGTCTAAATGGATCC^CTTGGACATTTTAATAATTATCATGAACCTCAGTATCCTTAAAGTGTGGCTAAAAC^G 

GCTCAAAAAATTCAGATAGTGTAATCTACTTTCTCT 

CAGCACCTGAGTACAGAATAATTTATTTCTGTGTCGTTTCATGATGAAAGTCCAGCTGGCATTAGCTCAAATTATGCAG 

CTGGCTATTAATTGAAGAAAACTTCCCTGTCACTCCTCAGTCAAACATGATCTGATTCAGCAGATCCTTTTCACTCTCA 

TCTCTTCTATTCTACCAGTAGAATAAATGTAAATAACTTTCACTTGGCTCTGCTTGTCA.TGGATTGTAAATTACCTGG 

AGCATGCAGACTGACCACATTACTGTTTTGGAGGCGGCTTGTTTCAGTTGATTAGTATTTCTAGAAGAGTTTTGCACAT 

TTCATCTCTGAGGCCTGAATGATGTCCACTAGCAGGAAATATTGTAGTCTGCCTTTTTTCTTACATACTGTATACTAAA 

TTTCAATCTAATTTCAACAAGATGTCAAATTCTAGCACCTGTAGGGCAGGTGTTGGTCTTCTATGAATTGATTATATGT 

TTTTCTATCATACTGGATGGTGTACAAGCCCAGGTTGTATTTTAAATAGAATTTCAAGAGAGAGATTTGTTCTGGAATT 

TAGAAATATATATTATGTGCCAAAATTATTTGATGAGTGCATTTTGTAATTCTTAAAATACAAAACTACTTGGCATGAA 

GAGATGCTATAGTATGTTAACAATTGTGGAACTTTTTCATAAGATGAAATTCTGTGCAGAAATGAGGGAGCAGAATTCT 

TGTGGGAGTGCTAAAATGGTTCATCAATTTGATCCTCACAGCATATGAGAATTCACCAATTATATTACTCTCTGAAAAT 

ATGTTTCAGTATCAAGGGCCTCTTTTTGCCCTTCCTCCATCCCAATGTCTGTACTCTCTGTACAGTGTGATCACTGGGT 

GCTGCATGACCAGTCATTATTATACGCTCAGCCCTGAAAATGAACTTAAGATGGTAAAATCATACCTTGCCAGGATTTG 

GGTGG CTG TGAGGGATTCAGTAGGATTTTAG C AACAGGGACTGGAAAAGAAATCAGAACTTGGCAGAG AAAAAAATAGC 

ACTAGGATACTAGAAGAGACCTGGGAGAACTAGCTTGACCTTAGAGGCTGGTCTTGTGAGTCATTTGAGAAATAGTATC 

• AAAAGGGCATAAGAGGGCCCGGCATAGATTAGGCTATTTGGGGTTACAGGAGATCCAAAGCTAGAAGGGGCAACAAAAC 
ATTGTGGTATGAGGCCATCCTAATTTGAACATCAGGCACAGGATCTAGTGTCCATGAAGTAGATCTCAGGGAATGGGCA 
G CCTG AG AAGAAGAGTAGATCATGCAGAAGCC AGCAGTCACC C CTAG ATCCAGATCTGAGTGTCATGAC CTAGATG C AA 
TTAAAATCCTTATAATGGGTCCCACCCTGGCAGGATTCTTTCAGGAACTCAGGCTGAGCCTGAAGTGAGTAGATTCAGC 
TGAAGGGAAGGTAAAGAACTATAAGTTGATAGACTTGCAAAATGGAGAGGCTGCTTTTAGGAAACCATTGATAATAGTA 
TCAATCCCATTGATAATATATGTGATTGCCCTTTTATAAGGCCATGTGCTTTCTGCACAATTATGATAAAGTATTTAGC 
CAAACTTGTATTCCCTATATAAAGGGGGAGGAGATAGTATCCCATGGGGAATTCCTTCCCATATTATAAACTGGTAGAC 
AACTTAAGCAAAAATGTTTTTACTCATATGAACACTGTTGAAGTATAAAGCCAGGTATTTAAGTCATGATAGGTGTTTA 
TTTACTTTGAACATTTGCCAGAAGTTTGATGATGGGTATATTTGTAGACTGGGTGTTAGAGGTTGTTATATTCTAAAAA 
GATATCTTCTGATTAATTTTCTTCATTTATAAAAACAATCTATTTTGATAACATTTAATTTATGAACTTTGGTGTCATG 
TTACACTTTATACATTTTGGTTGTACATTCCCTGTAATGCTTACAGAGACAGCCAGTCAGGCAATAATTGCTACATACT 
GAGCGCCTTCTATTTTCTGAGTACTATTGTAAATTATAGAGATAAAGCAGTGAACCAGACAGAGTCTCCATCCTAAAAG 
AGCCTAGTAGAGGATGGGAACTGATGTAGTATCTTGTAATTGTCACAGCATGGTACACTTGCTTCTTCAGATGCCATTA 
TTAAGGGCGTCGTTTCTTTAAATTCTGAGATCCCTAACTCAGCTTATGCCAGAACTGATGAGAATTAGACCTTCCTAAG 
GTCTTCTTTCTTCCTAAAATGAATATTGAAATAAATCTATAAGATAAAAATAATCCTACCACCAAGCCCCAATTAAGAC 
TGGATTTTTAACTTGCTCTTCTCAGCACAATGACACAACAGAGGACACAGAGGTTAATGGAATGTCTTTGGAGCAAAGG 
AGATTTCAAAACCACCAGTTTGTTAGATTTGATGATCAGCTCTGCAAAATGTTTAAAGAAGATTTCTTACTCATATCTT 

' ATAAGTTAAGACTATA^TGGTTTAAATGGGGGAGGATGTGACAGGATTGAAAATCTTCCCCTTCCTTTGTGGCTATGA 
GAATTCACACTGAGCAACAGGGAAGAGAAGGAACTAGAACTTGGAATGAGCCTGTGTGTGGGCCCTCATTGTTCCAGGA 
TTTACAAAGGGCTACGCTGTCATCATATTAAATAAATGGCTCCTGCTCCTTGTGCCAGCTTAATTGCCACCTTGGCTCC 
CGAACAAAGAAATCACAATTGAGGCAAAACATGTTTTGCTATTGAAGGCAAAACCTCCTTAGAGCAATTTTGGGGTTGT 
TTTTCCATTTAATTTTTTAACTTGCAGAAATAGCCCTCTTTTTTTCTGTTTTTTGGTTTTTTTTGTTTTCGTTTTTTTA 
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AATGATGTACACTTGTGCTGTTAAGTTTCAGCATGGAATACAGGCTTTATGTATTTAGGCAGTAATGCTGAGTTAGATA 

TTGGTACCAAAAAAAATGAAAGAAAGAGAGCAAGAGGACAGCACATGTCAAAATC 

CTAAATGTGCTTCCCTACTGTTAGTTACACGTATAAGTCACATCT 

CTAGGAACTTGCTGGAGATGCAAATTATCTGGTTCCATCTCAGGCCTAATGAATCAGAAACTCTAGGTGGAAGGGAGCA 
GTCCAGCAACCTGCATTTTACAAAGACCTCCAGGACACTCTGATGTATGCTAGAGTCTGAGATCCACTGGTGCAAAGAA 
TACCATAGGACAGATGTACACTAACTAAACTAGTTCTGTTTCTCTTAAAATGACTTTGACAATATTTAGAATTTTGAAG 
AATGGTATAGAAATTCATAGTTCGTGTGTGTGTGTTTGTGTATGTATGTGTCTGTGTGTGTGTGTTTTAGCAGAATTCT 
ATTTTAGAAAATATGGGGTAGACTTTTATTTAGTTTTC 

AGTATAGCCAGCTACTTCCATAATTTTGTAGGAATAATGAAGTTTATTCTAGCAGAAAGTTATATCTTATGGAATAACT 

TCTCTAATATTCTCTCTAGACATATATTCTTTTTTGAGGCAGGAACACAAAAGAAAATTGGCTTCT^ 

AGAAATGGTGTTTTAATTATGTAGAGAAGTAATTTCATTTTCTCAGAGAAATGGGTAGACAGATATTAGTAATTTAACT 

CTCTTCTTAAGTAATGGCTGCTATAGCTCTTACCAACACTGA71AGAAGTAGAGTCAAATAGATTTAAATCTGGCTAGTG 

ATTAGAATTTTTTGGGGGGTAGGGTGGGTGAAACTGTATTGCAGGGAGGTACGTTGTAATAAGACAGCTAGTTATTATG 

CACTACCCTCCAGTTCTTTGACATGATAGCTAAGGGCATAGACAAAAATCTGAACTCTGTGGTCTTTGTACATATCTGC 

ATTCAGATTAATTCACTTAACAAATATTTGTGGAGCACCTACCATGGGCTTATCACTATAATGGGCTAAGGTTGTACAG 

TGAGCAAGATACTCAGATATGTGATTCTTGTGAAGCC^^ 

ATGAAGTATAATCACTTCCAGGATGAGGCAGAATATAGGATGTTATGCAAGCAGTCATCCTTGATTTTAGGACTGGGTG 

ATGTGGAGTTCATGAATGGTTCATGGAAGAGGCACTAAAGCCTACAGTGTGAATAGAAATTAGCAAGATGATGGACAGG 

GCAGGCAGAGACAAGAGCATATGCAAAGTTGGAAAGTGGAGAGTTCTTGACATTACCACATTACTGAATGTGCATATG 

TGGAGTTTAGGGTGCAGAGAGGACAGTTGCACATGCTCTGGAGAATGATGGGAGATGAAGCTGAGAATAATACAAGGAA 

GAGAAAATAACAGGCCTTGCTATCCATGTTAAGAATTCCGGACTTCATTCCAACAAAAGGGAAAGTCTTTGAGGTTGTA 

GTATTTGGCTGTGCTGTAGAGAGTGTATTGGGGAAGGACAGTGCTGAAGGAAAGGAGACCAGCTGGGACATTGCTGCAA 

TAATTCAGACCGGTACTCATGGCTTGGACCAGCAGCAAGGGGAGAATG 

AGGAAATAGATTGAACGGGAACTGGCATTCAATATGTGTGACAGCGAGGAACAGGAAGACA 

ACAGTAGGCCATTCACTGAGTTTGGGGTCCAGCAAGAGGAGTGAGOT 

GTAGGGTCTGAGAAGTCTGTGGTTGTCCAAGTAGAGATGTCCAATAAACTGTGGAAAATGCAATCCCTTAGGCCTCTTT 
ATTCTCATAAATACTTCTCATGCTTTTTCACAGCAGAGGCTAA 

AGTGATTGGGCCACTACTCTCGATGTCAGTTTTAAGTGTTATGTGAATTTTAGCGTTGCAGAATTTTAGCATTGCAGAA 
TTTTTCTGCACAAAATCCTAGAAAGCAACTTAGTTTACTCAGTGAAACCTGCCTGCCAACTAACAAGACCTATTATTTT 
TCAGTTGGGATTTTACTTCAACAGTGGAAACTATGACACAACAGGGATGGTCTAACCCCAATTTGAGCACTCTGTTCTC 
ATTTTCATTAGGAATCACTTCCCTGTAATCATAAAATGGAAATATATTTACTGTAGACATGTTGTTTGGTGAAAGCAAC 
ACTAAAAATGAGTAGATGAATATAACAGCTAGAGGATAAAATAAGAGTTCCCATTTTTAAAAAGAAGGACTATGTTTAC^ 
AACACAGCTCTCCTTAATGTTATAGTGTTATTATAGCAGTGAATTTTCAAATAAAATATTTAAATTGGAATGTTAGAAG 
TTTTCTTCTATCATATCAAATAAGTGGAAGGCCACCTGTTTGATGATTACATATTCAAGTGATAGTTCTCAAAAACTAA 
AGAAAAATCTCATATAAATTATAAATGATTCTGCAAAGTTTCACCTAACATTTTCTCCATACTTATGAAGCTTCTGAAG 
TTAT.TTTACTTTTGAGAAGCCACAGACAGAAAAATTAATATAAATGAGATAAATTTCAACTAGCCTTGAGAATAAAGAG 
AGCAAGGATAGTCATCAACACAATTAAGAATGRCCAAATCCTATTAATGTTTTCAAATTACCAAATTAGAAAAGTTAGG 
AAGCATGAATAATTTATTTCTGACAACATATTCTTTTTAATATCTGCATTACTTTGGTCKGCTAAGGAGATAAACCTAC 
TCATGTGACATACCATATGTAAACATTTTCCTAATTAATAACTGGAAAGCTTCTATGTGAAATACAAACTTTCTGCTCA 
TACATAATGTAGACTACAGGCAGACAGTTAAGAGTTGGTCAAAGCTGTCAAAGCTTGTTTTATGGAAATCTCATCTTCT 
TTTCCTGTGCTCTTTATCCTAGTCCAGGTCCTCTGAATTCTTTTACTCTACAGTACTTAGCTAATACAGTGTTTATCCT 
CACATTCTATCATAGCTTTTATATTAACCACTCAGCAAAATATGTGTGCATGCACATACACGCACAACCATACCTATAT 
TTAATCATCTAGTAAACTATATTAAATCTTCTGTAAACTTCAGATAAGCCTGTTTAAATTGGGGGTGGGTCGTATTGTA 
GCATACCAAATGGTTCATATACCAAGTATATATTTGTCATACTATGTGGAACAGTATTATATTTAAAACTGAAGTCTTA 
TTTCATGTAGGTTGTACCAAATTTGTGGTGGTAAACATTGTATTTAGGTCATTCACAAAGAGTACAGAAATACAGATTA 
GCCATATTTTTCTATAGTGCCATTCAGTGTAATAGGTACACAATACATCTCATATTAAAGAAAAAAGAGTCTTTTCAAA 
AGCCTGTAAGGGTCTGAATAAAGGTCTTAGAAATGTGTCATAACAGCTGAAATCTAAGAGATTTGGAAAAAGTGGGAGA 
AGTTAAATATTGCAAATGCATAGAGCTAAGACTTCTTCATTGAAAGTTGGGTAGTTCCAACATTCATGTGG71AAATCTT 

GCTGGAGTGCAGTGGCATGATCTCGGCTCACTGCAAGCTCYGCCTCCCGGGTTCACGCCATTCTCTTGCCTCAGCCTCC 
CGAGTAGCTGGGACTACAGGTGCCTGCCACCACGCCTGGCTAATTTTTTGTATTTTTAGTAGAGACAGGGTTTCATCGT 
GTTAGCCAGGATGGTCTCAATCTCCTGACCTTGTGATTCACCCATCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTG 
AGCCACCATGCCTGGCCCAAAAGCTAATTTTTTAAATTTTCCAGATAGAACTTCATGTGTATTTGATATATTCCATTTT 
CGTGTATCCAATATTACCAAATCCATGGTATTTTTATTCTTTGTTTTAGATATTCTAATCATTTCACAGCACTTTCATT 
ACACATCTGCCCAGATTTCCTGTTGCTAAATTTCAGACACTATTCTTTAAGTCTTGGAAGAGATCAACTTTTTCAGCAC 
AACCCATCCCAAACAATGTAATGTTACTGTGCTATATTAAGACAACACATGTGCTGATCTTTTTCAGGCATTTCCAGAA 
TTTTTATTGAATGTCAAGTATGTGCAAGGCAAAGTCCATCTAGCGATTTTAGGATTTC 

TTCCTGGAAGAAAAATTAACCCCCTCAAAATGGGTGTTGACATCCAGTTTGCCTTTATAGCTCCTCTGATGCCTTTTAA 
AAACTATATTTACCCATCTTATGTCAATAAAAAGGATGTATTTATTATAAGTTGTGGCAGATAGTGTTTTATAGACAAT 
TTTATAGCCCACGTGTTAAAGGTAAAAGCAAAGAAATTATGCTACTTTGCTGTATTTTCCCAGTGATTTATGTAAGTAT 
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TTATTCCCTGTAGGAAAAAGTTGAAACACTA 

CATATTATCTTTTTGTTTTTGCATCATCCCTAGGAGGTAAATATGTAACACTTTGGTTTCAT r . ^CATCACAACAGATT 
ATTAGGCAAATCAACAGAATGAAATTAAAGTTATATT^^ 

TTCTTATCCACTTTCAATCACCTGGGGAACTTTAAAAAATCTGATGCCTGGGCCAGACACCCAGAAAAATGACATCAG 

CTTTCTGGGGACAGGACCCAGGTGACTGTATTTTTCTAAATGTCTTTCATGACTCCGCTGCTTTAGAGGTTCACAGACT 

TCCACTTAAAGAACTGCTGGTTAAGAAATGCATCCCTACTTGCTCGGACTCCCAGGGATATCACTTTTCACCTGTTC 

ATCATTTAGAAAAAAATGATTTGAATCAGCTAGATACATGATAGAGGAC^ 

TAAGCACAAAATTATCTTGTTGTCCTCAATAGTTTGC^^ 

AAATACTTAACAAGAAGCCCAAGATTTTACCTTGTTTCCT^^ 

GGTTTCTCACATTCTGGCCTCCATCACCAC 

TCCTGAC^CAGGCTCTGTAAGATTCAGTTTAGAGCTO^ 

TATGTAAATCCAC^CCTGAAATCTCATTGGCTCTCCATTGCCTACCAATAACCCAAAATCCTCTACTC^GGAAGTCCT 
GGATGGTGTAACTCCATTGCACACAGGTTCATCCCACAAGGCCTCTTGGTAATGGGGTACTTTCATGTGCATACTATTC 
TGCTGCTCTTGTGGAAAGAGTCTTCAACCCCATTCTGTATACCC'i^GACACTCACCTGAGACCCAGCTGAAACAGACCT 
TGTCATCTCGGACCCTGCCCTTGGTTCTGTTGAAAGAATTAGCCACC^GATCCTTGAGGCTGTCTCAGGACTTTTGCTT 
CACCTTTATTATAACAATTGGAATGCAGGCAAAATAGTC^ 

TTTGTTTTGTGCTTATTTAACTCGCAGGGGAAAATACCCATATTTTTAAGACTCTGGATTTAAAAAATCTGGTTGATTA 

TATGAGAATATTGTTGGCTTGTCTGTTTGATTTTGCT 

CTCTGGAAAATATGTCTAAAATGGAAGAGAAAATTCCAAGAAAATA^ 

CTTAATATATACAATGTTTATTTTACATGGATAATTTATGTAAGTTATTGAATAAATAATACTTTTAGGTTTGGGTTTT 

AGGGGAGGTTTTAGGTTTGGGTTGCAGCAGAGGCTTTTTCAGCTGATTCAAATATCTAGTTTTCAAAA 

CATGATTTTTAGATATGACTTAGCCTTAATTGCTGACT 

ACACTATCAAACAAGATTATJ^GATATTTTAAGGTAAGAAAGTAAAAGGGCATCCACTAATGATCATCAGAA^ 
GAAGGGCC^TAAGCCACACATTACCAGGCCCCT 

TTTTTGCTTCTAATAAGACCCCAAGTGACACTAATGCTGCTAGTCTGGAGACCACACTTTGAGAATCACTGCATTAAAT 
TAACAATTTTATTGGTTGAGTTTTCACCACAGTGTGCATATCTGTTGACTAACAATGAATAGCT 

ACTGTAATGTTTCCAAATATCCATATGTAGTCACAGGCCC^GAGAAACAAACCACATCTATATTAAGACTGTTTTGTTG 
TTGTTTGACCCCCCCACCCTTTAGTGTTTTAAT^ 

CAGATTTGCTAAGGCAATAGAAAATTCTATCTTAAACCTTTAGATTTTTAGTCTTCTAGTAAATATAAGCATATGAGTT 
CCAAGCAAATTCTGAGTTTTAAAAAATTTAATAAAATTGACAAATGTTTTCAATAAAATTGGAGAGGCCCATTTCCTTG 
TACAAATATTCTAAAAATAGATGATAAAAGTTCTAAGTGCCATTTTTTGAAAGATCAGCAAAATAATTCTACAAGTATT 
TGTGGGCATGTTATCTTTTCTATGATACTGGTTATAAACTTAAGTTATATGAAGACAGTGTGTTAGTTAAATTATGTTC 
TAGTCCTACCTTAAGGAAATAAAAACAATAAGGCTCTTAGGGCCTTTCTTCTGCACCACTGCAGTACTTGCTAACATGT 
TTTAATAACATGTAGCTGAGAATGATAAACTCTAGGCAGCAGGGTGGCTTGGAGATACTAATGGAAATGCCCAGTC^A 
AAGAGCCTGGACTAGACTGAGGTCTGAAGACTCCAAATAACTTTCTGTTATCCCACCATCTTCTCAGATGGTCCAATCA 
TGCTACACTCAGTCTAGGGCAATGACCCTGAGGAATGGTATGTTTGGCAAAAAAGAAACCAAAGAAGGCTACTGCCATG 
CTTTAAGATTTTCCCATATATCTTTTTCAGCATCTTGAATGGGGTTTCTGAAAGTCTGAGGAGTGAACTGTGACCAAAA 
TGGCTGATATTTTGAGCTCAAAGAAACTTAAATTTTTAGGTAAGGATACTAAGACCGACTTAAAAAGTATAGTATCAAT 
AATTTACATTTCTTTAGCTAAGAATTTTCAGACCACTTCAGTGCAGATCACATTGACTGATTCTCTAAACCACTCTATG 
AAGTGGGCAAAGTGATGGTCTCATTTTTCAAATGAGGACTAAGGTTTATTTAATTCAAGTGATTAACTCTTCAAACATC 
TAGTAGAGGCTAGCCAGATGCATTGGCTCACATCTGTAATCTCAACACTTTGGGAGGCTGAGGCAGGCAGATCCCCTGA 
GGTCA.GGAGTTCAAGACCAGCCTGGCCAACATGGTGAAAACCCATCTCTACTAAAAATACAGAAATTAGCTGGGCATGG 
TGGTGGCAGGTGCCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATGGCTTGAACCCAGGAGGCAGAGGTTAC 
AGTGTGCTGAGATAACGCCACGGCACTCTAGCCTGGGTGAGAGTGATATTCCATCTCAAAAATCAAAACAAAAAAATCT 
AGTAAGGGTCTATGTCTAGCGCCTGCACTTCAAATATGTGTTTGTCATGACATCATTAGCCCAATCCAATTTTCTTTCA 
TTAATTTTCTGAAATAAATATTTTTTGAGTTTATACTATATACCAGGTGCTGCTGTAAGTGCTAGGAATATAACAGTGA 
ATCAAACAAATAAAAATCTGTGACCTTTTGGAGCTTACATTCCAATGAATATAGGCAAAATAATAGCCCCTGCAAAGA^ 
CTCCACTGCCTAATCCCTGGACTAAATGAACATTACCTCACATGCAAAAAAAGATTTTGCAGATTTGATTAGGGGCACA 
GACCTTGAGATGTAGTGTCCGTATTAGCCCAGTGGGCCCAATCTAATCACACAAGTCCTTCTAAGCAAAGACTTTTCCC 
TGGTTAGGTTAGAGAGAGATGTGATAACAGAAAAAGGGTCAGACAGATGCAACTTTGTTGGCTTTGGAAATGAAAGAAG 
GGGGCCTGGAGCCAAGGAATGTGGACAGCTAGAAAGGGCAAGGAAGCAGATTCTCCCTTAGCCCACTCAGAAAGGAATG 
CAACCCTGAAGACACCTTGATTTTAGCCCATTGAGGCCTGTGTTGGACTTCTGACCTACAGAACTATAAAATGATACAT 
TTTAATTGTTAAATCACTAAGTTTCTGATAATTTGTTACACCAGCAGCAGAAAACTACAGAAAAGATAGACAATATTCA 
AGAAAAATAAGTAAAAAATATATGTTGGATAGTGATAAGTGCTAAGGAAAAAAGTCAGGGAATGACATAGGAAGTTATC 
AGTAGGGATGCAATTTTGAATAGGGTAGCCCTCCAGGTTAACATTTGCATAGACTCAAAGGAGATGAAGGGCAAGAACA 
TTTCAGATGAAGGAAACAGGAGGCTAAAAGCTGAGACTAGGACAATGATCAGCCTGACTAGATTCTGAATATCACCATT 
AAAAG AG CAGTTT CTACTTCAGAATATATGTACAAGCTTCACCTGGGAAC CATGTGTGATGATTTAGGATGAAGTTTCA 
AAACTCCACAGATGACATTCTTATTTTTCTATAAGCAAACAGTCTTGCCCAAATAACATCATTTACTTTTTCATGTTTG. 
CTGGAGAGTTCATTAAGAAATTCAATAGACCGTATTCAAAGAAGATGAATTCTTACAATCACTTAGAATTTGGTCTAAG 
GCAAACAATTGAGGATGTTCAGACTGAGTCTTTTTGGACCATCTACTCAACATCATTATCAACCAACAGCTTATACCCC 

Fig. 6-23ls 



BNSDOCID: <WO_02074992A2_I_> 



WO 02/074992 



PCT/IB02/00565 



238/375 

TTCAAAGGGATCTCAAATTATATTTGATCCTGAGTTGTTGOT 

ATTATTTTGTTATTAGAGACCGGCTTACATATGCTAAAT^ 

CCATCAATTTTGATGAAATTTCCTATTC 

ATTCAATCCAATTTTTTTTTTTAATAATATGGTTGTGTATATACTGAACATGTACAGACTTTTCTTGTCATTCCCTAAA 
CAGTACAGCATAATAACTATTGACATAACATTTACATTGTATTAGGTATAAGTAATCTGGAGATGCTTTAAAGTATATT 
GATGTGTGTAGGTTATATACAAATACTATGTCATTTTATATAAGGAACTTGAGCATCCATGGATTTTGGTATCTGCCTG 
AAGACCTGGAACCAATCCCCAAAGATCCTGAGGGACCACTGTAATCTAATTGA 

CTTAAGTACCTGGGGGAAAAAACTGTCTGATTTTTTTTTAAGTTTTAGTATACCATATATTTTAATTTTCAAAGAA^ 

AAAACAGAAATTTTATGATCTGTGTCAATAGAAGTGTTAATATATAAAGCAAAGAAATGCCTAGGTGAATATTGGCCTA 

GTAATAAACATTCTGCAATGGTGCTTCATGGGAAATA 

TATGAATATCACCTGGACTTGGTAGAAATTCTTGGACCCCACCCTGACCTAGTGGGTAACCATCTGCATTGCAGTAAGA 
TCCCAGGTGATTCATATGTGTTTTCAATGTGAGAAGCACAGC^CTGGGGCCTTACCCGGGGCCCTCCTTAGGAAACACA 
CCAAGTATTGCATGTTTTTTACATCCTGACAGGTC 

ATCATATTTTGAAAAGCTATTTTCATCAAGGGAGCTTAGTATCTGGTGCTCACGAGATACCTACAGAGAAGTAGACAGT 
GTTATGCTTTTGAGAATTTATCAAACCTTTTGGTCATATAATGTTTTTATTTCAAAACCTTAAATTGGTCAA 
TTAAATATTTAATAGTTGAGGGATGAAGAGGATAGAAGTTTAATTA 
CTTTTTTGTTGAATCAGAATTTTCAGGATGAAAAAA 

GACTCTTCAAAGGTCAATGCTTGTGCCCCTATTGCTGCACATCCTTCTCCTTGTCAGTGTTGATGTGTCATTGGCTGGC 
TCTGTGTCATTGGCTTGGTCTTGCTTTGACTGAACTTTGGCCTCCGTGAAACTTCTAAGTAGCATTGCTCCTACCTGTG 
AATCTTGGAAACACACAGGGCAAGTGAAATTCCATTTTCTC 

TTAAGCAAGATCCTTATAGTCATCRTTGCCAGACTTAATATGAGATGTTAAATGTTCCATCCAATTTTCCTTCCTGGAT 
AAGTTTTTCTTTCCTATCCCTGTGAGTT 

AAGAGTGAGTTTTAGGAGTGAGTCTGAAATTAGAATAGACATT^^ 

ATCTTCGATGAGCCCTTGGTGGTTAGAGTTGGTTGTTGTACTGAAGCAGGTACTCTTGTTTCAGCTGGGCTCTTATGGC 
CAACCGTTCAGCTTGCATCTGCCAGCCTTCCAGAGATATGTCATATTTGGCTGAGTCGAGGGTCAAGGGCAGAGTGGCC 
AGGTGCGATGGAGTAAACTTTGGGAATGACATTTTGGTGACCCAGCACACAACTGCCTGAAATTCCATTTTCATGTGAC 
ACTTTTGTATCTGTAACCATCAGGTCTGTTCCCTATGTTTTCTATTCCTTAACTTGGCTACCATTATACCATCACATCT 
CTTTCCTTTTCTAGTGACTCCCCATTAGACTAGCTCCTATCTCATAACCTCCTTTTGTAATTTAATGGCCCAAAGATTA 
GCAAATTCCAGAAATTCCTAAAGTAATCCAATTAGCTCAGAACATCATAGAGACTTTTTTTTTTCTTTGCCTCATCCTG 
GGGTTATTTATCAATGAAAGTGACTTTAGATTAGATAGACACTGGCTGCCACATCGTATCQTTGTGACATCCTGCACTT 
AACTAAAAGGGCTTGACTTAGGCACCATCTCCTTCTCTCTTGGCAGCTGCTCAGTTAGATGTTTTTGTTTTAACCAAAG 
GGCAGGACTTCAAATGTGACCCTATTTAACTCCATCTGGTTATATTTTGACCTTATGCTCTTTTTATATCCTGATTCTG 
TCATCCATTCTCTTAGCTGTCCTTCCCAGCTTGATGTAA 

TGTCACTCCTCCCTCAAGCTTCCTTAAGCAAGCTTTATCATATGTCTGATAGGATCTCTGTTTCTGATTGTACTCAGTA 
TAGATTTGTTTCCTGGCACACATGTATGCACTATGTCA 

CAAGGGTTTTGTTCCCTCTTTTCAAAGCAGAACTTAAAAGAATTTTGCTTACCTTTAAGCGTGCAGTTCACAT 

CTTTAACTGGATGGTGGTTGATGGCTGATGGTCAACTAACAAAAAAGGAGTTGAGGAGTTGAGGTTTCAGATATAACAG 

AAGGATACTTAAGACTTTTAAGGAATAAAAAACTAATTTTTCTTAGCACAATGGTTCAGATGAAAGTAAGGGTGCATCA 

GAGAAGGCTGTCATTGGTTTATTTGTTATATTCCTAGCTCATGGTGATTGTATGTTAGCCAAATATCTTGCATTTGATT 

TTAAAACAAATCAGAAGTAGATGACTCAGAAATGTTGACAATAAAATTATGGACAAGCCCCTTGCTACAGCAGCTCTTA 

TTAATTAAATATCTGAGACAGCAGAATTAAAAGAGAAGAAAGTGATATACAATTTGGAAGGTTTGGAAAGCTGGCCATA 

AAATTATTTCTTTCAGCTGGAGATACCTTACCTACTTATAATATATAAAATTTTTGAAGAAATAAGAATAGGTCTTATT 

TTACTTTGCAGTGAAGGCTTGAAATATTTGAAAGTTCACTTTATTGCAATAGGATTAAGTAC^TCAAACTTCATCCATT 

CTTATCTCTCTCAAATATTAGGAGTATAACTTTCAACTGAACTTCTTTGCCTGCTGTAATATACTGTTCTATAGTGATA 

TTTTAAAATGAATACTTTGTGAACATAGTACTAGAAAAAGGATAGTGTTTTGAATATTTTAATAGCCTTACAGGGTTAA 

AAAAGGATCTTATAAAAAGTATGTTTAGTACCATTCAATTTTTACAAATTTATGCATTTGCTTATTCATATATGTAAAT 

TTAAAATTTACATATAAGCTTATACTCAGAAAAAGATAAATGTTGTAAACACACTTGCATGCACACACACACCATAACA 

ACCACCATGCCATTCAGTGGTTATTTCAGGGTAAGTAGGATTGCAGAAACTTTTACATATTCACGTTTTGCCTATATTT 

TCTGTTATAAGCTTTTATTTTGGCATGAGAAGAAAAAAATTTTAAAATTTCCCAAAAACATTCTTTGT 

ATTAAAATGAACAGTGTCTATCAATAGGAGAATGGCTACACCAACAAAAAAAGTCAAGTAAGAAATAAAATTGGCCAGG 

CCTGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCTGGTGGATTGCTTGAGCCCAGGAGTTTGAGACC 

AGCCTGGGCAATATGGCAAAACACCATATGTACAAAAAATACAAAAA 

TCCTAGCTACTAGGGTGGCTGAGGTGGGAGGATTGCTTGAGCCTGAGAGGCAGAGGTTGCTGTGAGCCGAGATCACGCC 

ACTGCATTCTAGCCAGGGAGATAGAACAAGACCCTGTCTCAAAAAAATAAAATTAAGCAATGGGAAAAGATTCCTCTTG 

CTATTTTAAATGTTGATCAACATTCAAATTTTCAGTGGTTTTAGGTAACAAGACATGTCAACCTCCTGAAACA 

GTTGTAGATAATAAGAATATATATGAGTTTGGCTTTACCTGATTTTAAAAGTGGAGAGAAAAGCTGAATTGAAGCAAGC 

ATACAATTATTTTCTAAACATATCCTCTCCAGTTTCAGTGTTTTTTAATCAAACCACCAGGAATGGTGCAGCAGACAAT 

GCCAGTCCATGTCTCCCCCTTCATGGTCCCTTAGTTGTCATTAATGGGTGACTGCAGAGAACCATAGGCATTTGAGGAC 

TTAACAGAGATATGTTTTATATTGAGAGTGGACATAAGCTCCTCATTGCCTCATTGTGGTTTGCACTTCAAACTGCAGC 

GTGTACTTTTTCTAAGCTCTGTGGTCTGCCTTCCTAGGACTGCTTGCCCTGTACTGTTATTTCAGAATGTTTATCTAGT 
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GAGGAGTGCTGCATTGCTCCATTGTGCATCACAGGGCACAGGAAGC 
TGATTATTCTCAAAAGATGAAAATGTTTATCACTGCAGGGGTGT^^ 

TGAGATATGGTAATTTATAAAGGAAACAGGTTTCATTGACTCACAGTTCTGCATGACTGGAAAGGCTTCAGGAAACTTA 

AAATCATGGTGGAATGGGAAACAAACACGTTCTTATTCACATGGCGGCAGGGGAGGGAAGTGCAGAGGAAAGGGGGAAA 

AAGCCCCTTATAGAACTATCAGATCTCCTGAGAAGTCACTCACTATCATGAGAACAGCAGGGGGATCTGCTCCCATGAT 

CTAATCACCTCCC^TGAGGTTCCCTCCCCCAAAACATGGGGATTACAATTTGGATTACAATTCGAGATTTGGG 

CACAGAGCCAGACCATATCATTCCACCTTTTGCCCTCCAAAATCTCATCTTTCTCACATTTCAAAACACAATTATGCCT 

TCCCAAGAGTCTCCCAAAGTCTTGACTCATTTCAGCGTTAACTC^ 

CAAGTCCCTTCTGTCTATGAGCCTGTAAAAGCAAAAGCAAGTTAATTACTTCCTAGATACAGTGGAGGCACAGGTATTG 

GGTAAATACACTCATTCCAAATGGGAGAAATTGTCCAGAACAAAGGGGC^ 

AGGGCAGTCATTAAACATTAAAGTTCCAAAATGATCTCCTTTG^ 

AGTTGGGTCCCCACCACTTTGGCAGCTCCACCCCTGTGGTTTTTCAGGGTACAGTCCCCTCCTGGCTGCTTTCATGGGC 
TGGCATTGAGTGTCTGCAGCTTTTCCAGGTGCGCAGTGCAAGCTGTTGGTGGAGCTACCATTCTGGGGTCTGGAGGATG 

gttgccctcttctcacagctccactatgcagtgccccagtgggaattctgtgtgggagcttgcaccccacattttccta 
ctgcactgccccagcagaggttctccacgagggccccgtccctgc^gcaggctcttgcctggacatccaggcatttcca 
tacatcctctgaaatctaggtggaggttcccaaacctcagttcttgact 

taagctgctaagccttgaggcttggaccttctgaagcaatggcctgagctgtatgttggccccttttagccatggttgg 
gactgaagcagctgggatgcagggttgcacagagcagggggaccctaggcccaccccacaaaataaagtctttcctcct 
aggcctccaggcctgtaataggaggggctgctgtgaagtcgtctaacaggctctagagacattttcctcattgtcttgg 
tgattaacatttggcatctcattacttatgcaaa 

ttgctattacatcatcaggctgcaaatttctcaaacttttatggtgtgcttccttttgaattttcttccaccagatac 

ctaaatcatctctctaattcacagttc<^cagatctctacggcagggacaaaatgccaccagcctctttgctaaagcat 

ag(^^gagtgacctttactccagtttctaacaagttcctcatctccatctcagaccaactcagcctggacgtcattgtt 

cgtatcactataagcattttggtcaaagccattcaacaagtttctcagacgtcccaaactttcccacat 

tctgagccctccaagtctctaggaagttgcacattttcccacattttcctgtcttcttctgaggcctccaaactgttcc 

aacctctgcctgttaccc^gttccaaagtcgcttccacattttcaggtatctgcagtagtgccacactactctcagtac 

caactgactgtactaatctgttctcacac^ 

aattgacttacagttccacatgactggggaggcttcaggaaacttacaaagatc 

tcttcacatggcagcaggagagagaagtgcagagtggaggggaaaaagccccttataaaaccattagagctccagagaa 
gtcactcactattattagaacagcatgggggaatctgttccatgatctaatcacctcccatgaggactttcccccaaaa 
cgtggggattacaatttgcattacaattcaagttgagatttggttc 

CTTTGACAAAAGGAAGTGTATCTTTTTATTTACTTATTTACA^GCAGCTTATTAAAGTTATTAAATAGTTTTCAAAGG 
GGCAGCTTTTTTTTCTACTTTCTGTATTAGTAAGCAACCATCTATGATTGTAATACAACTGAGGTCTCCCAAGAGAGAA 
TGTAGCACAAAACAAGGTGTGCTATCTAAACCTGTAAGAAATGTTGTGCAGTGAACCAACTCCAGCACAGATATGGAGC 
TCTCTCAGAAACAACATAGGAAATTTAGATATGTGAAATTCAAATAGAAATAGAAAACTCAATTTAGAGTTTAGTTTGC 
GTAATATCTTAGAAATGTTTTCATGGTTCAAAGCTGATATTTGACAATTGTGTTAGATCTATAAAAATTCACAAAACAT 
CCCTATAATTTTCAGATACAAAATGCTAATAAGGATTTTAAAGTTCAATGTGGACCACAGGGCTTCTGCTTTTGCAGGT 
GTACCTTCATTTACATCCTTTCAGTTGAGGAAGGGTGGGTGTTTGAGAGCAAAATGTATGTATAAGGTAAGAAGAAAAG 
AG AAATGAG AGAG AG AAG CAG AAGATAGTGAG CCATCAATAATGATATTAGTTGGCATTCATTTCAAAAGC CAACCACC 
CCAATTTAGAGGATTTGCATTTAGGACTAATTAAATTATAAGCTAATTGAGCAGGGACTGAGTTAAGCCTACTGATAGT 
GCTTCATAAATATTCATATTAACAATAATACAAGATGTTCCTTTTCAAGGCTAAAAACTTTTTCTAAATGGTGTATACA 
ACTTGTGAGTCTTGGTAAGTCAATGTTGTTGCATTCCTGAATTTTTCTATCCCTTTTAAGGATAATTCTAACTCAAGTG 
AACCGAAATTTTCCCTGTAGCAGTAGAGGTCCTCTGAAAATTGAGGAAGCTCTCCATGTGTAATGCTCTGAAAATGGCA 
GACATTTCAGAGTCACATTCTGTATATCATTCATGTGAAATGGCATAGGCAATTTTACTCCTCAAGATTCTTTGCCCAG 
AATTCGCAATTTAATAAGAACAAGTATTATGAATTGTTGAAGATTCTTCCAGCTCTCTTGGAAATAAAGGGTCTTCTCA 
AATTGTAGCTTTGGTACATTAATAGTTACTCTGGGGGCCTAAATGAGTTAGTTAATGTGCAGCTTAAACATCTGAGGCA 
CACCCAGAAGTAACTCAGGACTGAGGAATTCACCTTCCCTTGCTACTCAATTGCCGTTTGTGTAAAATAGTGGACAGTG 
ACACTGTTTGTGTGCAGCTAGCAACTGTCTCTAAGTCTTGGGTTTGTTGGAGCATAAAGTGCACTCCAGTGCCCTGAGT 
ATACCTGTAAGGGTATTTACCATGATTCATAAGACTTGTTTTAAAATTCCTCTCCAAATAAACACCCTCTTAAATTTAA 
TTTTCCTCATATTTCTATGTGGTTATTTATAGTTCAAGAACAAGTATTTAAAATATTTAAATGATAGCCATTCAATTAA 
CTATTCCAAATTTTAGTTTTTTTCACCAAGGAGCTGAGCTGATTATCAAATATGCTTTATGTGAACTCTGTTTTGTTTA 
AAGTGTACTGTATTTTTTAAATTTGTGAACATGGGAAATTATACAATGTTCTATAATAATTTCAAACCTGAGTTTTTTT 
TAAATCTCAATGAAAGCTGTACCTTATCTGAAATGTAAATTAGTGTAAAAACCCTTTCATTCTCAATAATTGTCGGCTA 
CTATCTTTTTATCTTCATGTTCATCAATAGTAAACATTCAACCTTCAACGGTTAACAAATATTAAGTGTTTACCATGTA 
CCAGACACTTTTCTACATTCTGGGGTGACAGATCTAGAATTACAAGTGTATCAAATATTATAACAGACAGGTGGAAGGT 
GCTACAGGATCAAATAAGAAGAGGACATAAACTTAACTGTAGAGATGGGTTGGGGAGGGAGGAAGAAGTTAGTGTTAGA 
ACAGGCAACTTTTAAAGAATTAACCAGGAAGTTATGCAATTTGGGGTAAAGTGGGGAAAGAGTGTCAGGGAAATGAGGT 
TGAAACAGATAATATAAGATTTGCTATTTATTCAAAAATAGTTTAGAGGCCAGTAATTGGCTGGGAGAAGAATGGTGCA 
CAGATGGGCAAGTGTTGACCTGCAAGGCCAATTAGAAAGCTGTGTCTATAAGTAAAGGCAAGAGATGAGGATGACCTGG 
ATTAGGA7^ACAAAAAAATCCTCTCTTTTACCTGCAAAAATAGCTGTTGACTTTGTCTCCCTTCCATACAAGACTTGGGG 

Fig. 6. 
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TCTCCACGTTTCCAGCAAGAGACTGGGCAGTTATA 

TGGGCCAAGTCTCCCTTATACATCAGGAATGCACTGATGTAAAGACAAGATATCTGCTCCTCCAGCCACCTTTCTTCCA 
GGTCTATCTGCCTTAATTCCTCTTCCCCCATTCTCAGTGGTGCATCATTCTCTACTGCTGTCCTAGTCCTGCCTCAGTT 
TTCCATTAGTTTTATTTTGCAGCAGAGATTTTTTTTTTTTTTAGTGATCTCCTATTGTTCCTTAATCACCCTTGAAATA 
TACCTAATTAA.CCCAAGTAAACCTTCATGATGCATGTCTCTTCATCCTAGGAGTATAAATGATCCTTGTATATCTATAG 
GAACGTTTCTATTCCAGTCTTTGAAATTGAGGAATTTCAT^^ 

ACAACGTGTATATATGTGTATATATGTGTATATATGTATATGTGTGTGTGTATGTGTGCATATACATATTCCATTAGTT 

ATGAACAGCTCrTTTTTATCTCTTAAAAGCAGCAAAATAAAATATTGACATTATTCAGTGAATTGATAG 

AGGATTTCAGAATGAAAGTTATGTAGTAAATC CTAGCCCTTTCCGAATC CTGATTTC CTAAATCTAACCTATATGGAAT 

TTCTTTTTTTTTTAATAAAGGTTCCATGAAACTTGGCCTCTTTCCTATCATCTTAAATCGTTCTCCTCTTATACTTCTC 

TTAGTTCTACTTCTTTCACGTGAAATCCATTCTAATGTGAACCTCGGTTTCTCTGAGAGGTGCCTCACCACAATGCCCA 

TGCCTTTCTGCACTTCCCACGTAGATCTTCTTGCCCCAAATACCTACTGTGAGCCTTCTTTCCTCTGTGCCTTTCATTA 

TTCCACTCATCTGAAATTCAGTCGCACCAACTTTTTAAGCACCTT^ 

AATAAGGCATGATTGCCAGTCACTGAC^CAAATTTGGGGCAGGGAGAACAGCCCCATCCCCATAAATGGTCTCATGTT 
TCTTTTGTTTGTTTGTTTGTTTTGATAGAATCTCACTCTGTTGCCCAGGCTGGAGTGCAGTGGTGTGATCTTGGCTCAC 
CATAACCTCTGCCTCCCAGGTTCAAGCAATTCTCCTGCCTTAGCCTTCGAAGTAGCTGGGACTACAGGTGCTGGCCACC 
ACACCCAGCTAATTTTTTTGTATTATGAGTAGAGATGAGGTTTACCATGaTGGCCAGGCTGGTCTCAAACTCCTGACCT 
CAAGTGATCCCCCCACCTCAGCCTCCAAAAAAGCTGGGATTACAGGTGTGAGGTACCGTGTCCTGCCCATAAACAGCCT 
CATTTATAAACCATAAATACATAAGTGCTGAGATAGAGATTTGTGTGTGTGTGTGTGTATTTGGGGGGTGGTGGATACA 
CTTTGCCCAACAAATCCAATATTGTTTACTACTTCCTGTGCTTCCCACATGACTGTTCTCTCATCTTTCTCTTAAATTA 
ATGGAAATACCCTCCTAACCAGTTTTCCGACTGGTGCTTTTGCCCATCCAGTCTAATCTCATAGCAGAGTTATTCTACA 
AAAACAGTAATTAGTTCACATCGTGTTGCTCTCTGCTCAAAG^ 

TCTTGCTATGTCTGTTAAACTTCTACATGATCTATGTCTACCGCCCCTTTCAAGTGACCTGGATCTGACATCTTCTCAA 

ACCACTGTCCGCCTCACCCACTCACTTCTCCACTCTGACTTGACTGGTGTTCCCTGAATGTGCCAAGCATGTTCT 

CACAGCCTTTGCACTACCTGTTCCCAGTGCTGGGAATTCTCTTCCTCTAAGTATCTGGATGGCTGGTTCCATCCTGCCC 

TTCAGATCATCGCTCATATGTTACTTTAG(^GTAATCCTTTCCTATTCATGCTTTTTCTTCCACCTTGACGTTCCCTGC 

TGTATTTTTATTCATAGCACCTATGACCTACTGTATCCTTTGTTATCTGTTTATTGACTGCTTTCATCCAACAAGAATG 

TAAGCTCTATAAGGGCAAGGGCTTTTTTCTGTTTTTTCACTGTTGTATCCTCTGTGCCTAGAATGGTACCTGTCACATA 

ATAGGTGCTCAATGAATATTTGCTAAAGGATGGAAGGAAGAAGGGAAGAGGAGGAAGGAGGGAGAGAGAGAAAGAGGAA 

AGTTGAAAGAAGAAAGGAAGGGAAGAV^GATGGTAGGGAAGAAGGAAGGACAGCAGAAAGTCTCATGTTGGCTTTACTA 

AGTCTCTAACACTTATTAACACCTGCTTTGTCTTATAAACAGAGATAACACCGGCCTGTAGCCTAGTGCCTTTCGAAGG 

CAACATTATCTGGATAGAAACTAATAAGGTTGTTCTGTTTATGCTGCATTTATGGCAAGAGTTACTGACTTTCCATTTA 

TAGTTGTGATATAAAGTTTCTTCTTTAAATGAAGACATTTT^^ 

TAAAATTAATAATAGTATATAGGGGATGCAGAAACAACAAAAATCATGATGTAGAAATGTGGATATGGCAGAATCATGA 
AGCTGGTAGTCGAATGCCTGAATTGGGGATAAGTGACCCCTTCAGCCATGAAACATTCCCTGACTATTGCCATCTTCCC 
CTCTTTCATTCCTGTTGTTTATTCGACTCCTGTACACTATCATGGGTTGAACTGAAACCATTTGGTATTGCTCACTGTT 
GTTTTGGGTGTTTTAGTTCTATCTTCCTAAATTGATATAAGATCCTTGATGTGAGTGCTCATGTCCTGCCCCCCTCCTC 
CTGGGCAGCCACCATAGTGCACAGCCCAGCACTGACAAAACAGAACATTAAGGATGTTTGCTTGTTGTATTCATCATGA 
CTCAGCTACACAATAAGACATGAGGTTAAATAGTGTGCAGACAGTAAAAATACTCGAGCGTGCTTTATTTTTTTTTTTA 
GCAAAAGAAATACAATAGCAAACATCATTTTGCCTTGCAAACTGGCAAAATGAAATCACTATTTTTGCCACTGGTGTAA 
ATTTTATACACA.CACACACACACACACACACACACAAACACACAAGTACATACATATATACTTATTCAATCTGGTAGGA 
TAAATTAATCACTAGGACAAAACCATGAGTTAATAGGAGCCAAATTCCAGCACATCCAATTGGAATGCTTGAGAATTAA 
ACCTGCTAAAAATACTGACTGGAATAGGAAGACATTCATAAAACGATTAGGCACATTTTAGTGGAAGTCAGCAACAACA 
AATAATTAATTGATTTAACTAATAAATTTAGATATTTAAATTGTCAAGGAATTCTTTGTTCTTCTGTTTTATAAATGGT 

TGACCATTACATTGACACCATTTTTTGCAGTATGATTTGCTATTAAATGTGAATAACGTGAAGAACAATAACACTCCTA 

GATCACCTGCTATGAACCAGGCACTGCTCTAAATAGCTCAGGTATTTTAACTCATGTAACTGCTACAACCCTATGAAAT 

ATATCCTCCTTTCAGCTTCATTTTACTAGTGAGGAAACCAAAGCTCAATGAGGCTCTGTTAAGTTACCCCAGGTCACAC 

AGCTAGTAAGTGTCTGAGCTGGGTGTTAGTGCACAGTGATCTAGCACCCAAGTCCATATACTTAAACACTACCTTTGAA 

TGCTGCTCTGTACCCTATATAAGGAAGCTGTGGCCCAAATAGGCAAACCTGTGACAAACGAATCCTAGAGTCTAAAACA 

AAGGTTGAAAGGTGACTGTAAAAGTAGGCATTTGATCTTTAAAAACCAGGTGAATTTGACCTGCCATTCTTGACGGCAT 

TAGTAAACATTACATTTCTTATAATTTACATTAAAAATCTAATACTTCGTTTACAAAAAAAGACTTTCAAAGAATATGC 

ATGCATTTTATGCAAGGTTAAAGAAGTTTTCAGTGCTGGCTAGTGAAATGGGGGTTAGATGCCCTGTCTATACTACATG. 

TTTAATCAATGTAATCTTAAAATGAGATGACCTTGTAGCCAAGCATTTTTTCTTTCCTTTATAAGCAATATTAACTATA 

TTAAATCAAGA^AGCTAATAGTTTTTCGTATTTCTCAATAACCATTAAGTTCAAACATTGGAAGAGTTTAATATTTTAC 

ATGAZ^AAATCCACAGGCAATAATTTTAAGTGACTTAGAAAATATTTACCGTATTTTAACCTTAAATGACTGTGTATGTG 

TGTGTGTGTGCCTATGTGTGTGCCTA.TGTATGTGTATGTATGTTTATAATCTAGTAGTTCTCAAGGAGTATTGGAGAAA 

GAATATGTGATCACATGTAGTTTATAAAAGCTCTCGTGTTTTTTGAAAGACAAATTTTTTGTCAATCTAGTGGTAACAT 

GATACTAATTTTTTAATTAATTTTAATTTCCCTGATAATACATTTAAGCCTTAAAAATATTGTTAGTGATTCATGTTTC 

TTTTTCTATAAAAATTATTTCTAAGCCTTCCTCAAATTTCTTCCAGACTCTTTTTTCTGATTGATTTTTAAGAATTTTA 
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AAAATATTCTGCAATTTCTCTTGATCACAA^ 

ATACTTTAGTAGCAGTTTTTTTCTATGAAAAAATT "AAGTAGCTTTTTCTTGGCAGCGTTTTCTTCTAGAGCAATAGG 
GAGGAAAACAGAAAGCTGTAGACTGTTATCTTCGTCCATACATATGTT^ 

CCTTTGAAAATCATATCCCTCCAGAATTGGTGGAGTGGTGATGGTGTGGTGTTGAAGGCCTATTGCCAGGACTGAGAAG 

GAAAAGCTAAAGAAAGAGGGAAAAAAAATCCAGAGAAAGTGACTGCCTGGGGAGGAGGG 

CGATTCTAAAGGGAATCTTGGAAATGCTCTGGCAAGTCTATG^ 

ACTCCCTTTTTCCCTATTGGGCTGGTTTAGAGGTCAATAAACTTAATTATTTTACATCTAGTAATGTCCCAGATGATAT 
AAAATGTCATTGTTTTCATTCTATC^TATAGTTCATGAATCACAGTTAAAATAATGTTTCCCTTCTAAAAATTTTTC^ 
GTTTTTTATTTCACCGTAAAGTTCTTTTACATATGGAA^ 
TGTTTCCCATATGGCTAACTAGTTATTTCCACACCATC 

CCTTTGACACGCATCAGTACAGTTGGTCTGCTTTACCTTTCTAGCTATAATTGTGGCGTATCCCTCTATTAATTGCCTC 

CTTTAGTGTTATTCAGTGCATTTTATACATTTTGTTACGAAGATCTTATACATTTTTTATTCACATCCACTGTAGACTT 

CTGTTGCTATTACAAAATGGCAACAATTTTC^ 

TTTTATATCGAACAAATATTTAGAAACTTTTCAAACTTTGATC 

TTCTTTGTAGACAATCGTATCATCTGTGAATAACAAAAATTTGTTTCTTCCATTCCAATTTTTATAC 
ACCACTTTTTAAAATGATTTATTGACTGGCTGCACGGATGCTTCTCT 

TTAAAAGGAAGATCTTGGTTCAGTGGTAGGTC^GGCACTGAGAACCTGCATTTCTAACAAGCTCCCAGGTGACAGTGAG 
GACACTTGTCC^AAAAAAGCAATGCTTTCAAAAGACTGTTAAATAGAAATC 

TACAATTAAAGAGCATGCTTCCACATTTCACCATGAAGATTAGATATCTTTGATTAGTTTTGGTAACTTCCTCCTATTC 

CAAATTTGCCATACATTTTTATCGTGAATGGTTGTTTAGTTGAATAATTTTCTGTGGTTTTTCCCCTT 

CATTGTGAATTATTAGAACATCTGATGTTTAAAGCCTTTCA 

ATAGAAAAATATGTATTTATTGCTGCTTTATTTGCTAACATTTGGTTTAGACTTTTTAACCTGTCTTTATGATTCAGAT 
TGGCTTCATGTAATCCTTGAGGATTCTTAATGTTTTTAAGTTTCATTATAGAATGAATTAGGTGTATACCCTCTTATTC 
TAAX3CTCTTTACATGGAACTCACTTTTATACTAGTT 
AACAGAGGTACATGGAGGTTAAATAACTAGCCCAAAGTCACATAGCT 

TTGAACAATGAAGAGAATGGTTTCCTAAAATTTGTTTTGTTTAGTCACTGATTCAOTAGTTC 

AG TAG TT C AGTC CTAGAAACAGTTTTCAAAG C CAC TAAAAACAGATTTAGATC CTAGTGAGGTAAAAATAAATAAATAA 
ATAAAATGATTTTGAGGCCACTGAGAAAAGTGGGGCCCCTAGTAATTTGTAACAGCCTCCCACTCCCTATCAAGAGGAG 
GTGGTAGACCGAGATTCTAAATTGAAAAATGAAGGCCGGGTGCGGTGGCTCACGCCTGTAATCCCAGTGCTTTGGGAGG 
CCGAGGCGGGTGGATCACAAAATCAGGAGATCGAGACCATCCTGGCTAACACGGTGAAACCCTGTCTCTACTAAAAATA 
CGAAAAATTAGCTGGGCGTGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGTGTGAAC 
CCGGGAGGCGGAGCATGCAGTGAGCCGAGATCGCACCACTGCACTCCAGCCTGAGCGACAGAGCAAGACTCTGTCTCAA 
AAAAAAAAAAAAAGAAAAATGTAAAGACTTACCTTGGCTTTC 

ATGATTTCATTTAAAGTGTATACCTTTCACTGAATTCTGCAGTGATTTAGCATAATTCACTAATAGGTATATGCCTATC 
ATTTTCATAACCTTTCAGGAAATCATTTGGCCCTAGTATACTGACTTTCGCTCTAAGTTTTCCTTTATACCTGAATCTC 
AATCTCTCTTACTGAGATTTAAACCTGTATCTTTACAGCGAACTTCAGAAACATGGGAAAGACTGTCATTATCCTTCAT 
GAAATCCTGTGGTCCACAATGAAGCGTGTTTATTTTGTTACCACTCAGTTTGATTTCTTTCACATTGTTTCATGGTTTT 
TCTTAAATTCTTACTTACTCTTTAGCATGTGGAAGTACTGCCTTTCAATGTAAGACATTTTACTTTAACAATTCAAAGA 
GATTTTTTTTTCTATGCTACGTAGATATTAGGGTACAGAAGAAAATACAGGAGACATTAGCCTGCTCATGAAGGTTATG 
AACTGCACAAATCATGTAGTCTTTTACAGGTTTAATTGCCTCATTTGTGAAAGGAGGTTGAACTAGGCAGTCTCTCACC 
TCTCTGTCAGCTCTGATGTTAAAGGATTTTGTTCATCCTTACAATGTTTTCTCATTAAAGCTCAAATATGCATAATTAA 
TGTAATGCATTATTTTTTAGGAGATTGAAAACCTATCATCTAGATGATGTGCTAACCTGATTTTTGTCAATATCATTCT 
TGATTCTGTTTTTATATCTCAATATGATACAGAGTTGCAAAATATTTCTAAGCTTTGATCATTCTTTTGGGCATATTCC 
TGTAGATAATTTTGAAATGATATATTTAGTGGAGAAAATGTAAAAATAATATTA-AATCCTTCTAAGAAAAAACAAATGT 
ATTAATAATTAAATAGCTGCACTGTAAACCAATATTCACTATTCAATCATTGATTACCAAAAAGATAGCGGCATGAAAA 
ACCTCTATATTTTTATCTCATGGTTTAAGATGAATATTTTGCCCTTCATATTTATCATTTTTTAAAAAAGAACACATTT 
AGACTTTGAAAACGATATGTAATGTGCTTCTACATTAATGGGAAAAACAACCTAAACTGTATAGTCAAATAAAATATTG 
GAATCTTATACCTTGACATATTTTTTTAAACTAGACATCATCTAATTTCTTTTCAAAAATAGAAATAACTTTTTATCTT 

TGTCCTTGGTATTACTTTATACTTGTCTGTTCAGTGGCATTGCTATTCTGTGATAAGATTTTATTACAGAAAATGTCTC 
TATCTGTACTTGAACATTAGTCTAATTTTTT^ 

TATTATCTTTTCAGTTTCCATTCCTTTGAAATAGGAAATCCAATATTAAACCCTTCAATAAAGATGAACCCTACA ■ 

TATATCCAGAATTTTGGTTTGATAAAACCAAAACTGATAAGTTCAATGGGGTTAAACATTCTTGAAGTAAAATTGGAGA 

GACATTTGAACACCTTTACCCCAAGTTCATTCATCTATTC^TCTTCTCTTTAATTAAGTCTGTTTGAAAAAAGCTTTCA 

TTGATTGTTAGCTTCCTGGAATATGTCCTAAATATCATAAGGCATATGGAGCTCCATGACTCCTCAGAAAAGAGCACGT 

TGATTGATCAGTGATTCTGCATTAGACATGCGTGCTACAAGTTTGATTTGACTGACCCAGAGAGGAATATAACCTTAAT 

GGAAACAGAGAAAATATCTTCATGTCACTTGGCTTAGCCTGCTCCTTTCAGGGGATAAGTTGCCACAGCATTCAAAAGG 

GTGTAGTCTATGAATATTTTTAGAATCTCTAAAGATGAGGATTTTACAACATGGTATTCAACAGCAGAGTTTAATTTTT 

CTTTTTTCTCACTTAACACTGAGTCATTAACAGTTGAGACATTTTACATGACTGTGAGCAGTTGAGCACAAAAACCAGA* 

TGTTAAGATTGGGTACAGTCAAAAGTTTAGACATCCACACCTGTGTTATGTTTTGTTTATGTTCTGGAGCGCCAAACTT 

TGTTACATCTTTGAACCCACTTCAGACCTCAAATTACCACATTTTTTAAAAGCCTCATTAGAATGGTATCATATAGTGC 

Fig. 6. 234. 
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TGAATCCATAGAACAGAAATTCAGTGTTTTCAGATTGCTAATCATGTATGAA^^ 
GCTGTAACTTGGCCTATTCTTCTATCTCCTAAGGAAAT^ 

ACTTC CTTGTAAC CTGTGCTCTTCTATATATTTTGAAAATTATTATTCATTTTCATATTTATCAAAGTGAAAAAAGCAA 
CATAGCTACTCTACTTATATAGCTCATTTTAAGGAATTTTATACTTGTTTTCTAGTTTTGTGAATTTCTTATGAATTCA 
CAAAAATAATGTAAAAGCTAATGGTCTGTCGCTGCTACCATTGTGCATAT^ 

AAGATTTATTAGTTCCTAATTATATATAGAAAAAGACTTTGAAAATTACTTAAGCCATGATTCTACCAAGATGTAACCA 
CTTTTAT1TTCTTTTTTCCTTCCCAATGTO 

TTATCTTACTTTCTAAACCACATTATTATTCCTTAAATATTGCTCTTTCTTCTGA 
GATTACTACATAATATTCTGACTTAATCGAAA 

TTAGAAATGATGGCTCTAGAAACATCCTTAGAAGTTTTCCTTATCTTTTAAATTAAACTGCTTTTA 

ATCTTTAAGAACTGGGATTACTAGGTCAAATTCTACAATCATATTTGTGTCCCCTGTCATTTTGTAACCAAAAAGATGC 

TATTTGAGTAAGACCTGCTTGATAACTTACTTATTAATCTTATTTTATTTTGTCTTGCATCACAAATGAGTCAAATTCT 

ATTTTTCTCTAATTAAATCTTACGATCACCGGTACTTGGATTT^ 

GGTTTAAGTAGGAGAAATTATATTTTCAGATCTCCTTG 

GCTCCTTTTGCTTCACTTAACTAAAGAGTTTTCACTCAGACCCTTATGATTTCTCCAAGATGCATTACATTTTCCTGCT 
GTTTCCATATACCTGGGAAATAGTTCTTTCATTTACATCTTCT,GTCTC 

AAATTTTTACTATTTTTTATCTATGTCTGTCTATCTCTACTAAGATGTTCTCTACCTTTGTTTCTGTCTACCTAACTAG 
CTAGCTACCTACCTACCTATCTGGAACTCTACCTCTGTCTCTTATACTATGCCCATTCTTCTCTTTTCTCTTTAAAATT 
TTTTTGTTGCTGTTTTCTCTTTTCCTCTATTTCTGTATCTCGTTTGTGTCAAATTGCCAGACTACTTAATTAGTATATT 
CATGTTTGTTTTTGAATTTCTATTACTGTATTTTCTCTTATTAGTATTTGTTITTATAATTATTATTTTCCTTTACTTT 
TTTGTGTTTATTTTCCTATTTTTTCTAAG 

TAATTCTATTGCTTTAGTGACAATCCCATAT^.TTTGATGCATAATATATTTATTATTAAGTTTTAAGTATTTTATAAAT 

CCCTTTGATTTCTTCTCTCACTCAAGTGTTATTTAGAAGTACTTTTTAAATGTTTTCCAAAGGAATGAGTTTTTA 

AATACATTGTTATTAATTTCTAATTTTGTTCATCTTTAACAGAAGAGATATTTGTATAGTACCTATTCTTTGACATTGT 

TGAAACTAAACTGAAAATATTAGTTAATTCATGAACACTGGATTAATTATAATTATAATATTCAAAAAATATAATTATA 

TTCAAAAGTATAATTATATATAAGTTTATATAATTTATAAAGTTTATAATATAAACCTATATTTTATATATTTATAACT 

TAATATAAAATTA.TAAAGTTTATAATATAATTATAATATTCAAAAATATTAATTTAGGCTTCCTATTT^ 

TAATGTTTGTTTTCTTTTCACGTCTTTTCTGGCATTATTTTAGATCAAAGTGATTTCCTCCCTTTTCTCATTGTATTTT 

TCCTTCTAGTTTGTAAGTTTTAAACTCT 

AAGGCTGAAGTTAAATAATATCTTTACCCTTTTACTGTCCTCCTGAGAAAATACAAAAGAATAGATTTTTGTTCTCTTC 
ATATTTGTA.TTACATTGTAGACATTATCATTATTATTATAGTTGTAGTAAGTCATCTTTGGTGAACATTTTCTAACACA 

GTTTCTCTAGTGACTCTCCAATAGTAGGGAATTCTCTTCATGTGTGGTTTTCTTACTATCTTATTTTGTGCTTAGACTT 
GGAAGGTAGTTTTGTTGTGTATGCATTACTGGGTTGACAACTACTTCTCTTCACCTCTTTAAATACGATACTACCTTGT 
CTTTTGAGAAATCACTTTTCAGTCTGACCAGTGTTACTTTTTTCTTTTTGGGTGCTTTGAAATTCTTATTTTTATCTTT 
GTTGTTGTGCAATTTCACTCTAATGAATCCAGAAGTTGAGTTTTTCAAAAGTTTACTTAAAATGTATTGGTATTCCTAA 
ATATGAGTGTTGGTGTCTTTTATTTATTTTGGAAAATTCTTAGCTATTATTGTTTCAAATATTGCCTCGTTGCCATTCC 
TTTTAATCTATCCCAACCCTAGTAAGACTTATGTTGGCCCCACTCTGTCATTCACCTATCTTAACCTTGCTTTCATATT 
TTCCACTTCTTTTTCTACTGCATTCTGAATGTTTCATTCATATATGTTTTCTGGCTCACTAATTCAACCTTCAGTAGAG 
TCTAATTTGTTGTTTCACCTGTTTGTTGAGTTTCTAATTTCAGTTATTAGACATTCAATTTTAGAAGTTCTATTGGTCT 
TTATTCTAAATATGTGTGTTGATTTTTATTGGTCTTTTGCTCATTTACTAAATTTTTTATCATTTCTTTAAACAGCTTA 
AATATTTTTTTTTATTTTAGTTCCTTGATAGTTCCAATATCTGTAATCTTGTTGGTCTACCTGTGCAGTTTATTCCACT 
GATTGTCTCTCAGGCAAGTTTATTTTTTTTATGCATTTTCTATATTTTTTTACATATGTGAGCTCATACTCTTTAGTAT 
TTTATCTCTGGAAATTATCTGTGTTGAAAGTGTATTTTTCGAAAGAGGATTTGCTTATAATTTAAGTAACTGCATGTCT 
GCTAACTATAGATTTACTTTAAATGAAATGTTCAACTTTTGGGCCACGCAAATATCCAATGCCATATTACATATCGCAA 
GTATACACTTGTGATTAGAAATTTTTGAAAGAAATATTTGTTTTAAATATGCTGCCTGAAACCAAGACAAGTCTTGTTC 
TGCATGAAAGATTGTAGCATGCCTAGTTATAGGTATTGACTTTTGGGTATAAGACTTTCTGTGAAGTCTGAATGTGAGT 
TCTTTCTCTGTTTAGGCCCCTTGTTTAGATTCTTGCCCTGGAACCCAAAGAATTGGTAAATGCCTTCAGGAAAAAAACA 
AAAAAACAAACAAAGCAAAAAACAATTCTAGTACTTAGTTATCCCTGTGGGACCAAGCTTTCTTAATTTCAAGCCTCAA 
AAACTTTTAATTTAATGATTTAAAGCAATCATCCAGTATAATTTTAGAGCAAATTTTGTTGAATTATACCATAAGAGGA 
AAAAGCACACAAACCTAAATGTAAAATGTGGTAAATTTCCATGAAGATAACATACCCATGTAAGCAGCAATTAGATTAA 
TAGGCAGTATATTGCTAAGCTGTAGAAGCCCCCATTTGTGTACCTTTCAGATTCTGCCCCCACCCCAGAGTAACTACTA 
TTGTGATTTCTAAGATAATATTGATATTATTTACCAAAGAGAGTGTGTTCTTTGTTCTCTAGCTTCTTTTCCTCAACAC 
TGTATTTGGAAAAGTTATCTTTCTTTTTTCTTTTCTTTTCTTTTTTTTTTTTTTTTTTTGAGACAGGGTATTGCTCTGT 
CACCCAGGCTGTAGTACAGTACCATAGTCATAACTCATTGCAGCCTCAAACTCCTGGGCTCAAGCAGTCCTCCTGCCTC 
AGCCTCCCAAGTAGCTAGGACTACAGACATATGACACCACACCTGGCTAATTTTATTTTATTTTTTTGTATAGACTGGG 
TCTCGCTTTGTTGCCCAGGCTAGACTCAAACTCCTGGGCCTAAAGGAACATTTGTCTTTATATATGTAGTTGTAGTTCA 
TTTTCATCTTCATACAAATATGTTATAAATTATTTATTCATTTTATTGTTTTGTTTTGTTTTGTTT'TGTTTTGTTTGAG 
AAAGAGTTCCACTGCTTTGCCCAGGCTGGAGTGCAGTGGCACGAACTCGTCTCACTGCAGCCTCTGCCTCCAGGGTTCA 
AGCAATTCTCCTGCCTCAGCCTCCTAAGTAGTTGGGTCTACAGGCACCTGCCACTACACACGGCTAATTTTTGTATTTT 

Fig. 6455. 
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TAGTAGAGATGGGGTTTTGCCATTTTGGCCGGGCTGGTCACGAACTCCTCATCTCAAATGATCCACCTGCCTCAGTCTG 

CCAAAGTGCTGGGATTACAGGTGTGAGCCACTGTGCCTGGCCC^ 

TGAAACTATTACAAATCATGCTGCTATGAACATTACTGTATACAT^ 

ATATAGCGAGAAGTGGAATTGCTTGATTATGAGGCATGCATTTTTT^^ 

TTCAATTTAGATTCCAACCAATATTCTCTATTTTC 

TTTTAACCATTCTAGTTGAGTAATATGTAGTGTTATTTCATTGTAATTTTAATTTTCACTTCACTGATG 

CTGTGCATTAATTTTTTTTTCTGGACTTTTGAAGTGTTCTGTATGGGAAACTATTCCTCCATTTAGCTAGCTATTTTGC 

TGGAAATTATTGTATAAAATATCATCTCATAATTTAACAGTATATTC 

TTTCAGTACTCTTGAAGTCAACTTTTAATTTGTCCAACCTGTCTTTGAGCTCCCCCTGCTGTTTTCTATTTAAACTATA 
TACCTGTTGATTATGCATAATTTTCTTTAAAATGATGGATTCTT^^ 

TGCCAAAGACTAAGGGTATAAAATAAATTTAAATGCTAACTCAGGATATAAGAATTATTAAAATTAATGCTTGAAAACT 

AGTATGTTACATATGGGAAATCTGTATACCTTCATAATTTCACTGTGAATCTCACTCCTCTAAAAAATGAAGTCTTGAA 

AAGTTAGTATTTTAAAATACTTACCTTACTTGTAATGTGAAACCATTTATATTAATTTAGCAAATCAATGTTTCAAATT 

ATTAACAACTAGACAAACTACTGAGCCATATGTTAGGTATATTGTA^ 

TTTCTACTTTCTCACGGTTCCCAGAATATCTATTTTGACATAATT^ 

CTTGCTACATCTAAATTCATGGTGTTATGTTTCTTTAGGGCAATGGAGCTGAAATGAATAATGGATACCATGTAGTGTT 
TTTATATATTTCATCTATGAGCTATGACAGATATCTCCCTACATTCCAGCAGAAAAAAAAATGTGCTTCTTTCCTAAGC 
TTGCCAGCTATAAAGGCCTATTAGACATTCAGAGATTATCAGGAAGCAAAAAGCTTCATAGTCTTAAGAACGTAAATCT 
GAAGTCTTAGAATGAGTTCATTAGAATATAGACATTGAATATGAGGTAAGTCTGAGTTGAAATTCTATCTCTGACAACT 
GCTGGATCTGTTTTTGGTTTCCAATAGTAAAATGGCACT^ 

CTTGGCA.CATAGTAGATTCTAAGCTGTAGTTTAAACAGCTATTGTGCTATGAATAAGCCATACGTTGACATTTTCCCTC 
TTGAGAATGTGCTATTTAAGTGTAGAAAACCTGCTTTCCCCTGTCCGTC 

ATACCACATAC CCTTATATTGATG CACTG CAAGAGGCCAATCTAATGTAGGCATAAAAAGAGTAATCTGGTAATCTGCT 
CTTCTCAGCACCCTCTGCTAATAATGCTGTTTGAACAAATTC 

GGCAGGTGAATGTTTTCAACTTCTGCTAATAATAACATCAGTTCTGTACTCTCCTCTGGGTTCTTTTTGCTGTATTAAA 
GCTGCAGTTCCCTTAGGTTAGCTTCTATGCATAACCTGGGAATGCATATTTTAGCTTTTTACTTCCCTCCCAAAGAAAG 
GAG CAGAAGAGGAGAAC CAAATAG CCAAGATCTAG AAGATGAAACTGTTGTATCCATTGTGTGGATTCAGATAAGCCTC 
CACCCAAAATATGGTTCAAATGTTAAGACTAATGAGCAGCCCTACACTTCTCTCTCTCTCACTTTCA 
CACAAACACACGCGCACGCACACACACACACACACACACACACACACACACACACAT^ 

AAAGTATGTATTACTTATAAAATTATGAGGTTTTTCTGGGGAGAGCAGAGCAGGCCTCCCAAGAAGGTCTGAAGTAGCT 

TGAGAGAGCAGGGGGAAAATGACTGGTTTGAGATTTTATGACTTTTAGTGGGTGAGGCCATGCTGAGAGTTTTGTGTGG 

GTGGACTCTGGTGTGGTTTGAATTTCCCACCATCACCAAAGGAGAGAACACATGGGCTTTCTTAACAGTTTTCCCAAAT 

GTAGGACAGAGGGGAAGAGAGAGGTATAACACTTTAAAGCTATCAGCAATGACACATCAAAAAATGGACATAGATTTTT 

TATTACAGAAATTAAATTGTATGAGAACAGAAATGAATCCCGGTGCTACACAGCTGATGTTTCCTAGGAATGAGAACTA 

GGGTAACTTTTTTAAAGCACGTGTTTATATTGATTGGTACATACTAGTTAGCCAAATTTAACTGGGTTGAGATGGTGGA 

CTTTCCTTTTGAACCTCAGTTATGCAAATTGTAAGAATTGTGTTTCCTTCAAATTACTCAAAATAATATTGAATTTCTT 

ACAAATGCAAAATGAATTGTGGCTTAATGTGCATATGTATATAACAGATACTTTGTTCAACTATATTATGAAATACTAT 

AGTATGTAACTTTCTTAAATAAACAGGATGACAAATCAGTGTTAGGATTCAAATGGGCCCTATATTACTCTGTATCTCT 

CATAGGCCAAGTGTTAATTCTGGTACACATGACATTTAGCACATGCTATTACATTTATTGATTGCATATTTTTATCTGT 

TATCTTTTGGTTCATTCTACAAGGATTCTTCAAAAGAAATCAAGTAATCCTAGACCCCAATATATAAAAGAAACCAACT 

CATCCTAGACCCAATATATAAAAGTAAATGACATTTTGTTCTTGTCTTAATAAGTTCACAGTATTTCAGGAAACATGGG 

AATACAGAATAACAGATAAGAAATATTATAAGACTTCTAGTAGAGAAATATGCTTAAAATCATATGTATGTTCCTTTAC 

ACCTAAGAACCTTTAGATATAAATGCATTTTAACTGTTCTGGAGAGTTCCAACTCCAAAATAGCCTTTGTTCATATCAA 

GAAAGTAAACCACCTTCTATTTCAGGTGGGCTTACTCACCATACCTGGGGCCACATTACTGTCCCAGCTCACTGAAAGG 

TCATAATCCAGGATGAAACCAAACTTGAAAATTATAGTGAAACACAGTAGAATAATTTAGAAGCATATACTTTGATGTT 

TTTAGAAAGTAAGGAAATAAAACTTTAATTGAACTTGGAATAAACTCAGTTCTGAGCATTCCATTCTACTCTGCAGTTG 

TCATTTATAGACAGCTGTGGATCATAATACCTATAGACTAGATATCGTTATCTACTTATTTATATTAATGACAGGATAT 

CCCTGGGCAAACAGCATCACCACTGTACTGTGTATTCTTGGTTGTCATGGGAACCTTTGCTGTGAACCAGCAGTGAGAG 

CACTTCCATTGAATAAAGCTGCCTCTGGATAGCCATGAGTTGCATGAAGTTATTTTACTAATTTTATTTGCCTTTTACT 

TGAAAGCATAAGTTTCTGAGGATGTAATTACAGTTTCCCCTATATTTCTACAGAAGTAGTTATAGATGATGGACCTCCT 

GAACTTTTATCACTTTGCCATACTCTGTAAAATTACCTAAGAGCTCCAGAGCATGAAATTAACACTCAGGAATATTGTA 

GCCTAACCTTTTTTGCTACTCTGAATAATACTGAATTGAAGGGTCTTCCACAGCAAGCCCTCTTTAAATTATGCTTTCT 

GATGCTTTACCTAAGGCTATACACTTGTCTTTAGATTCTTCTAGATTATTTTCTCCTAATACAGAACTTAGCATTTAAA 

TGACAATTTTAAAAATTGAGATCAACTCTTCAAAAGAAATCAAGTAAAAGCAATTTCAGCAAAAAAAAAAAAA^ 

TCTAATCTCCTACAAAACACCTCTATCCTATCAAGATATTGTGATTGAGAATTAGAAATAGTGTGGAATCAGATGTTAG 

TTTGTCCTTTCCTTTTCACTGGAATTTCTCCATGCTTTAATTTTTATATCAAGAAAAACAATTCTTGCTU^TATTCCCTA 

AGGAGAGTTTTACAAAAAAAGAGATAAAACAAACTACACACACACACACACACACACACACACACACACACACACACTA 

CCTTAAGGAATAAAGAAATTATCTGAGTGGAAAATAATGGTGCTTTCAATTTTCCTAATTGAATTAAAATAATTATCTA 

AGTCTTTTTGATCTTGTCCCAAAGTGAATAAAATGTCTTTTTTTAAATTTATGTTTCATTAGATATATCTCCATCTTTT 

CAGTATTCACCCGAA.GTTTTAATTGGGTAGAAGAATATGGAAGAAATTCCTATTGCTCAGACACCATGTTTAAAGCTTT 

Fig. 6.2*>g" 



WSDOCID: <WO__02074992A2_I_> 



WO 02/074992 ; 



PCT/IB02/00565 



244/375 

CTGAATGTGATCTAATACCTCCATTGGTT 

TAAATCTGAAAGTCATGTCATAAATGTCAGACCTCTTTCTOT^ 

GAACATCTGCATATAGGTATTTTGTTGACCACAGGTGTTCCACATAAGTTTAATCTACCTATTAGTTATATGTTCATGC 
TATTGAGGACCTTTCAATAATAAACTTTACTGAGTGCTTACTCTCTTCTAAGAGTAATGCACTATGCTAGGAGACAGGA 
GGGATATAAAGGTAAAGAAACCATGGCATGAATCTTTAGGGAGATTATAATTTAGTGGAGAACACTAGTGAAAGGAGGC 
AAAGGAATTAATAGAACAAGACAGTTTCTCTGAGTCTCCAAAGGCACTGTAAAAATTCCTGGGGAAACTGCAAGCAAGA 
GCAAAATGTTAGCTATCATAAACATTCTCATGCATCTTCAGGTTT^ 

ACATTCTACTATCTATTCCACTTGACATTCCAATTAGCAGCTCAGCCTCAGCCTATCAATATGAATGCACATCGCTTCC 
CTGTTCTCTTGCTGTGCCAGTCTTTCCCCAGTGTAGTTAGGTAGTGTCTCCAATCAGTCACCATCACCATACTGTGCTG 
ATTTTATATTCTGAATATTTTTTAAGCTTO 

GTACACAACTGCTGGGTTTTTTCTGTCTGGAAAGTCTATTTTCCTCTTTCCTCCCCAGCTGCCTCTTTCTTCTGCCTCT 
GGATGCATTTCCTCATTTTCCTGCCTTCCAAGATGTATTTAATACATTCCTCTGTGCTCTCATATGCTGATACATGTCT 
GTCGCTGTATTTGCTGTGTAATATCCAAATTATTTC 

TCAGGAGCTGTTCTTTAATATATCTACTCTACCTAGTGTAGTCATGCTTAATATTTGTTGAAGTAAACAAATCTGAACC 

CCAAATGTATTATGTAATCTCCATATCCCAGCACAGATAAAGGAT^ 

TGACAGATTAGGCTACACAACAACTAAAAACTAAGAAATGACTACATG 

GACTGAGGAATATATCTCTAACAAGTATTCAAAGATATAATTTTGTTATTGTTAAAAAGAATACAATG 

GGTTTGGATTTCACATTCAGGACTTCTGAAGACCAAGTATAAGAGATTCAAAAGTGATAATGTGAATCTGATTAGAAAA 

TTCAATTTTGGAATTTAAATAAGAAAAAAATTAGTTGGTCTAGCAGGTGAGGCTATAATATGGAAAAATGAGAAAGGGA 

TACAGCACTGAAAGTGAAAATGTGGAAAGAGAGAAGATCAGAAGGGGAGAAAAAAAGAAGAAATAAAGGGTTAGAGTTT 

ATGAACTGTACCAAAAGAAATGATACAATGGCCAGTCCTGTGAGGGTAGTAGAGGGATCTCTTTATTGTATTTTCTTAT 

TTTATTTTTATTTTAGATTCAGGGAGTACACGTGCAGGCTTGTTACATGGGTAAATTGCGTGAAGCTGAGGTTTGGGCT 

TGTAATGATCCCACTGCCCACGTAGTGACATAGGACCATAGGGAGTT^ 

CTTTTGGAATCCTCAGTTGTTCAGTGTTTCC2^TATTTC 

AGAACATGTGGTATTTGGTTTTCTGTTTCTGTTTCAATTCACTGAGAATAATGGCCTCCAGTTCCATCCATGTTGCTGC 
AAGGAACATGATTTCATCTTTTTATGGCTGTATAGTATTTCCTGGTATATATGTAGCACATTTTCTTTATCCAGCCCAC 
CATTGGTGGGCATATGGGTTGATTCCATGTCATTGCTCTTGTGAATAGTGCTGTGATTCACATATAAGTGCAGGTGTCT 
TTTTGGTAGAATGGTTTATTTTCCTTTGGGTAT^ 

GTTCTTGAGAAATCTCCAAACTGTTTTCCACAGTGGCTGAACTAATTTGCATTCCTGCCAACAGTGTGCAAGCGTTCCC 

TTTTCTCCACAGTCTCACCAACATCTGTTACTTTTTGATTTTTTTAATATACTAGCCATTCTGAGTG 

ATCTCATTGGTTGAGTGTGGTTTGCTAATATTTTGTGGAGGACTTTTGCATCTGTTCATCAGAGAGATATTGGCATGTA 

GGGTTTTTGTTGTTGTGTCTTTGCCAGATTTTGGTATCAGAAAGATACTGGTTTTGAATTAGGAGTTCCTCCTCCTTGA 

TTTTTTTTTTTTTTTGAATACTTTCAGTAGTATCTGTATCAGCTCTTATTTGTATGTCTGGTAGAATTCAGCTGTGAAT 

CCATTTGGTTCAGGGCTATTTTTGGACATTAGGTTTTTTATTACTGATTCAATTTCATTACTTGTTATTGGTCTGTTCA 

GGATTTCAGTTTCTTCCTGGTTTAATCTTGGGAGGTTGTGTGTGTCCAGAAATTTATGCATCTCCTCTAGGTTTTCTAG 

TTTTTGTGCATAGAGATGTACATAGTAGTCTCTGAGGATCTTTTATGTTTCTATGGGATTGGTTGTGATGTCACTTTTG 

TCATTTCTGATTGTGCATATTCAGATCTTCTCTCTTTTCTTGTTAATCTAGCTAGCAGTATATCAATCTTTTTTTATCC 

TTTCCAAGAACAAACTTCTCATTTTGTATATCCTTTGTATAGTTGTTATGGGTCTCAATTTCATTTAATTCTGTTCTGA 

TTTTAGTTATTTCTTTTTTTTCTGCTAGCTCTAGGTTTAGTTTTGTTCTTGTTTTTCTGTTTTTTTTTTTTTTTTAGGT 

GCGATTTTAGGTTGTTAATTTCAGATGTATCTTCTTGATGTAGACATTCAGTGCTAGAAACTTTCCTCTTAACGCTGCC 

ATTGCTGTACTCTAGAGGTTTTGGTATGTTGTATCTCTATTTTTGTTTGTTTCAAATAACAGTTTGACTTCTGCCTTAA 

TTTTTTGTTTATTTTAGAGTCATTCAGAAACAAGTTGATTAGTTTCCTGTATTTGTGTGGTTTTAAGAATTCCTCTTGC 

TGTTGATTTCTGTTTTTTTTCCACTGTGGTCTGAGAAGATGCTTGGTATGATTCTGATTTTTTGAAATGTATTAAGACT 

TGCTTTATGACTATGTGTTCAATCTTGGAATATATATCATGTGCAGATGAGAAGAATGCATATTCTGTAGTTGTTGGGT 

GGAGTATTCTATAGATGTCTATTAGGTCCAATTGGCCAACTATCAAATTTATTAAATACAAAATTTTTTGTTAGTTTTT 

TGCCTGTCTATTGCTTTCACTCGTGTGCTGAAGTTCCCCACTATTATTGGGTGGCCATGAAAGTCTTTTCATAGGTCTA 

TAA.GCAATTATTTTATAAATATGTATCCTCCAATGTTGAACATATATATATTTAGGATAGTTAAGTCTTCTTATTGAAT 

TGAACACTTTATCATTATGTAATGCCTTTCTTGGTCCTTTTTTACTGTTGTTGTTTAATGTCTATTTTTTCTGATATTA 

GAATAGTGATCCTTGTTCTTTTTTTGTTTCCTATTTGCATGATAGATCTTTCTCTATCCATTTACTTGCAGCCTAGCCT 

ATGGGTGCCATTACAAGTGAAATGGGTATCTTGAAGTTAGACTTGTTTTTAGTCTAATTTGCCACTTTTTGCCTTTTAA 

ATGGAGTGTTAAAACACTATGACAGGAATAAAACCTTACATATCAATATTAACTTTGCATGGCCAAAGTTAATATTTTA 

TGTTAAAACACTATGGCAAGAATAAAACCTCACATATCAATATTAATTTTGACTATGCAAAAGTTAATATTGATATGTG 

AGGTTTTATTCTTGCCATAGTGTTATTATCTGGTTGCTTTGTAGTATTGATTCAGTCACTGCTTAGGGCCTGTGGGCTA 

TCTGCTTGCATGTGCTTTCATGGTAACAAGGATCATCCTTTCCTTTTGTTTTCATGTTTAGAACTCTCTTAAGTATCTC 

TTGTAGGTCTAGTGTGGTGGTGATGGATTCTTTTAGCAATTGCTTATCTGAGAAAGAATTTATTTCTCTTTCATTTATG 

AAGTATAGTTGGTGGGATATGAAATTATTGGTTGGCATTTTTTTTCTTTAAAAATGCTAAAAATAGTCCCCCAATCTCT 

TCTGGCTTGTATGGTTTCTGCTGAGAAGCCTGCTGTTAGTCTGATGGGTTTCCCTTTATAGATGATATGACTGTTTTCT 

CTAGCTGCCGTTAAGTTTTTTTCTTTCACGTTGACCTTGGATAGTCTGATGATTGTGTGCCTTGAAGATGGTCATATTA 

TATAGTATTCTTCCAGGAATTCTCTGGATTTCTTGTATGTGCATGTTGACTTCTCTGGCAAGATTGAGGAAATTTCCCT 

GAATTATATCCTCAAATATGTGTTCCAAGTTGCTTAGTTTCTCTTATCTCAGAAATGCCAATGTCACTTTACATAACCC 
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CATATTTATTGAAGGTTTTATTAATTGTTTAAAATTATT 

TAGTCTTCGAGCCCTGAAATTCATTCTTCTGCTTGGTATAGTCTGTTGTTAAGGCTTCCAACTGTATTTTGAAATTCCC 
ATAGTTAATTTTTCAATTCCAGAAGTTGTGTTTGGTTCTT^ 

TTTTCTGGCTTCTTTGTGTTGGATTTCAACTTTCTCTTGGATCTCATTGAGTTTCTTTGCCATCTAGATTCTGAATTCT 
ATATCTGTCATTTCAGACATTTCATTCTGGTTAGGGTTCATTGCTTGGGAGCTAGTGAGATTCTCTGGAGGTGGTAAAA 
CACTCTGACATTTTGTATTGCCAGAGTTCTTGTGCTGGTTCCTTCTCATCTGAGAGAGCTGATGCTTTTTTCTTTTCTT 
TTTTGAA.TTTGCTATTGTTTGGATGGAGCTTGTTGATTTTAAATTCTTTTTTCCCTTGTGGGTATGACTGTGGTGTAAA 
ATGTGTATGGGTGGATCAGCTTCATTTCTGAGTGCTTTCAGGGCGCCAAGGCTCTGTATGGGTTCC^TGGTTGCAGATA 
AGTTTGTGCGGTGGCTGAGACGTTGCTTCTTGTAGTGATGTAATTTTGTTTTGTAGTGTAATTCAGGCTGCAGCCCAGT 
AGGTGGCACTTAAGAGTGAGCGCCAGAAGGTAGGGGCAAGGGCAGAAGCAATGGAAAAGTCTGCAAAGTGCCCTCCTTC 
AGCGCGTTTGCCTTCAGTGGGAGTGGAATTGCTGGAGAAGCCCCAAAAGTGGTCTCTTTCAGCCCAC^CTCTCTCGGTT 
CCGCTGGGGAGAGCCACCTTCGAGTCCGCAACAGTACACTGAAGAGGGATGAGAGAGGTGAGCGATGACCCCTTCTCGA 
CAACCATTCCCTGGCTTTGGTGGCGCCCCCTTCAGTGGCTAGCGCAGTGCTCCTGTTTCCTTTGACCCAACCTTTGACC 
CAAGAGGGGCTTTAGCCGGCTACATCCCCCTCCCTTAGGGGCCGACTGAACCGAGGGCTAGATTTCTAGGGGAGTGGGT 
CCCTTCCCTTACCACTTTTCAGAGCTGGTGGGTTACTGTCCCCCAACTGAACAAGGAAGCCGACTGGGGAACCCAGTAG 
TTGATATGTAAGGGATGCTGGGAAGTGCTGGGTAAAGAAGGGTGAGTCCCTGGCGAGGGCTCCACCCCCAGGCCTGTGC 
CCACG3ACCTAGGTGAGGACAGGCACTCCAGCCTTTGGGCCCAAATGTTGCATTTCCCAAGACCAACCTAGCCTACCAT 
GCCCCCTACCATCCTGTGCCTATAAAAACCCCAAGACCCTAGCGGGTAGAGACACAAGCAGCTGAAAGTGGAGAGGACA 
TCGAGGGGAGCACGCTGGTGGAAGAGCACACCAACAGATGCTGCCACCTGGCAGGCCGTCCAGCAGAGGAATGACGCGG 
AGTTTGGTCGTGGCAGTCATAGGAGAGCCCGGGCTGCTGAGCGGCTGGACTCCAGGGGGAAACCATCTCCCTTCTGGCT 
CCCCCATCTGCTGATAGCTACTTCCACTCAGTAAAACCTTGTACTCATTCTCCAAGCCCAGGTGTGATTCAATTCTTCC 
CTCACGCCAAGGCAAGAACCCGGGATACAGAAAGCCCTCGTCCTTGTGATAAGGTGGAGGGTCTAATTGAGCTGGTTAA 
CACAAGCTGCCTATAGACGGGAAAACTGAAAGAGCCCATGGTAGCACATGCCCACTGGGGCTTTGGGAGCTGTAAACAT 
CCACCCCTAGATGCTGCCGTGGGATCGACCCCCACAACCTGCATGCTCCCCTAGAGGTACGAGCAGCAGGGCACTGAAG 
AAGCGAGCCACTTCTCCAGTTGCACACCTTGCAAGGGGGACAAGGGAACCTTTCTCATTTCGTAGCAACACACGCAGAC 
TGGTTCCAGGTCTCAAAGCTGCCCCTAGCTGCATGTCTTGCCACCCAGAAGAAACCTGGCTTCGGGAACTCTCCTGCCC 
CTG CAGTCTTCTAATGCTTTATGTCTCTTCTCTATCGCATC CAAG CATTCTCTC CTAGACTATCTGCTCAGAAGGTGTC 
CACTTACTATTCTGGCGTTTCTCTGTTGGGGAGCCACACACTACCTGCTTCTGCTCAGCCATCTTGATCCCTTTCATGT 
CTCTATTTATGAAGGATGAAAATGGAATGGAGACATGGAGATTGAGGATTGATGATGAGGCTTGTTGAAATTTGATGAT 
AATTTCACTAAGAAACTTAGAAACAGGGCCAGGGGGTAATAAATGAGAGACACAAAGAGAATGGAGTAAGTAGATATGA 
TGGAGTTGCAAAGAAAAAACCTTGTTGAAGAGCAGACGTGAGCTAATGGACTAAGAGAAGCATGCAAGTGGGGAGACTA 
CTTCTGATAGTAAACATTTTGGAAGAGTGTGCCATCAGGAGAAAGCCCGACTTCAGTGTGGTCAAGGAGCTGAGCAAGT 
TATATCCAGAAGTGATCAAGGATATTTGTGAGTTTGCTTACAATATCATAAAGGCAGGACAAGACTCAAGGAAGATTCC 
TAGGGAGGAAACTGGTGGGGAAGTCAAGGCGAAACTGGGCTGGATAAGGTAGAAAGAGCATATTGATGAAAATAACAGC 
CTTAGGTGGGAATTGTAGGGGGTAACTTGAAGGGGATTTGAATACAGGAGCCTGTGTTAAAAACTAGCTTTTTCTTTTC 
TTGCTTTTTTTCTTAGAAATGTATAGAACACATCCATTTATTCCAACACTCCAAGTGAGGAATAAGGTTTGGGCTCAGC 
TTGTAGTCCGCACCAATCACTGAGTATTATTTTGAGGGGCATGTTTACGGGGAAGGTACGTTGCTGGTGGGATTGTTTC 
AAAGTCTTAATGCAAGTGCCTCAGGTCTATTGCTAGACATTTAGAATTTTCTTGGTTTTTTGAAAGAGAAAGATTAGGG 
ATAGTTAATAGTAGTTTAAAAGACTGTGCAACCTTAGTAACATTTCTTTGCAATAATTAATTAAAATCACAAGGAAAAT 
TTTTGCAAAAGTTTGGGCATATAAAATAAATGAAAGTTATGACTAACAGTTCAACTTTCTCCTGATGTCTCACTTTTGT 
GAGAACTGATGTAGACCAGAAAATAAATTTCTAGGTGTTTTTTGTTTGTTTGTTTGTTTTGTTTTGTTTTGTTTGCTTA 
GGTTGACAGATCTAATTTTCATGTCAAATTAGGACACTGACTTTCCCTAACAGATGTTCAGGAGCTGAATTTGTATCCT 
AATTCTAGTCTTGCTAGTATTTATTTTTGAGACCTGCAATCCATCATTATACTAACATGGCAATGCCTAGGAAGTTTAA 
TGGCTATACGACTTCTAGAAAGTGCCTTTATTACATATCTGACACATTGCAAATTCACAAGTGGAGTACAAACAATTTC 
AGCAGCTTAGATGACATTTTCCTTCCTGCCAGTGGTCTGAACTCACCAGGTAGCAACACCCAAAGCATTACATTCTGTC 
TCCCTGAGTTGCATTGTATTTTTGATATCACAGCATAAACTGTCAAAGGAAGTATTTCTCTAATTTTAATTGGGGTTAC 
TAGGGTCAAAGCCAAGTTTCCAAAGCTCATTTTGTTTTTATCTTATTATCATGCATTTATAGTAAGCCATTTATTTTTT 
GAAG C AATC CTTATTATAACTTGGAAAAAAACTATTTCGTAATGTGGTCAGATGTGATTAGATC ACTGTTTTATGCTCA 
GACGTATGTTCCACCTTTTCCCATAATGCTGTGACATTTGGGGTTTGTATAGCTTCATGAATCGAACTTAAACAGTAAT 
GCATTTTCACAAATAAATAGAATCACTCTTCCTACCTATTATGATGGATCTTAAAATATCCTGCCACATCTCTCTCGTT 
ATTCATTCAGTTTCTGATCTTAGTAATTTACCTATACATTAAAACATTGTAATTATGTATTTAAATCACCAGGACACCT 
ATCATTTGGTCTCTAAAACTGAGTTGCTGGTTGTTAGAGAAAAATGTATTTAACTTGTATTTATGAATATAACTGGATG 
AGATTCTGGTTATTTAATAGGCAGTTTAACTTGAGAAACAGAGTAGATGGGAAAAATGAGAACTTACTGTGCTTTAACA 
ACTTTACATTAATTTGTTGGTTCATTGTGAGCTAGTTTATTACAGTATATTGAACTGTTTACCAAATAGTAAACTCGAT 
TCCAGTGTTTAGAACATGCTTTTTTAAAATGACATTCTTAACCATTTTGCCTTATTGCAAGGCATTTACGTATATACAT 
TGAGAAGCTGTATCTGATCATGTTTCTGCAGAGATGTGTTATGAACTGCTTTAGTACACGGATTTTTGAATCTTAACAA 
AGGATTTTGGCCACCTGCAAAATAAGAGGTTTTCATTCTTTTTAGAATAGTCTTTTTTCTGGGTCCCCAGTGTATATTT 
TGCCAAAATGCCTAAAATATTGCAATAAAAAAACTCAGAGTTTGGTACCAATCTGACAATTAATTTTTTTAAGCCTTTA 
AAAGTATATAAACAATTTTAGCCAATGGACACCTCTCACTGAATTGACCATATAGATCATATTAGTCCATTTTCACACT 
GCTGATAAAGACACCCTTGACACTAGGAAGAAAAAGAGGTTTAAGGGACTCAGTTCCACATGGCTGGGGAGACCTCACA 
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ATCATGGCAAAAGC3CAAGGAGGAGCAAGTCGC 
AACTCCTCTTTATAAAACCATCAGATCTTGTGAGACTTAT^ 

AATTCGATTGCCTCCCAGGACACATGGGAATTGTGGGAGCTACAATCC^AGATGAGATTTGGGTGGGGACACAGCCTAA 
ACATATAATAGACCTATCAGTTCCCTACACTAATAAACTTCCCTGGTATTATTTCCACAGCACATGTACCCTGGAAAAT 
TAGCTCCAGGTGATGAGAAATTCAGTTGAGGGCAGTAAAAAAGAAACCAGGTATTCTCACACTAATTTGAGGGTTTAAT 
CTCACTGGGCCTCCTGTTTGTTTTTAGTGCATTGGAGGAAAATTAGATTTTCTGAGTAAATAGAAATGAGCAATGTTCC 
TATGTATATACACTTAACTCTTCAAAAAGAACAACATAGGTCTGTACTGGCACAAGTAAAATGTTGTAGAAATTGGGTC 
AGGTGCCAAGTGTGAGCAACCTCACTCTCCCTAATCAGACAGCATTTCTTATATTATTTCTGGATTAATATAAGTAGGT 
AATCTTGAATAAATTCTCTAGTGAATGTTCTACATCATTTATTGTCAGTGAATGTACAGATGGGATAGTCCCAGTAAAT 
TTTTTTAGAAAACCAAACCATGTTCAGGATCATGGATACTTGTATTCAAGGTTTTCATGGGCATTCAAGGAAGAAAGAG 
GTGATGCAACATGCCGTAAGCCAGATTCTCTAGAAAAC^GACTTGGAGGCAGAGATTTAGGCCCAAGAAATTTGTTTGG 
GGGTGGGGTTCTCTTAAGATCAACACCTGTGTGCAGTAGATTTCTCTCTCTTTGGATAAAGGCAATTCCAGGAGAGAGA 
CTTAGCTGAGAAGACTCCCAGCTGCTGGGGGAATGAATGCCTCAATCCTGAATGGGTATCTGGGTTGCATATTTGAGCA 
AAACATCCTAACTTTAGTAAATAAAGCTACAGCTTTTTCTTATTTCTCCTATCTGCTTCTTGCCTGGGCAACCTAAAAT 
TTATCCATTATCCCTGCTATCTCACCAGGAAGAGTATAGCGATAAAGAGCAATTTCTATATCTTATACATTATATTTAA 
CTATAACATTTATTGTTATTAGATAGTTAGATTAAGTAAGAAATAAGGTATTCATGATTCTTTTGAATCTGTGTGAATA 
TACATATAGTTAAATAGTGACATTGAAAGTATGGTGAATTTTTATATCATCTTTCTGGAGAAATACTGAGGAAAATAGT 
TGAATTTTGCATAACCAAGGCATCAGTTACTATTCACAATC 

TATGCTTTCAATGTTATGTGGTTTTCCTGTGATGTAGCTACTTAATTAGCATTGTATCAATCACCACTGACATCAAATA 

TGATAACTTGCTTTACTGGAAAGTCACTGCTCAATCTCATGAATGAAATTGATGAGGTAGAAGGTAATGGTGCATTGCC 

AAGAAAACAAGAAAGAAGGGAGCTAAAAATTGAGAGTTACCTACTTTGCAGTATCTGCTTTATATATGGTATCTGATTT 

CAGTTTATCTGAACCCTCCCCTGGAAGTAGCTATTATCAACTTT^ 

AGAATAATGAGATGTTTTAAAGATAGAGAAAAGTGCACAGGGCAAT^ 

AACTAATGTCATTATAGGTAAAGTTTGCTTCATATC^TTTTAAATATAAATATTGCAGATATGCTTGAAATATATGTT^ 
GG CCATATGTGTTCAAG CTGAGGAAAGGTAGGTTC AGAGAGAAATAATCTTGG CCAATCTCACTCTGCTAGTAAGTAGG 
GCTAAGATTTGATCGTCTATACGTGGATCGTGGAACTCATGTTCTTTCCCTCCACTATGTATACTTCCTCTGTACTCCC 
TGAAGACTTAATCTGGATAGAGATACATTGCCTAGAGTTTCTCTATAGTGGGAGAAATGAGCCTTTTACTTTCGTGGTA 
CCACGTCAGTTGCCAATTGATTCTGGCAC^TAAAAATGTATTATATCTTTACCTGTTTAATTATTTTCTGTACCACATC 
AAAGGAACAZVGATAAATTTGGTTATAATAGTTTATTTTACTTTAATTTACTATTATTAGTCATTGCAGTACACAAATGC 
AGATGTCTGA^GGGATGCACAAAGATGACAAATGAGGCATGTAAGATATAAAGAAATACTACATTTCTAAGTGGTTTAC 
ATTATGTGTATGAACATGAATTACCTGCATGGATTATTTTTAAGTTCAGAAACTGTTTTTAGTTGGTTTTCTTTCTTTT 
CTATAGCTGTTATTTATGTCTCCAGCTTCATCTTCAAAGTGGAGATCATAATATTTATCTCATAAGACTCTTAAAAAAT 
GAGATAAAAGCATTTGATGAAAGCATATGAAAGCATTTGACTGAGCAATTAGTATAAAGAAGCTACTTAGTACTTATTT 
GCTATGGTCACCTGAAAAGAAAAGCTATTTTGCATGCAGTGGTAGGGTTGAGAAACAGCCAATATATTAAATATTTTAA 
AATATTTTTGTTTAAGTTCAACCACCTACTTTTTAGAAAATCACTTAGCATATGAAATTTATTTTAAGAGGATACTTAC 
TCCACAGTTGCTTTAGAAGAAAGAAAAAGAAAATCAGTTTGTAAAATGAGATAATTGTAAGGGTATCTCATCTTTGTAG 
CCATATGAGAGAGTCCAAAGAGCTAAGCAAATATTTGCGAAATGATATTTTTACTATACTGGAAGTAATAAACAATTAA 
AATGTTGTTATTAAGGCAGTGCTGATATTATAATTTTACTATCTCTAGAGGAATACCAGAGATCTTATTAAACACATGC 
TTTTTTAAAGTTGAAATCTTAGATAACTATTATCATTACTATATGTGTAAGAAAACAACGGCATGGAGAAAGATGTGCT 
CTATAG/^AAACTGGTAGGTTATTAAAATATAAAGAAATAGGGAGAAAACTGAAAATTGCATGATATTGTCAAGTCTCCC 
TTGGGACTCACCCACACAACAGTTCTTTCATTGCAAGTTTCTTTTTTCCTTAATGAGTCATTTTGAGTTCTTTTTAATG 
TGGGCACAAGGAAACAAATAAGGATTCTTCCATGCAGCTAAGGCACCCCAAATCTTATTAATTCAAATGTTGAGAGCAT 
TGAAGCCATAAAGACAATAAGAATACTGAAACACCATGTATCTGCTTTCATTTAAATAGCCAAACAATTCTGTATTTTC 
CAAGTGGG CTTC CTTAATATACATATTTTAAAC CTTGTAAGGTAATTCTCC AG AGAAATATGGAGGTCTAAAAGACAAA 
GTAATTCCATTTATCACCTTAAATCTCATTTAATTAGGGAATAATTCTGATATATCAAGAAAGAAACTAATTACTGTCT 
TCTAGATGCTTGTGCTTTTGTAAGAAACAAAAGAGCTCAAGCAAGTAGAAGCCTCAGGAAGAGAGCAGTATTACAGAGG 
GACCACAGCAACAATGTTTTTTTTTGTTTTTTTTGTTTTTTTTTTTTGAGATGGAGTCTCACTCTGTCGCCAGGCTAGA 
GTGCAGTGGTGTGATCTTGGCTCACTGCAACCTCTGCCTCCAGGGTTCAAGCGATTCTCCTGCCTCAGCCTCCTGAGTA 
CTACCACACTCAGCTAATTTTTGTATTTTTAGTAGAGATGGGGTTTCACCATATTGTCCAGGATGGTCTCTATCTCTTG 
ACCGCGTGATCCGCCCTCCTCAGCCTCCCA7VAGTGCTGGGATTACAGGCATGAGCCGTCACGCCTGGCCAACAATCCTT 
ATTAATATTAAAATTTAAAAATTGGCTTGAACTGGAGAACACTTCAAAGCTCATTTACCACAGAACTTTGTCATTTTTC 
TCCTTATTTGACTCATCTCAGTTGGAAAGCACAGATGTTTTATGCGTCTGCCTTGCTCCCACTCTCCCTAAAATTTTAC 
TTAC CAGCTAAAC CG C CAATCCTAATAC ATCCAACAATATTTTACCATGAAAATACATTCAATTTTTGTATTTAGATGC 
ATACAAGTCTCCTGAAATTGTGAAATATTCCAACTGTACTTGGAAAGCTCTCTGAAGATCCCCCCCTCAAAAAAAAAAA 
AAAGAAGATTATCTCTAGTGGTTATATTTTTTGAAAGGTTTATTGTTCTATTGAATATATATCTAGTTCTTTTTCATAA 
AAATGAATATCCTGGCTTTAAGTAACTGTTTGCTAAGCACAGTGTGGACAGCTATGCACACACTGATATCACCATTGCC 
AATTTTATTAAAAGAACCACAATACAGAGCAAAGAGAAAAAGAGAAGTGTCCCTATTAATGGTATTTCAAATGCGTATT 
TAAACAGCTTATCTACTCCAAACTAATTTCTGATAGATTAAATAGCTGTATTCCAAATCTTACAAGATGCACATCTCTC 
CTCTATTTCTTTCTCGGCTTGCTTCAGCTGAATAGCTCAAATTGTTTGGCACTGGTAAAGCATGAAAATGTGAGATAAA 
AAAGGAAACGAAGCTACAGCCTGAGTGGCCTACAGGCCTTAGAAATGGCAACACTTTAAAATTCATTATATTTTACATT 
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GCTTCAAGAGTTACACATTTTTTTTTTTTTTT^ 

CTCCACGGGTAAATAGTGACCGGGGTGAAAACTGAGGGAACTAGGGAGCACCTAGACCCC^GCCTTAGTAGTCAGCTC 

TGGAATGCTCCCTGCAGTGTGGGGTGTGAGTGTGGTGTCTCTGTGTCTCTGTGTACACACTGTGTGTCTGATGTGCAGA 

GGG GAAGGCAGGGAAGAAATACTATGGCAGACAGTCACTTGTGGTAGCTCTCTAAAGGGATCTGGCACTTCCTGCCATT 

TCATGGAAAAGAGGAATGAGAAGGAAATAAGCATTTGTTACATGCGGGATCTCACTGGATGCTTTCAGTGCTAGAAGGG 

AGCTATTTCTCCTCCTAACGTCTGTAACTCACCAGATTTCACTAATTCAGAGGTTGCTTTGAAACTCAGAGTCAAATTC 

ATAGCCAGGGACTAAGTCTTCATGATGTGCCTTTTTGTTTTAGCCTCCTTTCCGGCATGTTTTTTGTGTTGCTCTCCTT 

CCTGATTACTTTTTATTAGTGCTATCTTAGTTTATGTATTTTTATAAACTGCCTTAAATGCTTTCTGGAACCACTG 

ATTTAATC^^TAGACTAATAACTAACTAGGAAAATGATAGGGCTGATAGCATCGTCTGACCCATGAGGAAGCTGAATT 

TAAGTAGCTTGTCCAAGGTCACTCAGCAAGTCCCTTGTGCTGTGAGTCTGGTTCTTGGCTTT(^GTCAGTATTTTC^G 

TTTTACCTACTTATTTCCTCTTAACTGAACACGAAAAAAACCTCAAATGCTTATTTCTTTAGCTATTTCTATTTCTCTG 

CAGTTAATGTCCTATCAACTTGAAATTCCTCCCCTGCCTTTCACTCCCAGTAGAAGTTTCGCTCACCTTTCCCAGGATG 

CTTGAAATACCTTCTCATGAAGCATTTCTTATCCTGAAAAAGCATCATTGTTACATCTCTTCTTAGACGCTCCTTTGCC' 

TTCTGTTTTCAATCTAGAAATTTGTTTCTCCCCCATCTCCATACTGACTAGGATTTTGTTTGCTTGTTTCAGTTTAGAT 

CACAGGTGTTAAAAAGATGATCTTACATATTTAAATGATGGACATATGATTCCTATTATCTTCTACTTCTATGCATTCC 

TGATAGACAACTCTTAGGCTGGAAACTAAAACAAGAAGGCCTATTAACTATTTTTGCAAAATAAAATTGTATTCTTA^ 

GTTAAGTTCTTGATGCAGGGAGAAAACATTTTATGAT^ 

GACCTACAATAAATGCTTAATAAAAACCTAGTATTT 

CTCCATAGGCCATGTCTCCTATGTACTTTGTATGCTCAGAAAGGGAAGTAATGTACACTGGTGGTTAAGAACATATTAA 
CCTGAGTACATCTTTAAACCTCAGCTCCACTCCTTGCATGTTGTATGAC^TTGGCGAGTCA.TTTAACAGCTATGGGTCT 
ACATTTCTTCACCTGTAAAATGGGGATAATAATAATGTCTATTTAATAAATGTATTGTGATAGTTAACTGAAATAAAAC 
ATGTATAAAGCATGCAATAGGGCACATGGGAAGTATTTTATAAGTGTTGTATGTTATTATTAACCTGTAAAGAATTCAT 
ACAAGAAGGCACAGAAAAACATCAATTGCAACTAAGATGAAAAGTTTGOT 

ATGTATTTCAAATATCCAAAAGCTTCTTCTATTTCTGGAGAGCAACCATGGGAAGTCTATTGTGGCATTAGATAGTGC^ 
ACAGAGAAAAGACAACAGGATGGTGAGGACAGGAGTTGGGAGGGTGGAGCCAAGGAATCAAATAATGTGGTTTCCTAGA 
TGACATTCTTTTCAGAAGCCCAGAGGTGCCACATCTATTACAAAGTCTCTAACCAAACCATATCCATGAACCTATACAA 
GATAAATTTTAACAGAGTGCAGATTGTCTTTCACTCTACATCAAACTATAGAGTCCAGAAAAAATATTTTATATCATGA 
TAGTGATAATAATTGAAGGAATCAGAAGGAGTTGATCATTCTCTACAAGCTTGTTGTCATGAGGAGGGAGGTGAAAAGC 
ATTAAAAAAAAGCTTAAACCCTTTTCCCAATATTTCAAAGTAGCTTTGATGGTATTTAGATAGCAAACTCATTTTAAAG 
AGAATAGGATTTTCACAAAACGGAAAAATCAAGCAGCTGGCATAGTAAGTTATCTGAATTTGATCTGAATTGACGTCAG 
GGAGCTGGGAATGCCCCTGGCAATCCTGCATTCTCTCTCTTTGTGCAGTATTTTGACAGTAGTGAGAATGTCTGAGTGT 
TAATCATTTTCTGAC^GTGTAGGCTCTAATCTTATGCAAAATG7U^GCATTTAGAGATTTTACCTTCTTGGTTCCAATC 
AGGGCATTTCTTCTAGAAAAACTATTCTGCAGTAAGATTGTGTATAACTTATTTTACATTTGTATATGTTTATATATAT 
TTATATTTATATAATAAACCTAAAAATATGTAACTGCTAAGTTTGGTAGTAGCCTTTCTTCAAAGCATCATTCTTGAGA 
AGAGAGTTTATTTTGTAAAACCTTACTGGTAGAGACATAAATCTAAAAAACAAAATTCAATCCAGACTTTTGTATCCAA 

TGTTAATCATTTCTACTCTTTAATAAATAACGGTGGCGTACAGTGAAAATAAAGCCCAGATGGCTGACACATTGCACAA 
ATCACTGGATGCACTGTATATTCATTTCATAGTTTCCTGAATACTAATAGATGATAGAGTCATCATCTTTTTATCTGTT 
CCTCAGTCAAATAACAAGTAACTACTTACTGTGTCTTCTAAAAGCCACTGTGCTAGTGGCTAGGTAGGTTATAAAAACC 
CACCAGATATTGCAGATAGTACCACAATATAATTTGCTTTAATCTCTATGACCTTCAGAATCTATTACATCCTAGTCTT 
CCCTAGGAGACTGGGGTTTCTTGGAATTATTTTAAAAAAGTGATCCAAAACTGGATCTGATTTTGCCATGGGGATTGCT 
TAACTAATTGGTTTATTAGCTTGAGTCTCATGCATCATGGTGGATATTACTGGTTGTCAAGTTGTGGTTGGTGAATCGT 
AGACTTTTAGAACTCTCAGAGAAATTCAGAGTTGACCCACATTACATTTTACAGATGAGAAAATGTGAAACAAATGACT 
AAATGGTTTCACTAGAGCCAGACAGTTACTGTCAGAATTGAAGCTTAAACTACAGGCTGCTAACTTGTAGTCTGCAGCT 
TTTGCTAGTATGTATGTTACTTTGTCTCAGAAATGTAGTGAAATTAAATGTAGTGAGATTAAAATCGGTATCACAGGAA 
TGAAGGTGCAGTAACTTTGGGTTTGCTGCTGCCATTGACTCAGGGTGGGATGAAAGAAGGGGAACGGACATCATTGCAC 
CTGCTTCATTTGTTTGTTCTAGAAGGAAAATAAGGAAATGAGGTCTGGCTCCACACAGTGTTTCAGTGGGGGCTTTAAC 
TGGTCTAGATTATCTAGAATTTTTCAATATACAGAACTTAATAGGCACAGACACTCAAATGATAGGGGAGTCAAGTATT 
CACAAAGATATGACATTTACAGAGCCAGTCTGCAAAGATAAAGATATGCTAAGTGGTTGTCTGTAGACAATTATAGTCC 
ATTACAAGTTGAGCATAAAAACATAAGCATTATTCATCAGATACTGAATCACCAGTTAGTGCTGGTATTTAGATGAAAA 
CATTTGGCTTGGAGGGGAAGCCCCTCAAAAACCATAGTTTTGACTTGTTTCTAAGAACCTGCCTGTCATGGAAAAGCCT 
AGACCCTAGTGGAATTCCCCAGGGATGTTTTACATAGTTGGGATTCTCAGTAGTTGATGATATTGGGAAGCAGAACATA 
ACCAGAGGAGCTGGGAGTCAGCCCTGCCCAGGTGGGGCCCAAGCAAAAACCATACTCTGCCTTTCCCCAAGTCACAATA 
AATTGTGTTCTGCTAAGTTGTAGTTACACTGTCTCTTCAAACAGAGACCATAATAATCTTTGCTGCATTTATTCAGTTT 
TATGTTTATGCTAGTGATGTTTGTCACTTAGTTAAAATTAGCTTTAATATGGAAGAAGAGGGTATACCTCTTTCTGGAA 
ATGTAACACTCAGCCTTAAAGGTAAAGGGAGCAGCAAAGGTGTCCCTAAAAAGCAACTTGCATCCTGAGCACTGTGTGG 
ATAGAGGCCACTGTTGCCAGACATCCAGCCTTAGCAGGTTGCAGCCTTAGCAGGTTGTGCTGTCTTTGTATGTGGTCAT 
TTTGGTACCATCCAGAACCCCCACTTACTCTCCTGCTCCTCCACCACCACCTCCAGTCCCTGGTTGC7UVTGAGCCACAC 
AAAACAGAGGAAAGTAAACGGGCATTACCTTAGTATCAGCAATGCTGGGATATAGTTCTGCTGGTAGCTCCTCCTAAAA 
ATACACCCCTAAAAAATAAAATTGTAAGAAAAAAAGAGTTAAAAATAAAAAGTTTCAGTCTCCTTGCCCTGGGCAGGTC 
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CTTGGAACTGTAGAGGATTTTAA^ 
TATGTGAGATACATATTTACTO^^ 

AGAACCTATATGATATATGCATACATAGAAAGAGATTTATTTTAAGGAATTTACTCCCACAGCTACAGAGACTGAGAAG 
TTCCAAGATCTGCAGCCAATAAGCTGGAGACCCAGGAGAGCTGCTGGTATAAGTTCCAGTCTGAAAGCTGGCAGGCTTC 
ATACCCAAAAGGAGGAAATGTTTCAGTTCATGTCCAAAGGCAGGAAAAAACCAACCTCCCAGCTCAGGCAGGCA 
jVATCCTCTCTTACTTGTGGAAGGTTCAGCCT^ 

GTAGGAGAGTAACCG CTTTCCTCAGTCTAC CAGTTCAAATGTTACTCTTATCCAAAAACAC CCTCACACACATAC CCCA 

GATGATGTTAATTAAATATCTGGGCACCCAGTGACCCAGTCAAATTGACACATAAAATCAATCATCCCACCATGTAT 

TTATTCATATGTAAAATAGTAGATTTATGTAGGAAATAGAAAAATGATGGTTATTATTAGAGAGGAGCATAAGAAGGAA 

ATTTGTGATTTGAAGATTTAGAGTCCATTATTGCTAATGACCATTAAGCAAGAATCAAAAAATT^ 

AATGATGTGTACACCATTCTAAAAATAATCCTTATTTACTAAGGCATCACAATAACTTCTATGGGTCCATTTCAGACAC 

AACAAGGGCGAATCACCTTTTTCCTTTTATTTCTTTGACTTCTGTTGAATATTTTTTATGAAAAATOT^ 

GGGCATATTCTTTTATCACTACAGGGATGATTTTGCCTGAATATCTGAAATAGCATTGCAAAATGATTTTCTTTAGCAC 

TTTACAACTGTAAAAGAAGGTC ATTTTAAAGG CAGTATTTAAAAGAACAATG CCACAATAAGTGG C TCTTCTCATTG C C 

CTTACATTCTTTTAAAAAGAAGAGACCAGTAGACAATGGTTAA 

AATTGAAGCAACTTTCCAAAAGTATTAAGGAATTAAAATATGTAATGCTCTAGAATAGGAGAAGCCTAATAA^ 

AAGTTCAACTATGAAAAAATATCTGTCATTTTGTTAATTCACAAGCTGGAGAGGGTATGAATGTTAAGGGGATGTTGTA 

GCTAGCCTAGAGACTTACTCTTAGGTCTAAGGCAGGTACTTAAAATGTGAGAGTTGAAAAGAAATTTTTTT^ 

TTTCTTTTTTCCTGAAGAAGTGGGTTTTGT^ 
TGGGGAAGGTATGCAAATTAACTTATAATTTCTATGCC 

ATCTTACGGCATACAGATTGGTCTCCCAACTTGCAGGAGACATTTTTTGGAGGTTGTATTTTTAATTTTTTTTTC 

CTGAAAAATTTTATAGGGGAAATGAGAAGAGCCAGATGATGAATGGCTTCAACAAAGGGACTGTGGTCAATAATGACAG 

TG ATGGGAACAACGAAATGAC C AAAGGTCTTGATTTCCAAGAAAAGTCAAATCATGAAGGCTTCATGTTGGAGGAGAC C 

ACAGAAGTGTGGAGACTCAGGCAGGTTCCGGGATTTTAAAACTCTACCGCTGGAGCAGCCTTTCCTTACCACCACCCAA 

ATGCACCCATAGAGCAGGGAATAGGGGTCAGAAATTATGGAGATTTCCACTTGAAGGGTTCCATGGGTCTAATTCAACT 

CCCATTTTAGAGATGAAGCAGGTGAGTCTCAGAGAAGTGAATGATATATTCAGGACATATGGCTAAGGGGTGACCAACT 

gcagactaggcttcttgactcgaacttttttc^ 

ACTGCCATATTGAACAAGCAAGACTCATACAGCAA^ 

ataaagagttaggtcttagcatgccaatgggactctaaaaagaaatcctctctaggattttttgtctccctttgacctc 
ttttaaaggctgtatgtggggtataagctaacggtcagaat^^ 

ctccagagtgtaggaatatttgccatctattgttttgtccttggccttgttaggacttctactgcaaatagagacaaag 

agccttcaggaacattctgctgtgcaagtggtcaccaagttcatgtgcatgacactgccctggtcattgctgtcctggt 

tactctgcaaacactaaagccgattggccttgacttaaaatc 

cagggcaagttttattgtaataaagtaaatga 

ggcacacagtaactgctcaataaatgaatgagtgaac^ 

aagatacaaagtaatttaagaaaaatgtcatattggaaaataatgcctggcttcatggggtattcccatcctggcatat 

tggacccattaacctctcagtgaatctcagtgacccaacatggccacatgccatgatgatgtgactacagtgcccatcg 

tgaatgaagggaagcagaagcactcttgagtggtctgggttggaccagaacctgggtgttgggtggtagtgggaaatag 

ataagggaggtaatctgtgacattggcagatggcatttttattaaatctcagactattcagagagtacgtgggaacatt 

atcttcattgtaatatgatcttcttgaaaggatagttattcaaataaaaatatatactttccatgtatatgaacaataa 

tgttgcatttattctaatgttacatttattctaatgtaaactattctatcctttttgataactttgcaaactgaaaact 

attactgaacagtttgaattaaaaaaaaaagcttggagtactataatattcatgaacaaaaatcttggagaatttcttc 

tttaatgaagttattgaaatgctcatgcctataaaatttttcaatattgaaaaaaaattaaaaatacaacct 

atgtctcctgtaagttgggagaccaagagaccaatctgtatgccgtaagatattagtaaaatgtttggagaaagagcca 

aaaaaaaatgcttggcatagaaattataagttaatgtgcatactctccccactgtagtctgaatttacaagatatatgc 

catgattattctctcagaagattttttatgagttcagtactgtcttgattaagcttatgactaaataaacttcttttca 

tgacattgtcgaagagtatcagttttcagacagtgagaaaaggacaagcagctggaatcagctgagaacccaacaatct 

ATTGTAAAAATACGGTTTATTTTACCACTCGGCATATGTAT^ 

TCACAAAATCCTGCTTACTCTTACTACATGTGATGATCTCTGATACATGTGATGATCTCTATTCTGTTTGTTTTAAAGT 
TTGTCACAACACATGAAATTTGTTTCACAACCTTCCTGTTGGTCATGAGCTCTGTTTGAAATATGC^GACTCAAGGa^ 
AAATGTAAATGGGAAATTTGGAATTATTATCCAGGTTGGAAGGATTAAAAAATAGAAAATACGTATGATTTCACCTTTC 
TTTCTTCTGAGGCCAGATAAAGGTAACTAGTCTGAAATCTAGTTATTTATTTATCTGGAATTGTTTAGGGTTAACCATA 
GCTAGTAAGGGTAGACTGTGGATGTAGTACAGTAGCTACTTAAAAGCTGTTATGTCATGAGCCTCCCAACCATGACGGT 
GCTTAGGAACTCTCCAGGGAGCATTGTAAAGTATGCAAAAGTCCTGGAAACTCTAGGCCAAGTGATTTAGAATCTCTGA 
G CATGGGGCCTGAG CAT CAGTATTTTT AAGAAACTCCCCAGGTAATTGTAATATGAAGCTAGGACC CAAACCATCAATA 
GCAACTCTGAGTAGATGCCTTTGCCTTGTGCACTGAATACTTTTGTCATGTTAACAATGCTTTTTTGTCATATTTTATG 
ACGTGTTTCTTGTGTATCACCCAAAAGCAACAGATATTTTTGAATAACAGAGGTTACTATGAGCATACAGTTATGCACA 
TCATTGAACCTCAAATTTTAAGATACTTATTACTA 

TGACAGGAGCAGGTTATATGTTAAGTGCTACTTTTCTAGTTGAATGTGGCTCAGGAGAAATCTAGTTAACTAAGTCAAA 
TAGATAGTTTTTAATACTTATATTTATTTAAATAGTAGACTTCCATAATCCTCAGTTATTTTATGTCTTCCAAAACCAA 
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AAATAATTTCTTTAATTTTGT 

AGTGTCTGTGGTATGTAATTGATGAACTGTTTTCTAAAAGGATTTTGAACGTTTAGAAAACTA^.TTAAGATATTTAAAT 
TATTGACAAATAGAGGATCTTTCTGTACCCAATTTAA^^^ 

AACATAAACAGAAACTTCAGAAGTTCTTAAAAACAGGTTGTCCTTTTAGATAATTTCTACATTTCCTC 
TTCTGAATTAAGTCTAGATGTTTACAATCTATCTGAAAAAAGTAATGTTGTTATAAACCTCAAATCCGTGCTCATACAA 
ATTCTTACCATTTCCAATTAGATAATACTCTGGCAAGAATTACTAATGCCTGAAAAAATAGATGTAAATATTCCCATAT 
GATGGTAATTATTAAATGTTATCAACTAAGTATAGTGTT^ 

ATGTGCAGGTTTGTTACATGGGTATATTGTATGATGCTGAGATTTGGAGTATGGACTCTGTCACCCAGATAGTGAGCAT 

AGCATCC^TAAGTAGTTTTCCCACCCAAACTCTCCTCCCTCCCTTCCCCTTCTAGTAGTCTGCAGTATCTGTTGTTCC • 

CATGTTTCCGTCCATGTGTACTCGGTGTTTAGCTCCGACTTACAAGTGAGAGCGTGTGGTATTTGGTTTTATGTTCCAG 

CATTAATTTGCTTAGGATTATGGCCTCCAGTTGCATCCATGTTGCTGCAGAGGACATGATTTTGCTCTTTTTTATGGCT 

GCATAGTATTTCATGGTGTATTTGTACCACATTTTCTTTATCGAAACCACCACTGATAGGGTGGGTTTCATGTCTTTGC 

TATTGTGAACAGTGTGGAGATGAACATATGAGTGCATGTGTCTTTTTGGTGGAATGATTTGTATTCTTTGGGCATATAC 

CCAGTAATGGGATTGCTAGGTTGAATGGTACCTCTGTTTTAAGT^-TTTGAGAAATCTCCAAACTACTTTTCACAGTGG 

CTGAAGTAATTTACATGTCCACCAACAGCGTATAAGCAGTGAATTTCCTCCACAATCCTGCCAG 

AACTTTTTAATAATAGCCTAAATGTAGTATTTTAT^AATATCTAAGAGTTTCTTACCTGAACCTAGCCAATGTATTTTTT 
CATCTTATTAAATTACATACACTTTTATTTTAGCCCTCATTGATTTATTAGGTATATAAGTAAGCATATTTTGTAGAGA 
TTCTTTAATTTTTTTTTTTTTTTTTTTTATTATACTCTAAGTTTTAGGGTACATGTGCACATTGTGCAGGTTAGTT 
ATTTTATAGCACTAATATGTCCTTTTGTTTC 

TAGCTGCTGCTGCTCAGTACAATTAAACAAGTTACAGAAATCCT^ 

CTCATTTTAATTTTTTGTAGGTGGTTTTTACAGTTGCCTTTATATATTCTGTCAATTGTGAATAGAAATT 
GAATTTGATAATTGTGTCATTTTTGTGTTCCCTAGCTTTTATTTGTAGACTGTTGGTCCTATTGTTCTTTTTCATGTGT 
TACTATTATCTCTGGATATTTTCTTATAAATTATTGAAACTTATGAGATTCAATTACCTTCCA^GTGATTTATTGTTA 
CGTGCTGTAATGCTATTAATAAGTGTAGTTTGCAA 

TTTATTTTGTAATTTTTGGATAGATAGAAAATCTCCTTTCTGCCATCATGAAACTGATAAATGAGTTATAGGGATGGGA 
GGAGATGGACATTTGACCACATGCAATGCAGTTTTCCAAAGTATATAACCATAATCTATATTAAAGGTAAATGCAGTGT 
CAGATGGGCATTACTTTATGCAAGATTGTGTTGCTCATGAACTTACCAGCCAAAGGAGACTATCTCTCACTAAGGCTTA 
TGTAAAACTGCCAGGAGAGAATAATTACAGTGGGAGTAAATTTGAACACATGCAGTAGAATGTCTAAAAGTTAAGCTTC 
TCAGAGAAAATGTACATATGCTTGGATTTTACAAATGATGTATTTCCAGGTATTCACTAGGCCTGCTAAAATAAGTTAG 
CATTTTTTAAAGATAAATATGTTACTGAAATATATCCTO 

CTGCAAAGTGAACACATCTATGTAATCTCCATCCTGATCAGGAAATAGAACATTGTCAATTCTCGCAGAAGTCCCTGGT 
ACCATACCCCAGTCCCCTCCCACCACATCACATAAGATTAGGTTTTGTCTGTTTTGTTTTTTTACCATTTTGTGTTCTT 
GGTGAGAGTGCTGCTTTTCCATAAGCAATTTCACTGTATCCAGAAACAGAACTCAGTTAAATTTTAAGGCCACTATTTT 
CTTCATAAAATAGAGGGAAGGGAGAATAGGTTGGTGGGAGGAAACTCGTGCTTCTGATTCTTTCCCTAGCCTATGATCA 
ACATAATCATGCCTTAAGAACCTTGCTTTCTGTCTTTGAGTGACATGCTTGGAAAAGTTTTTGAAAACATCAGTTTGTG 
TTCTTTACATATTCATTGTATAACTCTATT^^ 

AAAAAAGAGAAATTTTAAAGACAAGCCTGCCCTCTAATTTCCTTTTTGCCATGAGTAGTCAGTGGGAAGACTCTGGGAG 
CTTGGGGACATTGAGGCATACAGCAGTCAACAAGCCTGAGCCCTACAACGACTGAGTCTGGAAAGTTTAGATTCTGAAA 
GCCTAAAAAAGCACTGTGTAAGAGGCTAAGCCAACCTTTTTGTTGTTGTTAATCTTTTTACTGGGAGACAAGAATGGAC 
CTTAGGGATAGGGTAAAAAACTGAGAGCCCCCAGCCCCTTTAAGATATTTTCTCTAAACCTCTTAAAGTTAACTCTGAT 
TAATTTCTTGGTTAGAATTCAAGTTATGGTTCCTGCTCTGCAAAACTAATAGGTAGTTTAAGGTGGGAAAAGTAAAAAT 
TCTTGCCATCTCCTACATTGACTTGAGAGTGAAAGTAAGACTACAGATTTGTTATCCCCAAGACAGTTGTAGAAAACTG 
AGATTATGCTTTATAATACCCTATTTCAAGTGGGGTTAATATATAACCATGGTTCTTAGCCTTATTTGGGGTTAGAGAC 
CCCTTTGAGAATCTGAATAAAGCTATATGTCTTCTCTGAAAGGTGTACCTAGGTACACATAATTTAGCCACTGGCCTTG 
TCCGTTTGCAGGCCCCGTAAGCTAATGCACAGTTCCCTCTGAGGATCCCTCAGCTTTATTCTAAAGTCTAAAATTCTCT 
AACGGTTGCC AGTGGAAATAATC C AGGAGTGATAGAAGTATGGTC CTTATTACAGTTATCTAGGAAGGAGAC C AC ACTG 
TCTTCATCCTTTACCCTTCCTTGGTTTCACCTTCTTCCTTCATGACTTGAAGATTCCTTTATTTTCTCTTACTTCCAAC 
TCAAAATTATATTGGTTCATGCTGGTTTCCTTTGTTTAACAGAAATATTCCTTTTGCAAAATGGTAAACACCTTTTTAG 
GGGGAAAAAAAACCCAACCAACACTGTTCCTACAGTTGTAGATAGTAATTAAGTCAAACCCTTAGTTGGTTTTCATTTT 
TGAATTTAATACTGCAAAAAATTAACTTTTTTGCATAAAACTTTTTATGACTTCAGTTATTAATATTTTATTATTTTGA 
TTAATTTTATGTAAGTCAAGATAGTCTAGGTTATTCTGCAGTAATCCAAAATCTAAGTGGCTTAATATAACAAATTTTA 
TTTCTTGTTCTCTTCATACATACCCAAGAGGGATTGGCAAGAGGCTCTACTTATTGTAGTAAACCTGGGACCCAAGATG 
ATTGATGCTTTATCTCAACTCAGGCTTCTTCACCAGGGAAAAATGATGTAATGAATCCGTCACAGGTTGCCTGAACTTT 
CACCTAGAAGTGACACATACCACTTTTGCTTAAAATAATTGGTCAAAGTATATCCCATGTTCATGTAGGATACCAAAGG 
GGAGGCTAAGGGCAATCTTACCATGTGACCAGAAAAAGGAAAGCTAGAAGTATTTGGTAGACACATTCACTCTTTTCTG 
TACTCCTTTCCAAATTCTCCTAACTTTTTGGAGATTTGATTGATGTTAAGCAGAAAAAGAGGGTTTGAGTCTTATTTTT 
GGTGAAAGAAAATATTCTTGGTTAACTTTGTCATATAATATATCTGAACTTAAAATAAGTACACAGTGGCATATAATGA 
ACTTAAAAGT^AATAAAATACTAGCAGGAATGTAAAAAACCTGAACATAACACTGAATTG CTCTTGTTAGTGTTATGC CA 
CTTAGTTCCATCTACAGTCTAGCCCTTGTAATAACACACACACCGTGATTTTAGTTAAATAGGAACATGCCCCTTTCTG 
TTTCATTTAAAATTCTAGTCAACACAAATTCTTCTAGAAAAATGAATTAAGAATGAGTACTATTCCCAGAGTACATTCT 
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GGTTTGTCTATAAATTCTAAGCTAAGCTTTATATGGGAACTGT 
CAGGAGAACTGACTTCTGTTGTCCCACTTGGACTGA^ 

TCTTCTGATAGTTTACTTTATGGCTTCCTTAGTGGTCTGCATCATTCTTTCAGCCTGACCATTTGCTTGAGGGTGATGA 
AGAGTAATGATGACAGGTTAGATGAGCTCTAGCTTCACAAATTTCTTAAATGCATCTGAAACAAATGCAGATTCATTGT 
CAGGAATAATAACATCTGGGAATCTCXSACATTGAAAAT^ 

AGGCATTTTGAGATGGTAGCCACAACAAACAAGAAATTCTCCTCCTTGAAAAATAAAAGAATTATTGATCAAATCTTC 
TGATCATTTTTTATAGGAAGGAAAAGTACCTTTGGTGGATC^ 

GACATAATTAAGTACAGGCTTTAGATATAATTATTAGTGTATATATCATTTTAAAATTCCCAGGTGAATTGTAAACA 

ATTGTAATAATGTGATAAGTTATGTGATTTCTCTATTCTGGCCACTCGAAATTAAGAATTAAAGCTTTGATTAGAAATT 

AGAGTCTAAACTATATATTTGAGAGGCATTAGTATAGTTGAAACTATGAGAGTATTTTGGTTTACTGAGCTAGTTTATG 

TGAGAAAGCAAAAGACCTGAAACAGTCTTTTTTCAGTATGTAT^ 

CCATATTTTCTCTTTTTTTTTTTTTTTTTTT^ 

CATGAACCTAGCTTTGTCTGACAATAAAAGTCATGCTCTTATTGCTAGATTAAACTTCCTCCTGTTTATAGTGTCTGAT 
GGGATTAAAGAGAGAGGATCTTATGTAAGTAAGAAAGTAATCTTTTTCCTACAATCTGCTTTTA^ 

CTATGTTGAGAGCATTTCTAGTCCAAAGTTCTTTTTTTTAAGTCATTAAGATGTATTATTCAATCTCAAGTAACTTTTA 

ATCCCTTTGTAAAAATATTAGCTCTTTAATTAGGCTTGGTGTGCCTAGCCAGCTGTCTGCAGCATAATTTTGGGTAGGC 

ATTAGTATGTTAATATGGAACTGGCTTATAATCTTAATTTCAAAGCATATTGGAAGGCAAGT^ 

GAGACTTATATGACCTGTCAAATCZAATTCATAAAATTCCTATTTrGAAGGGGAAATTAAAAGTCAA 

TTATATTCGTATATTCGCAGGAGATGAATGACATGGATAGGATGTCTTTGAAAGTTAATGAGAAAGCTACTTGCCAGGC 

AAGTTGTTCAAGAGCAATGTTAGCAAATGAAATGGGTTGCTGCCTTTGGGGAAATGATTTATGATGATGAAAACCATC^ 

GGGTTTAGGAGGTTGGTTGATGTGACATACCTCTCTTCCAGCCTTTCC^CTCTCTCTTCTTTCCTGTGCCCAGC^TA^ 

ATCAGTCTTTGCGTATAAAGAGCGCTATGCAAGTTGGCTTCCAGTCATACGAATATGTGGTATGATTTCAAATAAGATT 

GTCATTGGATGCTTTGGTCAGCAAGCATATTTACTTTAGATTTGTATTTACTCTTTGTAGTTGAACTGGCTAAACTCT^ 

ACAAAGTATGCTTCATTTGACTTTAATAAAATATTATATTTCCAAGACCGTATGTAGTAATAGCAGAAGGTGTGATTTC 

TCTTTTTGCATAAATTGGCTCTTCCCTTCTCTTTCTOTGTGTTTTTCACATCTCCCTACTGTCATATATATTCTGACCT 

GCCTCTGGTAGGGCTATTTATGTCATATCCATAATTGTTATATATTAACCATTTGAATGTGGAATAAGGCAAGTACAGT 

TT AATTTT TTTATATAAAAAATATGGAATATAC TGTAAATGAGTTCTCTTAATCACGGAGTAG CTACC TCTGGAAG CTG 

TAACTGTTGGTCTTGGGCTGTAATATATTATACTACAACCT^ 

TGCTAGACAAAGGCCACAGTTAAAGCCAAACTGCTTGACACTTTATATTCTTCAGGCCTTTTTAACGACCTTCCCTTTG 

GGTGATGCATTTTGTAGCTGTTGTCACTTGTACAGCAGAGAGGGAAAAGGAAATGAATAATCTGATTTGAAGGGGTGTA 

GAGGGATGTGAGTCTTAGGAAGATCCTTAGGATTTACAGAAGCTATAAAGCTATTTGTGCTGCTTTGTGGTGCTTTGCA 

CCCTGTGTCAGTTAATAGTTTATCTTTACCCCATTTTATGCTCTAAGATATAGATGATGTTTTAAAAATCATTCTCATA 

GTCTTCTTTCCTCAAGCTCCACCCCAAGTTTTCTAGCTCCTGACCAGCACTGTTAGCTTTTTTGATTTAATCTTCACAG 

TCTTCTCATTTATGAAATACAAAATGAATGCTATG^ 

CACCTGCAATTAAAGTCATTCCATTCCATTTAGTGTCTT^ 

AGGCTGGAGTGCAGTGGCAGGATCATGGCTCACTGTAGCCTTGACTTCCTGGGCTCAAGCAGTCCTCCTGCCTCTGCCT 

CCCTAGTAGCTATGACCACAGATGCATGCCACCATTCCTGGCTATGTATTTTTTAATTTTTAGTAGAGACAGGGTCTCA 

ATATGTGGCCTAACCTGGTCTCAAACTGCTGGGCTTAAGCAATCCTCCCACCTCAGCCTCCCAGAGTGCTGGGATTTTG 

GGATCCCAGGTATGAGCCATTGCACTCGGCTCCATTTAGCTTCTGATGAGTGTAAATATTAACTTTGAGGTCAGTTCAC 

AGTTTGCTGATATTAGGACTGATTTTTTTTAAGTTATATTTCATTTAATAGTGGAGCACCTTAGGAAAAAACAAATCTC 

TTTATATATAGAATTAAA'ITTGTGAACTTTTCTGAAGTACATTTTTATCCTTTTAAATATGCCACAACATCTATCCTGT 

AAGTAAAATAAATATTTCTAAATGTCTAAAGCAGAGAAATATTATAAATTAATTAAAATATTTCCTGAAAAACAAAGT^ 

AATCAATTTCTCAATTTACATTATTCAGATAAAAATAGCTCAAGAACTAGCTAAACAGTATTAGTGAAATTGAAGGTCA 

AGAGATGCTAGAAATTAGTCAACTCAGGTTTATGGAAGATCTTACTATATACTCTGTAATATTCAAAACTATTTCTCGG 

CTTAATTCACTGATGAAATTATGGTATTTTGGTAGTTGGAATTACCAACTGTCTGCAACAGCATGAACTGACAAGAAAA 

TAGTGCCCTCTATGAGTAGGAGTACAGAATGTTATCTTATTAACAAGAACCAGGGGACAGTAGGAATGGACAACAGCAT 

TGGTTAGTGGCACAGACCAATTCAAATAATATATTTTGTGTGATTTTTTTTTTCCTTACCAGCAGTTTGTTGGTGAGGC 

AGAATTAAATAGGGAAGAGAAATGCACATTCCCTATCTCTGTCCCTGCAGTTTCATTAAATTCTGACCAAATTATGTGA 

CTCAGCATTCTCAGAGAATAGTCTCTGACAGGTAGCACTTACAGGAGACAGACCCACACCTTCTAGCATGTGATTCTTA 

AAACTCTGTGTGCAGACTGGTGCCCAGCTMCCACATAAAATTTACCAGGGGTGCTTATTAAAAATGGAAATTCCAAAA 

TCTTACCTCCAGAGATGCTATCTTGGTGGGCCCTGAGAACATCATGTTTTTGACGAAGTCGCCCAATGCCTTTCTGGCG 

TGGTCAAAAGCAAGAAGCACAATGCCTTTTTGTGCTTCTTGGTTTTGACCAAGTCACCCAGATGATTGTGGTGCAATGC 

CTTTTTGTGCTTCTGCCTTTAGCGTTGGTTTGCCCAGCCAGCACCAGATCAGGCAGCTCTATTAGCTGCTGCTATCAGC 

ACGTGGATGTTCTCTCCTCTTCGTAAATGAGATCTCCTCTACTCTCCCAAAAGTCCCATATTCTTTTGGGACTCTTTCT 

TTTGTTAGCTCTTGCTTGTCAAGAATGGAATGGGGAAATCATTTCCTATGGAGGAAGTTTTTCTTTGGCTTTTGGTAAC 

TGACAGAGTGAACAGATTTCTTCGCTGGGTATGCACTGTGCCTTCTCCCACCTATTCCAGAGCTGTCACTCAGGAGCAC 

TGTTCAAGGCCATCCCCTGCCTTCCTTGTGTAGAGGGCTTTCTGTGACCAGCAGACAGTCAAAGACATCGTATCTATAC 

ACAGATGGCACATTGATGAAAACTACTGATGTTTGCCACTTATTATTTATTCTTTTTTCCTAAATATTTACAAAAATTA • 

CTTTTCTCTTTTGTATGCCACATCTGACTATGTGTGTTAGTTTTTGTTTTTTGTTTGTTTGTTTGTTTGTTTTTTGAGA 

TGGAGTCTCACTCTGTCAACCAGGCTGGAGTGCGGTGGCGTGATCTCAGCTCACTGCAAGGTCCGTCTCCTTGGTTCAT 
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GCCATTCTCCTGCCTCAACCTCCCAAGTAGCTGGGACTACAGGCAC^ 

TTAGTAGAGACAGAGTTTCACTGTGTTAGCCAGGACGGTCTCGATCTCCTGACCTCGTGATCCACCCACCTCTGCCTCC 
CAAAGTGCTGGGATTACAAGGATGAGCCACCGCACCTGGCCGTGTC 

TGTCTAAGAAAGCAGACCCTTCTACGAACACTACAATGTCTCATATTGCAGGAGGCCTCATAGTTAGGAAGACAACTGT 

TAGCAAAGCCCTTGTTTCTCTCATGAGCCACCAGTGTCTGGCATATCTCAATGCACTCTTCATGATGCTCTAAGCTC 

AGTTAGGCCTATGGTTGCATTGAAGCTCTAAGTTAGGCCTATGATTAAAGTCTTCTGGCTCATAATGATAAAAGCCATT 

ATTGTAGGCAGTTAGAACCTGTTGAAGGACAGAGACGTGATGGATTACAGTCTGAGATAATGTAAGTTGTTTAAAAAAG 

TGAAAATAAAAGAAAATCAAAACTTTGCTTTACCTATTCATTTTTAAAATAACCAAGGCATACCCCTTTTGC 

AGTTTCAGACAAGGGTGCAACTTCTACAGTCATTCCTTG 

TATGGGTGTTTTCATCCCCACTTTGGTGCTTTGTCAAGACATCAAGCATCTCCATGAATATACTTTAATCTTTCCCTTT 

TTTGTGTTTTGTTTTTTAGGTAAGTACTTTTGGTATTCTTCTTCCTTAATGCTGAAAGAAAATGCAGCTGCCTGA 

GAACAAATGGCTTTTGAAAGCAAAATCCAAAAGATAAAAAATAATGTGAACAGTAAAGAATGACAC 

GGTAAGAATTTTAAGTGGCATTCAAACACCCCTCTCTTTTTGGAGAGAGGACTAACAGTACAGGAAGATGCGGGGAGGG 

TGGGGAGGGATTGTTGCCGTGC^GTAAAAAGAAAATTACAGACAGTGTTCATGAAATATTCATTTACACCTGCTTATT 

GGTTAGATGAACAGCCTTTGGTTCTGAGCTGGCTCACC^TTCCCAGGCTGGAAATTATT(^CTTAAATGCAGCTTTTA^ 

ACATTTTCTTAAAATCCTCAATGGAAAC^GATGTC 

TTAAATTAGAAAAAAAAACCAGTATTTTTAATATTTAATTTCATGTGTATAGCTATGAAGCTATATACTTAAATGCTTT 
GTAACATATGATCATGAATATATGTATAAACTTCACCCAGAAAAATCCATAAAGCTTTTGAC^TAAATGTGTATAATC 
TGGATAAATGAAATACC^GTGAACTCAAACATAATT^^ 

ATTCCTGTGTACATATGAAATAACATACAAAATACAATTGTACGTATGCTTCAATGGCATTTTGCCCAAATTC^ 

CTTTTTTATATGGCCGTGGATTTCGAGATTTAAACATATATGGTAAATAGTATGTTTCTGTTAACTTCAGCATAGCCCT 
TTTAGTAACAAGACATTGTTTACTATAAATTGAGATT^ 

CATTTAAGATGAACAAATAGCAAAGGTTAAAAGGTTT 

TACTAGTCTTATCTCATTGAGTTTCCTGCTGTCCTAGAATGTCATCCCTCTGTCTCTGCTTTATTTAGTTTTTGTCTAT 

ATTCAACTCAGACCCTATATCATGTACAAAGCTTTCCTCAAGTCTTTGAACACAGACTGGTTTATTCCTGCCCTAAAA 

CATTTTTTAATAGAATCCATGTGTTAATTTTCTGAGGCTGCCATAACAAAGTGCCACAGACTGCAAGCGTAAATAGTAG 

GAATTGATTTACTGATAGTTCTGGAGGCTGGAAGTCTGAAGTCAAGAGAGCAGGGTTGGTTTCTTCTGAGGCCTCTCTC 

CTCAGCTTGTAGATGGCTGACTTCTCTCTATTCCTTCACGGGGTCTTTCCTCTGTATGTGTCTGTGTCCTTAGCTCCTC 

TTATAACAACGT(^CATTTGATTAGGGCCCACACTTATGACCTCAACTTAATCACCTCCTTTAAACCCTGTCTCCAAAT 

ATAGTCATATTCTGAGGTACGAGGACTTCAACGTACAAATTTTGGAGGTATATGTACGAGGACTTCAATGTATGAATTT 

TGGGTATAGGATTCACCCCGTAACAGCCCATGTTAGTTTCTCACTTCATTATTCTCTGATTCTTCCATGTATATTGGTT 

CTATCTTCCCTAACAAGTTCATCAAGGATAAGGATTGATCATATTTCAAGTTTTGTTTACTTCATTCACAGTTCCTAGA 

GGGCTGGCATATAATATTAAATGCTACATATTTGTTGTTTGAAATTACTGGAAAAAGTAGCATAACAGGACCAAATGAG 

AGCCTCTTTTTCCAATTATTGCTGACTTTAGCTCCCTTATCTGGACAGAAAAAAACAGTAGCAGAGGTTTGAGTCAGG^ 

AGTGGTCAAATGAACTGTCTCTGCTTTCTTTCTGGGAGGCCCAACAGCATTCTCGTCAGCAGGAGCATTCTGGCGAAAG 

GAAATGCTGATCTCTGCAAATGGGCAAAAGTGTAAAGAGCATTGAACCCAGCCTCATACCACAGAAAACAATTTGGGCT 

TGTGGAAAATAATTACCCAGTGAAGAGTCTTCTGAACTAGAGGCAGGTTTTTGGAGGGGGAAATCATAAACACATTTGT 

GGTTGCAAGGTAGCAGATTGGGTGAGCTGAAACTAAAACAAATTTTGGTTTAAGAAATTGTATTTTAAGTTCTGAAGTC 

ATACTTAATTCTTAATAATTCTAATTGTACACACGCTAATTTAAA.TGGAAGATGTTTACTTCATTAAAATTTCAACACT 

AAAATGCTGGTTCAGTTTGTTGTATTACTTTCTTCAGGTTTTGTTATATTCTATTTTTCATAATTTCTAGAGCCAGCAT 

TCAAAAGTAATTTCTGTGCTTCAAAATAGGATCATCCTAAATTCAAATTATATGTAAATGTCATTGAATGCAGATATAA 

ACATGGTGCCACAATTTTATAGAAAATTCTAAAAAAACAAAACAAAACAGAATAACCATGTTGCTCTCGTACCAAACGT 

GTCTTTGGGTGGGTTACTAAGTCCACCTGAGTCTGAGATTCTCCATCTGTAAAAAAGGAATCAGAATACCTACTTTGGG 

CAGTTGCTGATATTAAATTTAAATAAGCAAAGCAGTTAGCCCAGTCATGTCAAAATAGTTGAGCCCAATGAATGGTCTT 

TTTCTTTATCTCTCTTCAGGTTGAATTTTGCACAGTAGATAATCCATCTATCACAGAGGTGTGCAGATGTGACTGATTC 

ATTGATTGAAACATTCATTGCCCCATTTAAACAATGTTTAGGTATTATTATCCACTGTATCCTGGTTTCATGCTGGATG 

TTGGGTAAATAATGATGAGAAGAAACAGACAACTCCAACTTTAATGGAGAAATTGACATTAAAAGTCTAAAAATATGTA 

TAAAATTTTAAAAAATCAGTGTTGTGTAGTAAATATACACAGTACCAGGAGATTTTATAACAGGGAGGGTATGTGTAAA 

ATGTCAGGAAATATTTCTCCTAGGATGTAACAATGAGGAGAGTTTCAGAGTATGCATGTGTGCACATATGTGTATGTGC 

ACATGTATGGATATGTGTTCCAAAAGTAATAGTGGTTAAGGTGGTGATGGTAGTGGTGGTGTAGGTGGTGATGGTGGTA 

GGAGAAGCAAGAGAATGAAATAAATAAAAAGATGAGTGTCTGGGAACAGCATGTGCAAAGTCCTGATGTAGGAAACAGT 

ACTGAATGGACAGTACGGTTTACCAAGGGAGGGCTGGTGAGGCTGAGATGAAGAGAGCTAACAGGAAGCCAGTAACTTG 

AGATGAGGCTAGAGAGGAGAGCAGAGGCCAACTGGAGCAAAACCTTATAGACIATATTAGGTCTTCTACCCTAAGAACAA 

TGGGAAGCCACCTAATTTTAAGAGAAAGCTTAATGGATGTGTGTGATTCAGTGCAGGGACTGCTACCGCTCTTAATCCT 

CGAAATATCCTGCTAACCAGGTTGGCTTTAGTGGGTGGAAAAGTGAGGCCCATACATATTCAAATTTGTATTTTGAAAA 

GATTTTTTTTTTGTCCTCCAATGCTTTTGCCAGAATATAGAAATTCAAAGTATGTGTATTTATAGCAAATACGTAGATG 

TTTTTCACCTTATAGGTGTGTTTTTATCACATTATTTTTGCACATATGATTCCTGCATGACCCGAGTGAAGGGGTGGGT 

TGCCCCTCCACACCTGTGGGTGTTTCTCATTAGGTGGAACGAGAGACTTGGAAAAGAAAAAGACACAGAGACAAAGTAT 

AGAGAAAGAAATAAGGGGACCCAGGGAACCAGCGTTCAGCGTATGGAGGATCCCGCCAGCCTCTGAGTTCCCTTAGTAT 

TTATTGATCATTCGTGGGTGTTTCTCTGAGAGGGGGATGTGTCAGGGTCACAAGGCAATAGTGGGGAGAGGGTCAGCAG 
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ACAAACACGTGAACAAAGGTCTTTGCATC^ 

AAACATCTCAATGCTTTACAAAGCAGTATTGCTGCCCGCATGTCCCACCTCCA 

AGTAGATGGAA.CGTACAATCGGGTTTTATAGTGAGACATT CCATTGC C CAGGGAGGGGCAGGAGACAGATG C CTTCCTC 

TTGTCTCAACTGCAAGAGGCATGCCTTCCTCTTATACTAATCCTCCTCAGCACAGACCCTTTACGGGTGTCGGGCTGGG 

GGACGGTCAGGTCTTTCCCTTCCCACGAGGCCATATTTCAGACTATCACATGGGGAGAAACCTTGAACAATACCTGGCT 

TTCCTAGGCAGAGGTCCCTGCAGCCTTCCGCAGTTTTTGTGTCCCTGGGTACTTGAGATTAGGGAGTGGTGATGACTCT ■ 

TAAGGAGCATGCTGCCTTCAAGCATCTGTTTAACAAAGCACATCTTGCACAACCCTTAATCCATTCAACCCTGAGTTTG 

ACACAGCACATATTTCAGAGAGCACGGGGTTGGGGGTAAGGT 

TTAGTGCAGAACAAAATGGAGTCTCCTATGTCTACTTCTTTCTACACA 

TCCCCACACCCGAGATCTTTTAATATTCTAACATACTCTTATGTTCTAAATCAGTGACACTTAGAAAGAAATGCT 

TGAACATCCAAGTACAGGTGCTAATTTGACCTAGCAGAAACATTTT^^ 

TATCTAGCAATGGAAAATTCAAACAATAGAATGATTATCAT^^ 

TTGGCCACCTGGCTTTAAGGGAAAGCTTAATGAGCATGTGATTGA.GTGCGGGGACTGTTACCTCTCTTAATCCTAGAAA 

CATCATGGGAACCAGGTTTGCATCAGTAATGAATITTTATAATGTGAATCTTTGATTTTCTTTCGCTGGTAAGAAACCT 

TATTTGGAGATGCTATGTATGTGAGTTTAATCTCATTTTCCATTCCTTCTTGAAGCTTTCTAGGTTAACCACCTGAAAC 

AGTGGTTACTATAATCAGTAAAGATTTATAACCAAAGT^ 

CAAACGTGATGTTTCAATATGATATGAATGCATCTCCATCCAAAT^ 

GAATTTATGTAACACATATATTTCATTTCATCCAACTC 

ACCTTCTCAATATACAGTCAATAATTGAATTTAATGACTAACCAAGGACATTTTAGTCATTGCAA 

ATATGTAAAGGATTCAGGAATAAATAGAGGGGTCTCTCAGTATGAAGTTTAAATAAATACTTAATGATAAAAGAAAAAT 

TTGTCTGCAGTTTTTTTTTTTACAATTAACTTTTTACAAGTTATTATCCCCTTAGGCTCATTCCATTCTGCTCCCTTTG 

TTTTGAAACACTGTTATGACATACTACTGTCAGTAATGGAATGTCAGAAAATAGTACATATGAAAGACACAGTTCATTC 

TACTGTTAAATATTACATCATTGAAGGGTTTAAATCCTAAGACGTATCTTTGATTTACCAGCCCAGCCCAACTTCCTA 

TTGCTCTCTGCTCCATTTAGTAGATTTCATGCTC 

GTGGCCAGAAAAGTGTTGCTGGTGGTATATTTTTGATGTTTAGGAAGAAATATTGATCTGCTTAACTAAGATGGTCATA 
AGATAATATGGGGTTGTACTCATCTGATTCTCACAAAACCCCAGGGTGCTCAGAACTATACTGATGTGTTGGAGATGCT 
ACTTAGGAAATTAGAGGACCAGCATGCATGTCCTTTGGAATGATGTATGCCACCCTATCATCTGCTTGGCCAACAA'GTT 
GAGCCAAGACACACCTGGGGTATCTTGGTACTACCTAGAGACCCTAGCTAATTTTGCCAGGGTGGATTGGTAGAATCCA 
AGGAAATAGTTTTGCAAGTGACACAATTGGTGGATGATATAATAAGATAATGAAGACTAAAATAATTTGAAGAAGGGAA 
ATGGAGATAATTTAGGCTAAGTTGTTCTATTTGCTATTCTTAGAAGTGTTTTCTTCACATTTAGAAGAAGAACAATTGA 
" TTATAAAATCACTGCTTTGATGCATTAATTTGATCATTCTAAACAGGTGATGAATATTGTCTTATGTTATTTGCCTCCA 
TTACTTAATCTGACTATCATAGAATAGCTAAGAATACTTCTTAAGAATGAGAGTTTGCAACTACCAGTCACATAGGCCA 
GTATCTGTTAACAAAATGCTAGTAATTTTGTTCATTAAATTTTAAACATTAAATCTATTATTGCATTAAGACCTATTAA 
AATGGACAATAAGTAAGGGCCAGATATATCATGAGTAGAAGGAGTC^ 

AGATTCCAGAAAAATCTGTTCAACTTCCAGGATGGCATACTAGGAGAAATAAATTGGGGGTCTAAAGAGTAATAAGCAG 
GAAAAAAATCTGGTTTTCTTTGAGGCAATGATTAGTTGAAGCCTACACAAATAAACCAATTACAACATTTTGACTGAAC 
TGAGAATAATTACACTGGTAGTCAACTCCTGGGGAAAAATTATGAAGTTCAGGCTGTAAGCTGTCTAGGCTTTTATTAA 
CTTGCATTGTTCTTAACTGATTACAGGCAAA7VAGGTCAAAACATTTTGGCCTACCTAGGTAGCCAGATGGTCTAGAGAT 
AATTTCTTAATTACCAAATGACTGTGTTTTATAGTGTCCCTTAGGAAACCAAGTTTTAAAACTGTGTCTAAAGAGAACC 
TGATTTAATTTTTTGATGTTTCTTTTATTTTTGCTTGATTATATATTATAATCATTTTGTAAA7^AAAAATCCAAACACT 
ACAGAAATATAACTTGGATGTTTATAATCTTCGCTTCTCTCTTAGATAACTATTTCTAAGAGTTTTTGTATACATATTT 
AGATTTTTGATACATGTAAATATATATAATCTTTTTTACTAAAATGGTAATTTACAACATGCTTTTAAACAAACTTTTT 
TTTTTACCTAAAATTTCTTAGCTATTTATGTCAGTACATGTTGCTCTATGAAGTTGTAAACAGAACAAAGCAGCGTGCT 
CCCCAAGAGGACTCTTAGATATTTGAAAGTAGCCCATAATGGTAAAGTA7UVTTCATTCCTGACTTTGCTTGAGGAAACT 
AACATCCTCTCCATCCTGCCTTGAGGACAAGTGTGTTCCTTCATGGCTGACACATATCTTGGCAGAGCACATGTGCTGC 
AACAGCACACAGTATGGGGTAGGAACAGGATTTGAGTGATTTACTAATCAAGTGTTGGCTAGAAGAGAGGAGACTTGTA 
CCACCCCGACCCTGCATCATGCCTCTTGCTCTCCTCTTTAGGGTG^TGTAAAGGGGAATCTGCCCAGTTGGGGTACAG 
ATAAACCTTTTGGTTACCAGACTGTTGGGGTTTAGATGTCAACTCTTTATAGGAATTGTCTAGGAAAGTCAGCTGTCCA 
GGCTTGGAGACCTTAAGGAAGCATGGAAAGCTGCAGCTCCCTTTTTCCAGGAAAAGGCAGTCACCCGTCTTCTTGGAAG 
CTGTATTTCAGGGAGGCCTCTCCAGATGGGCTGGGGGACACTGCCAACTGTTAGCATATTGTCCAGACGACCCAGCATG 
AGCTATCTAGGTCATGTTCAGACAGTACCACTCATGGTGTTCTCTTGCTTAAATCATTGTTCCTGAGTAGCCTTGAATA 
GTAACAAATGTGATATCTTGACATCATCTGGTGGTTGGGTGACAACTGTTTAATTTTCTAACACAGTTGGTTTCTGCAA 
TGCCTTTTCCCAAGTAATTTAGTATTGTCTTATCCTGCTATGTCTTCCACAAAGGGAAGATGATAAAATCTTTTTAATT 
AGCATAATGTTTGTCTACTTTAATTTTACATC^ 

ATCCATTTTCCTATGGATTTTTCATTTTGTAATATTTCTTTCCCATTTATAATCATATAACATATACATTTAATAAAAG 
TATATACAATATATATCAAGCATATATGGTATATATACTATAATTTTGTCTGTTTTCTACTTTCTTTCTACTTATGTCT 
ATTTTCTGTATTTTTTCCATATGGACATCATTTTTCACATTTAATGTCTTCTTAACATTACAGGGCAGTTCTAATTGTT 
AGAAGGCCTCCTTATACTGATGGCTAGTTTGACTCATTATAAAGTCAGTTATTGTTCTTGGTTTTATGTCTTAACAAGG 
CATCCCCTCCTCGAACCTTAGAGGAATTGATATCTGACTTCACATGCTCTAGGGGATGCCATGTAAAATTTTGTAGAAA 
TGTTTAGTATTCTGGCATGTGTGTCTCTAACTTTGTCAGATGATTAGAGATCTGTGATTAGTTAACAACCACACAGGAC 
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TGAATTAGCTTCCTTCCGTAACTAAAAGAATTC 

TTATTAGAATTAGAGTCAAAATCTAATACTVGGGCTTTGGACT^ 

ATCATAGGATCATCTGACCAAACAAGCTGTCT^ 

GGTAATATTAAAATACTGATACCTGGCCCCAGCCTGGAGAGATTTTGATTCTATTAAATTGCCAGAGTTAGGGTTCAAG 
GCAAGGTACATCCAGAGTTGACAACCACTGGATTTGAAGCCAAAATGTATAGAATGTGAAACAGGTAAGCACTGTTGGA 
ACTACCGAGATAGAGACAAACACATTCCAGGCACTAGCCTCTGCTTCTG 

CAGAAAGTTGCTTCCCAAATGAATACTTTTAAAAATTAACCTGGTTTTTTCAGTAC^TAAGACAGGGTAAGGAGAAA^ 

GTTCACCTGGTTTTTAAAAACACTATTGTTTAAACTTTAACAGAATTATCTTCTCAAAATACTTAG 

GTTTCTGCTTTGATAACACTGAAACCAAAGCTAGAGAGTACAGTTA 

AAATAAATTAATCATCGAATATTCATTATAAATTCAATCATGAAGGAAAATACACATTAAATT 

ATATAAACCTCTATTGGCAAACAACTTCGTAGTTAATTTTTCTAATTTACCACTTO 

TTCTTGCATTGCCAATAAAATATGAGATTGGGGAAGGATC 

ATCAGATTTCATTGCAGATCCAGAGTAGTAACACTGACAGAACTATGTC^ 

TGTCATTTTCTTTTGGCAGAGGAGAGATTGAGGATTra^ 

GGGTTTGTTTTTATCCCCTTGCTTAACCAATCGTACAGTTAATTCCCAAAATGTGTTATTTTTTAA 
TCAACAACGATAGAAGGTGTAGGGATTCCAGCCACAGACAGAGCCTGAGAGAACAAACAAAGCAG^ 
CAAGTAGCGCCTACTTTGTTTCAGTGGTATGTCCTCTGCAGTTCAAAATCCTTCAGTATCTCrTAATTAATTCATAGAC 
TATTTCCAGTGAGGTTTCACTGAGAATTCCTTAATGT 

TTTACTTATGCAATGATTCTTTCACCAAATATGTATTGAAGGCTTATGATGTGCAAGACATGTCCCAAGTTCTGGTAAT 
ACAATGATGAACAAAATTAATAGTTTCTTTCTACAC^GTTTTTGGTTTATCAAATTTATTACATGTTT 
ATTAAGTGCATAAATAGTAAAAGAATCAAAGATGTGATTTCA 
TTTTTAAATCCATGTATCATAGTGTATTAGAAGGCAA 

AAGAATAAGGAGTCAGATTAGAGTCACATTAACGGTTCACATTTTCCTAGCTGTGGGACTGTAGGTCGTTATTTTCTTG 
GCTGGAATGCAATGG^CAAACTCAGCTCACTGCAAACTC^ 

CAAAGTAGCTGGGATTACAAGCGCCCACCACCATGCCCAGCCATTTTTATTTTGTATTTTTA 

CCATGTTGGCCAGGCTGGTCTTGAGCTTCTGACCTCAGGTGATCCACCTGCCTCGGCCTCCCAAAGTGCTGGGATTACA 
GACGTGAATTCTATAGGTCTCATTTGCACCATCT^ 

CTTTTCCTGAACATCTCTTAAGTATAGGGTTCAGAGATATGGTAGGTTGGGTTTCAGATGACCAAAATAAAGTGAATAT 

TCCAATAAAGTGAGTCACACACATTTTGGTTTTCCAGTACATACAAAAGTTATGTTTACACTATAGTCTATTAAGTATT 

CAATAGCATGTCTAGAAGACAACGTGCATACCTTAATTTTAAAATATTGCCTTGCTAAAAAGTGCTTATGATCATCTGA 

GCCTTCAGCAAGTAGTAATCTTTTTGCTGGTGGGAAGTCTTGCCTTGACGTTGATGGCTACTGATTGATCAGGGTGGCG 

GTTGCTGAAGGTCAGAGAAGCTGTAGCAATTTCTTAAAACCAGGCAACAATAAAGTTTACCACATTTATTGACTTTTCT 

CTTCATAAAAGACTTCTCTGCAACATGTAATATACTGTTTGATAGGATTTTACCGAATGTAGAACTTTCA^ 

ACAATCCTCTGAAACCCAACTGCTGCTGTATCAGCTAAGTTTATATAATATTTTAAATCTTTTATTGTCATTTCAACAA 

TTTTTATAGCATCTTTACCATTAGTAGATTTCATCTTGAGAAACCACTTTCTTTGCTCATCTATAAGAAGTAACTGCTC 

ATCTCTTTGTTGCTGAGATTGCAGCAA.TTCAGTCACATCTTCAGGCTCCACTTCCAATGCTTGTTCTCTTGCTATTTCT 

ACCATATCTGCAGTrAATTCCTTCACTTGAACCCTTCAAAGTTATCCATGAGGGTTGGAATCAACTTTTCTCAAACTCC 

TGGTAATGTTGATATTTTGACCTCCTCCCATGAATCATGAATGTTCTTAATGGCATCTAGAATGGTGACTCCTATCCAG 

ATTTTTAATTTTCTTTATCCATATACATCAGAAGAATCACTGTAGAAAGTAGCCTTCCCAAATGTATTTCTTAAATAAT 

AAGACTTGAAATACTCTTTGAATCATGGCTGCAGAAAGAATGTTGTGTTAAGCATAAAAACAACATGAATCTTGTGTAT 

TGTATTAGTCTGTTTTCATGCTGTTGATAAAGAAATACCCGAGACTGGGAAGAAAAAGAGGTTTAATGGACTCAGCTCC 

ACATGGCTAGGAAGGACTCACAGTCATGGCGGAGGGCAAGGAGGAGCAAGTCACATCTTACATGGATGGCAGCAAGCAA 

AGAGAGAGCTTGTGCAGGGAAACTCCCATTTTTAAAGCCATCAGATCTTATGAGACTCATTTACTATCAGGAGAATAGC 

ACAGGAAAGAGCTGCCCCCATAATTGAATCACCTCCCACTGGGTTTCCCCCACGACACATGGGAATTGTTGGAGTTATA 

ATTCAGGATGAGATTTGGATGGGGACACAGCCAAACCATATCATTCCACCCCTGGTACCTCCCAAATCTCATATCCTCA 

CATTTGAAAACCAATGATGCCTCCCCAACAGTCTCCCA^ 

CCTACATCTCATCTGAGACAAGGGGAGTCCCTTCTACCTATGAGCCTGTAAAATCAAAAGTAAGTTAGTTACTTCCTAG 
ATAC AATGGGGGTAC AGGCATTGGGTAAATAC CATTC CAAATGGAAGAAATTGGCCAAAACAAAGGGGC CATAGGCC C C 

ATGCAAGTCCAAAATCCAGCAGGGCAGTCAAATCTTAAAGCTCCAAAATGATCTCCTTTAACTCCATGTCTCACATTTG 
GGTCATGTTAACGCAAAGGGTGGGTTCCCATGGTCTTGGGCGGCTCCACCCCTGTGGCTCTGCAGGGTGCAGCCTCCTT 
CCTGGCTGTTTTCACAGGCTGGTGTTGAGTGTCTGCTGCTTTTCCACACATGGCGCAAACTGTCAGTGGACCTACCATT' 
CTGGCATCTGGAGGATGGTAGCCCTCTTCTAACAGCTCCACTAGACAGTGCCCTAGTAGGGACTCTGTGTGGGGGCTCC 
AACCCCACATTTCCCTTCCAC^GTGCCATAGCAGAGGTTCTCCATGAGGGCCCTGCCACTGCAGGAAACTTTTGCCTGA 
GCATCCTGGCATTTCCATACATCCTATGAAATCTAGGCAGAGGTTCCCAAACCTCAATTCTTGACTTCTGTGCACCTGC 
AGGCTCAACACCACATGGAAGTTGCCAAGCTTGGGGTTTGCACCCTCTGAATCCATGGCCTGAGCTGTACCTTGGCCAC 
TTTTAGTCACAGCTGAAGTGGCTGGGACACAGGGCACCAAGTCCCTAGCCTGTACACAGCATGGTGACCCTGGGCCTGA 
CCCATGAAACCATTTTTTTCCTCCTAGGCCTCCAGGCCTGTGATGAGAGGGGCTGCCATGAAGACCTCAGACATGCTCT. 
GGAGACATTTTCCTCGTTGTCTTGGGGTTAACAATTGGTTCCCCGTTACTTGTGCAGATTTCTGCAGCTGGCTTGAATT 
TCTCCACAGAAAATGGGATTTTCTTTTCTATCGCATTGTCAGGCTGCAAATTTTCCAAACTTTTGTGCTCTGCTTCCCT 
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TATAAAACTGAATGCCTTTAACGGCACCCAAGTCACCTCTTGAA 
CCTAAGTCACCTCCCTCAAGTTCAAAGTTCCA(^GATCTCTAGG^ 
' CATAACAAGAGTGACTTTTGCTCCAGTTCCCAAAAAGTTC^^ 
GTTCATATCACTGTCAGCATTTTTGTCAAAGCCACTCAAC^^ 

TCTTCTTCTAAGCCCTCCTAACTGTTCCAACCTCTGCCTGTTATCCAGTTCCAAAGTCACTTCCACACTTTCAGGTATC 
TTTTCGGCACTGCACCACTCTACTGGTACCAGTTTACTCTATTAGTCTGTTTTCATGCTCCTGATAAAGACATACCTGA 
GACTGGGGAGAAAAAGAGGTTTAATAGGCTTACAATTCCACAGGGCTGGGGAGGCCTCACAATCATGGCGGAAGGCTAG 
GAGGAGCAAGTCACGTCTTACATGGATGGCGGCAGGCAAAGAGAGAGCTTATGCAGGGAAACTTCTGTTTTTAAAACCA 
TCAGATTTTGTAAGACTCATTTACTATCATGAGAATGCTGCAGGAAAGACCTGTCCCCCATAATTCAATCACCTCCTAC 
CAGGTTTCTCCCACGACATGTGGGAATTGTGGGAGTTACAATCAAGATGAGATTTGGGTGGCGACACAGCCAAACCATA 
TCATGTATCCATCAGAACTCTTGGATGACCAGGTGCACTGTCAATGAGCAGTAATATATTTTTAAAAATCTTTATATAA 
GAGCAGTAGTTCTCAACAGTGTGCTTAAAATATCTAGTAAATCATGCTGTCAACAGATGTGCTGCCATCTAGGCTTTGC 
TGTTTCAGGCACAAGCACAGGCAGAATAGATTTGGTGTAATTCTGAATGGCCCCAGGATTATTAGACTGGTAAATGAAC 
ATTGG CTTCAACTTAAAGC C CTCAGCTGCATTAGCCCCTAACAAGAGGATCAGCCTGTCTTTTG7^ATCTTTG AAGC CAA 
. ACATTGACTTATTCTTTCTAGTTGTGAAAGTGCTAAATGGCATCTTCTTCCAATAAAAGTTTGTTTTGTCTACATTTGA 
AATTTGTTGTTTAATGTAGTTTCAATGATCTTCTGGATAACTTCCTATAGCTTTGATATCAGCACTTGCTGCTTCACTT 
TGCATTTTTGTGTTGTGGAGATGGCATTTTCCTTAAACCTCATGAGACAGTCTCTGCTGGCTTCAACCTTTTCTTCTGC 
AGCTTCCTCATCTCTATCAATCTTTATAGAATTGAAGAGAGTTAAGGCCTTGTTCTGAATTAGGCTTTTCTTAAGGGAA 
TGTTGTGGCTGGTTTGATCTTCTATCCAGACTACTC^U^ACTTTCTCCACTTCAGCAACAAGGCTGTTTCAATTTCTTAT 
CATTTGTATTCACTGGAGTAGCACTTTTTATTTCCTTCAAGAATATTACTTTTGCATTCACAACTTGGCTGTTTGGTAC 
AAGAGGCCTAGCTTTCTGTCTGTCTTGACTTTTGACATGCCTTACTAAGCAAGCTTAATCTTTTCTAGCTTTTTATTTA 
AAGTAAGAGATGTGCTGCTCTTCACCTCACTTGAACACTTAGAGGTCATTGTATTAATTGACCTAATCTCAATATTGCT 
GTGTCTCAGGGATGGGGAGGACTGAGGAGAAAGAGAGAGATAGGGAATGGCCAGTTGGTGGAGCAGTCAGAACACCCAT 
TAATTGAGTTTGCCATCTTATATAGGCATGGCTTATGGTACTCCTAAACAATTACAATAGTAACATCAACAATCAGCAA 
TTACAGATCACCATAATAGGTATTAAAATAATTTTAAAAGTTTGAAATATTGCAAGAATTATCAAAATGTGATACAGAG 
ACATGAAGTGAGCACATGCTGTTAGAAAAATGGTACCCATAGACTTC 
AAAAAAAAAAAAAAAGCCATCTCTGCAAAGCACAACAAAA^ 

TTGCTATCTAAAAGAGAAAATCTGTTAAGCCATAGTCCTTGTCCTCATGATTCTTACAGTTTGGACTGGAAGAAAATCT 
TTAGGAGTAAAGACATTAAATGTGATGAATGTTTTTGTGTTGGCCTTTTACCTATTTATTCTCAGACCACATATTGCCC 
TTTCTCTGCCCTTTATAGTTGGAGGCTACGCTCTGAAGGCTGTGGTCTCAAGACTTCCATGTCCTTTGTTAGATAGATG 
"TAGCACATTGGAGGCACTGGTGGACATTTGGGGAGAGGCAGAAAGAGAGAAGCCAGAGTGTTTTACTCTCTCTACCTGA 
GGCAGCACCTCAGGCAGTAGCTGTGTCTCCTCCATGGCTTCACCCTTAGCTAGGTGACCCTAATCCTTGCATACATCAG 
CCCTCCTTTTTAGCTCTAGTCCAGGGGCGGTAGTTGCTTCCTGTTGTTTCTAACCCCTAAGTTGCCTCACAGTCCCCTA 
TTTGGCATTTCAACTCTTCCATCACCAGTGCAATGAATCAGATCTATTAAATACACTACTTTTAAAATGCATAGAGTGT 
TTCTTTTAGCTTAGTCGGAAGCTGTTTGATAAAGCCTXGATAGGAGTGGCAGAGGCGGATCTTATGTTAGAAGTAGTCA 
ATGAAGGTTTACTGAGAAAGTAAAATTTAGGCTAAAACCTCAAGTGTGAATATAAATGTATCAATGGAGAGGGGAAGAA 
TATTCTAGATCAGAAGTGTCCAATCTTCTGTCTTCCCTGGGCCACAATGGAAGAATTGTCTTGGGCTACACAGAAAATA 
CACTAACAATAG CTG ATG AACTAAAAAAAAG AATCACAAACAAAAAATCTCAATGTTTTAAGAAAGTTTACCAGTTTGT . 
GTTGGGCCACATTCAAGGCCGTCCTGGGCCTCATGGATTGGACAAGGTTTTTCTAGATCATGTGCAATGGGAAGGAAAA 
TGAGGCATATTTTAGAAACTAAAGATGTAGACAACTGGAATGTGACATACAAGAGAAAGAAGGTCAAGAATGTTTGAGG 
GCTGTCAAGCTCATTGGAAGACATTACAGTGGAATGACATGGGCATTTGTGTTTTTTAAAGTCAGTGGCTGCATTGTAT 
AGAATTACTTGGGATGCAAGCAGGGAACCATTTAGAAGATTATTACAGACAGCGGTGTTGGTATGGAGCAGAATGATAG 
CAGAGGCAATGGAGGAAAGTGAGCTTATCTGAGAGATAGAGGTAGGAGGTGGAGTCTGCATGTCTTGGTAATTGAGAGA 
CTCTGTGAAACAAGATTGAGGAAAGGGTTAGGATTATTTTCAGGATTCAAAACAGAGCAACTGGGTAGCTGAGGTTCTA 
ATCACAGTGAGAAGGAATATTGGAGAAGGAAGAGTTCCATGGTTGAACTTCAGGTATATGTCGGTTATCCCCAGGGAGA 
GCTGTCCAGGAGTCAGGTGCGCTGTATGTGTCTGGAGCTCAGGAGGCAGATGCAGACCAAAGAAATTGATGGGGAGCTA 
TCCATCTACAGATGGTCATAGAAGTTATTTGAGTCAATAAAATCAACTAAAGGGGGTGCAAGATTAGGAGAACAAGAGA 
GTCCTGTCTCAA.G C CTAAGAACTGCCAATATTTGAAG AC AAAGCTGAAATGAAAGACATGAACAGAGACTTAAGAAGAA 
AACCAAGAAAGTTAGGTGCTATGGAAGCCAAAGGAAAGGAGTGTTTCAGAAAGGAGGGAGTGGCCAATAGCTTCAGA^ 
TGTTCATTGGTTTAGTGAAACACAAGTCAGTTGGTGACCCAATGGGAGAAATTTCCATATAGTAGGAGCATAAACCAGA 
TTGAAGTGGGTTGAGGTGTAAGTACAAAGGGAGAATCAAGATAGTGAATATAAACAAAATTATTTCAAGAAATTATGCT 
CAGAGTGAGGAGGAGGTAAGAAGTATCTGGATAGGGAAGTAGGAATTGAGAGGGATCTTATTTTGTACAGTGAAAAATA 
AGTGCTTATGGAAAAGATTTGGTAAAGAGGAGGAAAAGAGTAAGGGAAAAATGGATGAAGCTGCGTATCAGAGAATGTG 
AGAAGGACAAAGAACCAAAGCACAGGTGGAAGGATTTGCCCGAGTTGGTAACAGGAGGGAAAATGGAAATGATGACTGT 
GGGAGTAGATGTGTTTGTCATTTTGATGGCTGGACATGGAGAATGTTCCTTTTTGATGGTTACTATTTTCTCTTTGAGT 
AGGAATATCATCTGCTGTGTGTGGGAAGTGGGGACTCAAGTATTTGAGAAGAAAGAAGAAGGACGTTTGCTGTAGTCTT 
TGCAGAAAATGAAAGTGATTTGATTAATAGTTGTTAGAATTTAAAAATGTGTGCACAGTGTTTGGGTTAAAGTTGTTTT 
TAAAAAACCAGCCACCTTGCCTTTTATTCTTTATGCTGTGAAACCTCTTTAGAGCACTCAGTCACCTTTTGGCCACTAG 
ATGGACACAGTGTACTCAGTGCTAAACTGCTGACCCACCAGGTTCCTTTTGTTACCAGCCAATACTGACAGAGTGATTG 
AGTTGTGAACTTATTGTTATGAATTGAAACTTATTTTAGAGAAAAAATCTTAAATAACACATTCCATCTTACTTATAGT 
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TCATAGGTCAGAGAAAGACTGTGGTGCTACAAAAACATTAGCCAATAT^ 

GTAACATGCTATCTCTTTGAAATTTTTTGCCTTAAAAATC 

ATAGAGCTTTTGGTTTAGCATTTTATCTTAAAATAAGGCAGA^ 

ACCCAAGTGGTGGAAAAATAACTGCTAAATGGCAAACAC^TAGAAACTGAATTCTGCTAGTCAGCTTCCAT^ 

GATATGTGTGCCCTTGGGTAGCTGCAATGTTAGCTATTATTAATAGTTCAAATCTTTGCTTCATAAAAGTTCTGCATA^ 

AGTGTTGTACAAATTGAAGTGATTCAAGGAAATCATAGTTCTGTGGAGC 

CAACATAAGACTTCAGACTGAGAAAACCTACATAATTTAACCAATGTC^ 
AGTGTTGTTCTTTTGGTTCCTAAACTAAAATCATTTGATA^ 
GTAAAGATATTTGTGGCAGGTAAG/AGAGGC^^ 
GTTAAATAAGGAATACTTTTGCACAATGGGTTCAAGGTT^ 

GAAGGAATCGATTTGGGAGAAAAACTATATCTGCTTAATGTGAGGGAGCACTGT^ 

CTGGGCCTCAACATTTCTTGGTAATGAACCTAGATTTGGAGTGATCAAATAATTTGCTGTCTCAAGTAGTA 
ACTATTACTAACTTCACAAGAAGACAGGCATAAACCCAGCAACM 

GATGCTGGAACACTCTGGGTGAAGGGC^TTAATGCTGTTCACAGTGGAACACAGGACTGCTAATGGTATTTTTATGCTT 
TTATGCATCAAAAGCATTGTTCTTTGATTTGTAATCT^ 

CAGAAGACAACATGTGGATGGGAGGCAGAAAATTATAACAGACTCACCTGGGGAGCAGTO 

CCCTAGCTGCTGGGAATGGTGGCTCACTCCTGTAATCCCAGTGCTTTGGGAGGCCAAGGCGGGAGGATCACTTGAGCCC 

AGAAGTTCAAGACTAGCCTAGGCAACTTAGCAAGACCCCATCTCTACAAAATTTAAAAAAATATTAGC 

GCATACACCTGTAGTATCAGCTACTCAGGAGGCTGAAATGGGAGGATCGTGTGAGTCCTGAAGTCAAGGTTGCAGCGAT 

TGTGCCACTGCACTCTAGCCTGGATGTCCTTCCACCTCCCCCGCCAAAAAGGGATATTCCAAAACTACAACATTCTACT 
ACATTATTCTACATTCTTCCTTTTTACTC^ 

AAAAGAGTGTTCTTTGAATTGTGGCTGCAATTAT 

GTAATACCCAGATGTATTGAAAATTCAAAAGACTTCATC^ 

AGTAACAATGGGAAGAGACAGGTGTGAGAACAGACCCC^GAGCCAGGGAAATGAAC^TGGAGAAGGGAAATAGGCAA^ 
TCTCCTCATCAGTGTGGTTGAGGGAATATTGGGGCATGGCATGGAGAGTCCCACCTCACTTGGCAGCCAGAGAATCTT^ 
AAGCTTATTGTCAAAAACCTTATGAAAGGTTAGAGAAGGTACCATTTTATTTTACAAAATACTTTAGCCTTTACCAGCT 
CAACATCCGTGTGTCAGCCTGCTTTGAATAAAGAAATACACGTCTTCTTAAAATCTGCCCCTGACTACGATGAGCTTCT 
TTGTTTCAGCTTATTTTGACTAATTAGGCTGAGGTTACAAACCACCCTGATATTTCAGTTGCTACAGCCACAGTCTTAT 
TTCTTGCTCTCATTACTTGTTCTTGGCTGGATGATATTGATATGTTCGTTTTGTTCTGGAACCAACCCTAAATGAGCTG 
CCCATCCTGAGAAGGCAGAAGAAATTGGGAGATGGCAGGGGCACACAGTGATTTTTTAAAACTTCTGTTTAGAAATGCC 
ACAGATCTCTTC CATGCACATG CCATTGGC CAAAGTGGGTTGCAAGATCAGCTTGGTGTCAGTGGGG CAGGAAGTATAA 
TCCTGGCACAATAATGGGCTTGGAAAGCTGTTAAACATTTTTACAATAACACAATCAGATTCTTTCAAATTAATTACAA 
AAGTACTTAAAGTTTTTTACATACATTCTGTGCACTGTCCCAAAGCTATATCTAATGTTACTTCCTCATTCCGATGAAT 
TACTATTCCTTTTCTTCTTAGCTGTGTTTAAAAGCCCATACATCTATCCTGTGATAATTTGTACACTGTATTGTGCTTG 
GTTTACTTGTCTCTCTCCTTCCCTCAGTGGTGGGCCCTTGGAGGGCAGGAGCAATGTGATATTCATCCATGAGACCCAA 
GTGTGTGATTGGTGCACAATGGACACCCTAAAAAGTGTTTATTGATAATTAATGAATTAATAGCTAAATGAGGGAGTGT 
TTTCTTTACCTTCCCTACACTCACCTTTTCTCCATTCCAGCAAGCAATCTTGCACATGGAGTAGAAATCACAGTGGAAT 
CTTGAAGAATAACTAGAAGGTTACCAGATGAGAAAGTACAGGGAGGTAAATCAGGGAAGAAC^GCTGATAGATTCAGTT 
•GTAGCCATGTTGAGTGAAGGTAAGATTCTTGGATTTTGCTTCATGAACTCGAAAGTCTACATAACATCAATCTTGGCCA 
CTGCCAAGTCTGACCCATCTCACAGCACCAGAGGATTGGGGTAGTAAACTGCAGATGTAGCACCCACAGGCTGACCAGT 
CTGACCCTCATTAGGTTCCCCAAAAATCAAATCTCTAATGCACCTGCATGGATGCTGCAAAGGAATGTGCACTAAAGGA 
ATG TG AAAG CG ATAACTATTTTTC ATTATTTCTGATGAGACATTTTAG CAATTATGTTAAAATCTGCACAACCAAAAAG 
TCTAAACAGAGCGTGAACCTCTGACATTGACTCTGGAAATTACACACATTTTGTTTTACTATTTTAAAAACACACATGA 
ACCGAAGAGAAAAGAGGCAGAAAGACTGGCTAGAACACAGCAGAACTTACCCATTAATGTAATGGAGTTTGAGCCTTTC 
TCAATGATGCCTGTGGGGAGCTCCGTACTAGTAATATCTCAAGGATATTGCCATTGTTCAAACATTTCAGGGATTCCCC 
TCTTGAACTTACCTTCAAAAGAGCCTTTGCTACATGTTTTTGAAATTCATTGATGACAAATCTCCATCTGTTGAAGGTT 
TATCTAGTTCTATGAAGCTGCCAAAAGTCCTTTGGCATTAAGCCTGATGATTAAAGTTGATGATCCAGTTAGCGAATGC 
TATTTTGAGTCAAAATGAGAAGTAACTATAAAATTAAGAGGCAGTTTTCTTATGCACACTGGAAGTGCCCTGTAATGAT 
AATTCCCAAAGAGAATGTCAAAAATGTCTTTAATCCTAATAGAATTCACTATATTTTTTTCATTGAAATAAATATTTAG 
GAAACATTGGTTTGAATTTGCATATGGTATACATGTTTGAAGAATCACTCTTGTTACTATATAGGTAACACTTATAAGT 
GTTAAAATTATCAAGTTACTTAAGTACTTATAATGAATATAAATAAAATGATCCATTGATATTTGTCTATATATTTT 

TACATAAAAGATTGTATATGTTATATAATATATGTGTATACATATAGCACAATGACCAAATTAAATTGTCTTTGCAGCT 
ATTTTTAATTAAAACATTTTCACATTACGCTTTCTT 

ATATTAGCTCAGTTATTTAGTTACTGGGGACTCTATCTTTAAACCAACCATGGGAATTCATTTATAGCTACTCAACACT 
CAGGTATGTATGACCATGGGGCAGACAAAAGACTGCTTTAAAAATCACTGATGTGTATCATGCTTTTTCTTCTTCTTTA 
GTATTTCTAGCCATCAAAAAGAAATTATATTGTGAGGCAGATGGCAGTAATATATTTTTCAAAAGTGAATTATATCCTG 
TT T C C C CATAT AGGT AGGTAAATAAATAAATAAATAAATTCTATATAAG CAACATGACATAATTCC CAGACTATGAATT 

TCTGCTAATCTGAAGCATTTGATTAAGACTGGATTTAAACTATGCTTACAAGTTGCCGGAAACTACTCAAAAAGGCTAC 
ATTCTGTTAACTGTGTTATTTTTGTCTGTATTATGTCAAATAATTTTGACTAAATCATTGGTATTATCAAGGTCATGTA 
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GAAGTCTTCTTAAATTCTGATTAAATAATCGACT 
GCAGTTCAGCCTGCATAGGGTCAATTTAATACCM 

CATAAGCCAGATGAAC2^TATATGTCAGTACCATTGGGGGAGTATTTGCCAGCATAAACTGGATATGTTTCTTGAATGC 

ATGAAAAATGTGGTACTGAATGATTCTTCCTTCACTAAAAT^ 

GTAAATAAAACCTAGGTTTTTTCATAATATATTAGAGAATTTT^ 

GAATTCAGGTTTAGTGCTTCGTAAAGAGTTGAAAATAGTTCCTGGTAGGTAAGTAAATTGTGGTGGGAAGGACAGGACA 

TTCTCTAAAAGTGCTTGGTTTTAGAGATGTTTTGGTTAAGAGTTTGACCAGGTGGTAGCAGATTTACTT^ 

CAGTTTTACTTGAAAGGCCTTCAGATTAAATACTTACAGAACCAGGAAGAAATGTATCTGAGTTACAGAACTTGAATGG 

GGATTGTCAAACTGGAGAATGCTTGCCCCATCTGAAGGAGATAGCTGGCAATATGTAGGGAGGGGAACTCTAGGTATTT 

TTGTTTGTTTGTTTGTTTGTTTTTGAGGCGGACTCT^ 

CTGCAAGCTCCGCCTCCCAGGTTCATGCCATTCTCCTGCCTCAGCCTCCGGAGTAGCTGGGACTACAGGCACCTGACAT 
CACGCCCGGCTAATTTTTTGTGTTTTTAGTAGAGACGGGGTTTCACCGTGTTAGCCAGGATGGTCTCGTTCTCCTGACC 
TCGTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGAGATTACAGGCGTGAGCCACCGCGCCCGACTGGGAACTGAAGGT 
TTTAAACCTCCTAAACATTCAAAAGAAGCCCAAATCTCAACTTTAATGTGACATTTTCTGTGTGCTTTA^TGTTGGAT 
CAAAAGGAAAAAGAAAATTAAAAATATGTTGGACAAACTCAGGCCTGCTC 

ACCCACTCTATCCTACACCTTTCAGGTCATAGC^TTTTCCTTTGTTATCTTTCGGCATTAATGTCATATTCCAATTTTT 

CCATATCTATGAGCAAGGCCCAAGGTCTGTAGCCAAGCCC7VGGGTTTGCATGTGATATCTTTAGAAAAACCCGAGA 

GCTTTCTCTTGTTTTCTCACTATGCTGTAAGTATGAATAGCCCAAAGCAAAAAAGACAAGTACCCTGACTATCATGATC 

TTCTAAGTATTGATGGAGCTCGCTAAAATTATAGTTCCCTGTGAAGAGCGTGTCGTTGCAGAAAAGCACTGGAGAGTGG 

GCTTAGATACCTTCCTGTTTGATCTCAATAGTTTAATGTTTACTAGCTCACTGAGAAGAGACTGCCACCTTAGTGTTAC 

CCTCTTGTACCACCCTAAA.CAAGTCATTTATTTCTCTTGTTTTCTCTCTTTAAAAAAATTTCCATATGAAA 

GACTGGTTATCTCTTAGACTGTATGACAGCAAAAATATAAGCAAGGG 

ACATTTGTGATTTAAAAAACACACTTCATTGAATAATTTAAAATATGGTTGTACCATCTGTTCTTGTGGGGATTAACAT 
TGTTCATGATGGCAAAATAATCACGTTAAATAAATTCTAGAT^ 

TAGTTCAGATGACCCGGCCTTTTCTGTCTCCATATAATCACACTATTGATTTTCCAGTATTGGAAAGGAGAACGAGAGA 
GTACATGCTTTTATTTCTAAATGGAACATGCTGTTCAGGAATTCTGCCATTTCTTTTATGGAAATAAAAAATAAAGTGC 
AAA.CATATGCCATCTTTGAAGGTAACATTATGTAAGCCTTTGAGTATAACATTTGCTGTCTTTATCTATTTCTTTGTGT 
CTATTCATAAGAAAAATGATCAGATTGTCAAATTC^^ 

CGTCTGCCTGGAATGAGATTAGCAAAAGAGTCGTTGTGTAAACTGAATTAGTTTACTTCATGCGAGCATTGATTTTACA 
TTCCCTGAACTCTTATAACATTTTATGTTTGAGCCACACAGTAGGTACTATCTCACATTGACTGAGAATTTATTGTGTT 
TAAGTCATTTCTTCTAAAAAGTATTGTAAGCTTTGTGAGGACAGGGGCCATTTTATTTTTCTCTTGTATCTGTTGAAAT 
TTCCCACTCTGCTGGGTTTTTCTAAGGTCAAAATAAATTA 

GAAAAGGTTAAAAAGAGTTGCTTTTCGTAGCAAGATGGTATGGGCCAATGACTTCTACC^ACACCTAATTCGGTGATAT 
AAATGATATACTCTTAGCTTGGGCTTTTCCTCTGTGAACTTCTATGGCAATTGGGTGTGGACAAATGGGTCCTTGAAGA 
TATTTTGAAAATTTCCCCAACAAGAACCCAGTGCTTAATGACCCTCTACTGCCAGGTAACCTTCCTAGGTTGCTGCACC 
TATTCCCTCTGCTTTTCTTTAAAATCACATACTTTTATATTTCCTAAGAGAAGGTAGAATGTAATAGGCATCATTAATT 
TTTGCAGAAAGTCTCCAAAACATGTTGTTAAATCACCGCTGTCTTCTTACCTCCAGGCAAAAAGGTACCAACTTATTTA 
AATATTTGTTCACTCACATTATGTGCTCCTGTGAATTTTCTCTGGGTGTCACTCTTCACAGTGAGTATGAGCTCTCATT 
TAATCTCTTTCAAGGGAAAATGAGCTCAAAGACCCTGATGTTGCAACTTGACCTCCTTGAGTTTGTATTAAGCTGTTAA 
CTTGCTGATTTGTCCCTAGTTTATCTATTATGAAAACTTGGATGTTGTCAAACCACATTTTCATTCCCCAGTCTGTGTT 
CACTATTTGATGTTCCCCAC^GTTACACTGCCTTGGTCTCAACTAAATTGGTTTTCTATATTACAAAGTCAATTTAAT 
ATCTGAATGATCTTCCAAGATACTGCCTATAATTTCTTTTACTTCTCTCTCACAAAGCCTTATCTTTCATTAATAAAAA 
ATGGTCCCAAAGCCCATTGTTATCATTTGCATTTCCCACTTTACACAAAACTAGCCATAATCTCACTATCACTTGTCTG 
GTAACTCAGGAATATGCTGTATAAATAGTGTATTTTTTATTTTGGTAAAATATTTGCAA7U^GTATCTTGTGGTAGCTAT 
AATGGATGTGTGAATTGGATAAAAATACTATTAAGTGTGTTTTTTCCTAGTTGAACAACATAGATAAAGAATACTGAGT 
AAAGACTAAATATTTGCCTGGATGGAAGACCGTTCATCCAA.TCAAACAAATATACAGAAACATAAAGAGATAGTAAATA 
CACTGGAATGCAAAGTC^GAGTCAATAGTTATTTAAGCTTGCTAATAAAAATGACTGCAATTTCAAGTGCACAGTTAAT 
TAGAATTGGATGGTAGAGGCCCAAGGGTGATGGCATGTAAATGAAGAATATGTGAGGAATTCTGTCTTAAGCCTTATTC 
ATAGATGTACAGCAGAGAAATTAAGCTGACTGACATTCTGTGCCCTGCAATCGTCATATCACACCTGGGGTGTGGGATT 
CATTTCAGATACCACAGGTTAAGAGGAAATCAACAAGGAGCAATCAGTCCAGAAGGGTGTTGCCAGGATGGTGAAGCAT 
CTGGGAATCATGATGTCTTCGGAACTGCCAAAAGAACCGAGACTGATGTGGCCTGGAAAAGGGAGAGAATAAAAACTCC 
TGTTTAGATAATCTGAGGTTTTCATATTAAAAAGATTCAGGGCCAGGTGCAGTGGCTCACGCCTGTAATCGCAGCACTT 
TGGGAGGCCAAGGCAGGTGTATCGCTGGAGTCCAGGAGTTCAGGACCAGCCTGGGCAACATGGTGAATCACTGTCTCTC 
CTAAAAATTTTTAAAAAATTAGCTTGTGCAGTGGCCCATACCTGTAATTCCAGCTACTCAGGAGGCTGAGCTGGGAGGA 
TTGCTGGAGCCCAGGCTGTGGAGGCTGCAATGAGCCGAGATCACACTACTGCACTTCTGCCTGGGTGACAGAGTGAGAC 
CCTGCTTCTAAATAAATAAATAAGACTC^GGCTTGTTTTTGAATGACTATGATCAAAGAATAGCACTTTTAGAAAGGTG 
AAATTTAGTTTGATACAAAGAACTTTTCAATATTTAAATCTTCAAACTTTTCAATATTTAAATTTTCGATATTTAAATC 
TGCTCAAAGATAAGCATTTAAATCTGCTCAAAGATAAGCATACCATGAAGCAGGGCTCCTCATGCCAGAACCAGATATT 
TGTTTTTCCTTCAAGGCTGTTCATGCATTAGGGGAAGACTGAATTTCCCATGGCTTCTAATGAACCTTTTAACTATGAG 

Fig. 6.|2-S) 



SDOCID: <WO_02074992A2_1_> 



WO 02/074992 



PCT/IB02/00565 



257/375 

GATCTGTTACATGAAAATTTTTTTTTTCAAGATC 

CGGCTCACCACAACCTCCGCCTCCCAGGTTCAAGCAATTCTCCTGCCTCAGCCTCCTGAAm TGGCATTAGAGGCAT 
ACACCACTATGC^CAGCTAATTTTGTATTTTCAGTAGAGATGGGGTTTCCCCATGTTGGTC^GGATGGTCTTGAACTCC 
CAACCTCAGATGATCTGCCCGCCTCAGCCTCCCCAAGTGCTGGGATTATAGGTGTGAGCCACCGCGACCAGTGTTACAT 
GAAAAATTCTTAGAATAGTGCTTGATGGCACCAAGTAAATGTTCAATAGATATTAGTTGTAATTGTTATCAGTAGTGAC 
TATTCTATGCATTTGTAACTGATTATTTTTTGGATGG 

GCTAAATAATTAAGGTAGTTAGTAAGGTCTTAGGCTACTTGTAACTAATTTACTCTTAATTTGTCACCACTTTATGT^ 
■TCGATTATTGCCTTTACATTCTATGTTACCTAGATTTGGGAT^ 

GCTAAATCACAATTGCATATATTAAATTATCTAGTGATAACGTAGCAATAGTCTATCAAGAAAGGAATGAATCATGACC 

GAAAAAATGAATCTCTTTCATTAATTAAGAGAGATGTTTCAGTTTAGAAACTTACAGAATCTTAATGG 

GTGACGTTAGCTTCATTGGATTATTTTCTCAGGTGACAGATTTGCTACATCTTAGGATGGCAGCTAATATCTATTGAAG 

GTATTCATTCATTCACTCACTTCCTAATTTATTTAACAAGCAGTGTACCAACCACTGCCCATGCCTGCAC 

TACCTCTACAGAGTGTTTTCTACCCTTTTATCCCTTTTTGAGTCAGTCATCACAGGAAGACCAGCCTCTCAGTCATCCT 

ATGTCCCCTATATCCCAACCCCAAGGGCTCCATGGCAGCAAAGCkJTCCCTCTTCTCACCCCATCCCTGAACTCCTTGG 

GCTCCTTCCCTGCTGTATTTTCCTCTGTATCAGTTATCATTTCTCTTATATATTTTACTTACTATGTCCATTTACCTAT 

CTCTACTGGAATGTCAGCTCC7VTAAAGGC^GGAATATTTG(^TGTGTTCTATTTGCTACTGGGTACCCAGAGCCTAG^ 

TAGTAACTTGATAAATATTTGTTGAATGAGTGAATAAGGCCTAAGTGTCATGGAAACTGATACCAGAAAGGTGTTATTT 

CTTCCCCAGGGTTACCGAAGCCATTTATGGCAGCGCAGCATTGTGACCCAAAGTCACTTGGCTCTGAAACCAACATCCC 
CATTCTTTTTTTTTTTTTTTT^^ 

ACTGCAACCTCTGGCTCCCAGGGTTCAAGCAATTCTCCTGCCTCAGCCTCCGAGGTAGCTGGGATTACAGGTGTGTGCC 
ACCATGCACAGCTAATTTTTGTATTTCT 

CTCAAGTAATCCACCCACGTCGGCTTCCCAAAGTGCTGGGATTACAGATGTGAGCCACTGCACCCAGCCCCAACATATT 

CATTCTTGATCTCTCCCTGCAAGCAAATAACTTTGAAATTATGCTGAATAAACTCAGGGATCTAGAGATATTTGACAAT 

GACAATGATATTTCACTGCTGTATGGATTTAAATACAAGGAGACAACTTTTGTATCATTTACATTTAGGAGAACATTCA 

GGTCAATATTTGCCTGCCTAATTTATCTCCATGTGGATCACTTTTGTTTCTTTTCTAGATGTATTCAATCTGATTTAGT 

TTATTATGAGTTTCTCTATTATTTGTTTTTTTTTCCTTGGATCATTGATGCAGACCCTAGAAGAGGTGGAGTA 

TAGATTTGGAGAAGCAATAATGAGTAAGCCTCAGTCTTTGCCTCTGAGATGCATTCAGAAGTGGTTGAGGCAACATTGT 

AAGTGTGCAGTTCCAGAGCCAGAAGATAACCAGATAATTTATAATCCAAGCAATAATATTGCAAAAGTAAAAGGAGGCA 

CTATTTAATCATCATTCCAGGGCAATAGCTGTATACTATTCAGACAAACTGAAGAGTAAAGTCCCCTAGTTTAAAAACT 

CGACAAACGTAAAATATGCTTGCACATCTTTTTAGTAATAAATATTTACCTTGCATCTACTATTTTCAGAGACACATAC 

TAGGCACTGTAGCAATATATATAGAACAGTGTACAGGGCACTGTGGTGAATTTAAAGACAAGTCATATATCTTCCTATC 

TTGTGGTTCAGAATTCACTTTAGGACAGAGAACATTAAAAATACAATAAAAAGCAGTAAATGATGGTGCAAGCTGAATT 

AAGCTTGATGTGATGTTAGCCAGCCAC^GGTTTCCAAC^GAATTACTGATATGATTTGGCTGTGTACCCACCCATATC 

TCATCTTGAATCCTAGTTGCCATTGAATTATAGTTCATTTCTATAATTCCTATAGTTCCAATTTTATAGTTC 

AATCCCCATGTGTTGTGGGAGGGACCCGGTGGGAGGTAACTGAATCATAGGAGCAGTTTCCCCCATGCAGCTGTCGTGA 

TAGTGAGTTTCTCATGAGATCTGCTGGTTTTATAAGCTTCTAGTGTTTCCCCTGCTGGCACTCATTCTCTCTCCTGCCA 

CCCTGTGAAGAGGTGCCTTCTGCCATGATTGTAAGTTTCCTGAGGCTTCCCCAGCCATGCAAAACTGTGAGTCAATTAA 

ACCTCTTTTCTTTATAAATTACCCAGTCTCAGGCATTTCTTCATAGCAGCATGAGAACAGACTAATACGCTGATGCTGT 

ACCACTTTTATTTCTATCTCATAATATTGTCAATTGAAATCAGTCCTGTCTTGATGCATGAATTGCACATCAAATGAAT 

CTGGCTGGCTGGTTGGGGTAGAAAAATGAATTGATAGATTTAAAAAAGTCATCTGGCAACCAAATATAGAGCCTTGTTT 
GCCAAAGACCCCTCCTCTTTGCTGAACTAGCTAGTTGACAGAGTAAGAACTTGCAGCATGATTATTTTTTATCTTACAA 
CTTTATAATGATACATTTGGTTATTTGGAAATAAGTTTAAAGTGTTTTAATTCTTTCCACTGGTTCCTACTGTTGGAAA 
TTCTTTTGCAGCTGAATATTGGCAACCGTTTGTATCTTGGCAAGTAGACTATGCTTTTTAAGGATGAAAGTGTGGGAAG 
TAGTATAGGACATCTGTCGAAGAAGTCATGTTGTCAAAGCCTGTTGTGTATATTAAACTCATTTGTTTCCATTTCTATA 
CATTCTAAAGCAAAATGCCACTCCATTTAACATTCAAACAGCTTATAAAGAGCTTGGAAATATGAATTGTGTGGGCCTA 
CCTGAAATTTCAATGAATGAGCATCATTTTATTCAGTTGGTTTTGTTGCTGCTTTAGCTCAGCCTAAACTTTGGATATA 
TAATAGGTTTGTTGAGATAAGATTACCAGTAGCTAAGGGCTTTTGTTGGATGGGAGAATTGAAACCAGCATAATTTCCG 
GTACCTGTTAAATGGCACTTGGACCAGGCCTAATTTACTGTCCTTGTATTTAACAAAGCAGAACAAACAAAACTTACTT 
AGATACCTGATTCACTAACTTCCTCTTCTAAGGTATCCGTCCATGTGGTTTTCTCCTTTACTTAAGTAGGTTTAAT7VAA 
CTTGCCTTTATGTGACCAACGGGTTTCTGTTGGGTTTTGGAGGCAATGACAGTTAATAGTAAAATAATATTTTGAGAGA 
AACCGCTCTCAAAGAGG CTC CATTAGCTGGAGAATAAAG CATTTTTAAAAAGATGAGAC CTTATGCTTCATTCATCTCA 
AACTTACCTGCTTATAAA7^ACAAAACAGTTGATTGATTTGATCAAAAGTTATCCTTGTTATAAAATTAAGTGGGCCTGC 
TGACTAGCTGATTTATGGGATTTTATGTTCTTTAACTTCGAAGAAGACATACAATTCAGTCTCAACAGTTTTTACAATC 
TGAGAGATTAGGTCATGCTAATAAAATTTCTGAGAAACTACTTATCCATCTGAATGTTAACATCTTTTACTAGAATAGT 
ATGTTTGTTTCAGTTGATGAAGACTTTTGTTTGGATGTAAGCTTTCAACTCATTTAGATAAATACCAAGGAAGTTTTTC 
AATATCATTATTTTAATGGATTCATGATATTCACATTGATTGGCTATTCCTTATTTTAAGTAGTTGGGCATTAAAGATA 
TTTACATCTTTTTATTATTTTGTAAGACACTGTGATGACCTTCATGATAGTTAAATCTTCATTTGCACTGTTATTTCCT 
TCTGACTGTAGCCATTGTGTGTAAGACTGCAAAGTGTAATATATGCAGTGTTTAAGAGTAGATTAACAAGAAAAGCTAA 
TGTATGAACATAAGTAGCTGACCCTTAATAGAAGAGTGTTTAATTAATTTTGAATTTGCCAGTACACTCTCAAAACACA 
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GAGCTTGATTAAATAATGGCATTATACTGAGCTTATTCAAGT^ 
GCCCAGGCAGGCACATCTCCAACACCTCTAATTAAAATCCACAT^ 

ATGTTCCTTTGGGCACTCTTTGCAAAGTATTTCTGTTTGATTGCATATGATGAATAGCTCCACTACTTCCAATGTATTT 

CAGTTGTCAAATATTTATAATTATTATTCTTGGGAAAGTAACTGAGAAGGGAGTTCAGGAAAGAC 

GGAGCATCAGGACCTTACAATTTCAGCTATCTTGTTCAAT^ 

AGAAGGCAGAATTCCTGCCCTCAAGAAAAGTCATGGGGAAGAGTTGTAAATGCATGAACAGCTATGAAACAGTGTGGTA 
AAGTCATGTGAGTTGGCAAAATAGATGAGAGGCTTCTAAGTAAAACTGAGGAATGAAGAATGTTTTTTGGAAGAGATTA 
CG CTTAT^AAGGAATTAGCCAGCCAGAGAAGAAAGAGAAAAATGTTCTTGCCAGAGTAC CTATCATTTGGGAAGCCCCAG 
TGGGCCAGAAGAACAGACTGTGTACAGGAAAGACACTACCAAGTGTTATTTGTGGCTGATACAGGAGAGGAAGGGAGAG 
CAAAACAATAGAGCATCTCTGTGCTGAGTATTGGAATTTAAATTTTGAACTTCATTACTAAATAATGTGGAACTATTGG 
ATAATTTCAAGCAAAGGACTCAC^TGTTCATGTCCTTGCATGAGTTTGCTAAGATTTCCAT 

GGTAAGTGAAGGATAGATTTGAGGAGGAAAAAATGGAAATATTAACTCTAGGCAAAACATAGGGGGAAAGATAATTGAG 

AGAGATTAAAGAATGTGTAGAGAGGTAGAAGATATAGTCTGGTCTCTGGAATCAGATGAATTGGTTCCTAACTCTGACT 

CCACCACTTAACACTCTATGTGACCTTGGGTATATATCTTATCCCTCAGTGTCTTGTTTTTCTCATCTGAAAAATGAGT 

ATAATAATAGGGCCCAACTCATATTTTATGAGAATTAGTCAACCTGCCAACCACAGTGCCTAGCACATTGAATGCATCT 

GATCAGTGTTAGCTATTATCTATTGACTATTAATATTATTGTTACTATCAATAGTATTCATGTCTCTAGGGTTTGTGAC 

CTGATTAGCAGTTATTGTCTGGTTATTGGCTGAATGGTGGCCAGTACTAGGGAATATAAGAAGAAATGTGGGGAGAGGG 

AGTGGAGGAGGGGAGGAACACAGTTGATTTGAATTACATTATAAATGCTCAAATGAACTAGCTATGGAACTTACAAGTG 

GAATTTTCTCATGTGCAGCTGATGGTAACAGCAGAAAAATGTGAACTCTGAATAAAGAGGTGGGAGTTTTTCAGCACAT 

AAAGAATATTTAAAGCCAATTCATTGGATGCATTGACCAGTAA 

GAGAGCAGATGCAAACCCCAATTTTTGTGGGTCTCCAGTCCAGGTA^ 

AGTCTTCCAAGCCATAAGCCAGGGGAAATCGTTCAGTCAATTCTTATGCTCTGATGTGGTCATTAACA 

CATCCTAAAGATGAGACTTCTTTAGGAACATCCTAAAGATGAGACTTCTTTAGGAACATCCTAAAGATGAGACTTCTTT 

AGGAACATCCTAAAGATGAGACTTCTTTAGGAACATCCTAAAGATGAGACTTCTTTAGGAACATCCTAAAGATGAGACT 

TCTTTAGGAACATCCTAAAGATGAGACTTCTTTAGGAACATCCTAAAGATGAGACTTCTTTAGGAACATCCTAAAGATG 

AGACTTCTTTAGGAACATCCTAAAGATGAGACTTCTTTAGGAACATCCTAAAGATGAGACTTCTTTAGGAACATCCTAA 

AGAAGTTCCTCCAGCATTTAAAATTGCTAAA.CGTAGGCCAGGGTAGAGTTAAAGGCTGAAA 

ATTATTCCAGTTATTAGAAGAAAAGTCCTATGGATTGAAATTGCTC 

GCATTATTAACGTTGCAACGTCTAGCATAGTGATGAAAATTGATGTTCCAGATGCTTTCATGTGAGTTCTCCTTTTCTT 
TTAATGTTCTCAAGAGCATAGAATCATGGGGATGATAAGTGAGATTTTTGCTAGACTCTATACCTGTCTTCCATAGAAA 
TC CCAGTATGCAAAAACAAAC AAAAC ATAGATGGGTAATCATGGC CATTCCTTAATAAGATTTGAGCCTTATTTGGAGG 
TAGGCCTGGTATGGATGGTAGCTCTAATCTTTAGATGAAATTAAACTCTCCAATGTGTTCTTATTTTCCTAAAGATCAA 
GTCCCCAACTACCTCTCTCCAGCCCCAGAGAAAGGGAATTGTTGACGATAGAAAGATTCCATTTTCTTCCCTTAAGGGC 
CACCTCCTGCTAGTTGGCCAGAGTTCTCACAGACTCTGAATTCTTGGCAGGCTGGAGTTTAACAGTAATCCTCTCTCAT 
CCAAATTTAAGTACAGGTAA1CCCCAGGAGCCCCTGCCAGGCTTTTGGTAAATAATTACCTGGGTACAAGCAAAAATGC 
CCCTGCTAAGAAAACTCTGGAATTTTACCCATCATAGGACACATAGGTCTCTACCATAGAGGTTTATATCTTATTCTTC 
AATTTCTGATTGTTACCCCTCCTAGGAAATTCTTATGTGAAGCAAATCTTATTCTCTTCTACTGGGCAATCTCCTAAAT 
TAGCTGGCATGTGAAAATGCTTCATTGAGCTTTTGTTCT 

TATGCAAAATCTACAAATTACACCCCAGTCATACATCACAATTAGTTGGCAGTCATTAGGCATTACATCCATATTGTAA 
AATTAGTGATGTTTCTCCCAAATTATGAAATATTATTCCCATTAAGAAAAATATACTGAAGAGTAAAAACATAACAGAA 
TTTTTGCTATATTTATTCTCTTCATAATTATGCAAATTAATAAAAATTATTTACTATTTACTAACTTTGCATTGAGTGT 
TCTCTCATTCTGATGAGACTCCAGACTTCTGCCTTTTGTACACCTGTGCAAAGCCTTTCTAAGCTGTTTATTTATGTCC 
CAATATATATTTCAGTTCAGAAAGGCTGTTCTTACTTTTGCGACACCTTAATAGTAGTTTTATTTCATCAAGGAACTGT 
ATGCAATCACTGGATATTTCAGAGAGCTGCCTACCTTATTTTCATACTATAAAGAAATAAACTTGAATAACAATGGATA 
GTCTTGGCAGGAGTGTGGAGGAGTTGACATCTTCCAACATGACTGTGGGAATATGAACTGCCATAGCCTATTAAAGGGA 
AAAATGTTCACAATTTGTAAGCTAGCAATCCATTTTCAGAAATA 

GTTTATTGTTTATATGAGTCCAAAATTATATGTCCGTCAATAAAGGACTCATTGAATAAATAATGGTACATTTATGCCA 

TGGAATCTTATATAACTATTGAAAAGAACTCACTAGGTCTCTGTGCATTCACAAAAATAATTTTTTCATGATTGACTTA 

ATATTAATAAAGGATTATACATAGTATGAGCCCACTTTATTCAAAAAGGAAGGAGAATCCCTATACATGTGTGAGGGTT 

TGTGTATTGTGTGTGGTATATTTATATTTGTATAAATAAAAAGTTTGCTGTCTTTTCCCTCCCATTAATCCTACCAAGG 

AAGGGAAAAGACAGCAATCTTTTTTATCTTCACATTTCTGTGTCATTTGGCZATGTTAAAAAAATAGCAT 

GTAATTGAAACCTAAAATATAAGAAAGAAAATTATTGAATAGAAATGGTAAATACTATGCAGCCATAAAAAAGAATGAG 

AGCGTGTCTTTTGCAGGGACATGGATGGAACTGGAGGCTATTATCCTTAGCAAACTAACACAAGAACAGAAAACCAAAT 

GCCACATGATCTCACTTACAAGTGGGAGATAAATGATGAGAACTCATGAACACAAGGAAGGACACAGACCCTGGGGTCT 

ACTTGAGGGTGAAGGTGGGAGGAGGGAGAGAAGCAGAAAAGGTAACTATTGGGTACTGGGTTTAATATCTGGATGATGA 

AATAATCTGTACAACAAACCCCCATGGCACAAGTTTACCTATGTAACAAACCTTCACATCTACCCCCAAACCTAAAATA 

CAAGATTTAAAAAAAAGGAAAATTATCTACTCTTTCAAACTTAAAATTTCTGGATTTTAACAGTGTCTGCTGTTTAAAC 

CCAAACAGTGTCTGAATTTGGCTACTGAAGAATAAAATGTAGCCCTTTTTCAGCACACTGTATGTTTACCCAGGTCCCA 

GGATGCTTAAATAAACTGGCGTGTCTATTCAAATCCTGGATAAGAAATAATTTTTCAAAATAAAAATTATCTCACAGAA. 

TACTCTG AACAC CTG CTACTCTCATTACCCTGAACACTTGTGGTTTTGTTGCTATAACTCTAGCAAATGGCATAAAG GC 

Fig. 6.2S^. 
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TAGAAAAACTGTGGGATAAAGATACAGCAiTTCTCTAAGACCCTGCTGCCTTCAGTAGAATTATTTAATATCCTTTCTA 
ATTTCTCCAACTTATTTTTCACTGTTATC 

GATCTTCGTTCAAAGTGCAGGTAGAAGGTGCATTTCTCAAAGAGTGTTTTAAACGAGGAAAAAAAATGTGTATCAT 

CAACGTTTTAGTGAATAAAGACATTGCTTACCGTTTTTATGTTCCTGAGAGGCTAAGTTCAGTTCTATCATGAATAGTA 

ATTTATGAATAAGAACCCACAATTTTTTTAC^^ 

TTCTAAGTATCTATAACAGTTTAGTGAACAATATTCCCT 

TATGCATGCTTTGTTTACAGGTAAATAACTCTGATTACCAAACTACTATTACATTAGGTTGATGTTCTTTTCAACGTTA 
GACAAAAATGGATAAAACCTTGCTGCCTACTCAGAGATTTGGTCTGAGTGGAAATAGGCTTTTGTGGAGCTACAGAATT 
TCTGCTTTATCTACTCAGCCAATAATTGGTCAGAGCATGAGCCTGGTTAGAAATAAGCAAAAAGCTTCTTGTATCCATG 
AACAGAATGAACAGAAAACAAGGTAGTACATTTAGCCTCCGAGAAACACGCGTTTACTTTTGAAGCAAA 

ACTCAGATTTGCTTTTACTTCTTGCCTTTTGGATATAATGAGTTTGCCAAGCAGCTGTGAGTACCTGACTCTGGGGAAG 
GTGGCTAGATTCCGAAGCGCTTATGTTCATGGATCACCATACGCGATCAACATGCCAATTGATATTAAGCCACAGAGGA 
GACGGTAACTGCTTTCCTTTCCTCTAGTTGTTTGTCAGTGAAAATGTGTTTTGTTGCCCTTTGGTAACTGCTTTGGATG 
TCTGCTGAAATGGGAGGGTCAGGGTGAGAAGTTAGTTTTTATTCAACACACTGGATAGTTGGGAAAAAAATTAACCAGA 
GAGGAAAGCTGGAAATAGTTTAGCTATTTAGCAAAAGCTGATCTGGTTTCAAGGTCTGTAGATTTTAAGAATTTGAGAG 
ATTGTCAGTGCTTGTATTGCCATCAAAATCACCCATGATGAGAAT 

TATTG ATGG CTATATGG CTGTTTATACCAGATGCCCAGTAACTCATAATCTACATGTGACATTCCTTAATG CATCATAA 

CACATTAATGCAATAAATGAGTTATAATTCTACAAAAACATTTGTTTTCCTGTAGTTGCTAGGGAGGGAAGAACAAGGT 

TATGTATTTTTCCTATAAAAAAGTTGTCATTTTAGATCTGTGTTCTACCCCCGACCCACCCTTTTTATGTAGTATCAGA 

ATAGCGATGATATAGTTAACTAATATGTCCAAAAGTCACCCCTCAAT^ 

ATTAACAATGAACTTCAGAAGCATTTATAAAGATGTTCCATTCTC 

ATCCACATAATGAAAATCCAAAATTCTAAAAGCAATGTATTT^^ 

TTTCTTTTTCTAATTATATCTACACAAACTCACAAAGCATGCATTTTGCCAGATT^ 

ATGTTTAAGTGATTAAAAAGTTTCTAAACCTTCAGAAA 

AGAGTATCAAGGCTTTTCTGTCCAGCTCTATCACTATTTGACTTTATGACCGGCTAGCAGCACCAAGCAACTATTTTAA 
AATACATTCAGAAAAGTGTGTCCTAAGACACCCAACATGGCTCAGTTGCTGTCAGTTACCTCATTCCCTTCTTTAGTTG 
GTGGGACGATACTACAAATCGATACAAGTTGCAAAATCCACATGAAT^ 

TTCTGCTTTAAAGTAATCAACTTTTTGTACAAGTCAGTCAAATTATGTTTTTATGTATATTGTGTATATGCATAGACCC 

AGAAAATTTCAGACATATACCTATTTAGGCTTAAAATTGGGCATCACAGTGTATTTTACAAGAAAATATATTTGAAAGG 

CATTTTACAATAATTAGTATTTAATTGTATAGGTCTTGGGATTTGTAAAAATACCAGATCCATCTTTTCTTTCAGTAGA 

ATACATTACTTACCTATGGCTAGTAAATCAATTAAATAAATTTTATATAAAAAGTTAACTTATTACATCTGGAGCTTTC 

ATTCTACGAAAGGATAAATATGACAACAAACATGTAATGAAAACAATAGTTAGAGGGGTGGATGAATGAATGGAAGAAC 

ATCCAAATCATAGAGGTTGTCTTTTTATTCTGTTACTCATTTTCTTAAGTTGTAAATTTTAAAACCTCAACTTCTTTTG 

AATCTGTTGAGAAAACAATACACTTGGAATGGTGAGTCATCATCTTAGATTCACTAAAATCTACCTAAGTTTTGAATGG 

TTCTTTTTCAGAATGCTTGCTGGGACTAAGATTTATCTAAAGTAGCATGTTTATGTTTATTTTCATATCATCTCGGTTG 

TGGTTTTTGGCAGAAAGAAAATTGTTTTCTAATTACTTAAAAAAATCTGAGGAAGGAAGGATGGAAGGGAGGGAGGGAA 

AGACATCTAAAGAAGAGTAGCTATGAGTTGATATTTCAGCCTACCCAAAGAAGCAGAGATTGCGGGACAAAAAATAAAA 

G ATAAAAAAAATTGG CTTTTCACG AAAATC CATAG AGAAAATGAAGTAGG AAATCAAATGCATAAGTGCAAAACATAG C 

TCGATTTAAAGCTAAGTATATCCTTATAAAATAATGACTTCTTGAAAGAACAGCATGTTTTTCTTGGAAAACAGGGAAA 

TAATTCCCAAATTATTAGAAAATCACCTAGATTAGACACATGACCACATGATCATTTAATTGGTCTCAATTTTTATTTC 

AAGAGCAGCAATGAAGACATCAAGAAAGCAGTTAACATACTAAATCTTAAGTAAACTCAATGTTGACGAGAATGACAAC 

CCTACCATCTGTGATTATAATTACTTTCTATATTTGCGATTTAAAAATGTTTTCCTTTTAATTTTTGGTAGCCTCTGTA 

AATTGTACTGTCCCACTTTTTCTTTTGTAAGAAATATAATTTTCTTTCAATTTTATGAAGCTTTTATGTCTCAATTTTA 

GTATAGCAATTTCTTTTTTTTTTTTTTTTTTGAGACAGGGTCTGTGTCTGTTGGCCAGACTGGAGTGCAGTAGCAATCA 

TAGATCAGGGCAGCCTAGAACTCCTGGGCTCAAATGATCCACTTCAGCTTACCAAGTAGTTGAGGTCACTGTGCCAGGC 

TAATTTTTTTGTTTGTTTTTAGAGAGACTGGGTCTTGCTGTGTTGCCCAGGCTCTTCTCAAACAGTTGGCCTCAAATGA 

CCCTCCTGCCTTGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCAATCAAGCCTGGCCCTTCATACAGAGATTTAAA 

AATCAGATTTAATCTGGCTCTTCTAACCCATCCTCACCCAATTGGACTGTAAAGTTTTTGAGTGTGTGGATCACGTCTT 

GGTTGTTGTTACTTCCCCAGTGTCCAGCATAGAGCCCAGAACAGGTTAAATAATAAATGTTTGTTTAATAAATAAATGA 

TTAGAAAATGCATGGTACATATTTTGGCATAGGGGCGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTG 

TGTATAAAATCACTTCCCTGTATGCCACAGTATGGAGTCTTTGGCAAGATTTTTGCTTCTGTTATTCATTTGGATCAAT 

TAAATTCCCTTTCCTTGTTTCCCTGTAGAAACTGCATGTAGCACTGACTTTAGATTACTGGCTTAAGTGGTTGGGGATC 

ATGCATTTTGTCATTACCAGGTCAGCAAAGGAGAACCTGAAATAATTCACTTCTGTATTCATAAAAGTATATATTTGTA 

TATATGTAATGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTATAGCTTCAAGTTGTAGAA 

AGGAGGAGAAAAAGTCACTGTGGGAGGTGGCAGAGGGGAATTTCCTAGAGGGAAACAATACTGCAACTGTAAGAAAATG 

TAAGAAATTTGATAGAAGCACAAAATTTCATAAAATCAGTTATAAAAATTATGACATATAAGCCCCAGTTCTGTTGTCT 

AGCCACTGGCACCCCAAGGCAATGGAAAGCAAGTGCCCTTGAGCACTACTTTTCACAGCCGGGTGTGATGTTTTACCTC 
ACCCAGCCGCCTTCTTCCCTGCATTTTGGTGGCTTGACACCATTACTGTCGGGGCAGGGTGGGGTGGTAGGGGGGTGCT 

Fig. 
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TGTGGGAGTGCTGGTGAGGGTCCTTCCCTTGCTGCCTGCTCTGTGCTCCCTCTTTCTGGTGATGCAGCTGTTCTGGTAT 

ACTCTCTGGCCTCTGTTTTTCTAAATCCTTTAGGTAGGCTTGCTCTCCCTATTATCGCTGGGATr^.GAAAAAAAGCAGG 

GTACGAAGATCCAGAAGACAGGAAGGAATACAGTAAGTGTGAGTGAAGGTAAACCAGCCTGCTCluTTCTTGTGGAA 

ATCACAAGGTCATGCACTTAGATTTATGACCAATCATCAAGCTATTAATTTACTCAAATGGTGTATTAATTTGTTAGGA 

CGGTCATAAGAAAATACTACAGATTTGGTGGCTTAAACAGCAGAAATTTGTTTTCTCACAATTCCAAAAGCTGTGAAAT 

CCAAGGTCAAGGTGTCAGCAGGTCTGGCTTCTCCTTAGGACTCTGGTTGTCTTGCAGATGGCCACCTTCTCACTGTGTT 

ATCTCATGGCCTTTCCTCTGTGCGCAGGCATCGCTGGGATCTCTGTATGTGTCAAAATTTCCTGCTTTTATAAGGACAT 

CAGTCAGACTGGATTAAGGCCC^CCCTAAAGGCTTATTTAAATTTTAATCTCCTCTTTAGTGGTCCTATCTCCAAATAT 

AGTCTCATTCTGAGATACTGGTATTTAGGGCTTCAGCATACAAATTTTGGGGT^ 

GTGCTCATGAAATGATTTACTAATAATGATTGTGGAGAGAGATAGTAATCCGACTGTGAATCCTGAATAATTAGTGGCT 
TCATGTTCATAAAAGTGGACTCAATAATGGGCATGAACCTGC^CGAGGGAGG(^TTGCGGAGAAGAATACGTCCCATTT 
TCTGTACCAAAGAAAAACAAGTACACATTGCAAACAATAAATCTTTATC 

ATCATTCAAACGTGGCCTAGACTAACATTTGCTTTTTTATAGCTTTTATCAAGAGGAGTGGAGGTATTAAAATTATTAT 
TGAGGGGTGTAGTGATTTTCAACTGACGCAATTCTACCCTCCACC'l 'JTCATGCAGGGGACATTTGGCAATGTCTAGGGA 

CACACGACAGCCTCTCACAACAAAAAATTATTTGACCCAGAATGTCAGTAGTGCTAAGGTGGAAAAAACCTTATGTGAA 
TCAATTAAATCAGGGAGAACTTCAGAGCTTTTTTAAGACCTTTATTTATATCTAGATGATTGATATTTTTTAGGTATTC 
ATGAAAATACTTTCTTTTACCTTTCTTGTGGTAAGCACAAGATAACACTTTCTTGCCTGGTTAAAAATGGACAACTGCT 
ACACTTTTAAAATAATATAAAGCATTCAGTAATTCAAACCATCCTC 

TGCATTTTCAGGGCTTATTATTCTTTCAGTAGGGAGACTACTAAGATTTCATTAAAGATAGCTGAATAAATGATCAAAT 

ACATTATTGTAGCTCCAGACTAGGTAATAAACATTGAGATATGCTTTTCAAGTAGTGGTGAAAATACTAGGCAAAATTA 

CACATACACTTACATATATTAAGCGACCATCCTGTTGGCCTGGTATGTGAAGCTCTGCTGAACTCTTGCCTAAATGCAT 

GGACCC^TCGATTGTGAATGTGTGACTACTTGTGTGTTTTCATCATAAC(^GCTCATCCTAATAGCAAATGATATGGTT 1 

TGGCTGTGTCCCCACCCACATCTCATCTTTAATTATAGTTCCCTTAATCTCCACATGCTGTGGGAGGGACCCTAGTAGC 

AGGTAATTGAATCATGGGGGCAGTTTCCCCATGCTGCTCTCGTGATAGTGAGTGAGTACTCTGAAATCTGATGGTTTTA 

TAAGCATCTGGCATTTCCCCTGTTGGCACTCTTTCTCCTTCCTGCTGCCCTGTGAAGAAGATGCCTTTCTTCCCCTTTG 

CTTTCCACCATGATTGTAAGTTTCCAGAGACCTTCCCAGCCATGTGGAACTGTGAGTCAGTT7VACCATCCTTTCTATAT 

AAATTACCCAGTATTGGATATTTTTCATAGCAGCATGAGAACAGACGAATACAGC^U^GAACACGTTTTATGAAGGAAA 

AACTTTGAAAACAAAGGGACTACTTTCTTTGATGAGAGGCCCTTCCTTTCACTTTAAACAAAACTTCAAATTATCCTCA 

GAATTTGTTCTAATTCTCCCTACTTCTGGGTAAAAATTATTAGCAGTAACAGATTTAACTTGAATGTATATCTCCAGTT 

CCCCATTCTCTTCTCTATGTAGTGCTGCCAAACTCAATAGATTTGAAACAAAAATTACCCAGGGACCTTCCCCATCTCC 

CATGTCCTTTTTTCTTATGGCCCAGACCTGGAAGTCCTCCTAAGTGCTTCCTCTCCCTCAGCCTAACCACTCTACCACT 

ATCCAGTTGCAGGTACACTCTTCCTCCTTCACCTCACCCTTTGATGCCATCTCCACTGCTACCATCTTGGGTCCAACCC 

TCATGTTATCTTGCCTGAAAACCGCTAACTTTATAACTAGTCTCTGTTCTATCAACATCCTCTTCCTGACTGTCATCCA 

CAGATCCACTTTCTAAAATGCGATCATGACGCTTCCATGCT^ 

AAAAGGTTACATTCCCAGCCATCATGATCTATTCCCTTCCACATCTCTGCATCCTTGTAAATTGCCCTTGTCACCCATG 
TATACTGTGTATTTTAGGTATAAATAACTACTAGCTATACCTATTTTTTGCCTAGAGTTCCATTCTCTCCTCATTTTGT 
GATGAATCCCATCATTCCACAGATCTTTCCTAGAAGACCTTTCATAATTTTCTATTTCCAAATGGAAGTGCCTCCTTAA 
CTAGCTGTTTTTCTTTTCTTCTGTGTCTGTTACTGCACTATCATAATAAATCTTAATTTATATATTTTCTATCTTTCCT 
CCTCCCTAAGAGTGGCATGATGGAAAGAGTTGTTTCAGAAAAAATTTGGCAATGGAATGCTGCATTAATTGGAATGGAA 
AAGAATGAATCCCTACACCAACAGAAGGAAGCAGTGTGAAATCCTGACAGGGACAATTTCATTACAATTACAAAATACA 
TAAATATG TGATTACAATTGTGAG AACTG CT CAAAAGG AAAC AAGGACCCAGTGAGAGTATAAAAATAAGTACCTAAC A 
TAGTCTGAGTGTTTGGAGAATGCTTCCCTGGGGATGATGAGGCCTGAGGATGAGTAACAACATACTCTGCTGAGAACCA 
CATGAATGAAGCCCTGATGTGTTAAACTAAAAGGATAAGGTGTCTGAAGTGTAATGAGGCAGAGAGGAGAGTGGCAAAA 
ATAAACTGGAGAAGATGAGTAGGGGAGACTACTGTTTTCTTACATGCTAATTAACCCAATAATTCTTTATTTCATTTTG 
GAGAGAAACAAGTGATTATTTATTAATTTATTCATTGGCAATGCAATTTAAAAACATATTCTTTGTGTCTTATTTATCA 
TTGAGGTTTTTAAAACATTGAAATA^CAATAGGTAATATTTTCCAACTGAGATTTAAAAAAGAAAAAGGTCAGTTTTC 
AAATCTATTCCCAACTGCTAGAGTTTAATAAAAACTGTCATAAATGTTGACCTTTGTTCTGCAATCAGTTCAGCATTTA 
TCCATCACCCAACCATGCAGCCTCTCGCTTGCCAAAAGGAGTGGAATGAGAATTGTTAGAGTACTTGGAATGTTTACTG 
TCAGCAAAGTACAAGACACTACACAATCTTGATGACCTTTATATGATAGTCCCATTTCTATATCCAATAAGAGACATTA 
AATTACTTAATAATTCTTTGGAACTTTCTTTTTAGTTTTTCATGGCTTTGCTCTTAAGTTGAAGAAAATTATTACATGG 
ATGAACTACAAACGGAAAGCTTCTGTTATCACCTTTTATCGTACTTTGTAAACTATGATAAATGAAGTGGCGAATGCTG 
AC^^GCATTCCAGGCTCAGGATGGCACCTTTCAAAGGCAAAAGAAGGTGAACAATCTACTAACAGCCTTTGAAACAAT 
AGTCAGGACTTTGGACTTGGCCCATAATGTTGTGTTTCATATTGCCCTAAGAAGGTTGCTCTAGGAAGGAAAATAGTTT 
AGTGGTGATGGAGAGAAGGGCCCCTAAGGGAAGAAATTTGATGAGAAGGATGTTACAGGTGTCTAAGGAAAAGGTAATC 
AGCTCCTCAGACAAGATGGAATGTGCATTGAATTTGAAAAGATGGTCAGTGCTTCATTCATGTGGTTCTCAGTAGAGCA 
TGTTGTTACTCATCCTCAGGCCTCATCATCCCCAGGGAAATATTCTCCAAACGCTCAGACTATGTTAGGTGCCTATTTT 
TGTACTCTTACTGGGTTCTTGTCTCCTTTTGAGCAGTTGTCACAATTGCAATTACATATTTATGTATTTTATTGGCCTA 
AGGGCTTCCTCCCACGTTCAATCATAGGACCATGGAAACAAGGTTGAAGCCTATGTTTTAAACCATTATGTGTCTGGTG 
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GTAATCAGACAGTAAATATATGTGTACCCTTTTGGAGAAACATT^ 

TTAAAAAAAAGTTCTTTCAGCAACTTCCAAATGT^ TCTCAAGCTCTGACCACTCCTCCCCTTTAGACTCCTACTAAC 

TGCTTGGAAATTATTTCAGTTGTTCTCATGGCCAAAATTGAACTC 

TATTTCTTTGTTGGATTGATTACTACAGAGTTATCTAAACT 

TAACACTGTCTCTCATCATCAAGTCTTCTTTTACCTATAATGTTCTTATATGAGTCCCTTCCACTCTGTCTTTATTAAT 
ATTGCCAACTGATGTGAACTACTGTAAGAGCCTCTGAAGTGATCTCCACATTGCTGGTTTTCATATAATCCACCCC^^ 
GGTCTTTGTGTTTGTTGGTTGGTTTTCATTGCTA^ 
GTACTGTGTTTTATAATTGACCTCGAGTATAAACATACAAAT^ 

ATCAAAAAACAATGAATTTGCCTAATTTTCATGATGAAAACGTTCAAAATTCTCCTAAGATTTCTTGAAATCC 

GTGATTGTATGAGAATTCACAATAAACCAGCTCACAAAATG 

GAAGCATACGGCATTTACTGATTGATTTTTAATTCAGGCAA^ 

TCAAAGTCAGTTGTGCGATAATAAATTATTTAACTCACCCTTATGATAGGTAAAC^GTTTTCCTAAATCGCCCTCCTGC 
CCCCTGCTACCCTGACTGAAAATATGTGCTCTGGTTTGTGCTGTTATTTTTGAACAATGTATGCCGGTATCCGATGTAA 
GATGATTC^TATGATACTGGTGTTACCATGGCAATCCATGATC 
TGTTCTCTTCAAGTTTCCATTTTCTTTTCTTGTT^ 

AAGAGTAACACAATCTAATTTTCTCCTTCTGTTGCTTGTGGTAGGATTCATACTCTGCTAGCAAGGGAGTTCTTGGCCA 
TTTTGATTTGCAAGAGATTTTGCTTCTCCCTGATGTTTCATTTCGTCAGCAAAGTCTTCCCTCTGGGGAAAAACCCACT 
TGAATTCTAAGGCTGATAGATGCTGGGAATCCCATATGATGAGTCCTGTGGAAGCAGGACATTCCAGCCCTGGGGTTGC 
TGTTGTCTCTGACTTCAGTATATGTTCT^GTCATCTCAAAATAAAGTAGGAAGATGAGTGTTAACCTGCACATCACTG 
GCAGTTTTTAAAGGTAAATTGCCATTTTTACTTACCACAC 

GGATCATTGGGGTTAAATTACTTAAGGGATAATGAGATTTACACAGACCCATTAATCTTTCTAAGCTATTGAGAAATTT 
TACACGTACTGTGACTGAGGAGAACCTGATACTGTA71AAGAGCAATTCAGTAGAGTTTCACCATCCAAGGACTTACCGA 
TGCAAATTCAAATACACGTGCTAAGTAAAATGGGAGAGATAGAGCAAGGGAGATATAAAAATTCCAAYAGAGCAATTCC 
AGATGCCCCATCTGCCACCACGTGCAATGGATCTATGTTCACTAGTAAGTGTGATTGAGGTAGGAGATGTGGATCTACC 
ACTCTTCCCATCTCAGTTCCTTTGGTGAACTGTTGAGTGTGAACATTTTGCCTTACATTGGGTGATTCAAGGGGTTCTC 
CACGGTAAAAGTGACTATGTCAGATTCTTGCCACATAATCTAAGAGATGACTCCACTGAAGTTTGTGTTACTCTACCAT 
CAAAAGATGTATCTATGTTTACAGACATTCTTTTATTCAACT 

TCATTTGTGAATTAAACAGATGTTAAGATTGCATGCACGTCAGTAAAAAAACTGTTGTACAGGAAACTCTATGCACAGG 
AGCCTCCTACCATGTCATCCAGCTCAGCTACdTTTTTCTATTCAGCm 
GTAACTATAAGGATACAAACATGGATCATACAAAGAACCTC 
GCTAAACATAAATAACTGTCCACAACATTAAGATATCAGTAAAT^ 

GTGCAGCAAACATTTACTGAATAGGAACTGATTTCAAAATTTTCAGCTAGGAATGCAAAACTGAGAGAGAAAAATTCTT 
AGCCTTCAAAAAAATCAAAGTCGAACTGCTCAGACAAAAATTCAAAGGGAAAAATAAATTATAACTACATAAGGACTTT 
AATAGTCCTCTAGGAGTACATTAGACCAAACACCTACCACCAGCTGGGCTATTCAGGGATTATCTTACAAATAAGGTCA 
TGAAAGAGGATGAAGTACTCTCCTGAAAGGCAGTGCCTAAAAAGAGGGTGGCTGGCAGAGAATGAACTCACATTACATA 
GCACTTTGCAGTTTGCAAAGTAGATAGTCATATATTGTTTCCTTTGACTATCACATCAACTGATAAGAAAACTGAGACC 
CAGCAGATTCAAAGGTCTTACTGAAGACCATAAAGTTAGTTAAATGTGGCCAGGTGCAGTGAGTGACTCACACCCATAA 
TCCTAGCAGTCTGGGAGGCCAAGGTGGGCAGATCATTTGAGGCCAGGAGTTTGAGACCAGCCTGGCCAACGTGGTAAAA 
CCTCTACTAAAAATCCAAAAATAAAAATTAGCCAAGTGTGGTGGCATGCACCTGTAATCCCAGCTACTCTTGTGTCTGA 
GGCACGAGAATTGGTTGAACCTGGGAGGCGAAGGCTGCAGTGAGCTGAGATCGTGCCACTGCACTCCACCCTGGGAGAC 
AGAGTAAGACTCTGTCTCAAAAAAACAAAAAAAAAATTGTTAGGTAAATCCTGGAGTTGGGACCCAGGCACCAGTCATC 
TGTTCTCTAAATATTGTCCCATGTGTTCTGTTAAGTACCATGGAGAAAGCAGGAGTAAAATATTTTGGCAGCTCTGAGA 
AGGGAGAATTTACTTTCAACTGGGAGTATCAGAGAATGCTTTGTAGATAAAATGACATTTGGTCTTGCAGCTTGCATTC 
AGTTATGCAGAGTTGAAGATGAAGGGCATTTCAGGCTGGGAGAACAATCTCACAAAGGTGTGGATGTAGGAAAATACAT 
GAACGTTTATAGAAAAAAAATTGAGTGTGGTCAGAATTTATTGAACTTGAGAGGCAATCATGTAGATAGGAGATAAAAC 
AGGAAAAGGAGAATGAGACTATATTTTTAGGGTCATGAAAATTAAGCAAAGGAATATTTTCTAAACTAAGGTGAGCTAT 
TAAAGATTTTGAAGAGAGGGAGTCCTATGATCATAGCTTTGCTTATGAAAGAATGAAGTGGCAGCAATGAAGACACACC 
TTGGAATACCAGAAGACTAGAGTAAGGAGACTAATGAGGGGACTTATAGCAATCATTTGCTTTGCAGGTAATAAGGTGG 
TAACTAATACAAGATGATGGATTACAATATTAAATTTTGTATTCTTTTAAGTTCTATGTTTCTGCAATGGCTAAATGCA 
AACCTATCAGGAAAAGTAAAGCGTTTTGTTGTTATTGTTC 

AACGTGGAATGGTCCATGCTAGGAATAAAGTAGATAGCGGCGAATGTTTGCTAGAGACATTGTGATGGACTGATCTGCC 
CTACTATTACATCCTCAGCAATAAATATGAATGTTTAAGTGGTACAATTGCCAGAAATCAGCCAAAGTTTGGCATAATT 
GTTAGAGATTTGTTGGCTGTGGATAGAACTACATAATTTTGGAATTGTAGAGGAGAACAGAGAAGAAACCAACAAAAAA 
TAGTACTAGTACTCTGTCACTGGAAAGAAGTATGTTTAAGGCCACACAGTGAAAGTTAGCCATGAGCTTGAGTGCTCTA 
TCATTTTTCATTATGTTGTTTGTTTATTAAAAAAAAAAAAGGTAACAGCTTTTTCTTTTTAACCAAACATTTCTTACTG 
GAAGTTCAATAGGTGTACAGTTGTTTTGTTTGGCTAGACATGGATATTTGTGTGTTATTCCCTTTCAGTAGTTCTGAAA 
ACCATTTTATCTTTAGATACATTATTTTCCCAGGAGCTTGGGTATTTTATTGAAGCTGTTTCAAATGCATTTAATGTCC 
TTTGTAATGGATTTCTTTATCTCTTCCCCAATGCTCTTGGCTGGAGATGTTACTTTTTATTTGCCTTATCGGTGTGAGC 
ACCTCATTGCTATAATCAATAGATATAGTACTTTAGCATTCTGTACATTTTAATATGATATATACCAAATATAATGTAT 
AAATGAAAAGTTATAGATAATTTTTGCTTAAGTTTTCTTTTATAGAGAATTGTTAACAAAGGATATACAGCCAATATGT 
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TAAAATAATACCTAGAAATTAAAAAGGAGTAAAGTAGAATAGm 
GAAAAGTGGGAATATCTCTTGGGTGAAATACTTCATATATGTATTC 

TATATAAAATATATGTATATGTATACATCTATATGTACAGAACATATAATTTTATTAGCATTTCTTGTAA 

ATTATAAATCCAATGACCTCAATTATTCTATGGGTAAGTGCTAAGTATGTCAAGAGAGCTGGCATAGAAAATGGAAAAA 

GCACTACACCCCTTAGCTTGCAAGTAGATGTGAATTTTCTGCCTTTGACTTTGTTGAATCTGTGATGAATCATATGTTT 

ACTCTGATTAACATAAAACATCTGGATGATCTAACTTTGGGGACACATTGCTTCATATGCACTGAATGCCTGAAAATTG 

GTAGAATTTTAGATTCTTTTTCTTTATAAATGATACTACCCGAATTCCTGCAATACCTAGAGAGTTACAAGTGCTTAGC 

TCTGACCTTTTATTCCATTCAATTGAAGTTGTCCACCTTTA 

GGATTATTGTCAACAGTTCTCAAACACACCATTTGGATTTCACTATCAGACTACGAACGAAC 

CAGGCATACAGGCTACACCCAGATCCTGAATAGCCCCTGGTTTTCTGGTTACTATTTTCTCAGGCCAGATCCAAGAAGT 
CCTCTTTGGGCTTGTCTCTGGGATTCTCTGATAAAATTGGCT'rTAGATTGAGACTGACGTGAAGATAGAGCTGGTCATT 
GAAAGACAGAAACAGATGTGAATGAAATAATTCTCCTTTGAGACATAA 

TTGAGTTGTTCATTTTCTGACAACTGTGAAATTGTTGACCCGGACAAGAGAGTAGGGAGATTAACAATGTGATCATGTT 
CAGGGCCCACTGTGCCACTGAATTAAGACAATGTTGGCATTCTCCTCAGTCATCTTCCGAAAATAGAGATTTAGAGTTA 
GGAAAGGAATAGCCTATCCCATTAACTACGTCACTCATCTCATGCAGGTGACCTCTCATTTATGTATTTCTCAGGATAT 
AGACCAACGCTGGAGTATAGAAATATTATGAGACACTTCGTAATTTTAGGTCTTCTGGTACCACATTTAAAAGGTAAAA 
AGAAATAGGTAAAATTTATTTCAAGGATATATTTTATTTAACTCACTGTATCAGATTATTTTAACTTGTAAACAATATA 
TATAATTATTAATGAGATATTTAACATTCTTTCCTCATACTTTGTCTTTGAAATCCTGTATGTATTTTTTACTTACATC 
ACATATTAATTTGGATGCCCAATTGTCCTCAATTATACTGGATCTTTATTGGACATTTAGATCTCATAAGATTTACAAT 
TAGAAATATAGATTCACTTCCCAAGTTGTTCCAAATATAGTAT^ 

TTAAGTAAGACTAAAAATTTAGTCCTTTAGTCATACTAACCCCCTTTCAAGTGCCC7UVCAGCCTCTTGTGGCCATTGGC 

TGCCGTATTAGACA.GTTCATATTTAGATTATCTGGGTTTGAACTCAGAGTCTGCCACTCACTGACTGTATTGGCAAGTT 

GTTGCCAACCTGGGCAAGTTTTTTCTCTTTTTATGCTTCAGTTTCCTCACCTGAGCACACCTTTTTCCTTGAAGi^ 

CTCCTGAAGAA^TCCCGTATTTTTCTTCAGGACATTGCTATTTTTCCACTTAAACTCAGAACCTTAGAGTGATCACTG 

AATCCTCCTCTCCCTCATCAGCTTTATCTGCCAGAAGGTCAAGTCCTCTGAGATGTACACTGTAAAATCTCATGCTTTC 

CTGTGACTTCATTTCCACTGCCACTACCCTCTCCTTTTGCATGGATAGCTGCAATGATCTCCTATTTAATTAGCCTCAG 

TCTCCAGACTCTAGCCATCACTCCACATTATGCCCTCTGGATGCTGCTACTGAGTTCATTTTCTGAAAATGGTATCTTT 

ATCATACTCTCCACAGTTCAAACTATTTCTTCACTGCCCGTCACTTCCAGCATAAATCCATGTCCTCTGTGAAACCTTT 

TTTGACAACTTCCATGCOVGATCCAAATGACAACTCCCTTCCTTGTGCTGTCATGGCCCTCCACACAGACTTCTGCCAT 

AGCCCCAGAGTCCTAGTCCACATATAGGAGTACATGGGCTCTAAGCCCTACACAGACTATTTTGTTGTTGTTATTTTTG 

TTTTGTTTTGTTGTTTGTTCGATATCTTGATATCTCTGTAACAGAGCACAGTGGTTTCTTGACAGTTTCTCATTTTCTG 

TATGAGCTAGTGAATGACATTCCTTTGTCTGGCATTCCAGGCCTTCAGAATTAGCTCCACTTGACTCTTCTGGCTCCTT 

CTCTTGCTTTTCATCCACACAGATCCTCTGGTATAGACAAACTGGTGTATTACTGTCTCACAAATATGTCCCCAATGTT 

TGTGTCTCCATGCCTTGGCTCGCATCCTCTCCTCTTCTGAAGTGTCCCTGCATTCTTCTTGATCTGCCCAAATTCTACC 

CTTTCTTCAAGGTCCAGTCCCTCCCTCTTCCATGATGAAGACTGCGGAGCATGATGCAATTCACTGTGTTTCAAATTCA 

GGATTGGGTGGCCTGATGGAAGGAGGCCAGGCTTGGGGTCCAAGTGGATCTGTTTCTTCTGTTTTCCGCCAAGTTGCCT 

ACCCTCTCTGAGGTTCACATTCCATATCTTTGAAATCACAGTAACAAAACATAAGGTGCAGAACTATCTTGAGTATTAA 

GAATAACGTGTGCACTGGCATTCAGTGAGGGTTCAGATGGAGCACGTGAACTCTGTTACTTTCAGTACAGTCATAGGAT 

ATGTAATCATGTAGCTTCTAAAATGTCTTTCATTGTAAGATTTTGTTGTCATTTGGATTGCTATACAATTCATGCTTGA 

TTTCTAAACTAGACTGCAAGTGTCTGGACTGAAACAAATGCATAATAGAATTCTGAGCAGATATGCACAGATATATATA 

TGTGTGTGTGTATGTGTATATTTGTGTGTGTGCACATGTATTTGTAGATATCAAGGGAGAGAGGCACTTTCATGTGTAT 

TGATTCATTCAGTCGCCACAAGAAAGCATCATTCTAGGAGGAAGTTGAAAATGTCCCTATTTTATCTATGAAGACTCTA 

GACTTGAAGAGTTTGAGTCCTTCCCAAATCAGTCCAACTCT^ 

TCTTTTCCAAAGCTGTTTGATGTTATTATTTCCCGCATATCACATCTGTGAGATTATCTGCCTAGATCAATATATGTGC 
TAACCATCTGTCAATCTTTATCTACATGCAATTGTACCCAGGTTCAGGGATTGTGGGAGGGAGAAAGGTTAGGTGGTTG 
TAAGAAGGACACTGCATAGTATGGTAGGCAAATACAGAATACCTGCAACAAGACAACCATGGCATTTCTTTTTTTTTTT 
TTTTTTTTTTTTTGAGATGGAGTCTCACTCAGTCACCCAGGCTGGAGTGTAGTGGCGCGATCTCGGCTCACTGCAAGCT 
CTGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCTTCCTGAGTAGCTGGGACTACAGGCCCCCACCACTACGCCCGG 
CTAATTTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTGTTAGCCAGGATGGTCTCGATCTCCTGACCTCGTGATC 
CGCCCACCTTGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCAGCCAACCATGGCATTTTTTGTTAG 
GTCACTCAGCATTGGTATCAAGAATAACAAATGACACTTGAGTTTCTTTTTCCTGAAAAAGGGCAGGAAGAGTCTAATA 
GCAAGTGCAATTGCCACAGGCAACAGTGTTATAACTGGAAAATCCTAAAATGTAGATAATTTTCCTCCAAATGCTTTCT 
AACAAAAGATAGACAAGTTTAAATTTGGCTGATTTCATATCTACCATAATATAGTACCAGCAATGCCAAGATACAGAAA 
ACTGCCTAAGAAAAACAGAGTTCAGAAGACTTCGGATAAATTATCATCTTAAGCTTAACCTTATACCTATAAAAAATTC 
AGGGATATCAGTTATGACTTCTCATTGAGTAGTCTCATGTTAGACCAAAATAGTTTCCCATATTTTGGTGAAGGACCAG 
AATAACTTACCAGTAAATGAAACAATCATTTTCTTTTTGCTTTATACTCATTCTGCATGTGATTTGTATAGGGGATCAA 
GTCAAAGATTGCCAGTACAAAGTAACAACCTCTCATTGTATTGCTTAAGTTAATCATTAATATTTTCCATGGATCAATA 
CCCTGTAGAAGCATGAGATGCAGCAGTGATCTTCAATTTCATGTGCTTGCCAAGTAAGAACAGCCATGGGCCAGATTGT 
TGGGAGCCGTGCCATGAGCTACAGACCCTCAGCTCCCCTCTATAATCAGTTCTTCCCCCACTCCAGTGCTCCCAACTTG 
CCCTAAGCAGAGCGTAATTGTGGATGTGTAACTACCGCAGAGGGGAGTATGCTTTTTATGTTGTTCAATTCTTCACTTT 
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CTCTTCTGCAATTGAAAGTTGAGCTGTTAGATTTCCTGAAATGAAATGGTGACAAGAGAAAGTAACAGAAGTAGCCTTT 

ATAAGTGCCTGACTTCTGGGTAACAGAAGTGACTTAAAAAAAATAAAAGTACAAAACGTTGCATTTAATGTAAAAGATG 

ACTGCATTAGTACAACCCTTGAAAACATTCAAGTTCTTTTCAGAATAACCACCATTAAGGAGTTGACAAATAT^ 

CTTTAAAGTATCCTATAAAAGTTCATCACAGAAATAAAAAGCCTCCTGTTCTTATCCTTCTC^CAAAGCCCTCTTGTA 

TATAGATATTGAGTCTGGCTTACCTCTGTATCCTGTTGTGCTGATAAACCAAGAACCTTGCAAAAATAGATGCACGATA 

ATTGATATTTAATAAGTGAGCGAATCCATTAATGAAAAGAGTGCTATTTCAGAGAGCAGTGTTCATTTAGATAGATGGT 

CCCAGCGTCATTAAGTAAAAGGATAGAGAATACTTGCAATACATTTGGCGTAGTGTTAAGAATTTTTTAAAATGTTTTA 

AATGTGATCTTTTTTATGGGCTGAATTGTGTCCTCTCAAAATGTTGAAGTCCTAACCCCTGGTACCTCAG 

ATGGAGATAAGGTCTTTAAAGAGGTGATTAAATTAAAATGAGGTCTTTAGAGTGGCCCCTAATCCAATCTGAATGATAC 

CTTTATAAAGGGAGGGAATTTGGACTCACAAAGAGAC^TTAGACACATGCACACAGAGACAACCATGTAAACA 

AAGAAGGCAGCCATCTGAAAGCCAAGGAGACAGGTCTCAGAGAAACTAAACCTGTTGACGCCTTTGATCTTGGACTTCC 

AAACTGTAGAACACTGACAAAACGTATTACTGTCGTGrAAGCCACCCAATCTGTGGTATTTTGTTATGGAAGCCCTGGA 

AAATTAATACAGTCTTTTTTATTTGCTACCTTTGAAAGCCCTCT^ 

TGTCAGTAATAAAGGGTGACGAGAAGAAACAACTAGAGATGTGAGAGGACCAATTTAGGAAATGGAAAGGAGAGGAAAA 
AATCAACAAAGTTGAGAATGCTAATTAGAAAGTGCCCAGAGAGG 

TCTTGAAAGATGGCAATTGAGGAACCAAGAATCTTAAAAAGGGGGGAAGGTGGATGAGAAATCTGCATATGAAGGGGAG 
TCCTCCATAGGTTCTCCTCTCACCCTGCTCAGCTAGGAGACCAGTGCCACTTTATCCTCATTAGAATGGAAATTTATGC 
TATAAAAATAAATAAGAGAAGTCTTAACCTGGGGATACTAGGCACATTGGAAGGTGAGAGAGTAAATGAAAGTCTATCA 
ACTGAATAGTGAAGTTCTGACTTCTCTAGTAGCACCTGGGAATAAGAACTCTGTCAGTTAGCCTTATAATGCCAAGAGA 
GGAGATAGAAAAATTGTTTTTCTATAAAAATTGTCTAAAAAAA^ 

AATAGCTAAGATTTGGAAGCAACCTAAGTGTCCCATCGACAGACAAATGGATGCAAAAAAACATGCAGTACCTATAAAC 

AATGGAGTACTATTCAGCC^TAAAAAAAGAATGAGATTGTGTAATTTGCAACAGCATAGTTGGAACTGGAAGACATTAT 

GTTAAATAAGCCAGGTACAGAAAGATAAACTGCATATGTCCTCACTAATTTTTGGTAACTAAAATAAAAATA 

TTGCCAGGTTCAGGGGCTCACGCCTGCAATCCTAGCACTTTGGGAGGCTGAGGCAGGCAGATTGCTTGAGGCCAGGAGT 

TCAAGACCAGTATGGC CAACATAATGAAAC CC CATCTCTACTAAAAATATAAAAATTAGCCAGTCATGGTGGTG CATGC 

CTGTAATCTCAGCTACATGGGAAGCTGAGGCACAAGAATCACTTGAACCTGGGAGGCAGAGGTTGTGATGAGATCGTGC 

CACTGCACTCCAGCCTGGGTGATGGAGTGAGACTGTCTCAAGAAAAAAACAAAACA^ 

CTCGTGGAGATAGAGAGTAGGATGCCATTTATCAAAGAGTGGGAAGGGTAGTGGGGAGGAAGAATAAGATCTAGTATTT 
GATAGCATAAGAGGGTGACTACAGTCAACAATAATTTATTGCATATTTAAAAGCAACTAAAAGAATATAATTGGAATGT 
TTGTAACACAAAGAAATGATAAATGCTTGAGATGATGGCTCCTCCATTTATCCTGATGTGATTATTACACACTGTATGC 
CTGTATTAAAATATTTCATGTGACCCATAAATTCATATACTTACTATGTACTCATAAGAATTAAAATTAAAAATAAAAA 
TAACCAAGAAGAATTCTTCTTCAGAAAAATGGAATTACCACCCAGAGAAAAGACCTATAGTACTGGCATTAGATGGTTG 
C CC AATAAAGAAGC CAAGGGTCTTTATTCCTCAATTACCC CATGTATTAGGCCATTATTGCGTTGCTATAAAGAAATAC 
CTGAGAGACTGGGTACTTTATAAGGAAAACATGTTTAATTGGTTCACAGTTCTGCAGGATGTACAAGCATGGTGCTGGC 
ATCTGCTCAGCTTCTGGGGAGGCCTCAGGGAACTTGTAGTTGTTTCAGAAGACAAAAGGGGAGTAGGTGTCTCAAATGG 
TGAGAGCAGGAGTAAGGGGGTTGTGGGAGTTAGCACACACTTTTAAACAACTAGATCTCAGAGAGCTCATTCACTCACT 
CACCAAGCCATAAGGGATCTGCCCACATGACCCAGACACCACGCACCAGGGCCCATCTCCAACACTGGGGATTACATCC 
CAATATGAGATTTGGAGGGGACACCCAAACTGTATCATTCCGCCCTTGGCCCCCTAAATCTCATGTCCTTCTTACATGG 
CAAAATGGAATCATCTCTTCTCAACAGTCTCCCAGAGTCATAACTCATTCCAGCATTAACT(^AAAGTCCCAAGTCCAA 
ATACAAAATCTTGTCTGGAAATGAGTTCCTCCCACTTATGAGCCTGTAAAATTAAAACAAGTTATTTACTTCCAAGCCA 
AGGTACAATAGAGGTACAGGCATTGGGTAAACATTCCCATTCTTTTTTTTTTTTTTTGAAATGGAGTCTCGCTTAGTCA 
CCCAGGCTGGAGTGCAATGGTGCAATCTTGGCTCACTGCAACCTCTGCCTCCTGGGTTCAAGCGATTCTCCTGTCTCAG 
CCTCCTGAGTAGCTGGGATTACAGGCACCCGCTGTCATGCCCAGCTAATTTTTGTATTTTTGTAGAGATGGGGATTTTC 
ATCACATTGGCCAGGCTTGTCTTGAACTCCTGACCTCAGGTGATTCACCTGTCTCAGCCGCCCAAAGTGCTGGGATTAC 
AGGCATGAGCCATCATGCCTGGCCAACATTTCCATTCTAAAAGGAAGAAATCAGCCAAAAGAAATGACTTCAGGCCCCA- 
CCCAAGTCTGAAACACAACAGGACAGTCATTAAATCTTAAAGTTCTAAAATAATCTCCTTTGACTCCATGTCCCACATC 
CAGGTCACACTGATGTAAGGGTAGACTCCAAGGCCTTGGGCAGCTCTGCCTCTACAGCTTTTGCAAGGTGAAGCCTCCA 
TGACTGCTCTCATGGGTTGGAGTTGAGTGCCTACGGCTTTCCCAGGTATAGGATGCAAGCTGCCAGTGGATCTACATTC 
TGGGACCCACAGAACAATGGCTTCCTTCCCACAGTTCCACTAGGCAATGCCCCAGGGGGGATTCTTTGTGGGCAGGGCT 
TCAATCCCATATTCCCTTCTGCACTACCTTAGTAGAGGTTTTCTGTGAGGACTCTGTCCCTGTAGCATGCTTCTGCCTG 
GACACCCAGGCTTTCTGATACATCCTCTGAAATCTAGGCAGAGACTAGGATCACTCTTTCCATTCTTTCTATCTGAAGG 
CTTAATACCACAAGGAAGCCACAAAGGCTTACAGCTTACATGCTCCAGAGTGGCAACCTGAGCCATACCTGAGGCTCTT 
TGAGCCACGGCTGGACTGGATGGACCATGATGCAAGGAGCAGCCTCCTGAGGTAGACAGTGTAGTGGTGCCCTGTGCTT 
ATCCCCTAAACCATTTAGTCCTCCTGTACCACTGGGACTGTGGTGGGAGGAGCTGCCTAGAAGATCTCTGAAATGCTGT 
AAAGGCCTTTTTCCCATTATTTTGGCTATTAGCACTTGTTCTCTTTTAGTTATGCAAATTTCCCTAGCAAATGATTGCT 
TGCAGCCTGCTTGAATTCCTCCCCAAAAATGGCCTTTTATTTTCTATCACATAGCTAGGTTGCAAATTTTCCACACTTG 
TAAGCTCTGCTTCCCTTTTAAGTAAAAATTCCAAGTTTAGGTTATTTCTTTGCTTCTGCATCTGAGCATAGGTTATTAG 
AAGCAGCCAGGTCACATCTCAATTGCTTCAGTGCTTAGAAATGTCTTCTGCCAGATACCCTAAGTCATTAACTCTTAAG 
TTCAAACTTTCACAGGTCCCTGGGCATGAATATAATGTAGCCAAGTTCTTTGCTAAGGTATAACATGGGTGACCTTTGC 
TCCAGTTCTCAATAAGTTCCTCACTTACACCTAATACTTTGTCAGCACGGACTTTACTTTGCAGATCACTATCAGCATT 
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TTGGTCATGACCATTTJUVTCAGTCTCTAC 
TTCTTCCAACCTCTGTCTCTTACC 

TTGGTACCAGTCTTCTATATTAGGCTGTTGTGGCAT^ 

AGAAAATTAACTGGCTTGCAGTTCTGCAGGCTGTACAAGCATAATGCCAGCATTTGCTAAGCTTCTGGAGAGGCCTCAG 

GGAGCTTTCAATCATGGTGGAAGCTGAAGAGAGAGCAGCTATCTCACGTGGCAATAGGGGGAGCAAGAGAGAGAGCGGG 

AAGGAAGGTGTTACACACCTTTAAACAAAGAGATTTTATGAGAACTTGCTCACAAAGCTATAAGGGAACCACT 

ACTCAGACACCTCCCACCAGGCCCCACCTCCAACACTGAGGA 

GAACACCACCCTATAATGAACCCCAAGACTCTACAAGTCCAGTTAAATCAT^ 

CTCCCTGTTGAATATGAATAGATAGCCAAGTC 

AAATGAAAATAATGATGATGATTAGGTTGATATAAAAAGAGTTT^ 

CGTAGCCCTAGACAGATGACAAGTTATCACATTAATGAAACAAAAGGATACTATACAAAATTATCAAGTA^ 

GAGAGTTAGAATTTAAAACAATGAAAGAAGATGCTAATAAATAAT^TCAGAGATGAAAAGGGAGATGTTGCTGGGCA^ 

ATGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCCAAGGCAGGCAGATCATGAGGTCAGGAGTTTGAGACCAGCCTG 

ACCAATACGGTGAAATCCCATCTCTACTAAAAATACAAGAATTAGCCAGCGTGGTGGCACGTGGCTGTAATCCCAGCTA 

CTCAGAAGGCTGAGGCAGGAGAATTGCTTGAACCTGGGAGGCGGAGGTTGCAGTGAGCCAAGATTGTGCCACTGCACTC 

CAGCCTGGATGACAGAGCAAGACTCTATGGGGGGGGGGGGGGGGAAGGAAAGATAAGGAAAGATAAGGGAGACGTTACA 

AGCAATACCACAGAAATTCAAAGGATCATTAGATGCTACTAGGAGCAACTATATGCAAATAAATTGGAAAACCTAAA7^A 

AATGATAAATTCCTAGACAAATACAACCTACCAAGATTTAACCATGACGAAATCCAAAACCTGAACAGACCAATACCAT 

CAAGATTGAAGCCATAATGAAAAGTCTCCCAGTAAAGAAAAGCCCAGGATC 

ACATTTAAAGAAGTAATATCAATCCTACTCAAACTATTCTGAAAAATAGAGGAGGAGGGAGTACTTCCACACTTATTGC 
ACAAGGCCAGTATTACCCTCATACCGAAACAGACCAAAGGCAC^ 

GAACATTTATGCAGAAATCCTCAACAAAATACTAGCAAGCCAAATTCAGCAACACATTAAAAAGATTAGTC 

CAAGTGGGATTTTTCCCAAGGAAGCAAGGATGGTTCAACATAATGTAAATCAGTCAGTGTGATACATCATATCAATGAA 

GGACAAAAACATATGATC^TTTCAATTTATGCTGGGAA^ 

AAAAAACTGAGGATAGAAGGAACATACCTGAACACAAGGAAAGCCATATATGACAGACCCACAGCTAGTATCATATCGA 
ATGGGGAAAAATTGAAAGTTTTTCCTCCAAGATCTGTAACATGACAGGGATGTCCATTACCCCTTGAGCAATCAGACAG 
GAGAATGAAAGGATATTCAAATTGGAAAGGAAGAAGTCAAGTTATTCTTC 

AAAACCTAAAGACTTCACCAAAACACTACTAGAACTGGTAAACAGATTCAATAAAGTTGCAAGACACAAATTCAACATA 
TAAAAATCAGTAGCATTTCTATATGCCAATGGTGAACAATCTGAAAAAGAAATCAAGAATGTAATCCCATTTATAATAG 
CTACAAATAAAATACCTAGGAATTAACTTACTGAAAGAAGTC^ 

AAGAAATTAAAGAGAACACAAAAAATGGAAAGATATTTCATGTTCATGGATTGGAAGAATCAATATTGTTAAAATGTAC 
ATAGTAC CCAAAGCAATCTTCAGATTCAATGCAATCTCTATCAAAATAC CAATGACATTCTTCACAGATATAGAAAAAT 
ATCTTAAAATTCATGTATAACCACAAAAGACCCAGAATACTCAAAGCTATACTGAGCAAAAAGAACAT^AACTGGAGGAA 
TCATATTACCTGACTTCAAATAACACTACAGAGCTATAGTAACCAAAACAGGATGGTTCTGGCATGAAAACCCAGGAAC 
AAATTCATACATGTACAGTGAACTCATTTTTGACAAAGGTGCCAAGAAGA.TACATTGAGAAAGGACAGTCTCTTCAAT^ 
AATGGTTCTGGGAAAACTGGATATCTATATGCAGAAGAATGAAACTAGACTTCTATCTCTTGCCGTATACAAAAATCAA 
ATCAAAATGGAATAAAGACTTAAATCTAAGACTTCAAACTATAAAACTATTGAAAGAAAACATTGGGGAAACTCTCCAG 
GACATTGGCCTGAGCAAAGATTTTTTTTTTTTTTTTTAGACAGAGTCTCACTCTGTTGCCCAGACTGGAGGCTGAAGTG 
CAGTGGTGTGATCTCAGCTCACAGCAGCCTCTGCCTCCTGGGTTCAAGTGATTCTTGTGCCTCAGCCTCCTGAGTAGCT 
GGGACTATAGGTGCACACCACCATGCTGGGCTAATTTTTGTATTTTTAGTTGAGACAGGGTTTTGCCATGTTGGCCAGG 
TTGGTCTCCAACTCCTGACCTCAAGTGATATACCTGCCTAGGCCTCCCAAAGTGCATGGATTGCAGGTGTGAGCCACTG 
CGCCTGGCCTGAGCAAAGATTTTTTGAGTAATACCCCACAAGCACAAGCAACCAAAGCGAAAATAGACAAATGGGATCA 
C ATCAAG TTAAAAATAC CTGCGTAG CAAAGGAAACAGTCAACAAGGTGAGG AGACAACCCACAGAATGGGAGAAAATAT 
TAGCAAACTATCCATCTGACAAGGGATTAATATCCAGAATATATTAGGAGCTCAACTCCGTAGGAAAAAAAATCTGATA 
ATCCAATTAAAAATGGGCAAAACACCTGAATAGACATTTCTGAAAAGAAGACATACAAATGGCAAACAGTCATATGAAA 
AGGTGTGCAATGTCATTGGTCATCAGGGAAATGCAAATCAAAACTGCAGTTAAATATTATCTCACCCCAGTTAAAATGG 
CTTTTATCCAAAAGACAGGCAGTAACAAATGCTGACAAGGATGTAGAGAAAAGAGAACACTCCTACACTTTTGGTGGGA 
ATGTAAATTAGTACAACCACTACGGAGAACAATTTGGAGGTTCCTCGAAAAAGCTAAAAATAGAACTCCCATATGATCC 
AGCAATCCCACTTCTAGGTAGGTATACACCCAAAAGAAAGGAAATCAATATATCTGCACTTCCATATTTATTGTAGCAC 
TATTCACAGTAGCCAAGATTTGGAAGCAACCTT^AGTTTCCCTCAATAGACGAATGAATAAAGAAAATGTGGTACATATA 
CACAATGGAGTACTGTTCGGCCATAGAAAGAAATGAGATCCTGTCATTTGCAACAACATGGATGTAACTGGAGGATGTT 
ATGTTAAATGAAATTATCCAGGCACAGAAAGATCATCTTCACGTATTCTCACTATTTAAGGGAGCTGGAAATTAAAAGA 
ATTGAGATCCTGGAGATAGAGATTAGAGTGATGGTTACCAGAGGCTAGGAGGTGTAGTGGATGGGAGGAAGTAAGAAGT 
GGGGATGTTTAATGGGTACAA2U\ATATAATTAGATAGAACAAATAAGATCTGGTATTTGATAGCTCAACAGGGTGACTA 
CAGTCAACAGTAGTTTATCATACATCTCAAAATAACTAAGAGAATATAATTGAATTGTTTGTAACTTAAAGGGTAAATG 
TTTGCAGTAATAGATTCCCTGTTTACCCTGATATTATTATGCATTGCTTGCCTGTATGAAAATATCTCGTGGGCCCCAT 
AAATCAATCAATCTATCTATCTATCTGTCTGTCTGTCTGTCTGTCTGTCTGTCTGTCTACCTACCTACCTATTATGTAC 
CAACAGAAATTTAAAATTTAAAAAATTATGTTTTGGAGACGTCTAGAAAAATTGGTGATAATGTCACATAATCAAAT^ 
AGAAGGTAATATATAACTCCAGAAAAAACAAAAAGTTGTTCCATAAATAAAACATAATTATGGCACATCATTTGGTTTA 
TCAGTAAACGTTACTTTGCAGGGATGATACAATAGAACACTGAATGTTTATTTAGCCAATAATTGTTATATAACTGTAA 
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TGGGAGGATAGAAAGAGGGAAGTAGAGAGGTGAAATGJTGAAAGAGTGTGAAATCTTC^ 
GTTAGAAATATGGAATTTAAAAAAAAATAGTTTGA^^ 
CTAAGCCCTGTGCATACAATTTGGGGTGTGTGGGTTAG 
CAAATTTCTGGATATAAATGTCCTGTGTTGATTATCAT^ 

GAATGGAATACCCCATTTCCCCTTTAATCTTTGATAGGTTTAACATGGTCACTAACTGTAGAGTAGGGACTTGTCGTGC 
TCTTTATTGGCAGAAGTGTGACTGGCTACCCCTGACCGTTCGGGAGAGGAGACATGTAC^CCTGGCCAATCAGACCAGC 
AGATTCACTGCTGGTGATGAGTGAAGTTGCAGATGTCAGGGACAGCTTGTGCTGTTCAGGTTAAATTATCTCACTT(^G 
CTCTCACTCTATU^GATGATTTATAACTAGTATTCTTCACTTTCAGTCTTTTCACTAGCAAGCAGGATACTTATGGAAAA 
TAATTAGGATGAAAAGAGGTCACTCTATCACAATAGTGAGTTTTTGAATTCACACTTTAAACGAGATGATCCTCCTTAG 
GAAAAGCAAAATAAAACGAATTTCCATGCCATTGTTGATTCTACTTGAGTTAAATACTAAC^TAAAAAGTTGGTTTTCT 
GTGCATAGCCTGGAGAATCTTGTCTCTCAGAATTATCATGCCCCAGGCCATTCCTTGCAGATTTTGAATTCCCTTTGTC 
TCAAAAACATCCAGAAAATCTTTTTGACCTTCGGGTGGTTGGCAGAACATGTGTTGTGAGGGCACCTCAGTTTAGAAGA 
AAAGCCCTGAACTTAGTTCAAAAGAAGGGCTTTCCAGCATGCTAT-rCATTCAGCTTAGGACTGCCAGGCTTCCTGAAAG 
ACAGGTGTGTCAGAAACAAAGTAAATAAACAGAAACTCACAATGTCCAGACCTTTCTCTCCAGAGCAGCACAGTTCCCT 
TGCTGAGCGGGAACAGCCAAGGCTTTAAGCTGTTCCCTCTCCCTTTTCTGTTAATTGAGAAAACCAATTGCTGCAAGAG 
C^CATCAGCAGAGCTAAATGTAAATGGAGTTTAATAGAAAGAGACAAAT^ 

GTAATACCCCAGAGTTCCACACCATAAACTTGGTATTCCAGTATAAAGCTCATCTCTCAATTGCACGCCACCCTCCCCC 

ATCTTATTCACTCTCTTGCATTATTAAAGGAGTGATCTCCCCCATGGGATCAAAATAGATAGATAGATAGATAGATAGA 

TAGATAGATAGATAGATAGTCTCTAATATATGTATTAGAAACAGAGTCTGTGTTGCCCAGGCTGGAGTGCAGTGGCATG 

ACCATAGGTCACTGTAACCTTGAACGTTTGGGCTCCAGCGATCTACAGGTGTGCAGGTCTACAGGTGTGCACCACCATG 
TCC^GCTAATTTTTAAAATTTTTC^ 

TGATTCTCCTGCCTTGGCCACCCAAAGGGCTGAGAATACAGGTGTGAGCTACCATGCCCAGCC^TAAACATGAAATTTA 
CTTATGTTTTATGTATACCATGTGCACATAGCCTGAAGGTAATTTTACACAATATTTTAAA 
AAAGTTTGTGTACACTGAACCATCAGCAAAGGAGTCACTATCTCATGTGAGTGACCAAAAAGTTTTAGAC 
TTTTGGATTTCAGAGCATCTTGAATTTTAGGTTTTTGGATGGGGATGCTCAACCTGTATATATGCATACATGCATATTT 

ATGTAACATACATAATGGTACCTAAAACTTAGCAAATACTCATATGTTAGCTATTATTTTTGTTGGTATTACTATGAAT 
AATAACTATTAGCATTTTCTCTCATATCTAAAATC 

TTTTTTATTTTTTTTATTATTATACTTTAAGTTTTAGGGTACATGTGCACATTGTGCAGGTTAGTTACATACGTATACA 
TGTGCCATGCTGGTGTGCTGCACCCACTAACTCGTCATCTAGCATTAAGTATATCTCCCAATGCTATCCCTCCCCCCTC 
CCCCCACCCCACAGCAGTCCCCAGAGTGTGATGTTCCCCTTCCTGTGTCCATGTGATCTCATTGTTCAATTCCCACCTA 
TGAGTGAGAATATGCGGTGTTTGGTTTTTTGTTCTTGCAATAGTTTACTGAGAATGATGATTTCCAATTTCATCCATGT 
CCCTACAAAGGACATGAACTCATCATTTTTTATGGCCGCATAGTATTCCATGGTGCATATGTGCCACAT'rTTCTTAATC 
CAGTCTATCGTTGTTGGACATTTGGGTTGGTTCCAAGTCTTTGCTATTGTGAATAATGCCGCAATAAACATACATGTGC 
ATGTGTCTTTATAGCAGCATGATTTATAGTCCTTTGGGTATATACCCAGTAATGGGATGGCTGGGTCAAATGGTATTTC 
TAGTTCTAGATCCCTGAGGAATCGCCACACTGACTTCCACAATGGTTGAACTAGTTTACAGTCCCACCAACAGTGTAAA 
AGTGTTCCTATTTCTCCACATCCTCTCCAGCACCTGTTGTTTCCTGACTTTTGAATGATTGCCATTCTACCTGGTGTGA 
GATGGTATCTCATTGTGGTTTTGATTTGCGTTTCTCTGATGGCCAGTGATGGTGAGCATTTTTTCATGTGTTTTTTGGC 
TGCATAAATGTCTTCTTTTGAGAAGTGTCTGTTCATGTCCTTCGCCCACTTTTTGATGGGGTTATTTGTTTTTTTCTTG 
TAAATTTGTTTGAGTl'CATTGTAGATTCTGGATATTAGCCATTTGTCAGATGAGTAGGTTGCGAAAATTTTCTCCCATT 
TTCTAGGTTGCCTGTTCACTCTGATGGTAGTTTCTTTTGCTGTGCAGAAGCTCTTTAGTTTAATTAGATCCCATTTATC 
AATTTTGGCTTTTGTTGCCATTGCTTTTGGTGTTTTAGACGTGAAGTCCTTGCCCATGCCTGTGTCCTGAATGGTAATG 
CCTAGGTTTTCTTCTAGGGTTTTTATGGTTTTAGGTCTAACATGTAAGTCTTTAATCCATCTTGAATTAATTTTTGTAT 
AAGGTGTAAGGAAGGGATCCAGTTTCAGCTTTCTAAATATGGCTAGCCAGTTTTCCCAGAACCGTTTATTAAATAGGGA 
ATCCTTTCCCCATTGCTTGTTTTTCTCAGGTTTGTCAAAGATCAGATAGTTGTAGATATGCGGCGTTATTTCTGAGGGC 
TCTGTTCTGTTCCATTGATCTATATCTCTGTTTTGGTACCAGTACCATGCTGTTTTGGTTACTGTAGCCTTGTAGTATA 

gttccatatgaactttaaagtagttttttccaattctgtgaagaSgtcatgggt 

CTTTAAATTACCTTGGGCAATATGGCCATTTTCACGATATTGATTCTTCCTACCCATGAGCATGGAATGTTCTTCCATT 
TGTTTGTATCCTCTTTTATTTCATTGAGCAGTGGTTTGCAGTTCTCCTTGAAGAAGTCCTTCATGTCGCTTGTAAGTTG 

gattcctaggtgttttattctctttgaagcaattgtgaatgggagttcactcatgatttggctctctgtttgtctgttg 
ttggtgtataagaatgcttgtgatttttgtacattgattttgtatcctgagactttgctgaagttgcttatcagcttaa 
ggagattttgggctgagacaatggggttttctagatatacaatcatgtagtctgcaaacagggacaatttgacttcctc 
ttttcctaattgaataccctttatttccttctcctgcctaattgccctggccagaacttccaacactatgttaaatagg 
agtggtgagagagagcatccctgtcttgtgccagttttcaaagggaatgcttccagtttttgcccattcagtatgatat 
tggctgtgggtttgtcatagatagctcttattattttga^tatgtcccatc^tacctaatttattgagagtttttag 
catgtagggttgttgaattttgtcaaaggccttttctgcatctattgagataatcatgtggtttttgtctttggctctg 
tttatatgctggattacatttactgatttgtgtatattgaaccagccttgcatcccagggatgaagcccacttgatcat 
ggtc-gataagctttttgatgtgctgctggatttggtttgccagtattttattgaggatttttgcatcaatgttcatcaa 
ggatattggtctaaaattctcttttttggttgtgtctctgcccggctttggtattagaatgatgctggcctcataaaat 
gagttagggaggattccctctttttctattgattggaatagtttcagaaggaatggtaccagttcctccttgtacctct 
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GGTAGAATTTGGCTGTGAATCCATCTGGTCCTGGACTCTTTTTC 

CCTGTTATTGGTCTATTCAGAGATTCAACTTCTTCCTGGTTTAGTCTTGGGAGGGTGTATGTGTCAAGGAATTTATCCA 
TTTCTTCTAGATTTTCTAGTTTATTTGCATAGAGGTGTTTGTAGTATTCTCTGATGGTAGTTTGTATTTCTGTGGGATC 
GTTGGTGATATCCCCTTTATCATTTTTTATTGCATCTATTTGATTCTTCTCTCTTTTTTTCTTTATTAGTCTTGCTAGC 
GGTCTATCAATTTTGTTGATCCTTTCAAAAAACCAGCTCCTC 

TTTCCTTCAGTTCTGCTCTGATTTTAGTTATTTCTTACCTTCTGCTAGCTTTTGAATGTGTTTGCTCTTGCTTTTCTAG 
TTCTTTTACTTGTGATGTTAGGGTGTCAATTTTC 

CCTCTACACACTGCTTTGAATGCGTCCCAGAGATTCTGGTATGTTGTGTCTTTGTTCTCGTTGGTTTCAAAGAACA 

TTATTTCTGCCTTCATTTCATTATGTACCCAGTAGTCATTCAGGAGCAGGTTGTTCGGTTTCCATGTAGTTGAGCGGTT 

TTGAGTGAGATTCTTAATCCTGAGTTCTAATTTGATTGCACTGTGGTCTGAGAGATAGTTTGTTATAATTTCTGTTCTT 

TTACATTTGCTGAGGAAAGCTTTACTTCCAAGTAAATGGTCAATTTTGGAATAGGTGTGGTGTGGTGCTGAAAAAAATG 

TATATTCTGTTGATTTGGAGTGGAGAGTTCTGTAGATGTCTATTAGGTCTGCTTGGTGCAGAGCTGAGTTCAATTCCTG 

GGTATCCTTGTTGACTTTCTGTCTCGTTGATCTGTCTAATGTTGACAGTGGGGTGTTAAAGTCTCCCATTATTAATGTG 

TGGAAGTCTAAGTCTCTTTGTAGGTCACTCAGGACTTGCTTTATGAATCTGGGTGCTCCTGCAGGTGCATATATATTTA 

GGATAGTTAGCTCTTCTTGTTGAATTGATCCCTTTACCATTATGTAATGGCCTTCTTTGTCTCTTTTGATCTTTGTTGG 

TTTAAAGTCTGTTTTATCAGAGACCAGGATTGCAACCCCTGCCTTTTTTTGTTTTCCATTTGCTTGGTAGATCTTCCTC 

CATCCTTTTATTTTGAGCCTATGTGTGTCTCTGCATGTGAGATGGGTTTCCTGAATACAGCACACTGATGGGTGTTGAC 

TCTTTATCCAATTTGCCAGTCTGTGTCTTTTAATTGGAGCATTTAGTCCATTTACATTTAAAGTTAATAGTGTTATGTG 

TGAATTTGATCCTGTCATTTTGATGTTAGCTGGTTATTTTGCTCGTTAGTTGATGCAGTTTCTTCCTAGTCTCGATGGT 

CTTTACATTTTGGCATGATTTTGCAGCGGCTGGTACCGGTTGTTCCTTTCCATGTTTAGCGCTTCCTTCAGGAGCTCTT 

TTAGGGCAGGCCTGGTGGTGACAAAATCTCTCAGCATTTGCTTGTCTGTAAAGGATTTTATTTCTCCTTCACTTATGAA 

GCTTAGTTTGGCTGGATATGAAATTCTGGGTTGAGAATTCTTTTCTTTAAGAATGTTGAATATTGGCCCCCACTCTCTT 

CTGGCTTGTAGGGTTTCTGCCGAGAGATCTGCTGTTAGTCTGATGGGCTTCCCTTTGAGGGTAACCCGACCTTTCTCTC 

TGGCTGCCCTTAACATTTTTTCCTTCATTTCAACTTTGGTGAATCTGACAATTATGTGTCTTGGAGTTGCTCTTCTCGA 

GGAGTATCTTTGTGGCGTTCTGTGTATTTCCTGAATCTGAACGTTGGCCTGCCTTGCTAGATTGGGGAAATTCTCCTGG 

ATAATATCCTGCAGAGTGTTTTCCAACTTGGTTCCATTCTCCCCATCACTTTCAGGTACACCAGTCAGACGTAGACTTG 

GTCTATTCACATAGTCCCATATTTCTTGGAGGCTTTC 

CTTCATTTCATTCATTTCATCTTCCATTGCTGATACCCTTTCTTCCAGTTGATCGCATCAGCTCCTGAGGCTTCTGCAT 
TCTTCAGGTAGTTCTTGAGCCTTGGTTTTCAGCTCCATCAGCTCCTTTAAGCACTTCTCTGTATTGGTTATTCTAGTTA 

TGATCGTCTGAAGCCTTCTTCTCTCAGCTCGTCAAAGTCATTCTCCATCCAGCTTTGTTCTGTTGCTGGTGAGGAGCTG 
CGTTCCTTTAGAGGAGGAGAGGCGCTCTGATTTTTAGAGTTTCCAGTTTTTCTGTTCTGTTTTTTCCCCATCTTTGTGG 
TTTTATCTACTTTTGGTCTTTGATGATGGTGATGTACAGATGGGTTTTTGGTGTGGATGTCCTTTCTGTTTGTTAGTTT 
TCCTTCTAACAGACAGGACCCTCAGCTGCAGGTCTGTTGGAGTACCCTGCAGTGTGAGGTGTCAGCCTGCCCCTGCTGG 
AGCCTCCCAGTTAGGCTGCTCGGGGGTCAGGGGTCAGAGACCCACTTGAGGAGGCAGTCTGCCAGTTCTCAGATCTCCA 
GCTGCGTGCTGGGAGAACCACTGCTCTCTTGAAAGCTGTCAGACAGGGACATTTAAGTCTGCAGAGGTTACTGCTGTCT 
TTTTGTTTGTCTGTGCCCTGCCCTGCCCCCAGAGTTGGAGCCTACAGAAGCACGCAGGCCTCCTTGAGCTGTGGTGGGC 
TCCACCCAGTTGGAGCTTCCCGGCTGCTTTGTTTACCTAAGCAAGCCTGGACAATGGTGGGCGCCCCTCCCCCAGCCTC 
GCCGCTGCCTTGCAGTTTGATCTCAGACTGCTGTGCTAGCAATCAGCGAGACTCCGTGGGGTAGGACCCTCCCAGCCAG 
GTGCGGGATATAATCTCGTGGTGTGCTGTTTTTTAAGCCCGTCGGAAAAGCGCAGTATTCGGGTGGGAGTGACCCGATT 
CTCCAGGTGCCATCCGTCACCCCTTTCTTTGATTAGGAAAGGGAACTCCCTGACCCCTTGCACTTCCCGAGTGAGGCAA 
TGCCTCGCCCTGCTTCGGCTTGTGCACGGTGCGCGCACCCACTGACCTGCGCCTACTGTCTGGCACTCCCTAGTGAGAT 
GAACCCAGTACCTCAGATGGAAATGCAGAAATCACCTGTCTTCTGCGTCGCTCAGGCTGGGAGCTGTAGACCGGAGCTG 
TTCCTATTCGGCCATCTTGGCTCCTCCTGTTGTAAAGATTCATAAAGTTGATAGATTTTAAATCCTTGGAACTGTGCCT 
TGTATATGGTGAAGAATAGAAAAGTGCQATCTTTCATTATTTTCACCAATAGTAATAAAGCAC^TTGTATAGTAAACT 
TGTAATATAGTATATGCTCAATAAATTGTTAATTAACTTTTGTGTTCATTTCCTAGTGCATATATATCACTAAGGGAAT 
TGATACTAATGTCATTG CATGCATTAATGGTAAC ATTAATTATCTTCTTACACATTGGG CAAAAAAAGAAAATAC CAGG 
CTGTCAGAACATCTTGGCCCAGAAACCTCCCTTCAGCAAAAAGACAAAAATGTGAGTGAAGAGAATATGCCTTTGAGAA 
TTGAGAGGGTTGCATTTTGCCTATTATGTATAGAGATTTGCCAATTTCCCTTTCACAAACTATGACAGTGACACTGATT 
CTGGATGAGCAACCTGCATAATGCTTCAGGGGCACATCTCTTCTTCTAAGGCTGCAGGCTTGCCGATGAGACAGAACAC 
AGCCTCAATTCCATCTGCTGTCATTTATCTGCCAATATAGATAGCAGATCTCTGTGGGTCTTGGACTGCTCAAACGACA 
CAGTATATTTTAGCAACTGAAGGGGAACCACTTGAGATCACTAAAGGTGGAAAACACCTGATGACACCTTCAATCG7^AA 
GAAATGAGTATCCAAAATCTGAAACATTAGGCCCCACAGTACAATGGCTCTAGTGACAGATAAAAAATACTATTTCTAA 
CCCTTATAGAATGAACTTGTTTTCAAGAGCTCAAAGAAAACTTTTATCACATTTATCTTCCACTTTTAATTAAAAAGAT 
TATTTCTGAAATGCTAAAACTTTTGTTTTATTCATGTTTTAGAGGAAAGGAGAGGAAGAGAAACCACCTGTTACTTTCT 
TGATGCTGTACCTGGCACCTGCCCTTGATTGAAGATGAGTTTTGCATGGTGTCTGAACCAAAAATAACAAGTCCTTTAA 
AAATTATTGTCCTAAAAACCAGCAGATCAAACTACTTTCTTTTTTCTCAGAGGATTCACAAAGTATATTGTTTGGAAAG 
GCAAAGTCAGTGAAGAAAAAAGAGGAACGTCCCTAAATATTGGTGTTGTCATTTATAATGTAAGACTTCACTAGAATGA 
GATTATCTCAGGTGTGAATGGAGAAAGGTAGGATGCATGCAGTGTGGAAGCAGCCAGATTCAACACACTAT^AATCATTA 
ACACATATGTTTGTGTAGTTGTGTGTAATTTTGAGGGGGAGAAGAGGAATTTTGCCTTTAATTCTCACTCCAACCACTT 
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GACCAATAATTGGGAATGATCTCTTTTAT^ 

ATCATAAAGTGCCTTTACGTAGGCAGTATATAAGCAGTAT^ 

CCTTTTTTTGTTGTCAAATACCTTTGAATCTGTGTCTTC^ 

CATATGTAGGTCTTTTGAT-TTTTGTCCTAGGTTGACTCTTTCCTGAGTTCCCTTTTACATCAGAAATTAACATTTTC 
AATTATCCAGTCTAGAAATTTTAGTCATCATTACTTT 

AATTAATCCTTTCTTCAAACTCTACTTCCCCTGTCT^ 

TCATGCCAGGACTTCGACAGCAGATACTAACAGGCATCAACCTC 

GGTGACTTACTGAAAGTCTTGATTTGATCCTGTC^ 

TGCAGGAGCCAGGAGCTATTCAAATGGAGAAGGCAGGGGGATCCTGGGCAAGGAGGGTATAGATATATCCTCACCTGCA 
TGCGC^GTGACTTCTGAGCTCCTCACAGTT^ 

AAGAGAAC^CAGA^TTAGACTTTTAAAAAGTTGATTCAATAAATATGACAAGGTATAT 

GAATTAATGGAATATATATATATATATATATAGACACAC^ 

CGTAATCACAACGTTCCACAATAGGCCATCTGTAGGCTGAGA^^ 

CTTGGAGTCCAATATTTCAGAGAAGGAAGCATCCAGCATGGGAGAAAGATGTAGGCTGGGAGGCTAGGCCAGTCTT^ 

TTTCACATGTTTCTGCCTGCTTATATTCTAGCAGCGCTGGCAGCTAATTAGATTGTGCCCACCCAGATTAAGAGTGGGT 

CTGCACACTGACTCAAATGTTAATCTTCTTTGGCAACACCCTCACAGAC^CACCCAGGATCAATACTTTGTATCCTTC^ 
ATCCACTCAAGTTCACACTCAGGATTATCACAGAAGGCAT^ 

ATACAGCAGTGAATGAAACAGACAAAAATTCTACCCTTC 

TTTATATATTATATATATATGTAATATATAGAAATATATATTTATTTATATATCTATATTTAAAAATATGTATGGGGAA 

GATTTTGTGATAAATACCATGAAGAAAAGTGTATTAGAGAAGAGGTTAACGAATGTGTGTGTGGTGGGTGGTGGAATTT 

TAAGTGGTGTTAGGAAAGACCTCATTCAGAAGGTAGCATGTGAGGAAACATGAAGGAGGTACAAAAAGTCCTCCTGCC^ 

TCATGGAGGGACAGTAAGAAGGTCCTGGTGGCTGGAGTGAAGTAGCAAAGTGGAGAATAAGGGAAAAAGTTGGAGATGA 
AACAGAAGGGGACTCAGAGCTCTATTCATCTTACTAGT^ 

CAAGATCCCTCTGACTCCTAAOTTGGAGATGACOT^ 

CTTTTTTTCAGGGTCTTTCTCATTGTTGTTCTCACTACCATCATCCTTTGGACAGACAGGTACTCTTTTTAAGTCAATT 

TGATCTAAATGTGGGTTTTAAAAAAATCCTTTTCTTTGTTTAACAGCTGAGACAAAGCAGGAATTT^ 

TACTGACAAACTATGTAGAATCAAAGTAACATGAAACTAGATAATTTGTTCTATCATAGGAGATATCTTATTCAAAT 

AGTCCCCTAGGAGAAACTCTTCTTCTGACTCCCTCTTCACACTGGACAGCAGAGGCCATCTTTAACTTTCCCACAAGAG 
AGGGCTCCACAAGACATAGTC^TTACTCAAGAGATTGAG^^ 

AAGGCTCA.CCTCCTTAACTCTGATTTCCTCTCTGGGAAATCTCTATTCCTCTGGTGACTGTATACTGGGATTTAGTACA 

ACATTTAGGGAAGTGCAACCTACTCAAAATATCCAAATATAGCACCATAATTCTAACACTCTAATAAGAGGGACATCC 

CGTATTTTCAAGGGTGGGGAAAGATCATTAAATAACAGTATGAGTTATATTATGTTCTCAGTAAATATTAGTTACCTTT 

TCTTCCTCTTGGAGTGACTTTTACCACCCTCTGTAACTCATCTAGCCTTATCTAATGGGAGGCCATTTTATTTTGGGAT 

GGCATGACTACATAATTTCAAGCTATTTCTTATGTTATTTGCCGCCTCTTAAATATCTTCCCCTTACCTCCTTCTCATA 
CAAACCTTAAAGTTCTTCATAAGTCACAAC^ 

ACATTTACATGTCTATAAGAATGATTTTTCATTT^ 

AACCCTGATTTGCTCTTTATACTTTAACACCTTTTGTTTCTTTGTTTATAAATCCACTGTGCAAAGCTGTTTATGCA 

AGAAATTTAGTAAACATTCTGTGAATGTCTGAAACATCCATTCATCAATCCACTCACACAAAAA.CATTAACATATACTT 

TGTCATGCATTGTTAGATGTTCAAGCATGAAAATCAAACAGTAGTGAAGAATAATTTATTGTAAATATTATTTTTCAGG 

GAAGAGAACACTTTAGAAATAACTTCTTGAGAAATTGGTTTGGGAAAATAGTATATCCAAAATTAGAGAGCGCCATCTT 

GTGGGCAAGTGAGTATCTCACACAAATAATAACTATTATAAGTTGCAAAAATAGAATTTCTTCTCTTTTTTTCTTACAA 

TTCAAATCTCCTTTTTACTGTAAATATTTGTATTGATGCATAATAATTATACATATTTAGGAGGTACATGTGATATTTT 

GATTCATGCATACAATGTGTGATGATCAAATCAGGGTATTTAAGATAACCATCACCTCAAACGATTATTATTTTTTGTG 

TTGGGAACACTTCAGCTCTTCCAGATATTTTGAAATATACAATAAATTATTGTTAGCTATAGTCACCTTTCTGTGTTAT 

CGAACACTAGAACTTATTTCTTCTATCTAACTATATGCTTGTACCCATTAACTAACCTCTTTTCATCCCACCTCTCTCT 

TCC C AG C CTCTGGTAACCATCATTCTACTCTCTACCTCCAAGAGATC CACTGTTTTAG CTCCCACATATGAGTGACAAC 

ATGCCATATCTGTCTTTCTGTGCCTGGCTCATTTCACTTATTGTAATGACCTCCAGTTCCATCAAGGACACTTAGGTTG 
ATTCCATATCTTGGCTATTGTGAATAGTGCTGCAATAAAGATGGGGGTGCAGGTGTACTTTTAATATACTGATTTCCTT 
TCCTTTGAATAAATTCCTAGTGGTGGGATTGCTGGATCATATGATAGTTTTATTTTTAGTTTTTTGAGAAACTTCCATA 
CTGTTTTCTATTATGGCTGTACTAATATACATTCCCATCGTCAGTGTATAGGAGTTCTCTTTTCCCAGCACCCTTCCCA 
GCATCAAATAAAATCTTTTAAAGAGGCTCTGTCTGTCCTAGCTGAAGAACTGAAAATATATATTAAAATTTTATATAAT 
TAATGATATTTTAAACAATCCTTAGAAACTAATTGTAATATTTACAATTTACTTTTAAATTT 

GAAGGCTCAGCAAAGAAATTACTAAATATCATAAACATGACATACTTTTCATAAGAAAGCTTATAAAACTGTTAATGAA 
AAAGGAGACAGAATTCTTAGAGATTATCTCTTTAAGGGGTCTATCACTTTTTGGGTATCTCAGGGTGCTTTGAAAATTT 
GACTAGATCAAATCTCTCTTGAAAAATGTAAATGTACACACAATTTTTCATATAGTTTCAGGGGCTTCACG^ 
TGCGGTTGACTCATGAACCCATTCATGAACTTCATATTTTAAATACTTACATTTTACATAATATACAATTAAAGTCTAG 
AAGGTTTGGGGGTAAAAGCTAAAATTTGATTCCATTATCTCTTCATCCCCAAAACCTCATGCTCACACAATT^ 
ATTGATATAGATAGATCAAATGATGATGAAATATATTTGCTACATCGTTTGAGTTCCTAAGCTAAATCTTAAAACTTAT 
AGTTTCTAGGCTATTAATGTTCCTTACATCAACAAAAATAAATATTTAATATTAGGTTCATGTCATTCATGGTATATCT 
GTCACAAATACCCTTGATGTCCATTCTATCCAAAATAAAAGATGTTATTATGGATTTCCTTCTTTTTCAGGGCTGGGTA 
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GAATTCTAGTGTGTGAGTGTGTGTGTGTGTGTGTGTC 

GTTGATTCTGTATCTTTGCTATTGTAAATAATGCTATAATGAACATGGGAGTGCAAATATCTTTTTGACACACTGATCT 
CACTTCCTTTGGATATATACCTAGTAGTGAAACTGCTGGATAATATGGTAGTACTATTTTTAGCTTTTAAAGAACCTCG 
ATGCTGTTTTCGATAATGGCTATGTGAATATACATT^ 

CCATCTTTCATCTTTTTTGTACTAACAGGTATGAGTTGATATCTCATTGTGGTTTTAGTTTGCATTTCCTTGATTATTA 
AGTGATGTTGAACATTTTTTTCATATACCTGTTGGCCATTGGTATGGCTTCTTTTGAGAAACATCT 
TCTTGTTTTTTAATCAAGTTATTTGTTTTCATACTATTGACCTTTTTGAGTTCCTTATATATTTTGGAAATCCTGTCAT 
TTGGGATCACATGGATGAATCTGGATGACGTTATGTTAAGTGAAATAAGTCAGGC^ 

CTCATTTAAATGTGAAAGCTAAAAATGTCAAACTCATAGAAACAGAATAAAATGGTTGTTAACCAGGGCTGATGGGTGG 
GG GCTGAAGACTG GG G CAATGTTAGT CAAAGGACACAAAATTTC AGTTAAACAGGAGGAATAAGTT CCAGAGATCTATT 
GTACCTCAGGGTGACTATAGTTAACAACAATACAra 
GCCACAAAAAAAGATAAGTTTGTGAGGTAATGTATATATTAA^ 
TGTAAATAAAATGTTTTACATCATAAATATATACATT^ 

ACAGCTTAGCCTTGGGTTAATGAAGTCATGACAGTACGAGGTTTATAA^CTGAACAAAGAATCCTAACCATACGCCAC 
CCTAACTATGGAAATACAATGGAACTATTAGTTTTCTGTT 

TTGCTAGTATGAACCTTAGTAACCTAGGTTAGTATTTCCCAAAGTAGGTTTTGTGGAATGCTAATATCAACAGGTACTA 

CCTGCAAAATGGTTGCATGGTCAAATAAGCTGAGCTTC^TAAAATTAAACTGATATATTACTGGAAGCTAAATAAATAT 

TGTAAATATCCAGGAAGGAGATACATAGGCAAAATATTCCAAACTTTATTAAATAGTTAACITTTTGTT 

GTAATGGGGTTGGGTGCTCC^CAGAGAACATTATGGCACATGCTGAACTAGAGATAAAAAAGATAGATTTAAAAATATA 

TGC^GATTGCTTGGACAAATTTCAGCAGGATAGTGAGAAATTGATTTCTAGTGTAGAATATTCTGGGA^TGAGATTTT 

TTTACATTACGTGATCCTAATTCAAATATTATGATTAATTTTAAGTAAGCAGGCAATTTGATGTAATGGAG AAAG CACT 

CACCTGAAACAGAGTTAACATGTTTTATTCCTTGGTACAGTCATGCT 

CTCCAGCTAA.GGTAAAGGAATTCTTGTAGGAGTAATAGAAGCCCTGTGATTAGTATAAAACTTAGATTAAGATGCTTTG 
TGCAGCAATTCCCATGGCATATTTCTTTTTGTCTTTTCTCTTTCTCTTTCTTTCCCTCCCTCCCTCCCTCCCTCCCTTC 
CTCCTGCGCTGCCCTGCCCTTCTTTTCTTTTTCTTTCTTTCTTTCTTGACAAGGTCCTGCTTTGTGCCCCAGGCTGGAG 
TACCTGGGCTCAAGCTATCCTCCCACCTCAGCCTCCCAGAAATCCTGGGATTGCAGACATGAGCCACCATGCCCAGGCC 
CAAGTCATATTCTAAAACATGGCTTACTCTGATATTAACTGCCGTCTACAGGGGAATGGTCTAATTACTCTGCAAATGC 
TCTCCACCTTCTAGAATAGTCACATTCCAATTAGTATATTTAAAGCTCTTAGAAGTCACGTAATAAAAAGAAATATTTT 
CTTTAAGATTTTGAAGCCATATTTACAAATTATTTGACTCTCTAGTCTTTTTCTTGTTTTTATTATTCAACTGGACTCT 
TAACATCTCAAAAACTAGTATTCAATGTAACAGTTTGGAAAATGTTCTTATACCTTTTCTACTTTTAATAGATAAAATT 
GTTTTTAATTCATGCCAACAGAGATGAACCAACAATCTAAAAGAATGGACTCCTAATCAATTGTAGTGAATGGACCATA 
TGTTCATATTATCTGTAATTA^TGGAGGAATTTAAAAGGAAAGGTGTGAGAATGGAAGAGAAGGCTGCCTCCCCACAT 
CCTATCCAAGGCTCCTGTTTCTACCCGCACACCCTACCACAGAAATACCCAAGATTTATTTTCTAGAGAAATGTTCTCA 
GAAAGGGTCAGGACTCTGAGAGAGAAGATGTAGCACCCTGCAGGGATGAGGTGTGGGGCTGAAACAAGGAATGAAGGGA 
ATGTCTGTGGTGCAGATCTGGTTCCCTGAGATACTCCGAGATAGATAGAGATTGGGATGCAGGGTGTTTGTGGGGAAAT 
GTTCTCAGTGTGAGCACCACAGGAAGAAGAGTAGGAACAGGGTTAAAGGCTCAATGGAGGCCTCTTCTGGTTCAGTTGG 
GGTTTCTAAAACTTAGAGGAAGGGGTTAGGACTCTATACTATCTCCTTCCCGTTTATCAAATAGCCATTGTCTGCAGAC 
TGCTCTGTATAAATGGGTATAATCTTGGGCAAGAGCAGTATACCCTCTACTGGAGAAACACATGCTGAGGGGATTCTGG 
GCAGTGCATTTCAACATCCAGAAGAGTCAGCATCATGAATGCTGAAACCTTGCCTCCTACCCCACCCTCTACCTAAAAT 
GAAAGTAATCAGATTAATGATAAATTACTTAAAAAAATAGATGCTGGAGTACAATAGAGTAATGGCTTCAATATTTTGA 
AGGAATTTACATTTCAACATAGACTCCTTTAGCAAGTCAAACTATGAACTAGTGTAAAGACAGAATAAAGCCATCTTTA 
GTGATG CAAGATC CAAAAAATGTAAAATATTAATACTATTCACTTCATTTGCCACTTGAGCTTCTATAAAATGTGAC CC 
ACAAAAAGCAGGAAGCTATCAAAAAGGAAATCATGAGATCCAATAATCAACACGGGAAATAACAGAAAGAATGCTTAGG 
ATGTCAGATTTCTAGCGGGCCTAGAAAGCAACTAGCTGAGAAGTACAGATTGAAGCAAGAGTACAAGGTGTTGAGGAGG 
AGGCTGAAAAGAGAAAATGAAATTGATAGATTATCCAATTTGCTAGAGCATCTGAGAGGGGTGGCAGATATGAGTACCA 
TTTGGAAAAGAACCAAAGCAATTATTAACTACTAGCAAAACAGAAGTTGAGCCGTAAAGCAAATATGTATATATTACAT 
ACATAGTAAATAAGATTTATATATAGTAAAAATATGTAAACAGTGATTGTTAATTTAACTAAAAATTGTGATGTAACTA 
GGTGAAAAAAGGGAACTGGAGATCAGTATAAGATAATTAAATGTTTATTATGATAAGAAATGAATAGATAATGGCTAAA 
AAAATGAAAATCAAGAAAAAAAAACCCAGTATAAGCATATTACTTAGAATTATAGAGTTAATTACCAGCAGAAACAAAA 
TGACTTGAGAAAGAGCATTCACAATGAATATATATAGTATAGTTTTGCAGACTGTTTTTTGAATAAGGTTTTCAGTATA 
ATTTTAAAATTATATGTGCATAATTTCTCTATTTATCCTGATGGGTGAGTTAAATTGCCCTGACAACCTCTAAATCTTG 
TAACAACAAAGATGATAGTGATTGTTGTTTCCCATACTACATATCATCGACAGGGAGCTCTGCTGCACAGCCTCCTCAC 
TCTGGTACAGAAACTGACAGAGTTACCATCATGGACTTTGTTGATCCTTCTGGCAGAAGGAGAAAGGGGAAGAGATGGA 
GAGTCTCACACCAGCGAATCAACGCTTGGCTGCTGATTGGCCAGAATTAGTCACGTGGCTCCATTCAACTACAAGAGGG 
TTATTAAGTGCATCTACATGTGTCCTGAGGGTGGAGAGCTACAAAGAGAGAGCCAGTATCGCTAATGGTTGCCTCAATT 
TCTCTCATAATAATTGTTAAGTAAAAATAAAATAGGGCTTGGCGCAGTGGCTCACGCCTATAATCCTAGCACTTTGGGA 
GGCCCAGGTGGGAGGATTGCTCGAGTCCAGGAGTTCATGACCAGCCTGGGTAACTTGGCAAGACACCGTCTCCTCAAAA 
AATAAAAAAAACTAAAAAAATAAAAAAATAGCCAGGTGTGGTGGCATGGGCCTGTAGTCTCAGCTACTTGGAAAGCTGA 
GGCAGGAGGATTGCTTGAGTCCAGGAAGTTGAGACTGCAGTGAGCCGTGTTTGCACCACTCGCTCTTCAGTTTGGGTGA 
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cagagggagaccctatctcaaaacaaatacaaaaacaaaaacaaaaatc^ 

attaaaaattcctatggataatcagcatgtaaatatttgtgtgataaatatgtaggtatata" 2aaaatatgtatata 

aacaaatatacatatggattatatatgtataatttatatttttatatttggttttttcatatgtgtatta 

taaacaaatgttttttgaatagcttctatttaccaggcattgct 

cacccctatttctgtgtagcttatatggagtggtagggacagagagactcagtaagcatagtaaataaatacattgtgt 

agcgtcttagaaggctctcagtgctagggaacaaatagtgcaatagcaggggagttcaatacagaggctgagaatatgg 

ttagaatttgcaatagggaaatcaggttagaaagggccctttgaggcaaggattgaaggggagtggggatagattcgtg 

ggcaaatgggcagggaatgctu^tatcctgagactggagcaggcttgcgatttttccaggaatggctggaaggctagtc 

aggctgcagtgaggggacataagtgagatcgtgaatggggacataatagggggcatcatgtgaatatatgggatgtaga 

gaccgtgctaaagactgccatactctcagttaattgattgaactctgag 

attgcccagcatctagaagatgattaatatttcatgtaa^ 

gttacttttctatccattattaattgcttaaagct 

agtattggcataaaataaagcttacaggatggtgtgaaggcaatattttttgagtgtctacagcatgccacaaaatgac 
ttcaatgcttagaataattgaattacataaatataatgtcccca_ - ttataggcgaaaatactgaggctcaacagacat 
aaaatggcttgagttaccaggctacagtagaactaggatttcagtccaggtcagtc 
tcattgtttggatttagcacccccaaaaatgtcttgtaatgcag 

tctaaaaactttcttatgaagcagattacatatggaaaatgaccctatggactatgagaattggcctttagagaatgtc 
actgccagccctgttggtatctataagaaccaataagcattatttacagagagtgatatacacagtgataattaagaaa 
taactatatttatgatgacaattttgccaaatttact 

tttcttttgcaggtaagtttggaaattttttttgcttgtc 
taattgcttttaacattgagcacctttcataagt^ 

gaaagtaacattgtgggtttgcgttatttgattcagaaattttacatatgtgattccatatggtaaatctatgcagtgt 

TTGTATTTGGGTTTGTGTTTAAATTATTTCTGTGTCAAGTATAAGGAAGAGGATTGTAGTGCGGGGTCTGTGTCA^ 

AATGGGGGACTGTAAAGAACAGAGGAAAGAATATGCATGTAATGAGAGGTTGAAAGGCTGAGAAGGGCAGCTCCAGGCA 

TGTAATCTACAATGGCCATGAATGCATGTCATGAGGAAAAGATGCCTTTTCAGGAACAAAATAATCAACTGAAAACTGT 

TTTCATTCACTTTTCTAAGCCCCTAGTTTTTTGTTTTCTCCTATTATTGTGCAAAATTTCTGGCCAGACTATTGCTGAC 
ATGTACCTTTGAATAAAAAAAATGGCTGTAACTATTCTC 

CTGGAAAAAAGCTCTTATTAACTATATGTCAACTATTTCAGATAAGGAGTAGGAAGTTTCAGTAAAGCTTCTAGATACA 

CAAAAGAGAGGATAAAATATTAGAGGGACTTAGAAAGACRTGATATTTGCACTGAGGAAAGAAGGTAGCCTGTAAGTTG 

ACCACATAGGAC CACGGCTTTATTATTGTG CACCGTG CTTTCATTAGTATATAAAAGAGGTGATTGTGTGAGATTTAAA 

TCAAGCATGAACTTAAACTAAATTCCATATTAATTATAAACGGTATGTTTACTTTATTC/^AAAAAAGATATATGTTTC^ 

CAAAATAATTGCAAATATTATTATTAATTATRTAAAAATAAAGAGGAATGAGGATACTAATCTACTCACCTAAGTTCTA 

GCTAAGAGATGAGGTAGCAAAGGAGGAAGAAGTTCTTCAGTTCCTGGTCTTGATGGGTAAAGCGATTTGATCTCATTAT 

ATTCTCTCCAATATAATCATATTAATATCGAAGTCATCAGAACGGAGTTGATATTATCAAGCTAAGTAAATATTAGAAA 

AATAAAAATTAACAAATGGTTTCACTAAAACTGCAAAGTTTGTACCTGRACCACAAAGCTAATGGACTGGCCTAC 

GTCTTTGTTTTAACTAGTATTCCGGGGGTTGATGGAAAGGGAGTGGAATTAAAGGGCATTGTAAAATGTCATGGCATCC 

AATCTAATTATCAGAGCTCTAGCTCCAGGGTCAGCAAACTTTTTCTGTGACAAGCGAGATAGTAAATATTTTAGCCTTT 

TGGGGCCACAAGAACTCTGTAGTAACTACTCAACTCTGCTGTTGCAGAGCAAATGCAGTTATCTGTAGACAATCTGTAA 

TGAATGAGCATAATATGTTCCAATAAACTTTATTTACAAAATGAAAAAAAGTAGTGGGCAGGATTTGCTCTGTGGTAGT 

TTTCCAACCCCTACCTAGCTCCCTTTGAAATAAAAAAAAAAATTAAGTAAACTTTAGAGATTTTGGAACAAGATGTATG 

TTGGCCCCCTTCAGATACAGATAAACACTTGGTCTAAGAATGAAATGTTGTTCAACTGGAGTTCAGAAACAAGATATGA 

ACTTCTCAAAAGCTTTGATGAATTTAAACACTAGAGGGCACAAAAGGACATTTTTAAGTCAAGGACCTCTTGTAAACAG 

AACACTACAATTATGAGAAACTGCCTGAAGTAGAGCGATGTGACCTCAATGTGCATAATTTGTTTGAAATGTCAGCCTG 

TAGCTCTTGTGACCTCACTGACCACAAAAACTTGAAGTGGTTGACCACCTTCATGTTGCTGTAATAATAGCCACATGTC 



3CTTTAGA 

TTCTAATTTTCATGTGGTGAGTCCTATTTGTAGTAAATAAGTTATTTTGAATTATGTTGTG'TCAATCTTTTATAAAATC 
ATAATAAAATAATGCATGTTATTTATGCATATGATTTATGCATATAATAATGTATATTGACAGATGTCATCTGTTACAT 
TGATTTATGAACTAATTTGAAAGTTTTATTTCAGAAAAATGCTTAAAAATCAGCAGAAGCTTGAAGCCTCAAAATTACT 
CCTACCCTTTAACACATGGACACAAAGATGGTAACAGTAGACACTGAGGATTCCAAAAGCCAGGAGGGGAAAGGGGAAT 
AAGGGAGGAAACTCTACCTACTGGGTACAATGCTCACTACCTGGGTGATGGGATCAGCACTGCCCCAAACCTCAGCATC 
ACGCAATATACTCATGTAACAAACCTGTACATGTAGCCCCTAAATCTAAAATAAACATTGATATTTTTAAAATCCTACC 
TCTTAATTTAGTAATTCTGCTTGTAGATATTTGGATTGTGGAAGTAATTTGGGATATTAAAATATTTATATTCAAAGAT 
ATTCACCRTAAAAATACCTATAATATTGAGAACCTAGGTATATTSTATGTATTTCACATGAACTAATGTTTAAATAAAT 
TTTCATATTAGACCCAGCCAATAGAATCTTGTCAACCATTAAATATATTTTCAAATGACATTAAGTGATAGAGAAAATG 
GCTTATAGTAAACCATGAATGCAAAGCAGAATCCAAAAATTATGTACATCRAATCTCAATTGAATGTTAAAATTAGATG 
CGTAAATATATGTATATACATATAAAAATAAAGAAAATGAGCCAGATTTACAAGTTGCCTCTCGGTATAGATGATTTTT 
AAAAAAATTTAATTTTCTGAATTTTCCAAATTTCTATCATGAATATTCATCATTCATATGGTCATAAAAAATAAGTATT 
ATTCAAACAGAAAACTATTTTTGCATTCTGACAGCACTTTTTTAGGTGTGATTCTTAGATCAGTGGTGCTAAAAGTCAG 
AAGGTTATAAGGAAATTATTTATGTATCAGGCAATCAATTTAAATGAATTATTGATTGTTACGCAGACACATCATTAGA 
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GTCACTTTTTTAGCCCTGGGATGGGATGATTTGTCTCAGGTTTGGGTGTTGTGGCTTAGTTGCCGTGCACTAGGCAGTG 

AAGACCAGGAAGGAAC^AGGGCCTGCTGGAGAGGCCTGCAGTGCTGATATTGAACATGGACTTCCCTGTAAGCTCCCTG 

GACTGTGGTAAAGCAGGACACATCACACACACACACACACACACACAAACACACACACGTGGACAC^ 

CCTCTATCCTTTTTCTCTTCTAAATCTGCTTTCTGCCCTTGCCTTTCCCTRTAAATGGATGTGTGTGGAGAGGAGCTGG 

AGAGACAGCAGGGGTCTGAAGGATGCTAACTTGGACTTTTTCCTGAGCAAAGAATTCCTTAAGAATGACCTGGTATAAA 

AATTTTGAAGAAATCTCATAAATAATATGGGCAAAAATGTGACAGCAATGTGGCACAATGCAAAAGCTTGTCACTAGTT 

TCAGCCCAGCTTTTCCTCGTGATTGTTTTGAGTAGCATGAATTATCCTCTAAAATGTTGGTTTTTATTCCTTTTTCATT 

TTGTACAAACATACCTAAAAGGGTGAACATAGTATAAGCAAAGACACAACGT^ 

AATTCACTATGTATTTTTCTAACACTTTTCTTGGAGCTTTTAATCCTTAGAACCTAGGAGATGGAGGACTATACACTCG 
ATATAGGTAAACTTGGGTCACAGGGGCTTCTTGTACACATTA^ 

TTTCCTGATCCTCTCCCTCCTCCCACCTTCTACCCTCTGGTAGGCCCTAGTGTGTGTTGTTCCCCTCTTTGTGTCCATG 
TGTTCACATGAATTAGCTCCCACTAATAAGTGAGAACATATGGT^ 

ATAATGGCCTCCAGCTGTATCCATGTTCCTGCAAAGGACATGATCTCATTCTTTTTTATGGCTGCAGAGTATTCCATGG 
TGTGTATGCACCACATTTTTTTTTATCCAGTCTATCATTGATGGGYGTTTAGGTTAATTCTATGTCTTTGCTATTGTGA 
ATAGTGCTGCAATGATCATACACATGCCTGTGTCATTATAATAGAA 

TGGGATTGCTGGGTCAAATGGTATTTCTTTTTTAGGTCTTTGAGGAATTGCCACACTGTCTTCTACAATTGTTGAAGTA 
ATTTACACTCCCACCAACAGTGTATAAGTTGACTTTTTAATACTAGCCATTCTGACTGGTGTGAGATGGTATTTCATTG 
TGGTTTTGATTTGCATTTCTCTAATGATGAGTGATGTTGAAGA 
TGAAAAGTGCCTGTTCATGTCCTTTGCCCACTTTTTAATGG 

GATGCTAGATATTAGACCTTTGTTGAATAGTTTGCAAAAATTTTCTCCCATTTTATAGGCTCACTCTGTTGACAGCTTC 
CTTTCCTGTGCAAGAGCTCTTTAGTTTAATTAGATCTCATTC 

TTTGTCATGACATATTTTTTTTTTTTTTTTGAGATGGGTGTCTCACTCTGTCACCCAGGCTGGAGTGC^GTGGCATGAT 

CTCAGCTCACTGCAACCTCCTCCTCCTGGGTTCACGCCGTTCTCCTACCTCAGTCTCCTGAGTAGCTGGGACTACAGGC 

GCCCGCCACCACGCCCAGCTGATTTTTTGTATTTTTAGTAGAGACAGGGTTTCACTGTGTTAGCCATGATGGTCTCGAT 

CTCCTGACCTCGTGATCTGCCTGCCTCAGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACCACACCTGGCCTGTC 

AGGACATCTTCACCTGTTCCTGTGTCCAAGATGGTATTGCCTAGGTTGTCTTCTGGGRTTTTTATAGCTTTGGGTTTTA 

CATTTAACTATTTAATACATCTTGAGTTAAGTTTTGTATATGGTATAAAGAAGGGGTCCAATCTTCTGCATATAGTTAG 

CCAGCTATCTCAGCATCATTTATTGAATAGGGAATCTTTTCTCCAATGCTTGTTTTTGTTAGGTTTGTCACAGATCAGA 

TAGTTGTAGGTATATGGTCTTATTCCTAGGTTCTCTATCCTGTTCCATTTGTCTATGTGTCTGTTTTTGTACCAGTACC 

ATGCCGTTTTGGTTACTGTGGCCCTGTAGTATAGTTTGAAGTTGGGTGGCATGATGCCTCTAGCTTTGTTCTTTTTGCT 

GAGGATTGCCTTAGCTATTCGGGCTCTTTTTTGGTTCCATATGAATTTTAAAATAGTTTTTTCTAGTTCTGTGAAGAAT 

CTCARTGGTAATTTATTAAAAATAGCACTGAATCTATAAATTGCTTCAGGCAGTATGGCCATTTTAACAATATGGATTC 

TTTCTGTCCATGATCATGGAATGTTTTTCTATTTTTTTGTGTCGTCTCTCATTTGTTTGAGCAGTGTTATGTAGTTCTC 

CTTGTAGAGATTTTTCACCTCCCTGGTTATCTGTATTCCTAGGTATTTTATTCTTTTTGTGGTGATTGTGAATGGGATT 

GCATTCCTGATTTGGCTCTCAGCTTGACTATTGTTGGTGTGTAGGAATGCTAGTTATTTTTGCACATTAATTTCATATC 

CTGAAACTTTGCTGAAGTTGTTTATCAGTTTAAGAAGCTTTTGGGCTGAGATTATGTGGTTTTCTAGATATAGGATCGT 

GTAATCTGCAAACTGGGATAGTTTGACTTCCTCTCTTCCTGTTTGAATGTGCTTTATTTCTTTCTCTTATCTAACTGCC 

CTAGCCAGGACTTCCAAAATGTTGAATAGGAAAGGCGAGAGAGGGCATCCTTGTCTTGTGCCCATTTTCAATGGTAATA 

CTTCCAGCTTCTGCCCATTCAGTATGATGTTGACTGTGGGTATATCATTGATGGCTCTTATTTTTTGAGGGCTGTTCCT 

TCAATACCTAGTTTATTGAGAGTTTTTAACATGAAGCGATCTTGAATTTTATCAAAGGCATTTTCCACATCTTTTGAGA . 

TAATCATGTGTTTTTTGTCTTTAGTTCTGTTTATGTGATGAATCACATTTATTGATTTGCATATGTTGAACCAACCTTG 

CATCTCAAGGATGAAGCCTACTTGATTGTGGTGGATAAGCTTTTTGATGTGATACTGGATTTGGTTTGCCAGTATTTTA 

TGGAGGATTCTTGCATCAATGTTCATCAAGAATATTGGTCTGAGTTTTAAATTTTTGTYATATTTCTACCAGGTATTTG 

TCTCAGGAAGATGCTGGCCTTGTAGAATGAGTTAGGGAGGAGTCCATCCTTCTCAGTTTTGGGGAATAGTTTCAGCAGG 

AATGGTACCATCYCTTCTTTGTACATCTGGTAGAATTCAGCTGTGAATCAGTCTGGTCCTGGGGTTTTTTTGGTTGGTA 

GGCTATTTATTACTGACTCAATTTCAGTGCTTTTTATTAGTCCATTCAGGGATTCAGCTTCTTCCTGATTCAGTCTTGG 

GAGAGTATGTATGTCCAGGAATTTATCCATTTCTTCTAGTTTTTCTAGTTTATGTGCATAAAGGTGTTCATT^ATACTCT 

CTGATGGTTGTTTGTATTTCTGTGGGGTCAGTGGTAATATCCCCCTTATCATTTCTGATTGTGTTTATTTGAATCTTCT 

CTCTTTTCTTCTTTATTAATCTAGCTGGTGGTCTATGTAGTTTATTAATTTTTTCAAAAAAAGAACAACTCCTGGATTC 

ACTGATCTTTTGAATGGTTTTCTGTGTCTCAATATTCTTCAGTTCAGCTCTGATTTTGGTTATTTCTTGTCATCTGCTG 

GCTTTGGAATTTATTTGCTCTTGGTTCTCTAGTTCTTTTAGTTGTGATGTTAGGCTGTTGACTTGAGATCTTTCTAACT 

TTTTGATTTGGGCATTTCATGCTATAAATGTCTGTCCTAACACTGCCTTAGCTATTTTCCAGAGGTTCTGGTATGTTGT 

ATCTTTGTTCTCATTTGTTTCAAAAACCTTATTGATTTCTGCTTTTATTTCATTATTTACCCAAAAGGCATTCAGGATT 

TCAGGAGAAAAGGCATTCAATTTCCATGTAATTGCATGGTTTTGAGTGAATTTCTTAGCCTTAGCTTCTAATTTGATTG 

CACTCTGGTCTGAGAGATTGTTCATTATTATTTCAGTTCTTTTGCATTTGCTGAGTAGTGTTTTACTTCTGATTATGTG 

ATCAATTTTAGAGTATGTGGCATGTGGCAATGAGAAGAATGTATATTCTGTTGTTTTKGGGTGGAGACTTCTGTAGATA 

TCTATCAGATCCATTTGTTCCAGTGCTAAGTTCAAGTCCTGAATATCTTAATTTCCTGTCTTGATGATATATCTAATAT 

TTTCAGTGATATGTTAAAGTCTCCTGCTATTATTGTGTGGGAGTCTAGGTCTCTTTGGAGGTCTCTAAGAACTTGCTTT 

ATGAATCTGAGTGTTTCTCTCTGTTGGGTGTGTATATATTTAGGATAATTAGATCTTCTTGTTGAATTGAACCCTTTAC 
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CATGATGTAATGCCCTTCTTTGTCTTTTTTATCTTTC 

CTGCTTTTTTCTGTTTTTCATTTGCTTGGTAGATTTTCCTCCATCCCTTTATTTTGAGCCTATGTGTATCATTGCATGT 

GAGATGGGTCTCTTGAAGACAGCATACCAGTGAGTCTCGATTCTTTATCCAGCTTGCCACTCTGTGTCTTTTAATTGAG 

GCATTTAGTCCATTTACATTTAAGGTTAATATTGTTATGTGTGAATTTGATTCTGTCATCATGATGTTAGCTGGTTATT 

TTGC^GACTTGTTTATATGGTTGTTTTATAGAGTCATTGGTCTGTACACTTCAGTGTGTTTTTGTAGTGTCTGGTAATC 

GTCTTTCCTTTCTATATTTAGTGTTTCTTTCAGGAGTTCTTGTAAGGCATGTCTGGTGGTAACAAATTCCCTCAGTATT 

TGCTTGTCTGAACAGGATATTATTTCCCCTTCACTTATGATGCTTAGTTTGGCCAGATATGAAATTGTTGGTTGGAATT 

TCTTTTTAAGAATTGTGAATATTGGCCCTCAATCTTTTCTGGCTTGTAGAGTTTCTGCTGAGAGGTCCACA 

GATGGGCTTCCTTTTGTAGGTGACCTTACCTTTCTAGCTGCCTTTAACATGTTTTCTTTGATTTCAACCTTGGAGAATC 

TAATGATTGTGTGTCTTGGGGATGACCTTCTTGTGAAGTACCTTACCAGGAGTTTCTGCATTTCCTGAATTTAAATGTT 

GGCCTCTCTAACTAGGTTAGGGAAGTTCTCATGGATAACACTCTGAAATATGTTTTCCAAGTTGGCTTCA 

TGTATTTCAGGGACACCAATGAGTCGTAGATTCAGTCTCT^ 

TCATTCTGTTTTCTCTATTCTTGTCTGACTGTCTTA^ 

TTCCTCCACTTAGGCTGTTCTGTTATTAGTACTTGT^ 

TTGGTGACATTCTTGTCTATACTGGCTGTTTGTCTGTCAGra 

TTGGGTTTCAACATACTCCTGTACTTCAATGATCTTCATTC 

ATCTCAGCCTGGTTTAGAAGCTTGCTTTAGAAGGGACRCGGTTGTTTGGAGGAAAAAAGGCACTCTGGCCTTTTGAGTT 
TTCAGGGTTCTTGTGCTGATTCTTTCTCATCTTTGTGGACTTCT 

GTTTTTTTTTTCCTTTTATCCTATTTGATGACCTTGAGGGTTTGATTGTGGTATTAGGTGGATTCAGCTGATTGGCTTC 
ATTTCTGGAAGATTTTAGGGGTCCAACACTCAGCTCCCAACTTCTGGACTGTGTGCACTAACTCTGGGGGACTTGTATG 
AGGCCGAAACTTTGTCTTCTGAYTCTTCAAGTTTTGGAATCCACTCAGCTAGGGGTGCTGA 

AAGTGCTAGTGGGTGTGGGGGTGCCTGCCTCCTTGCAGATGTTCACCAGAGTGGCAGAGGCAATGCAGCTTACAGAGGT 

GGGCAGGAGGCCCTTGCTGGAGCCTGTGTGCACAGTCACACTGGAGGTGGTGTTGGCTGGGGGTAGGGTGGTGGCAGGC 

ACAGGTCTGAATGCCTTCTCTGTGCCCCACAAGCAGGAGTGATAGCTCAGGGTAGGGGAGGATTCACTGTTCTCTGTAC 

AGCCCACGTGTTTACTTTTCAAATAATTTGATGAACTGAGTGAAAATATTGAATTTAGACTAGCTGATTTCAT^ 

ATGCTTAAAACTTCAATTTATACAATTTTTTTCTTCATTTTAAAACTTTGAACCAAATTGGCTTGTAACA 

AGATTCAATTAGTTATTTGGAATTATTTTCAAAGATGTGTCC 

AATTGCYTGTAAAGTTTACTGGTTTATTTCCTCAAATGATCATTGCTGGTTTATGTATATGAAATATTCTCAAACATAT 
CAAGGTA(^GATAAAGCTATGAGACACGTAAGCTTCTTCTGTTGTCCATTGGGTAGGTAGAGAAATGGATGACTTGGCT 
TATTTAAGCTAATTACTAAAGGAAATAGAGAAGCCTTGAGTCCTTTCTGGAACAAAACAGAATTAAATATTCATTACAT 
GAGGGAAAGCATAATTTAGAACAAAATAATGAAATTTCCCTGGAGTCTGTCTTCTAAGAGGTTTGATGGATTCATTTAA 
CATACATTTATTTCACTCCTACTGTGCTGGGCAGTCCCAGGGTTATACAGCCCCAGGAGGTTCAGAGTCCAGTAGAACA 
TGAGCATATACCACTCTTTTTCTTTACAATACTCCTTTAGAGAAAAGAAGACTGCAGTTTGCATTTTGCCCTGGGTAAG 
AAACAAATTAGAGATGTAAAGAAACTTTGCTAAGCACTACAGATGCCTTTGACGTGTTTATTCCCGTTGACTCATAACT 
GTGTCTCACCAGATAACCTATAGTATATTCATACCSAAACTTATCTTTTTCTAATACTTTAGTTATTAGTTTTTAGGTA 
ACCTGiyiGAAGAATGAATATGAGCTTTTCATATCTATAGTAGGTTCACTTCCAATCCAGAGAAACCATGGACAGACCTT 
TTTTTCAGCTAAACAAAGTGTGGTAGTTTAACATCGCAGTAAGATCAAAAACCACCTTAACTGAGTATGAAAAATATTT 
GATGATACAGTAGTCTTCAAACTAAGTTTAAAAGATGCAAATAGTACATATATGCCAGTACATATGCCAGTGTCTTGAA 
TACTGGGAAAAAGGAGGATTCGAGTGGGGGAAAGTTCACGACATTGTCTCTCTGCCTCTAATCTTTCCTGCTCAAGTCC 
TTGCAAGTAGAATCAAAATATCAATTGTTCTGAAATTAATTCTGCTTTTATTATTTCACTCCCTTGTTCAGARAAACTT 
GGTAAGTTTTCACTTCTAAATGGAACAAAGGTCCCACTCCTAACGTATCATTCAAGTTCCTTCACAGTCCAGTCTCAAC 
CTTTCTTTCCTTTCTTTTCCTAACTATCATTGTTCATAATACAGTAATATACCCTCCCAGGAGTATTCAATCTTTTGGC 
TTC CCTGGGCCACATTGG AAGAATTGTCTTGGGCCC CATATAAAATACACCAATATGATAG CTGATGAGCAAAAACAAA 
ACAAAAAGTCTCATGATGTTTTAAGATAGTTTATGAATTTGTGTTGGGCCACATTCAAAGCCATCCTGGGCCATGTAGC 
CCACAAGCCACGGGTTGGACAAGCTTACAGGTCTAAACTCTGATAATTTCACTAGACCTTGGATATTCATACTTCTGGT 
GAGCMGAGGCTGCTTACACTTTTTATAGGCCAATATCAATCATAACGTTTAAGTGTTTAATAAGTATCAATATTTATCT 
CATATGGCTCTCAGAACAGTGAATTAATTCACTTAGCAAATATATATTGAACCATTACCACTATCTGGCCCTATTCTAG 
TTGTTGGCCAAACAGC7VGTGAATCAACATGTCTCTCCTCTGAAAGAATTTAATTTTTTGTGGGGAGGATAGTACAAAAT 
ATATGAAATACATAAACACATTCAAAATGTGTGTCGTGATGGTTAGTTCTATGAAAAAAATTAGTGCAGAGTAAAGAAA 
TAGTAATACGAGTGTGATTTTAGATTAAAAAGTCAGAATAGGTATCCCTGTCTGTTAAACTGACATTTAAATCTTAACA 
A^TGAGTGAATTATGCATTTTTCGAAAGGAAGAGTGTTTCAAG 

AGGCACATTGTGTTTAAGGAACAGGAAGAAGTTGAGTATTGTGGGAACTGAGTAAGCAAGAAAGAGAATAGAAAAGGAG 

GCCATAAAGAGAGGAGAGGGCTTTTGAAAACCATGGAAAAGAGTTTGGATTTTATCCCAAATGGAGAGGGAAACTAGTA 

AAGGGTTTTGAGCAGAGAAATGGCATACATTTTCAAAGGATCACTCTGGGTGCTCTGTGAAGAATAGAGTAGGAGCAAG 

AGTAGAAGCAGGGAAAATGGTTATGACGCCACTGCAATAGCCTTGGAAGGAGACAGTAGTGACTTGGACCYGGGTGATG 

GCAGTGGAGATGGCGAGAAGTGATCAGATTCTGGCAATGTTTTGAAACCAGAGCTAATTGTGTTTGATGACGGATTTTT 

ACATAGAGTGAGAGAAAAAGAGATGAGTCAAAGATAATTCAAGGGTTTTTGGCCTGAACAAATTGGAAATGTGTGTTTT 

TATTTATTGAGCTTGAGGAGTTCAAGGGAGGAGTAGGTTTAGTGGTGGGGTGGTTCTGTTTGAGCATTTTGAGTTTGAT 

AGTCCTGTTTGTGGAAAATGCTTGGAGTGCTGCCCCATTTCCCTCCACCCACTATAGAGTTCACCTGAGGCTATGGCAG ' 

ACTCAGTCAGTTTCCCATCTCAGGCACCTGGGGGCTTTCTGCAGTACAAAGGAGCCTGCTGAGACCGTTTACAGAATTT 
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TTTAACATTCCCAGTGGCAACACTCCAACATTGAGGGTCCAGAG 

GTGGGACAGTCCTGAGGCATGTGTATATATGGTCCCACAAAAGGTCCCTGGGGAGATTGGGCCC 7 ' .TCTGCCCCTGCTT 
ATTAATACACACTGTATTAACTTTTCTTCCTTTGCTATCCCACTTCTCCATCACCTAACTTTGATTTCCTAGAATCGCC 
TTCCTGCCTCTTCTCCAAATAAACTACGCACTCCAATATTTTGCAGTCTCCCTGGAAGGAATTAAACCTAAGACTATTA 
AATACCCATATGTCAATCTCCAAGAAGGAGATTGATATACTATTCTGAAAACCAGGCAAAATGTCAGGGATGGAGATAC 
AGTTGGGAGGCGTTAGTCTTTTTCACAAGCCTATTCAAAAGCCCATTGCACAAGCACTAGATATGTGTAGATTCCTACA 
CAGACTTGTTACCGTCCTTGTCTGCCTCATGTCATCTCTTCCACATGAATACAATGATACTCATCAATGAATGCTCTGA 
ACTTTCAGCAAAGGCCACAGTAGAATTTCTAGATAGTAGTAGATTGAGAAGTGATGACAATTTGATTGGAAGCTAAGGG 
ATCTTGGGGACTTGTCTTGAATTTGCATTTACATAGAAAGCACATCGTTTTTATGTTTGAYACATATTTATTTGTGGTG 
GGTTTGGAAAACCTTGTAGCGGTTATGGAGGGGCACCCCAACCCATCCTTTGGTGTTGCCATTGCTTTTTAATTATGAT 
TTGTGCTAAGCCACAGAITCTCATTTTACCTAGCTCAGGGTTCTAAG^ 

GAGTAGCAATGAATGAGCTCCTCAATAAATACATAGCACAGACACTGACAGGCAAAGTGAAGTTTGTAAT 

ATCAATTGTTCAACTGAATGTGAGAAGAAATCATTTTCTCTCCT 

TCCTGCATACATTGTATCATATTCCACAGTAATTTACTTTT^ 

CAGTTATCCAGATAATTGCAAATCAGTGGAATCATTTACATGAATAAAGATTTTTATTCTAATTAACGTGCTAAAT 

GCACACCAAATGTCTCTAATTCTTATATTACTCAAATGGCAATATTTTTGTCAGTGACTATCATATGA 

CCTAATGCATTTTCAAATGGCACTCATAAGCATACTAAC^ 

ACAATTTTTGATTTTTAATRTAGTCCCCAATTTTCAATTTTTC^TTTTCATTTACCGAATGGAGAAACAGCATTCATC 
AGAGCAAAAGAGCAAGTTTCACAAGTCATGGGAACAAACATAGATGCTAATTTCCTATTTTAGGAAGTTCTTTTTAAAG 
TATTATCATTAAGAAGCACAACTCTGTGGAATATTTATGTGCACATTTAATAATAGAGAATTCGGATGTCAAGTCTGTG 
TGTTACTC^TACCCATACATGCATCCTCAAAAAGCCTTGGAAGTTAATCCTCAGCTGATGAAAGCTAAGCAATTGCTCT 
GGAAGGATACTTGAAGTTTTTGGCTCTTGGGGTGAAGGTACAGTCACGAAAACCTCTCTTCACAAGAGGGCGCTGTGCA 
AAGAGCTAGCTCCTCGTGAAGGAAAATTGCCTTGCAGACTGGCACGAAGTGGATTTCTTTACATCTATTAAGTGCTCTG 
CTCTTCATAAAGGAAAATTTCCTTGCAAACTGGCACGAAGTGGATTTCTTTACATCTACTAAGAGCTCTGCTTCTTTCT 
CTCTCTCTTGCTTTTTCCTTGCCATGCCTCTTCTTAGGCT 

GCAAACTGCATCATGCTGATTCTATTAATGATTTGATTTTAAATAATACCATCATAGGTGTTAAATGATGTGTATGCCT 
ATCTGGCTTCTCAGGACTTCTCTCTCACTACTTTACATCTCACCAATGTGTAAAATATCTATGAGACATCTTTAATTTA 
ATATGATTCAAAAGTCTTTACTCTTGACCTTTGTTTGAAGTCTAATCAACTAAAAACCTAAAATTCCTGGTGGGAAAAA 
AAGAAACTTGACTACTCTAGTTTTTTAATAACATGTATTTCATTTATTCTGATTATAAAAGTCATCTTTATTTATTGTA 
GAAAATATAAACATTATGGAAAATAAAATTTAAAAACATCTATCATTCTATTACC(^GAAATAACTTGATCAACATTTT 
GGTGCATATTTTAATGAATAGATTTTTAAATGAGAAATGCTTTTCAGGAGTAATTAGATTCTACTTAGTATTGACAATT 
TTATAATATGCTTTTAAACAAAGTATTAACATTAACTTTTTTGGAAAATGCCACTTTCTGCTACTTATAGCTGTATTGG 
CTATTTTCTCAGAACTTCTGCTGTAATGAGTTTATACTAGAGTTGCAAATACACGTTCTTTGAATGTACTTGAGGAGTC 
GATAGTCTGAATCTGAGATTTTCCACAGCTCTTGGAGCACCTGAGAACACACTAGCTTCTTCCACGATTCTGCAGTACT 
TGCTCCTTCCTGATAGGATGCCTTTGTAAGCGTACAACTCCAAACATGGGCTGAGTGTTCAGTAATCATTTGTGTTGAG 
TTCTTCAGTTTCATGGAGACTAAAATTAGGTTTTCTCTGTCACTCTTGTAATGTCATCTGACCTTGACCTGCATTTCAA 
ATTGCTGAGAAGTTAGCAAGCTGACTTTTACACTAGGCACATCAGAAATAATTGATTAAAAATAGAGTTATTGAAGTTG 
AATTTTTTTCATTTATAGAAAAGTACAATGTCTTGTTCATGACAAACAAGGCCTAACATTTATATAATGTTCATTTAAA 
ATATATCAAAAGAAAACAAAATAATAAAACCCACAGAAAACCCAAAAACAACTCACCTATTAAAACATCTCTTGATTTA 
TAAATATTATAGTTTAGTTTGTACAATATCAGTAACTGTGGAAAGCTCCCAATTATCTCATTCCCAAGTGCTTGACTGA 
CTCATAACTTACCAACAATTTTCTTATTTCAGAGAATCCGAAAAACATATTACCTAGGACTAACCTGGAATAAAACTTC 
ATGGTTGATAGCTTTTATCAATTAAATGGGTATTGATTTKGATAACTCATAATCTTGAGCATATCTTTAGATTTACTTT 
TTATCCTGAATTTATTTTTGTTAGTAAGATTTAGAAATTCAGATTTATTTTGTGCTTTATATGACATAGAAAAAAACAA 
ATTGTCTTTCCTGTAC AAAGTCC AC C CTTCAAAATAGACTC CAGAAGAAAACATAGAGACTTATAACTTAGGTTAAACA 
TAGGCACAATCCTAAATAGTATTCAGATGAGTCTTACCTGAATAATTGCTCACCTAATATGATAATCACCTGTTAAGAA 
GCAGTTTCTTAAATGTCACTGTTGGAATCTAAACAGTAGATACACAGGTGTTCACTGTAAACTTGTTTCAATTTTTCTG 
TATTTTTGAAAATGTTCATAATACCATCTTGGGGGGAAAAAGCCTCTTTTTGACATGGCAAGAACCATATTCTACTGAA 
ACAGATCTTATATGCTCTATCAAGTTTATATTTTAGACATCCCTAATTCAGCTCATTCTGGACTATTCCAGGACTGATT 

GAGCACTACTGATATGTTTTATTGAGAAAAAGCTTACTGCCACAGATCACAGAGATATTTTTCCGAGGTAAGATTCTTG 
CTGGTTTGCAAGTTTTGTAAGGAGGCACCAGGACCCATCTCTGTACCCCCAGCCACGGAGCCCTTATTTAGACCCACAC 
TGGGCTGAAATAGAAACTTCTGTACAAATGTATCTCTCCTGTGCTCTTTCCACTTTAACAGAATAGAAAGAATTGACTG 
GTTGAGCCCAAATATTTCCCCCAGGCCAGWGTTACAAACTGGCGTTTCACCAAAAATAACTCATTTGATATGTTTTTAA 
TGTTGATGATCTGAAAAATCATCTTCTTGTTTTTGTTTGTTTGTTTGTTTTTAGAGATAGGGTCTTACTCTGTCAGCCA 
GGCTGGAGTGCTGGAGTTCAGTGGCACACTCACAACTCACTGCAGCCTCGATTCCCAGGTTCAGGTGATTCTCCCACCT 
CGGCCTCCCAAGTAGCTAGGACCCCAGGCATGCACCACCATGCCTGGCTAACTTTTCTCTTTTTTGTAGAGATGGGATC 
TAGCCATGTTTCCCAGGCTGGTCTCCAACTCCTGGGCTCAAGAGATCTGTCCGCCTTGGCCTCCCAAAGTGCTGGGATT 
ACAGGCATGAGCTTCATACCTGGCTACCTTCTTCTTAATTATATACATTTTTTCTTAAATAAGAGCTCATGTTATTTTT 
TATTTCTATAAATATTTTATATTCCTTCTCTTCTTATTGCCCTGATACTTTAAATAAACCTAAGCCCAGTCAAATTTTG 
TATTACCCTTGAGTTTCAGTTTTTGGTTCATTCAGCCCTAAGTTCTCTTTGGGCATGAATTGTTTTCACCATTGACTAC 
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TAGCAGGCAGCTGGCATAGCCTGGGACATGTGAGGTGATGCTAA^ 

GGGAAGGAAGGAAGGAAGGTAGGTAGGAAGGAAGnAAGGAAGGTAGGTGGGTGGGCAAGAGAGAGGGAGGAAGAAAAAA 

AGGAAGGGAGGCTGGTTGGTTTGATTAGCTGTTGAACAA?^ATTCCATATAGAAAGTAGCTTACTAGTCTATATCTTTTA 

GCTCTGTTTATTTCAAAGCTTTGTGTGTTTTTGTTAGGGTCACTTATAGAATATTTAGAAAAATACTTGCTGCCTCATG 

CATTTCACCATCCAGTGCCTGGTGAGACCTAAAAGCCCATAGTTATAATTTTGTTTCTTTGACCAAAGTTTGTTTTATO 

TTCAAATATAAATTCAATCCCTTAAGACTCACCTATAGCATATATATCAAACAAAAACACGTC^AATTTAACTC^GAAT 

TTTGCTGGATAAATGATTTTACTGGATATCATCTGACCAATGAAATAACAATTGTGTGTTCTCAAATTTACTTCTACAT 

TTTTAAGGTAGTAAGTTTAATTAAAAATCTCTAATATAAAAATGGCTTATTCTCTAAAATTTAGA 

TTCATCAAGGCCCCATTATTTAGCACTTTCCAAACTTGGG^ 

AGTGGTAACACTGAAAGCAAAAACCAGAACCAGTCCAATTGTCTTATTAATAATAGCCTAATTGTGTAAATGTCTGTTA 
TAAATTTCTTAGCTGGTTCTGAGAGATAGCTAGTAAATGGCACCCTAAGTTTTATATATTCTGTTACAAAACAAAAACA 
AATAACAACAATAAGCTGTTTTCTTTTGCTGTTACT 

TTTGGTTGGATGGACTGAAAAGTGTTGTGATTTTTCTCCTATGTAGAATATTCAGAGGGAAAGTGCAGGGCAGTGCACA 
ATGCATACAAACATTGACAGGATCACTTTTCCTCAAGCTGAACTATACTCTAGGCCTCCTCTCTCTCTAGTTACCACAG 
TTGAACCCACTCAGCCCCTACTTGCAGCCTCAGTCCCACCCCAGGCTCACAGGCCAATTTTGTCCTGGAATTAGGAATT 
GAAAGATCTCAGGTAAGCCAGCCACAATGGAGACAAGATTTAGAGATAAGCAAA 

ATATATTACCTCTGTGGTGTTAGCCAAGTTCCTTAACCTCTATGAGTCTCAGATTTCTCATCTATAAAGTGGTGATAAT 

AATGTCTGCTCGTGAGTTGGAAGATTAAGTAACATGTAGATCTTATACCTGACACCAATTGTTTTTCCTGTGA 

AAAACTTCTCTTATGATTTAATTCTTCAAGGAAGGTGACCTGACCT 

TGTATTGGTTAAGATATACATTTTGCAATTAAGAGGGACCTCAATTTTAACCTCAGATCTGCTACTCATTGGCTGTATG 
ATCATAGGGGCAAGTTACTTCAACTTCGTAAGTCTTCGTTTCCTCA 

ACAGATAAATTATTATGAGGATAATATATAGTATACCCTAAAATTCTGTGCAGAGTCTTCAGAACACTTTCATGTTAGT 

TACCCTATTCAGTCCTCTCAAAAGCTCTTTGCAATGGCTCTCTCT^ 

CAGCAAGGTCAATAAACACCACAGAATAAACACCAAATAAGTGGTTGA^ 

GTTAACCCGACATTATGGTGATGTTTGGTTCACAAACTCATTCAGTGCACAGGAAGTGTCCAAGTAAGGAAGGGGTCTG 
AGGATGACAGGTACTCAGGAATGGGAAAGTTTATGACTGTTGGCTCCAAC^^ 
GAACAGTCACGGAAAAAATCCACAGCACCAAAATTTAGCACATGAGATT 
TTTTTTCTTTCTCCCAAGGGAGTGATTTTGTTTCTCAG 

ATTCTAAAAAGTTGTAAGAAGCCATTTCTGTCCTTATTTGGTACGTGGCCAACAATAAGGGTAGCATGAGTTGGAGTCA 
GTGTTGCAACTGGTTTCCCAATTAAACAACCTGTCTCTAGGATCCC^TAAGTTTTCAAAAAATAAGTAGAAACATTTCT 
ATATTTAGGAGAAGCTTAGGGTTTTGAGCAATCGAGAAATTCTATC^ 
TTTTTTTAGATCTTGTAAACAAAGTTCTTAGAGGGTTTTAATC 

ACCTTCAAGATATAACAGCTAATATTTTATTCTTACACACATGGGATATAAAGATTTCAAATAGAGAAAAGTGTTATCT 

ATCAAAACTGAGGACTGATATTCTTTTTGAAACTGATAAARTGGTATGCCTATTTACCATGCTCATGAAGTAACCAATT 

GGCAATTTTTAGAACTTAAAGATGTTTCTAACAGTATAAAAATAGTTTTCCTACCTCTCCCAAAAGCTTACAAACATCA 

GTAGTGTGTGCCTAAAATTTTGTCCAGTTTTCAGAATGTTTTTATATAAATTGCCTTATTCAGCCCTCTCCAAAACTCT 

TTGCAATGGCTCTCAAATGAGAACCAAATGGGTAAGACACTGAAACTCAGCAAGGTCAGGCAACAATCTTCAAGGTCAC 

ATGGCAAGTTCATGGCATAACTGTGACTCTAATCTCTAATCCCCTATACAGTGCTGCCCTGAAAACTTGCCCAATGGTA 

TTTTGATTAAAAAAATTAATTAATCAATCAAATAGGAAAAAGAAACTAAATAAGCCCTACCTAAATTACCTGTTCTGAA 

ATTTCTGCCCCTATTTAGGCACATATAAGAATATAATGTAAATGCTCCATCTTATTTTTAAGATGCCCTGAAAATATTG 

GTTTGTCCATTTATTAAACAAACATAATTGTGGTTTTTATGTCTCTAGACTGTTTGCTAAGCACTGAGTACCCAGAGGG 

AAAGCAGATGTTATCCATGTTCTCATAGTGTTTAGGTCTATCAGGGGAGCCAGATACCAAATAAGTCATTACTAATGTG 

ATGACATTGACAAAG^GGAAGTACAAAGTGCAGTGGAGACCTCACCTGGTATGGGGAGGCAGGGAAGACTTCCGGAGGA 

AGTGAATTTCAAGATGTAATCCTATATCCACCACTCCTTCACTCACCAGTCAATAGCTAAGTAGGATTTTTATTTAAGA 
CTGTATTCATGAGTAGAATATTAAATAGAAAGAATTTT^^ 

CAATCAGTGACACCAGAAGACTTTTACACACTTGTTAGAAAATTGTGTCAAATTATTTATTTCAAATGATTAGTCTACA 

TTGATTTCAAGATTTTTAAAGAATTTGAGTCTAGAAATATTTTTTGAATAGTTAGAAAAATCTCTTAGGAACTTGTCAG 

TCATTTAGTAGATATTCAATAAACATAAAATTTATTTTCTTTTCCTTCCATTTCTTCCTCCATGATTTCTTTCCTTCAA 

TCCCATTTATCCAAGTAGGCTTTATCCAACAAAGCTTTAGAAGGAGCTTTGTTAGTTTAGTGAATAGAAAA 

TAGTTGTTTTCCAAATTGCTAAAAAAAATCCTAAAATTAATGTAGATGGAAACCTTAAGTGTCTAGTAAAACATTTTGA 

TTCACAATCATAGT CATATTGATTTTTTATCATTATATTTAAGCATG CCTCTTATTGATTGTTTTAGTCTATATC CTGA 

TTTTAGCTCTTTAATTACAGTTTGTGTCTGTTTGTGTCCTGGGTCATATATGAGTAATGGATGCAATTGTAGAAGCTTA 

AAACACAGAGCATGCTTTCCCAGTGTTCTTAAGACCATGGGGTACCTTCAATTCTGTTAATGTTTTACTGTTGCCAAGT 

CTTAAAATAATTGTCTCCCATTTCAGAACATGGAATAATTGACCTTTCRATCAAGTAGACTCATATAAGGTTTAGAATG 

AATATTTGAAAGCAATTCAAAGAAAATTTTGGTATTATTTTGCAACACTTCGATTTTGAGAAATAACTTA 

TTGATAAGTAATGTAATAAAAATCATTTTTTACATTTACTTGTACTGAATGGATATTAGTTTTAAGGAGTACACAAGCC 

CCGTTATCAAACTGCCTTTTGTCACACTCTTTTGCAATGYATCATTCTGAAGATAGAATTACAACGACACCCTCATCAG 

AAGTAGATGGTAAATAACAGTCTGTTATTTGCTTCCRCATTAACTTCTGCTGGCTTTGAGTCTGTAACCAGAGACTATT 

TCAAAA.TACAGCACTATCCTGAAACCCACTATCTGCCTGCTCTGGTTTCCTGAAGCAATGTCTTTCAACCTAACGCAAC 

CCCACTGATGTAACTGCTTATTTCTCTGAAGTTCAGCTCAACCCTCGTCTCTTCCGTATGCCTGTTAACTAGAGACTTG 
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" ,^w-, e \ ATGCGCAAGTAATTGAATGCCTATGTGGATTACGTTTAACTC 
^SMV'"^^ TAGTAGCTATCTCCTATAAAGGAAATTCTGAGTTTCTGTG 

GAATCTTGGAACCAAAATCCCAGAAATATTCAAGAGGCAAAAAMGATGCCTT^ 

TAAGTTATTGGCAGGAGACGGGCACTTTGCTGATACTTTAGTGGGGTTAGGACTTACATGGATAACAATTGGATTGGA 
C^TGTTTAGATTTCCGAATCTGGTTTTCCCTAGGACATATAAAATTAGTGTGCACAACTTGTAAACATAATAATTTGT 
CTC^GGGATGGAACATCTCTCCTTGCTATTGAATCATGCTTTTACTAAAATTCATCTGGAAAAATAAACGCTTAATA^ 
*-?-; t \ \ . .Vv'fi TGACAGTAATTAGAATGTTCAAAAGATGTCTTCTTTGTTCTTTTATACTCTTTGATACCCATGAAGTAAAAATTATA^ 
; CAGCTTGTTGTATTATAAATGCTAGTAAAGATTCATCCTAGAAAATCATTTTATTTAATTTCTTATTTTTTCCAAATGT 
■ CTAAATTCTCATGTCTGTGAAATATTAGCCAGTTCTTCAAAAACAATATTGATATTTCTATTTGAAA 

TTTGCTCATGATTAATCTCAGAAATAAGTAGCTTATTTCTATGACCTTACTGAGACCTGGTAACCTAAGAAGGATTATG 

TGTAACTGTGTGGAAGAAATGAAAAGGAGGCGGTAAGTAATTAT^ 

CTTGTGTCTGTAACTGATTTCACACTAGGAAAATGAAGCAGAGTTTCAATTTTC 

TCCATTGTTTTATCTTGCTTAACTGTTCTAGATGACTGCCTTTACAAAGCAGGGGGAAAAGAAGGAAGAAATGTTTTTG 
ACAGTAATGAAAAAGACAAGATTAGTTCTCCTTCCTTGCACATTTTTAGAAAAAGTTGGACATTCCCTAGCAGATTCAT 
TCTAGATTATTCGTATGTCCTTGTAGCTTATCAATTAGATATCCATTAAATTTGAATATCCCTTTAAAAAGGTAAATTT 
GTAAGCAAAGGCAGTTAATTATTTGTGAAAATGTATACTGCTGGCTTTAGCCTGAATACAAAGATAGGGTTTATCTTGC 
TATCAGTAAAATTGGGATAACAATGAAAATATTTTTCTGCTTCC^AAGTCGTATACATAAACTGTAGCTTTTATTAG^ 
ATCAGTGATGCTGTTTCACCTACA?^AAATTTAAACACCACTGGACAAAATGAGAGCTTTGTGTTGCCTGGAGGGTGAAA 
AAAGTCCATCTTTGCCAGCAACATCCGTTCTACTCTTCTGCTTGTCTTTGTGGCCTCCCTCCCCCTCCCTTTCACACCA 
AGCCACCTCACCCCACCAGCTGTTAGGGACTCCTCCCCTCTTTACGCAGATCACCAGTTATCTTACACTGTCTGGCTTT 
AGTCTCAGATGAAGACATTCTAATAAGCACCAAGTTGTTCAGCTCAGTGCTAACTCTGCCAGGAATGTGTGCATTTCCT 
AAGAGCTGCCGAAAATGGAAATTAAATAGTTTGAAAGAATTAAATGATAATGGTGGCATTTCATACACCAGAAGGGCAG 
ATTGGCATCAGTGTAAGCACCTTTTCAGTCCTTCTTTGAGAACACCAGGAAAGTGGCTACCTGTTTTGCTCATGCGAAA 
TTTGGATCTCTATACAAAAGCAAAAAGACAGTTTGTGAAGCGTT^ 

TGTTTATTTTTGAACTCTCTGCTCCTCCAAGGTTGCTGCTGTTCAGGGCAGTTCTCACTCACCCACTTTCTTTGAGCTC 
ATGTCTGATAAGAAAGAGGTGAAACTGTAATyVACCTTTTCTATTACTCGTCTCCAAAGCTGATATGAAACCTGTAGCAT 
TCTTAAGAACCCCTGGTGTCCTGGATGCTGTTGTGAAAACAAGCATAATGTTTAATGTCTTGAGCTTTTATTGAAATTA 
TATGAATATTCAAGACTCCCTTGGTGTACAAGAGACAGATTGAGCTTTAGAGGTCTCAAAATTTGCAGATATGGTGATG 
TTCACTGAGCTCAACTCTTGGTCAATTTTGTCCAGTTCAGAGAGGGTTAAATTCACTCTTGGGCACTTGAAGCCTCTCT 
AATCTTATCCTGAAGAAGTGGCGCTCTCCCTTGGTTTACAGTTGAGGTCACCCGCGGGGCAGTGTTTGGATACAGACTG 
ATGAAATTATGCTGCATTGTTAACATTGAATACCACTCAGTGGTGAGGACCGATGACGGCACTAGGGTCCTTTGACTCC 
TTGGGTACAATTTCTTGAAATAGATGCTTTCCCAAAATGTCCTGGACTCATAAAATATATGAAGGATTCTATTTGGCTT 
TCATCATTTATTTAATTTGAAAGAAAGTTGtTTTAACAGATTT^ 

GGACAAGATAATTGATCTTTGTTGTCAGAGTCATGCATTGTAATTCACTCTCTAAGGTGACGCAGCATCTCCTTGAGGG 
CAAAGCTGCCAAAAGTTCTGAAAGTGATCTGCCTGTTTTTTTTTCTCACACTGACTTTTAGAGAGGCGCTGGTATTTTC 
AAGACGAGTAAATCCTGTTTACATCCTGTGGAAGGTTGGCTAAGAATTATATCCATCTCTTTTTAAGAGAAGTTGAAAT 
AAGGAAAATTATAGTTGGCAGTTAGCTGTGTGAAATTTAGTAATCTTTGTCAGATGASCCAGTCATAGGCATGTATTTT 
TTAAAATTTTTTAACGAAGCCCTGTGGGTTTACATTTTTTAAAGTTCACACTGATATAAAGGTTTACCCACTTCAATCA 
CACCTTTTGTTGTGTGTGCATGCGTGTGTGTGTGTTGTGCTTTTCAGGAGTGGCATGTGACTATGCTGTTTAATCAGGG 
CTATATTTAAAAACAAATTTTCGAGGGAGTGTTTCTCACGTTAATTATGAGATAAGGCCTGAGTGAAGCAAACTCTGTC 
GCAAAGGCCAAGTGTCATGCAGCAGGAAGTCCTGGCCATCCCTTCCAGCCCTGCCTCAGCCAGCCTGCCATCTCTCTGT 
CAGCGCATACCACTGCACAAAGGAAATGCCCTCACTCAGCTACAAGTGCCTCCTGCTCCGTGCGGGGCCTCAGGGCCCC 
AGAGCCCCGCACCAGCTCTGACTTCTCGTGGTTCCTGGGGATCTTGGCATCGTCCTTAAAAATGGCTTTTGTTTGGGAT 
CCTCTGGGAGCCACGGTGCCAGGACCATCTACAAGAGCCAAATCAAGATTGCGTTTCTCAAAGTCCTACAGGTATTACT 
CTTTTCCTTTTGTAGCTAGGAAGAATTGTTTAACTGCCTTAGGCCCCTTGCAAATAAGCCTTTGCCCTATGTTGACCTT 
CTAACTCCTAATGCTTGTTAAATTGACAATATATTAAATAAGAGCCAAGAAGATGATGTAAACCTTGAAATAGGGGTAT 
GTAGGTACGTGCAGAAGTTGAAGGAAGTTGACTAACTTTAAAAGCTAATTCTGAGAGTTAAATGGCAAACTTAACAAAG 
CATTCATATTACTGCCACCTGAAAAACAGTGTATTAACTTGTCTAATGGCTTAATACAGTCAACTCTAAATGTTAGGGA 
AGGGTTCTTGTTTGACCAACAAAAAAAACACTACATTATTCTTCATAAGTGTTTCAGGGCACATGCACATGAAAAAATG 
GAAACTAATGCTGTTTCAGGTAGTAATTCAGTGTTCATCTTGCCCAGCMGAATTACATGTCATGAATTCAAACTAAATA 
TTTTAATAATCTTTTGTTTCTGGAAGTCATATTAAAAATCTTGACCTCATGACTTCACTAAACTGTCAATGACTGTTTT 
ACAACAAAATCAGCTTATTTTAACCAAATAACTGGAAAGAAAGAAAACACTTAAAAAATATTGGATTTCC 
TGAGTATTCTAGGTGTTAATAAAGAGAAGATTGATTATTCTTTATTATTGTTTAGAAAGAAAACCTTTTCTGTTTTTGA 
TTGATTACAATCTATAGCACTGAAAGGTATCTATTTAATCAATAGTAAATAGAAGTGACATTGTTTGCAAAATTTTGGA 
TATAAGGTCTTTCTTATTTAGACCAAATGCAGCACATCTGGAAGCTGCCAAGCCTATGTAGAAATATATATTAACACTG 
- \ - ■ . : i ; ... . AATTAAAATGTGTTCTGATTTGCCTGCATATAAAACATTCAAAGTTTGAATTAAAATAATTTATAAGGATTAATTATTT 
GCTTTAGACACTAAAGAAGATAATGTCCTTGGAATTTTTAGGGAACTATAAAATCAGAGAAATCAAATTTAAAAATTT 
'.'}, [ GTATAACAATGCATAAGCAAACTTTGGCAAGAGGTAAATATAATTTGCCAGCTAAAGGTATAGGTATTAACTCCATTTA 
TTTTTATTTCAAAATAAAATAATGATTTATTTGTTATGTTTGTTACAGCTATA7U^TTTAGTTGAAAATTTTAAATTAT 
• " ;: , ATGCTTCCTATGTGCTTTGCATTTTGTTAAATGTGATTCTCATGCTTATTGTATGCTAAATTGTACATTTAGAACTTAA 
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CATCAATGATTTGCTAAGATTACTGTGCAT^ 

AACAAGCTCCTTAATATCATAAATCTCCAGCTGCTGAATAAAGTAAAAGC^TAGCTTGATTGACTAATGAATTTGAGA 
AATCTCACGAAATGGAGAGTTTAAGCTCTTCTGTGT^^ 

AGATATTTTTATTTTGAGGTGTTATGGTATTGTAACAATTTAAAGCTATATGATAAATATATTTTTTCAAGGTTCCTTT 
GGTCAAGTTCTGACCCTTTCCAAAATATAAGCATTAGCAGCTAAGAATGACTTTTTCATGTAYTTGAATACCTCACATC 
TGTAATTTTAACAAGTTTCATTTGTAACAAGTTTAAGAGGTGAGAATGACATCTCAAATATCCATCATGAGTCAGTTTC 
CTTCGGAAGCTTGAGAGGCTCAGTCCTTCCTTTACTTCCTCTTAATTTGAATATACARTTTCCCACAGAATAATTAATT 
TTTTTATATGTGCTGCTTTCACTGTTTGGAGGTTCTAGTTTATCTTTCCAGTTGCACTGCAAACTCTTTGAGGTTAGAA 

CGATAATGTTTTATTGGCATAGCC^CTTGATATGATCATATCTATCATAAGTTGAATTGAGTGGAAGGGTTAGGGAGG 
TAGGAAGGCAGTTGGCCACTGGCTCTTGCATTTCTGCAGGTCCCTCATGTATCCAAAGGAGATTACGCATTCAGCCACG 
ACAATGTACTGACAATAATGAAAAAAGGTACATATCATATAACTTAAAATTTTTATCATACCATAATACCTCAAATGCA 
CCATGAGTCACTCTATATATATACAGACACATATACACACCA^ 

TATCTTCTGAAGAGCATAGTTTTATTGCATAGCATTCTTGGAATTAAAGGTGTTAAACTATTTGATGTAAACATGTAAA 
ATATCTCATAATGTCACAGCCTTGTTTTTGCATTTCTTATTTTTTAAAAAATATACAA 

ACTTAAGCTTATCTTGACCTTTAAGAGGCTTTGGATCTGATTCCATTATTGAAGCAACTGAAAGAACTGGACATTGGAC 

AACATTTCTTCATTGAATTTCTCCCTTATAATTTTTTTTATGAGGAATATTTTTTATCTTGTAAAA 

CTATTGTAGTGTCATTTTTCTTTGGCTATTGAATGGATAATAATGCATGCTACTGGGGGTACACTTAGCTTTAACTGGA 

ATATTTTTCCTTGGCATGGCTTTTGCTGCCTGGTAATATTCAGGCTAAAGGAAAGCCAGGTGTACAAGATATGAAATTC 

AATTAGTGTCTGATTTGTTAAAGTAATAGCAAATCATATACATTTAATGAGTGTTGACTCTTGAGAAATACAATCTG^ 

ACAGTTTTACAATGCTCAAAATAGATGTGAAAGTTTTTCAGCTC 

TTTATAAGAAAAGATTAATATATAGCTTATTAAGTTTGATTGAGGCAGAAAGAAGGATTGAAAGAGAAAAGAAGAGGGA 
GAGGGAAGGAAAGGCAGGGGAGAGGAGGGGAGCAGGGCCGTGGAAGGAGGAGTGAGGAAGAGAAAAAGAGAGAAAGCAG 
AGGGTTACATAATAAGGAAGGTACTTTTTCTCTGTGAGCCCAGAAGAGATTGCCAACCATGTTTTCAGTAATGGGATCA 
GTGTTAGCATTAGGGCACCACTTACAAAGATGAGTACTAATTTTGAGGGCAAGGTGCTGATTTATCTGCCTAGGTTCTG 
GCACACATGTTTAAAGATTCACCTAATTACTTTAGAGCAACGCCCCTCCCAAGTATTATAGAGAAGAAAGAGGAGAATG 
ATGTGCTCAAGAAAACAATGTGGAGAAGTTTATATTGGTTGTTTT^ 

ACGATCTGGGAAGTAAAGAAAGAATCAAGGAGCAAAGATTTAGCAAGCCTGTGGACCCTGACAACTCCAATAAGAGAAC 

ACTAGGGAATTTTGTGATTTAAAATATATTATTGCTTAAAACTACAGTAGTGTTCAAGGAAACTTTAAATAGAAAATTA 

CTCTTCTTGAGATGATTCTGTCTTCCAAAGAGAACAAATCACAAGGATGTTAAAAGGAACATTTTATGTGACAAGTTTG 

GGGTAGGTACTATGTAAATAGAAGAGAAAGTCACTCAAGGTACATTTGAATGTAGGGCAGAGATTATTCCATAGCATTC 

CACAGGCCAGAAACAGAAAGTGTCTTCTAGTTTTCTTGCCCTTTATAGTAATAGGGGTCATGGGATAGAAATTCTCAGA 

AAATCTCCAAATCTCATTTTTGCCAATTGTTTCAACATCTTTTCCTTCCCAGCATTTTAGCAGAGCTGCCAAACAGGTG 

ATTAATTAAATACATATGTGCATGCTTGTACCTCGTGTAGAAGGTCTAATGAGTAAATTTATTTGATATGACATAGACT 

GAACAGTAGAAGGAAGGATTAATGACAGTCAGATCAACAAACAAAAGTACAAATGGTATCTGGGCTATGAAAAGATAAA 

GCAATATTTGCCCAAACAAGAAGATCTAGATATCCCTAAATTACCTCCTATATTATTAGGAAGTAAAGACCAAATCTAC 

AACTTTGATCTGGAAATTGTATAGTAGCTGATATGAACAGGGATCATAGGAGAGTGTGGTCTCATAGCTACTCTTTGCT 

ACTACCAAAACCTGAGTGGTAGCACATCAGTGATTGCCCAACCAAACTGCACAATTCCCATTAGAAAAAGCTGTCTCAA 

ACCCACATCTTAGAAAGGAAGTGAATGCCACCAGTGAATCAATACACTGGGATGTAACTTTCTGCATACCCCAAGAATA 

CCTCCTGTTGCATAGCACTTTTTAGTTTTCAAAGCTTTTCAGATGTAACAGATGTGACAGCTGTTGTTTTTAGTGTGCC 

ACAGCTCATCTCACTTAATTCTTTAGGGTAAGTGAAAAAGATGAGTGTAATTAGTATCAAATAAGAGAAGAAGAATTGA 

AGGTTCAGGGACTAGAGACCACACATATATGTGGTTAGAAAGTCCAAAGTAAGAACAGTAGAGCTAGTTTGTATTGGAC 

ACTTACTATGCACCAGGAACCATTCCCAATCCCATACATGCATTAGCTCATGCATGTCATCCTCCAAAACAGCCTCGGG 

AGGTGGATCTAGCATTACCTTTATCTTACAAATGAGGAAACCAGGCAGAGCAAGTTTAAGAAACCTGCACAGGTGTGAA 

TTCTGGAAGTCTGTGTTAGAACCAGGACTCCTGGTCCCTCTCCCACCTCCAGCTTCCTCACCAGATCCTATTATCAGCA 

CACAAGGAAAAAAATTCCATAATGAGAGGTATTGTTCTAACAGATGTACTATCTTCCTCTACTTAACTCTGAATTTTTC 

TCTGAAGACAGAACACCACGTAATTTGTTATAGAATAGGGCTTAGTAATCAGTTAAAATATAAACTTGTTAAATAATAT 

CTAAACTGTCCTCTAACCTAATTGATGTTGGTTTAAAGAAATGCTAAGCAAAAGCATCAAAATAGAGGTATTTTTATAT 

TAAAAAGAAGAAAAAGGAAAATGAATCCGTTATTTTATATTGTCTGCTTCTGCCCCCTCCTGGCTTTTGCTTCATGGGC 

TTCCATCTGGCTCATTTCATCTGGCCAAAAACATTGGTCATGTGGTTGTATTTTACTGCCAAATATTACTCCTTGGCCA 

GCTGTTCAGAGGAGCCAGAAGATTCTCTGAGCTMGAGAGGTCAACTCCATCCTGTGTCATGTCTATTTATTCTACTGGC 

ATAGTCTTGACTATTAAACTAGGTTTCTTAATGATATTTCAAATTGTGAGTAATGTTGGCTAAATTGACAAAAAGAAAT 

TATAGACAACATTTATATCTAAGAATAACAATACTACTAACAACCATTGCACATTGTAGGAAGAGGTAGCATGGTATAG 

GAGGAGAACTTTGGCTCTAGAGCCAAACAGACCCAGCTTCAGTGCCAACTCTGCTGCTTTCTTGATTGGGCAGGTTTCC 

TAACCTCTCTGAGCCATTTCCATGTACATAAATAGAAAATTAAAATATCTACTTCATAAGGTCGTTGTGCAGATTAGAT 

GAAAGCATGTACGTGAATGCAGGACTACCTGCCAACTCTTTCATAGCATTTTCCAAGTCTTCACTAACATTTCACAAAT 

TTTGTGAAGCTTCTTTTGTGAAATACATTTTCAGATAAACTATCATCATTGGTACCACTCTTGGTCACAGAATAGTACA 

ATAGAGCTGGCTTATAAATGGTTACCTTATAAGCAACTTGCACATACAACCCAGGCTCACCTTGGAAATGTAGTGTGCA 

GGAATGATTGACAGCTGGCTAGCTCTACAGCCACACTGCTGCTGAGGTTCACATTTTCACATTATCACTTATAGCTATG 

AGACTTTGGGCAAGTTACTTCATGTGCCTCAGTTTCCTCATTTGTAAAATGGAGTATTATGAGGATTAAGTGTGTTAGC 
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CATGTAAAG TGCCTGGCACATAGACAACACTAAAATAAATGTCAG CTATTATTAATAATAGAATG TAAGCTC CACATGG 
(^GCAATTTTTGTCCTTTTTTCCACCTTTGTA^ 

TTGTGTATTGAATGAATGAACCTATTAGCAAATGTGTTCCGATTCATGGCAAGTGTGAGGATACTCTGCTTCCTTTTG^ 

CACATTCATGGGAAGAGGGGGTTAGAGCTGAAGGAACCTGATGGTTCATTTGTTCAAACTCATTTGTCTTACATTGAAG 

AGCTTGAAGACCTTGAAAGGCCCCAGGGTCATGCAACTTGATAGCGGCCTGGTCAGAGCTAGAACCCTGGCTCTGTGTG 

CTTCTGTGAAAATCTTTGTTCCAATGTCCCACCCCTCACTTCAATACATATGCCATCTAATTCARTGC 

CAGCAAAATGAATGAATGATTCAGAGCACACTTCTTGCAGAC^^ 

TGGAAGGACAGGTTTCTGAATAAGAGAAAGACTTATCCAAGTAAAATTAT^ 

ATCACTTGCTACAACAGCTACAATAGGGTTTTTGTAAGGAAGTA 

TATGCATTTTTTTCAAAATTGAAGGAAAGCCCCATCTCAAACATTCAAAAGAATCY G CTCAATTATCAATGTAGACTAG 
AAACAGAGATAGAGAGGGGAGATACAGTTTGAGTGTTTTCTGTATTATCATGACAGCACATGGAACAACCACAGGCAGA 
AAGATTACAAACTCTGCAATAAATATAAAGGTATTGG 
TGGCAAATGTGGAATGCCAGGAGATGTACAAAAAAATCAAGGTGACA^ 

TTTATAATCATGCTGTGGATATTTCTGATCATCAGTGTGTTAATGGTTTTCACTATAGTTAAAACTATACCATTTTTGA 

ATGGGTAATAGGTATGAATATTTATGCTTAATTAGTAGTTTATAAAATTTATACTATTTATTTTCATAATC 

ATGATTTTCAACGAGTGCGATTTGTCCTTAAGTCATGAAGTG 

TTGACTGAG CAGCTGGATCAAAGCCTGTCTGATCTGGGCAGAG CAAATAAGGAATACTTCTTACAAAAGAGGAAGCATT 
CAATTCTATACACTTTACCTTGGTACTCCTTGTTCTGGAGGCCTCAGCTTCTATCATGTTCTTTGCCACAGTCATATAC 
CCACCTTCTACCTTGGCTCTCCCTCCTCCTAACTTCCATTATTTTTTCTACTTTCAAACTATAATTGACAA 
AATTTCAACAAGGGTCTGAAGAGAGGTGTCTGATT^ 

CAAAGGAAAAATCCATTGGCAAAGGAAGAATACTATATGCTACTTTAAAACTTGTCTGAATGTATTAT^ 
ATTTTAGAGGCAGGTCTCACTCTGTCATCTAGGCTGGAGTACAGTGGCATGATCATCACTCATTGCAGCCTC^AACTCC 
TAGGCTCAAGGGATCCTCCAGCCACAGCCTCCTGGGTAGCTAGGACTACAGGTGCACCCTACCA.TTCCTGGCTTAAAAA 
ATATATATTTTAGAGTCTGTTTTGCCCGGGTTTGT 

AAGTGCTGGGATTACAGGCATGAGCC^TGGCACATGGCTCAAATTATATAATTCATTAGCTGGTAATAGTGTAAAT^ 

GAAGAGAAAAACTAAAATGATAAAGAGGAAAGATGGATTGTGAATAGAGTAAATATATATTACTGTAATTATGTTAAGC 

CA&TCAAATGCAAAGGACAGTTCAAAGGGGACAAGTATGTA 

AGCTTTAAAAAGATAAGCTTTGTGTTGAGCTAAAGAAATAAACTCTATAAAAACAAAACCCTAAAATTGTTATGACAAT 
GAATTAAACATTCAAAAATGAACAGAACAGAATGTAAAAGATTATTCCT^ 

TATGGGGGAGGGGAAGGGCACTATTTGTAGTATTTGCTGATTTCTGTGCCAAAAAATTCTCTCACCTGCCCATTTCAAA 

CAGCAGAGGTCACTAAATGTGGAGTTGGCAAGAGATACATAGACATAGTACTCTATACAGTGTTTCTATCATATAGATA 

CAGTAGATATAAGTTGCCCCAAAAACATAATAATACAAAATGTAGCCAAATCATTCAGAAGTTATGAGTTTTGAATACT 

TATTTCCATTGTTTTTAATATAATTTGTTTAATTATAGTTAAAAATTTTTATGTAATTTAATTTTTAATAACTGTTG 

TATTAACAACTGACTTATAAATACTCCTAAAAATGTAAC^^ 

CATCAAGTTTACATTCTGGTAGAGAAAGACAGAAAATAAACAAGTTAACAATAAATAAAATAAATAGAGACTGAGATGA 

GAGGTTCTGCTTGGGGAAGCCAGGGAAACCTTTACAAAGAAATTGATAATTTATTTGCATATAAGTTCAAGCATATCCA 

TTCCATACATCTGTGAGTACATTTGTAGTTCTAGGCCTGAAACTCAGAACTGCACAAGGTCAATGGAACCATATAAATA 

TTGACCTCATTACTGACTTGTTTTCAGTCTCCAGTCTCTTGAGTGAATTTACCTTTGCTTCTTTGTTATTATAAAAATA 

CAGTGAGGGAAAGTAAAACAAGGAGGAAGATGAAAAGAAGATGTAGGGGGAAGAGGAGCAGTTTACAATATACTTTCTA 

TTACATTGTTTCACACTATCTCAAAACTTTTTATACGTAGAAAATACTAAAGCAAAGAAAAATGGAAGTTAAAAATCGG 

TAGCAGTAGTAATAGTCCTATAGTAGGAACCTTGTTTTGTTTGAAATATGTGTCTGTGTCTGCCTACAAAACATAAACA 

CCTTAAGCTAAGAATAA.CTGTGAGATTAATTTTTTATTTTCAAAGAAATAATACAAATTTTAAATCTTGCATTAAAAGG 

AAAGCTAGCTGGACGAAACTTTTCTGACACACAGATTTTGAGAATAGCACCCATAAATATGCTTCCAATGCTTGTCACT 

TGATCCCTTTTTGGCAATTA^CTTGCCTTTAATTGATTTGTGGATTACCCACTGGAAGTTGCTATGGATAAAGGAATGT 

AATGGCAGAGTTTGTTTATATAGGGTAACAAAATAGACTGGCTGGGAGGAGGGATTTAACTGCAAAATATCCTTGATTT 

TCAGGAATTTTTCTTTTCACATAATGGCAGTGTTTAGATAAAGAATGGAAAGTTAATGAATCAGATTTGTGTTCCCATC 

CAAAGGGAAGATTTATGTCCTGTTTAAGAATCACATTAATTTGATGACGTTAGTACATTCTCTAGTGAAAGAGTGGCCA 

CTTTAGTGGAGGAAAAAAACAAGCAACAAAA.CTCCTTCTGCCATCTTCAGGTTGTACCTGACGAAAAGCTTTT 

GGGTTCTATGAAGTATCACTGCCCTGATCTCAGATGAACTAAAAGATGAAAACATTTCATCGCTCAAATAATTGTTTAT 

CTCACATCTTACTGGTTCTAGAAAAGGACTATATATTTTCCCTCCTAACTTTCCTCAGTTTCTTGGTATAAAGTTCAAA 

ATGCTTTGAGTAGAGTTGTTCAGGAGGTCCTCAGTGGCACTGCCACTCACTGGTTGGGACGTTTTTGTTCTCTGTCCTC 

CTGTGTGGAAGATGACAAGGACGGCTTTGTGCAACTTCTGTTGTATGCGCTGCTTTTCAACCCCTTGGATGAGATACTC 

ATACAAGGAACGTCAGGTTTTTTTCCTAAAGCAAATCCGTGTAAACTGAGACAACATAAACC 

ACCAAAATGCCAAGAAAGGGAAAGAAGAAATTATTATCGGTGGGGGAAACAAATTATCCTGTATTTTGGAGTGAATTTA 
AAAGGCTTATTGTTTGTTTTAGCACTACATGACTTAAAAAAAAAAGTCTCGCAGTCTTGCCTTCCTCATGTTGGTTAAA 
ATGGAAAGGATTCTCTTTCTTTGCTATTTATAGATAACCCTTAGCACTCTGCAAGGATCTATTTGGTATAAAATGATGG 
GTGTGAATGTGCCAGTAAGAGAGAAAAAAATGCTTAGCCATATTTACTCATATAACCAACATCTAGGTCAAAATCAAAA 
TATTACCAGCTCCCAAGGGGACCCCTTTATTCTTCTTTCCAGTCACTATGCACCCGAAGATAACCACTAACTGACTTCC 
AATAGCATAGATTTGACTACTTTTGAATTTTATATGAATGAAATTATACAATATAAACTCTTATTTTATTTCAGTCAAT 
ATTGTGTTTATGGGATTCATTCATAGTGTTTTGTGCATTCTTTATTCTCATTTTGTTAGTATTGCACCAAATGAATATG 
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CTACAATTTAClTATTCTAGTGTTGATGGATAGTTAAuTATTCCAGTTTTAGGCCATTATGAATTAGAGCCATTATG^ 

CATTATTGGATATATCACTTAGTAAACAAATGTACATGTAGTGTTGCAGTGTTTTGTGCATACACGTAGGTTGGGTAT^ 

TCCCAAGAGGTAGGATTTGTGGGTCATAGGTTATGCCTTTGTCTTTAGATATTGCCAAATGTGTTTCTATACTGGTTGC 

CAC^TTTATGTCGCCCCCAAAGTGATGTTTCAGTTCTCTGCATTCTTACCAAAGTATAGGTCATCCATTTTCAGTGATG 

GCATCTTAAAAAATGTTTGCCTGTAATAACAATGTCATCATGCCTTTTATTTATGCAGTTGAGTCTTTTAATCTTTAG 

ACCTGTTTTTCCAGGAATAGTGTGGGTAACAGTGAGCCATTCACACTCTGTCTGTTTCTCCTCATGATGAATACTATGT 

AACTGTGAATTAAGTGACTAAAATAAGAAACGATCTGATATGCAGAAATAGAGTTTTCCCTGTTTGATCCATATGCAGC 

TTAAATATGTGATGTTATTCTACATTTTATCCAGATTCATTTTTCAAACCAATAGTAATCATTGTTAG 

AAATAATCTTTTATTCTGTTTTAAAATTTCCATGTCGTACTTTGAGTTCTTGCTATATATCCCGTGCTCACTTTAAATC 
AGGTTTTCCTTCCCGTACATTATTTCTTGGAAAA 

CTAGTAAATGCATAGGCAGTGTAAGTCACGCTAAAATAAATGTGTATTGCTTTTTCAAGATTTTGTTTACCCATGCA^ 

TAAAGAAGGTTTTTTTCCCTTTATTTTCTTTCTTTTTTGTCATTATAGTCATTATGTCTTTTTAATGTTAAGATTCCGG 

TAATATATATTCCTCATTTTTATGTCATCTCCAAAGCTCCCCATAACTGATTGATGATATCAATCCGGCTTCTGGCATA 

TAAAGTTTGTTGACCTGGTTCAGTTTGTACCATGTCAAAATGTGATCATTAATTATTAGATGATGTCAGGAAAAATTTA 
GTATGTGTGATAACTGTGGGTCCCATTTCTTAAAGCTT^ 

GGGAACATAAGTAAACATTAGAGCAATATCAAACGTATTCTAAGGGTTTCATGATGTGAAACAATATATCACTTTATTA 

CCAGACAGATACTTCACATCGTGAAATTTGAAAAAGCATACGAGGTGGGGCAGAGTGGTTTACCCTATAATCCT 

TTTGGGAGGGTGAGGTGGGAGGATCGCCTGAGTCCAAGAGTTTGACACCAGCCTGTGCTACAGAGTGAGACCCCATTTC 

TACAAAAAATTTAAAAATTAGTAGGGTGTGATGGTGCCTGCCTGTAGTCTCAGCTACTCTGGGGGCTGAGGGAGGATTG 

CTTGAGCCTGGGAGGTCAAGGCTGCAGTGAATGTGATCACAGGAGTGTACTCCAGCCTGGGCAACAGAGTGAGACCTCA 

TCTCTGAAAAAAAGAAAAAGTATGTAATTTTTACGTAAGAGTCACTC 

AATC^TTCAGTGATCATGGGCTGCTTTTCAAGCATTTTTCGCTCACCCTTTACCATTA^ 

GGGGAAGGCATGGGCCAATACATCTTTTAGTATTTCTTGGTTATACTAAGAACTACTGAGGAACTGCTAAGGAACAACT 

ACATAGATAAAAAGTATTTTTATTATAACCCTTGTGAAAAACCTCTTCCCCCATAAAACGTTTAGTATCTTGTATGAAG 

GCATAATGTACTTTTAAATATTCAAATCCAATTCCAGATTTCATTTATGTGCTATGTACTGTGTAATCCACCACGCAAA 

ATGTAATTTCTTGCTTTTAATATA^TTTTCATTATTATCATAAATGAAGTCTCAGACCACAACATTTTGTTAGGTTGC 

ATTCAAATGGTAATCATAATATGACCTATACCAGTTTTTGCATGGAAGGGCAGCAGCCGGCTGAACTAGATTTCCACTT 
TTGTCTTGGCTCATTAAACAACAATGGACAAGTTACCTT^ 

TATGGACTGTATATTACAATATCCTTTTAAGCTTACAGAAATAACATTATGGAGGTATGAGAAAATTGTAAATGATCCA 
AGATATGTGCCTAAATATTTCTTCATACATCAAGCATGCATTC 

TAGCTCAATGTCCCTGTGAACTTATATCCAATTCAATAATTCATCCAACAAATGTATATTGAGTATATAATCTGCTAGA 

CTTATGAAGCCTTAAACTTTATGCTGTACATTCTGATATATGTTGTTTTAACCAGGGGTTGGTCAGCTTTCAAAAGTGA 

CCCTTTTGCTAACATTGTTCTTCTGGCTGAAAGCTAGTAAGTATAAGCAAAAGGAGAGATGTATATGATCTCACTTCTA 

TGTGGAATCTAAAAAAGTCAAACTCACAGAGGCAGATAATAGAAGGGGGTTACCAGGGGGTGATGGGAACAGGAGGGAT 

TGGGGAAATGGTGGTCAGAGGATATAAAATTTCAGTTAGACAAGAGGAATAAGTTCAAGAGATCTACTGTACAACATGG 

TGACTATCATTAAGAACAATGTATTGTAAACCAAATATTATATGTGGTCACTTATAAGTGTGACCTAAATAATGAGACC 

ACATGGATACATAGGGGGGAACAACAGACACAGGAGCATACCAGAGAGGGGAGGGTGGGAGAAGGGAGAGAATCAGGAA 

AAATAACTAATGGATACTAGGCTTAATACCCCCATGACACGAATTTACCATTGTAACAAACCTGCACATATATCCCTGA 

ACTTTAAATAATAACAAAACCAAAAAAAAAAAAGAAAATTTCTAAGAGAGTAGATTTTAAATGTTCTCACCACAAAAAA 

GTATGTGAGTTAATGCATATGTTAATTAGCTTGATTTAGCTCTTCCGTAATGTGTACGTATTTCAGAACATCATCTTGC 

GCACTATAAATGTATGCAATGTTTGTCAGTTAAATATTTTTAAATGAATTTTTTGAAAAGAGGAGGGGTGTGAAAATGA 

AGACTACTTCTGACTTTATATTTTATATTCTGGGGTTACAAGAATGAGACCTCCCTGATGCCTACACACAAATGGATTA 

ATGTGAAACTGAAGGTTTACTTGCCCAGTTTACTTGCCCATGTTTACTTGCCCAGTTGATTCAGCTGGTTTATGTATAA 

TTGTCAACAATTTAAACTCTGTCCCATTCCTCCCCAAAATTTATGTACTTTAAAAATAGATCTCATCATTTCAACATTT 

CAATTTATATATGAGAGAAATAAAAAGGACTAGTAAAAATTATATGAAGAAGCAACTCCAAATATGGTAATTTATGGTT 

CAAAGGAGATAGGTAATTGTCTTCTCTCAAGAGCCACTAGACCACAAAATATCAACATCAAAGATGAATGCAAGCGCTA 

GGGGAAACGATACAGATCAGAGGCACCATGTGTTGTGCATTCTGGTATTTGTCAGAGATAAGGAATGAAGCTGAATTTT 

TTCATGGATTTGTCTTGAAGGAAAATAAAATGAGAGGTTATGCTAAGTATAAAACTATCTTTACAAAGTTCCTTTCCGT 

TAAGACCTTCAAAGATATGTAAAATCATAATTTGAGAATTGCTTTTAAGGACCTAATTCAGGTTAGCTAACAAATCATT 

ATCTAAAAAGAGAGTGTTAGAATACTATGCATTTAAAGTGAGTAGTTCACTTCATGATTGAGCAGAAATTCCTGAGTTC 

AAATCATGGCTCTTCCACTTGCAGCTTRTATGACATTTATGAAATTCCTTAAGTGTGCTCTGTTTCAGGTGCCTCTGCG 1 

CCTACATCATTAGAGTTATTCAAGTATTAAATGAGATAATACATATATAGCCGTTAAACTAGCGCCTGGCATAGAGTAA 

ACAGTCAGCTCACATCAGCTAGCGTTATTCACAAGAATAGGCTATACATTTCTTTCCATCAAAGATAAGTGCAAGTTTG 

AATAGAAAAATTAATTTATGAAACAAGACTGATTTTATGCTTTTCTATAGTGCCCATGATTCAAAGGAAAAGAAGGAAA 

TAATCACCAACCAAGTGACCCTGTAAAATAGATAGGAGTTACGCCATGCATACATACATGCATATATATGTATTTTGGA 

TATATATGGATATATTATGTGTGTGTTTGCATACGCATTATATATACATACATACCTTTGCCAAGAAAATTGGATGTCT 

CATATCTAAAAAACTTTCAGTGTTAAGAACTAGCCAAGTGTCAAGTACACAATTTGTATTCAACATATATTTACAGAAT 

TTAACTTTGTAAAAATTTCAAATCACTGTTATTGCTTTTCCTACTTGTAAAAC7UITTACAAAAATCCCTTGGCTTTTGT 

GGTGTGGACTATTATAAGGGACTCTGATGCTTCATGACAGGGAGTAATTTGATCCAAAGTACAACGGAGCTSTCGTGTG 

GATTTAAGTTACCAAACTATTGAAGGGACCCATGCACCACCAAGTATTCAAATCACAATATAATTTCATTATTCTCTAC 
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CCTCCCTTGCAAATGTAATAACTCTGAA 

ACTGCTAATCTAGGCCTGTGCTGTCCAACAAGAGAGCTAGTAGCCATAGAGCACTTGAGCTGTGGCTAkTCCAAATCAG 
ATGTGCTGGTJ^TGTAACATGCACAAAGGATTTCAAATAAT^ 

TCATAATGATTACATGTTTAAATACTAATACTGTGTATAGGGTTAAATAAAACATATTTAAATTAATTTCACCTGGTTG 
TATCTAAGTGTCCATCAGCCAATTAACGGATAAAGAAAATATGGTACAT^ 

AAGGAATGAGATCCTGTCATCTGCAACAATATGGATGGAACTGGAGGTCATTATATTAAGTGAAATAAGCCACACACAG 
AAAGACAAACTTTGTATGTTCTCATTTGTGGGAGGTAAAAATGAAGACAATTGAWCTCATGGAGATAGAGTGGAAAGAT 
GGTTATCAGAAGCTAGGAAGGGTAGTGAGTGGCAGGGGTGTGGGAGTGGAGATGGTTAATGGGTACAAAAATATATTTA 
GATAGAATGATTAAGATCTAGTATTTGATAGCACAAAAGACTGATTG 

TAAAGAGTATAATTGGATTGTTTGTAACACAAAGGATAAATTATTGAGGTGATGGATACCTCATTTACCCTGATGTGAT 

TATTAGGCATTGTATGCCTTATATCAAAATATCTCATGTACCCCATAAATATACCTACTATGTACCCACAAAAGTAAAA 

AGTAAATACATTAATTTCACCTGGTTGTAAAAATAACTTTTTGTAATATGGCTTTTTAAAAATTTAAAATTAC 

TGGCCATCATTCATGGTTCACATTATRTTTCTACTGAACAGCGTTGATCTAGACAGTAGACACTACGCAAAAACAGCTA 

AGAAAATTATTAATTCTTTAAAAGGATAAAATTTAAAGTGATAAATGAGATCAAATTTTATGAGCAAGTCCATCGTAGT 

TCACTCTGTGCTTGTTTCTAGGGAAAAAAAATTGGAACTTTCTC 

GAGAGAATTAAAACATTAGCAAATAGGGGCTGTTGATGAAAATGAGATTCCAGAGAGGGTGAGAAGACTGAACACATTC 

ACCCACTAAATTTTTCTAGGGGAAAAGTAAATGCTAGAGTGATATTAGTGAATTAGGGGATTTGTGAAGATGCATTTGA 

ATGTCAAGAATATAATGTAGTTTTCTTAGTATTTTTGAATTCAGTGACCTTTTGTTAACCTCAAGAGACTGAGGCTAAG 

ACACCAACATTTACCATGTGCTTCAATCATTCTCTCAAGGACGCACAGCTCCTCTGAGCTGTAATAGGAATTCAGG 

GTGTGACTCCTGAGCCCACATGACCGAACGTGTGCCCATGGAACACTGGTCCCTGCAACTGCTCTGCAAATAATGGTTC 

TATACTTAAATCATTTTAAGAAATGTTGC^TGTATCGTTACCGTCTTAAACATGATTCATTGATTTGCATATTAAAGGC 

ACTGAGAATTGCTAAAAAACTGTTTAACTTTTTAAAAT^ 

TGCACATGCATCTATATGCCATTTATCACCAGTTGCATGCTGAAACTAACCTTAGACAGAATGCTATTTGGAAATGCTG 
AGATGCCTTAAATTGCCTTCTATCATCTCTCATTATTAGTTACTAAGGAAAATGGCTTTGAGAAAATATAAAATATTTC 
AGGAAAATATGTAATTTGATGCTCAGATAACTCACTTTTTGCTACATCAGAAAAAGCAAAACTAGAATTTAAAAATT^AA 
CTTGGATGCATGTCTTGGTTATTCTTATATTCATAGTGTGTGATCCAAAGGGAGTCAAAGAAATCTGTAGCGAGGCTGC 
TCACAGTCTAGGTCTCTTTTTGTGTAGGACAAAGGTAGGGCTTGGCTTCTAGTTGAAGCTACAGTTCTGTAGGACTTGG 
GATTTGGAAAAGTAATGACAAGATAAATAAGTTATCACCATCAGAGACCTAAATGGTTGCAAATTTGGCACTGGTTACA 
TAATGAACAAAAGTTTCATAACATATTTCATAAGATATTTTCATAACATATGTCTTACAATT 

AGGTTTTTTCTCTAAATTATGCTAAAAATGTCATCGAGAAGCATAAAAACAGACTTTCATTAATAGTTGCTATAGCAGT 
GGGAAATTTTTGTAGGAATTTAAGTAAAAAAGCAAGTTATTTAGCAGTTTTGTTCAAATTAGACATTTCTGCCATCAGC 
CTGCCCCCTGGGAACTTGGAAAGTGCATACTTGCTCTTGAGTTCTGCTAGTGCCCTAACCACACGCCTTTCATGTCTAC 
CATACTTCGATGATCTTGGATTCAAATATGATCCTCTGCCTTCCTCACAGAAAGAAACAATTTAGGGACATGGACTTAA 
TGGTAATGACTTTCAAAAGCTAATGACGTGCAGTCTTTCGGCACTGCCTAGCCGAACACTCTTTAGACAACCTGCTGCT 
TTAGACTGGACATGCACATGATTCCTAAGATACACTAAACAAGAATATGAGATGCTGAGTCCATTGTTTCCTGTGCAAA 
ATTCAGTTCACCAAGAATACTATTT^CACCAAGAAAGCCATAGACTGTGTGTAGGTAAAGAACTTTTGCGCTAATGAAA 
CTTGTTATTGGCTGGGACTAGGGGCCTAAATACTAGTTTGAGATTCTGTTTCTGCTGTGCCATATAGCATGAGATMCCA 
CTTTTGCCTCTATAAAGCAGGGCTATGGTTATCTTTCCTTATTACCTCAGTTGATTGTTGGCTGTGAGAACCAAGTAAG 
ATATGCTTCATGGAATAACAGAAGAATGCAAGATATTATCACGGGAGGCAACATTTTTGGGATATCACATATTAGTGGA 

AACCTATGAACTTTTTCAAGTGTTTTCTCCACAACATTCCTCTCTTCTACCAAAGAAAATCAGTTTACAGTCATGTGTT 
TTGTAAAAGCCTAAATGGGAATGAAGGTGGTTAGTAAGAGGGTTCACAAGATGGAGAGGCTCCCATGACATTTGTAGGT 
TTAATCTCGTGCCCCATGACCTCTTAAAATGTCCCCATO 

ACGTGACATTGTGAAATCATACCRGATGTTCTAGTAGAACTGTGTTCTGGTCCTATTGAGTTCACCCAGGAGAGGCATC 
AAACTCTGCAATCAGAACATATCAACACATGGCCTATTAGCTGATTCTGCCACTTGGTAGCTGTATATTCTCTCTCTGT 
TTAGTGTCCTTATCTGTAAATTGAAATAATAATAATAGCTCATAAGGCTTTGTGGGGATTAAGTGAGATAATCATGTAC 
AGTGCCCAGCACAGTGTCTACTGCATGGTAAATACTGCAAAAATGTTAGCTGTTGACTGCTCCTATTTATGACCTTCAT 
TATTAAAAAGGGGAACTTAGGCTGACGCAGGAGAATGGCGTGAACCCCGGGGGACGGAGCCTGCAGTGAGCCGAGATCA 
CACCACTGCCCTCCAGCCTGGGCGACAGCGAGACTCCGTGTCAAAAAAAAAAAAAAGGTGGGGGGGGGGGAACTTATGA 
ATG CCTTTCACTTATACCAGCATC ATTAAAAATTTAAGTTTTTTAAGAAC CATGAAAAGCTAACCATTGACAATTTAAG 
AAGCATGCAAGCTTGGTTTACAAAAGAACTGGACAAGCTCAGAATGGGCTAGTTCAGTGGAGTGACTGCTGCAGGAGCT 
CAGGTTTTGAGACCTTCCTGTCTTCTTCCTTCATCCTTCTCCTCTTTTTGTGTTCTCTCCACACACTTTTCCTCATCAA 
AGCCAAAACCTTTGTTCTTGCTATATTCTCTTTTTAGAGCCTGCTCACAGTAAAATTTTAAAAAAATGAAGAAGTGCTG 
AAAGTGTAGATAAGCAATTAGACATGAGTTAATGTTTTTTATTTGCAAGAGCATTTGCATTCTAATATGAACTGAACAT 
TGAGTAAATAGATTCCTGACTCCCTAACAGGGCTATGTCTTGTGTCAGGAAGCCAGCGCACTGGGCTTCTTGGTAGGCA 
GGAGACCCAAGTCATCATCTGCTACTAAGGCTGGGTCTTGGAAGATGGAGAAGGCCGTAGAAGAAAGGAAAGCCAAAAA 
AAGAAAGGAATGAGATTTTGATATATTAATTAGCTCATACYATAAGCCTGGACTTTTGCTAGGCATTTTCCATGGTAAT 
TTGGTTATACCTCAAAACAATTCTCAACATTATTATCACTGCCACCACTTCTGTTAGCAGCTGTGAGAACAGAGGTCAT 
GTGAGTAAGCAGTTTGCTAAGGGTTGCATAGCTTAAAAAGTAGTCAATAAGCTAAAGTTTGAACCCTGAGATGCCTGGC 
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CTTCACAGCTAAACTTTTATTAATTACACCTGCT^ 

T CTAACAACATTAACAAAAAC ATTTTCAAAAATATAATAATAGT CATCAATAGGAATAAAGGGAAACAATC CAAAAATA 
GCTCTGTTGAGGTTACTGATGGATGGGGAC^GGAAAGTACAAT^ 

TCCTTGGCTGTCTTGCCTTGTGAAATTATACCTTCCCTAATGGCTTGGAGCTGATTGTGCCCTTCTTTCTGTC^AGGAC 
AGCTTAAACTTCATGGAATAGTTTATTTGAAGCTTGTGGGTACCAATTCCAGGCAGCAAGATACTACTTTCAGAGATTC 
AATTAACTTCCTTCAGAGTCACAGCAAAAAGCGATAGAGCTAAATTGATTACCTTGAAGTGCCTTAACCGTTTTGCTGC 
TGTTGTTACTTCTTGAGCCAATTTATTCTCCCAGCAATGTCACTGTTACTGAAGTTGGTCTGTTCTTTATTCTCAGTTT 
ATGAATAGGAATCATCTGAATATAGTTATAGACCTCTAGTCTAGATCATTTTTTGCAAAATTACAAAGATGGGAAAATT 
TCCAAGCCATAGTTATTCCAAATGGCTGGGAGTGCCTTAGGAACTTATTTCTGGAGTCTTTTGAACTATTTATATTATT 
GATATGAACAATGCCCCTGATTGTTAGTTAGCAATCTATTCATTGATAGGGACATGAAAGGCAGTCTGCTGCCATCTAG 
CTTTTTAGTTTCTATCTTTAGGAATT^ 

CCTGAGAGGGAGACACTTATGAAGGTACTGCAGAATCTTAAAAAAAAAGTCTTCATC^TTCTTTTACTTCTTTTTGCCT 
TTAAGTTGGTCTTAAATGGGTAAAAGTGATAAATGTAGGTTGTGTAGTTCAAATCCATTGCAGTGACTAAGCAGTGACC 
ACCC71TAGGGGCAAAAACTATGTATTTTTAG 

TAGATGCAGTTCTTTGCCATCCTCCCTTTTCCTGAGTTATGGGCACTTTCTGCCTTCATAGCTGTTTCCTCTGC^AAA^ 

GGAGATTTTACTGTCAGAAGTCTCCTATTGCTATTGCTTCTTGGAGTTGGTTCCCATGCTCTGGGCACAGGAAA 

CTGAGATCTTCACTACTAGTATTTATTGAGCACCTATACTATGCCAGGACTGGACTGTGCTCTGAGGTCACAGTGGTAA 

ACATACCGACATGGTTCCTGCTGTCATGAGCCTTCCAAAGGAATAGCGAAGAAAAACATTAAACATATCAGCCCATGAT 

TAAATGCATAATTAGATAAAATGCATTGAAGAAGTAAAGATCCCAGGAAAGGAGAGAACCAATTAATATGATGGATGGG 

AAATCAAGGCTGCTGGAAGGAAGTAGTGTATAAGCTGAAAAATGAGGAGTGAATAGGAATTAGCCAAGTGAAAAGCAGA 

GGCAAATGGGTTTCAGGAAAAGGAAAAACATATGTACCAGTAACATTTCAAGAAGAAATGGGAAGGATTAGATGATTTC 

TGTTATTCTTATTAGGTTGATCTCTTCCATGGAAGAGACACACAGAATGTAATTAATTTATAGAATATAAAAATGATTT 

TTTTTTTTAGGAATGGGGAGGTGAGGAGAAGACCCGCTTCAAGTTCTGTTCCAATATTAATATGGTTTTGCTTTCTCTA 

CAAACCTAAGTAAAACAATGGTGGTACCAAGGGTTGGTTGGGAGGCACTAGTTTTCCCAGTGTACATACTCACAACTAA 

CATAAAAGCTAAATACGTATAATCAACATGCTTACACT^ 

ACAGTGCCTCACACCTGTAATCCTAGCACTTTGGGAGGCTGAGGCGGGCAGATCACCTGAGGTCAGGAGTTTGAGACCA 

GCCTGACC^GGTGGTGAAACCCCATCTCTATAAAAATACAAAAATTAGCCAGGCATAATGGCAGGTTCCTGTAGTCCC 

AGCTACTAGGGAGGCTGAGGCAGGAAAATTGCTTGAACTCAGGAGGCAGAGGTTGCAGTGAGCCAAGATCATGCCATTG 

CACTCCAGCCTGGGTGACAGAGCTAGGCTCCATCTCCAAAAAAAAAAAAAAAAAAAAAAAAAAAACTCCACTGGATCCT 

CTCTTCCAA.CTTTTTTCCCCTAATTTCTTCCCTTAGCACTGATATTATCAAACAAGTGGCCAATCCTATAAAGGCTATC 

AGACTCCAATTTAAAAAAACTATTAAATTTAAAAACACTCAGAGATATAATGATTGTATGCCTTTTATGAGGAAACTTA 

GTACCTAAAAGAAAACCCTATAACTTAACATTAAGCATATGAAGGTAGCTATTATTCAAATAAGTAGCAGTAAAGACTT 

TTCAGCTTTGGATCCTCATAAACAAGACCTGCAGGTTTAAAGATTTGCATACATCTTTTAACAATGCATCATTTTTATT 

ATAGTATATTATATACTATTTTATATTTACTTAATGAGATTACTGACCTGGGTTTCAAGATATGTATGAAATATAATTA 

GGATATGAAAATTAAAGATT^AATTATCCCCACCAGAAATAATCTTAGCAGGTTATTTACTAAAGAATCTTAAATCCAGC 

AGATCAAGAAAAACTCCCCAAGGAGTCTTTAATTAGAACTCTTTAGGATGGAATCAAAATCTCTCCATAAAAAATGAAT 

CTTGCCTTAGGCTACATAAATTACAAAATCTGAAGCCCTTTAAGCAGCATTAAAACTGCTGATTTTAATTGCTCTGATA 

ATGAACTGGAGAGAGACACACTAAGCTTCCTGGATTTCTGTTGGAAATGAATGGGATTCTTGCCAACTATGGATCACAG 

TTATGAGGTATTCTGCACAGGGAAAATCAAAAGAAAGCAGATGGACCTTGACATGCTATGCCATCCTATGCCTTCTTCC 

TTCCCAAGAAGCATGTTACAATAACTTTAAGTGAAGGTTGTCACAACTTTAAGTGT^AAAGTCTCCCCTTTCTGTCTAAT 

TTTTAATGTAACTTCC CCCTTCTCGATATATCCAGAAAATAGTTAATAAC AAT CCCTGAGGGAAAAGAAAAATG CTGC C 

CTTCATATTAAAAAAAAGAAGATAACAGAGATCCCCTTAGTGGTGAGTGATTTATAGTGAAAACAGCCAACTCATTCTC 

TTTTGCCTCCTTTTGACCTAGAGAACTGGATTCGCGGATTTGTAACTGGATTTTGATTATAGAGTATGTTCTATGGCTA 

CAAAAGAGTTTTCCTTTGAGGAAAACTCAAACTGCCAACAGATATGCTTGGTATATCAGTTTTCAATGCTTTCAATTGT 

AAATAACAGAAACCTGGACTCACAATAGCTTGAACAAATAGGAATTACTTTTAAGTAGGTGGCACCGGAGGTGTTTCAG 

CTGTTGCATGATGTTATCACCATTTGCAAAGAGGCAGCATCTCCACAATTTTCTTGGCCTGTTCCTCTTGATGGCAAAT 

GGCTACTGCACGTCCAGATGATCATGTCTGTGTCACAGATAGTGAGAGGGAAGGAGGAAGGATGAGAGAGGATGGCCAG 

CTAAAGTTGTATCTACCCCACTTATAAGAAACACAAAGCCCTTCCCCAGAGCTTACAGCCCTTTAGCCAGAACTATGAC 

ACATGGTCATCTTGAGTGCAGAAAGATGGAAGTTAACATTTGGTTTTCTGGTCTTTTTAATAAAGATAGCAAGGATGAA 

GAAG TTTGGAAAAGACTGTGGGCTAG C CAATCAAATTGTCGACCACATTTGGCCTGTATTAATGTATAGTTTTTAAAGC 

CTAATGTCAATTTGTTAAGGTGTCTTAAGGACAGGAAAATGGAGAAGAACTAAGATTTTTTATATCAAATACAGAGTAA 

ATCTTGGAAAGGGTGAATTAGAGTGGAAAATAAACTAGACATTATCTAAGAGTGCCTTGAAGCCAGATCTTGCAAAACA 

TTAGGCAAGCATGTCACTCATAATGGACCCCAGGGCTTTCCATCTCATAATGTGGATAAAAATAACAGTGTTTCTCTCA 

GTTTTTAAAAATGTCACCAAAAATTCAATAAAGTATATACATACATATTGTAATTGTTTAAAGTAAAAATTTTATGCTG 

TTTTGGGAAGAAAAATAACCAAAAAAAACCATCACTGACCATTGGTCATCAAAATCTGATTTATGCCATGTTTACAAGA 

TAAAAACAAGAATAAATAATAATTGTTTGAAATATTTTCATCATATTGCCTCTGAAATGATTGATGTCATACTGCCTGG 

ATTTAGTCAACTCAGTGAATGATTTATCAGTAGCCATGCTCTAAGGAGCTCTCTATTCATAGATACTTATGATTTGGTG 

AACTGGGAAACCCACAGAGAAAGGTAAATGAAATAGGAGAGCCAGGTAAATGGGCCATGGATCTAAGAACCAGGAATCA 

TGATTGTTTGGAAGAACATATCTCAGACTGAGAAAAGCTGGCGCTAAAGTAAGCTAGCATTTGATTAGAATGTTGAAGG 

ATAATTTCATTCTTGGAGACAGAAAACCTAAGTAGAAGCAAAAG^GTAGGAAATAGAAGCCTGTGTTTGAGAGATTCA 
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GAGTGACTGTGTTTTATTAGAATTGCAAGAAAGGGAAOT 

CTGAACAGAGGGACTTTGTTTAAGGATGGCTCTGTGGCTGTGGAACAGTTTTTCTATAGATTATCAAAATGATTCTG^ 

AAAGAAATGTCATTCTGGACTGAGAGCACATACC^TAGGGAAAACATGAGGCTTATGGGCTGAATTGTC 

AGTCATATGCTGAAGTCCTAACCTAGGACCTGAGAATGTGGCTTTATTTGAAGATTGAGCCTGTAAATAGGTGATTTTG 

ATAAAATGAGATCATTAGGGTAGACCCGAATCCAACAAGGCTGGTGTCTTTATAAGAAAAGGAGATTAAGATGCACGCG 

CACACGCAGAGAAGACTACGTGGAGATGAGGAGAAGATGGCCATCTACAAGCCAAGAGGAGAGGTCTCCCGAAGAAACC 

AACCCCACTGACATCTTGACCTCAGTCCTCTGGCCTCCGGAACTGTTTTAAAA.CATAAGTTTCTATTGTTAAAGCCAC 

TAAGTCTGTGGTATTTTGTAATGGCAGCCCTAGGGAAAAACTACAATGAGCAA 

ATTATAAACTAAATTCATGGAGGGGAAAATAGAAAAAGAGGTCATTTCTGAAAACATTGTATAGGTGTAACATAGTTGA 
CACTATCAACTACTACAATGGGATCAGGAGACAGAGGGTCAGTGATAACGGAGCTCTCAAGACTGGAAACTGGGCGATC 
CAGAAGGACAGGCGGTTGATGAAAGAAAATGATGAGTGTGGTTGAGGCTGCGTTTCCCTTGAGGAGGTGCTGGTGCTCA 
GGGTAGAGGCATCCATCACGATGTCAGAAATGTGTGTCAGACACGAAGGCAGGAATGAGGCTGTCGAGGAAGCCATGGC 
AACATAAACAGAGAAGTGCCACAGCGAGACAACCAGCCAA.TGAGTTGTGTAGTTTCTTGTAAGTAGCTGAAACAACATA 
ACCAAATTGTTCAATTTAGTCTACATATGAAATTTCAATGTC^ 

AAGACATTATTTTCCTGACAGCTAAGTCTTAAAATTTCTTTTGAGAAATAAAAAAAATGGTTTTC 

GG CAAACCAGTAAGTCAGATACTTCAGGGGAAGGTAGCTTGGTGATTTGAATGTATGTGAGTGTGAATACX3TGAGATTA 

GAATCTTACCTGAGAACAAATTTTCATGAGCATCATTGGAGAGTGGGAGAGCATGAAGACTTTTACCCTTCTCTCTGCA 

GGAGAGAATTGTGCAGGAGGAGGTGGGGAGAATGCCACCAAGAACAGGTTGCCTGGGGCTAGTTTAGCGATGGGGTCCA 

AACGATCTCACTAATGTGAAAGGATCATAGTTACCTTACCAAGGGAAAGTTGGCTTCAACTATATATTTCACTTCTGTA 

CCAGGTTTTG CTTAAATG CTACTCTTTGGAGAATATCAAGAAATTTAGATGAGTTTACCAAATCCAAGATTGTGTT CCC 

TGCTTTTAACTCTTGTTACTGAAATAGCCCCCTGATCCCCAAGAGTAATGCTTGACTGAGGTGTTTGCATGAATTGTTT 

ATATCATTCATTAATTAACGTGATGAACATATTAAAGATAGGACTCCCAGTTTTCATCCCAAGGGCTTACATATAATA 

TAACAACCTTTAGAAAAGTACTGCATTGTTTATTTATAGAATC 

GTAAATTACTTTTTGACTTTGCACAATTATAATTTAATGTCATATATCTGCAAAAGAAAACACTTTTA 

TTAATTTCCCTTCATAAATTTGAGACTGTTTTGACTATAGATAAATGTAAAATGTCAATGTGGTGAGAATGACTCAGCT 

TCTCAGATATTCATTTATTCTATAAATATTTTTGAATACCTACTATGTTTCAGGCACTGATCTAAGTGTTGAATAAGTA 

GACAAGGACAGCCTGCCTTCAGGTTTTTTACATTCAAATAACACAAGATGATGAAGAAATTTTTAAAATAATCTGGTTC 

CATTTGGCAGATAATATAGATATGCTCAGTTTTATAAATTTTGATACCTAAAGTATTGTGATAATCCAAATCATGACCT 

TTAGACATTACACTATGCTTATTGATTGAAGGTTGACATATGTTTAGCATATTCTCTTATAATGTATTTAAGGACTTCA 

GTGAGTAGACAAAAGAAGTAAACTTGATCAGACAACATGATTTCTGAGAACAGACTCTTCCTGGAGCAAGCATTCTGGT 

TAG ATTTTACAGGGCTTC AATAAAAAGGTATATGTTTATGCTTTTTG CTAGTTGGGGGTTTCCTAG CAAATGATTC CAT 

GAAAACATTTGCAGGGAATTCCCATCTGTTCTATATTTCCCTGATTTGGGGGCTCTGAATCAATAATGCTGATGTAACA 

GTTGGCAAATTAGATAAGAACAGCCCGAGACTTCCTTTTCCATTAGGTGTAGTCTCATGGAAAATCACCCTTGAATCCA 

TCAATGGAATGAAGCAACTGGGTGGAGCCTATGGGAAAATCCTGGAGGAAGTCCCCAACTAGTCAGCCTCCCCTCTCTG 

CCTTGCACTCTTGGATTCCTTAGCGAAACATCCAAAATGGCCTTCTTGCAAGGAGGATGCAGTCGGTGATCCACATACT 

GACCAACAGCTGTGTGTGAAAGGCACCGTGCCCACCACAACAAAGGGGCAGTGAGGTCTGCTGAGCAGATGAGTCGCTT 

TTCTGGACCCTTCCAGGCTTGCAGTTGGCTCAGATGAAAAGCTCAGGCTTATGAGCTGCCAGAAAGTATTTGGCAAAAA 

GCCCACCTTTTTTCTCAAGTACACGTATTCAATTGACTTGATTCCTCAGAGAGATTTGTGAGGGTGAAAGCAAGTTCAT 

TGTCCACTTTTAATGACCCTCAACTTCTAATGAGGTAATATATGTGAAAGTGATTTTTTTAAATGCAATGCAAATACAG 

GGTGTTTTTAGTCATTATTTCAGTACCTGAGGAAAATGTAAAAACACAAAGCCACACATGTACCAAGGCACTACATGAG 

TGTACTTGGTTTCACCATCTAATTTAGCCCTCTGAAGTGTAGAGTCCATCGAGGCTATTATTTTGTGGATTGTGTACTG 

AAGTTGCTTTTCTTTGTTCTCCCAACATACACTTGTGACACTTCCAACCTCTGATATGTATATGTTAAATACAGGCTGT 

TTTTCAAACAAGATAAATCAAATGCTAGCTAGGAAGTGTGCCTAGAGTTTAAAGCATTCTAGAATGTACTCCCATATAA 

CAGCTATACTTATATAATACCTACATTGTGCCAGTGTTTCATATATGTGAAGTGCTTTAATCCTCACAACAAACATAGG 

AGGG ATGTAGTATTATTACCC C CTTTTTACAGATGTGAAAACTGCAGTACACAAGGTGAAGTGAGAGGCCCCAAAT CAC 

ACAGCTAGTAAATGGCAGTGTCAGACCTCAAATTCCACTAGTCTGTCTTCAGAGTCTATATAATTAACCACTGCTCCCT 

GTGCTTTTAAAGGTTAGTTTAATGGATATTGTGCTATTTCTAATAAAAGGATATAATTTTTGTTATATATTTTTCTTCT 

TAGTCTTCACTTTTGGATCTTGGACCACATGTGCTATTATCATATTTTAGCTCATAAGAGACTTCTCTGATAATTTTGT 

ATAAAATACACTTATAGAACATTTGTATCTTGTAAATGTAATTTTTCTTACCATTATCTCATTTGATCCCCCTTATCCA 

CCTCTAGAATATACAGAGCTTTATCCTCATTTTTCAGACGAAGAAATGGACCAAAGAAGACTAAACAATTTGTTCAA 

C C ATATCACC AGTTTGTAG CAGTTCTGTGACTAGAAACCAAATTTCCTGG CTCTTAGTCCTACATTCTTTCTAGTATTT 

CAAATCATCTTTTCATTTCTCTCCCTTATGCTTTTGGAAAGAAAATTGAGAAGAACGTTAAGAACCCC^GTAAAATTGG 

AGAGGCATTTCTTGAGAAATATTTAAAATAATTTAAGAAGTCTTCACAAAAGTAGTAGGCAAAAATGTGTTACATTAAC 

AACGGATCTCATTAAGTCAGTGCATACAGCTAGGTTCTGGTTTATTAATTTTCAATTTTTTCATTTTTGGGCCTGCCTA 

ATCTGAACACTTTGCAGTACAATTCTGAGTGCTCTCATGCTTTGTGCTATCGCTTTCTTAAGGTAGCTCATTTGCACTT 

GTTCATCATCCTGTTCCTTCCCCCAGTCTCCTGGGCTCTGTTGCTAATTATTGACCCAGGAAAGCCTCAGAAGGGGCCA 

AGGCAGCTAAAATTGGAGTGCTCTTTACTTAGACTTATAATGCATTTTCCATTTTTCAGAAAGAGTAAAGCACTTTTAG 

CTACCAGATCCAGAGACCATTCAGTTATATGGGCACTTGAGTTTCTGCTAAAGAATCACAACTCAATTTAATTTTTTTT 

TTTTTTGGTATTTCATTCACAGCCAGTCTGGAGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTATTTCTGTT 

T CTGT ATT AAC ATATGAG AC AG C AG AATAATAATGTGTC C ATT CATTCC ATAGATATTT CTC AAAG AGTTG C C AAG AAT 
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A^GAATAGTGCTAAAAAAAGGTGGAAGATGGTTAGGTGTAAAATTAC^ 

G CTTCAGAAATATTTATCAAACTGAAATGAGCTATTAC ATGAATTGTATTCTCTGGCTTTGC * "\TCTATTGGGGAAATG 
ATGAAGTCATTAAATATATGCGAATTGGAAAGGAATTTAGGAATCATCTTATGCAGCCCTTT1ACTTTAAAGATGAAGC 
AATGGAAATGCAAGAAAGTTATGTGTCTTTTCCAAGCAAGATCACACATCTATTTCGAAATAATATGCTTTTTTTCATT 
GTAACATGTGTTTTAGAGATTACACATATGTCAATGTCTGTAGTGCAGGGCATAATGTGAGGAGAGCTGTTGAATGCTT 
TAG AACAGTGC TAC CC AG TGG AAATATAATGCAC AC C C CATATACAATTTTAGATTTTTATTAATAGCCAG ATTTTTAA 
AAGTTTAAAAGTCAGTGAAATTATTTTTTTCATACTAAGTCTTCAAAATCCAGAGTGT^ 

TCAATTTGGACTAGC(^TATTTTAAGTATTTAATAGTTATATGTGTCTTGGGGGGGGCTACTCTATAGACTATATGGCT 

CC^GAATCACAGAGAGGGAAAAATAATAATGTATTTTTAAAGCTGC^GTATTTTTACCATGGGTTATATTTTTAAGTTT 

GATTGTAAC^CAAAAGTAGAAAAATGAAACAAACTGACTCAAGA^ 

TTTTAGGGTACATGTGCACAACGTGCAGG 

TCGTCATCTAGCATTAGGTATATCTCCTAATGCTATCCCTTCCCCCTCCTCCCACCCCACAACAGTCCCCGGTGTGTGA 
TGTTCCCCTTCCTGTGTCCATGTGTTCTCATTGTTCAATTCCCACCTATGAGTGAGAACATGCGGTGTTTGGTTTTCTG 
TCCTTGCGATAGTTTGCTGAGAATGATAGTTTCCAGCTTCATCC. . .'GTCCCTACAAAGGACATGAACTCATCATTTTTT 
ATGGCTGCATAGCATTCCATGGTGTATATGTGCCACATTTTCTTAATCTAGTTTATCATTGTGACTCAACACATTTAAA 
AAAAAAATCTAGAGTAGACCTATACAATTTGACAGATTGCATCAATAGTTACAATTTTAGACACCCCTACCCCTCCACA 
CATAGAMTTAGTGAATAAGCAGACTGTCAATAGTACTGGCTCAAATAATTCTACATACAAGTTCTACCAAACTTTGAA 
GGGAGGGGTAACTTCTACCTTATACGAATTATCTCATTTTACAAGTAACTATAAGTATACAATAAGTTCCATTTGCAGC 
ACTATAGGAGCTTGAACTGTCTGCCAATTTTTAAAGAATATGCTCAAGCAATAATCTTGGTTATCCATATTATCTTACA 
TTTCCTTATGAATATTGAGAGTTCTGTTATTGATAAATACAAAGGTGTCACTGTTTAATACACTACTGTGTAGGTCCTT 
TTGCTATGCATTTACTATTTAAAGCGTAAAAACGTAGGTAGCAAGAAGATTTATCTTTCTGGCTATTCTTGAAATTCCT 
GTTTCTAACAAGATATTCTGGAGAAGCAAAGATACTACTGCATTGTTGAAT^ 

GGTTCAGCTATCACCTTGACCTTTTCTTGGATCTTTGATCAGAGTTTAGGTAAATATGTTGTTAGGTTTCC 

AGTTCCTGAGCTTTTGAAGTAAAACCAGAGCTGAGATAGGAAAGTGAACAGCAAGGGGCAGAGCACAG(^GAAACTGAA 

TTAGGTCACTTTTCTAGAGGCTTCTGAATTTGGTAC 

CTATTACTGTTCCATTTTATTCTCTGGC^ 

TGATTCTCTATATGATGCCACATTAATAAAGTTTTCCCTATTAATTACCATGATGCCATGCAGCCTTCTAAGATGTTTT 
CTTTAGTTCTTAGTTCCTTTGCAGTTCCATCTCCAAGCATAAATTCTCATTAATAATCAGTACAGTGAGGAAGATAGAC 
ATGTGTCAGTCAGTGAGAATGCTTGCAGCTGTAACTGCC^GAAAGTTGTAACTTAACTGGCTTAAACCAAAGCCATCCT 
GAGGTGGGAGGCTCCAAGTCACTCAGTGACATTATGAAAGGCGGCCTGAGTCTTTTTCATCTTTCTCTTCTGCCAGCCT 
CAAGTGTTGGTGAGTTTTCTGGTTTGTTCCTGTAAACTCGAGATGTCTGTCACAGGTCCACCTATTACATGCAGATAAC 
TATGGCCAGTCAGAAAAGAGGATCTTCTTTTTACGTCTTCTTTTAAGAAAGAAAAAAAATCATTTCCAGATGGTCTCCC 
CTTGTCCCACTTCCCTTCAATGTCTTATTGGCCAAAATGGTTTCACATGCCGATGTCTTAACAAATCACTGCCTTGGAA 
ATCGTACTTTCATGATTAGCTGAGACAATCAGGTTTCCCTCATGGTGGCTGGGGCTGAGGCCCACCTCCCTGTAAGTAT 
GTGGCTGCAAGGGTAGGTGGATATTTGAATTTCACTGGGGGCCTAGTAGGAAGGAATGGCTCTTGGGTAGGCTACCCAT 
AGAGTCAACTACAAGTAAATCAGAAACTATAGTATCATAAGTGCTACAGGGAAACATGTAAATGCAGGATGCTGTAGGA 
ACACGCAAGAAGGGCCCCTGGCCATGCTTGCTTGAGCAAGAGGGAGAGAGGAATGCCAGAGTGGGCTTTTAATGAAAAT 
GTTATCTGATCTGAGATATAAAGCTCAAGAGGAGATAGCCAAGGAAAGGGTGGTGGAAGGAGAGAGAGGGTATCAGGTA 
GACACAGTATCATGTGCAAATGACTGGGAATAAGATAAAATGTGGTAGGTTTGGGGAGATGCAGAAAAATTAGTTGGCC 
TAAGGTATAGAGCATAAG TTGGGGAG TC AG TC AGAAATAGGG CTATAGAGGTAAACTGTAGATCATAAAAG ATCTGATA 

AGTCACATAGAAATTTCTACTTTATTCTGCTGCAGTGGGGAGCCAGTGAAATATTTTAAGCAGCAAATGACATAATTAA 
ATATGCACTTCAAAAAAAAAATGTCTTTGGCTGCTGTGGGAAATTGGATTGCAAATCTTCAAGACCAAAAGTAGGTAGA 
ACATGTGAGAATCAATTACAATATTCCAGGAAAGAGTGGTGAAGGGCTTTAAGATAATGTCAGTGGGGCTGGAGAGAGG 
TGAATAGGTTTGATTGATGTTTAGGGGTTTTGACTAAACAGGACTTGGTTAATAGGTAAGAGAAATAGGGATTAATAAT 
CACTCACATTTCTGGCTTGGACAACTAGGAGGATGGGAATGACATTTACTGAGTTAGGATATCCAAAGAAGAAGCAGAC 
TGGGGGCAAGGGGAGTGAATTAATTTAAATTGTAACTAATGAAGGGCTTATTCTGTATGAAATTCAAGAGAAGTATTCC 
AGTCCTTAAAGCATTTTCAAATGCCAAGGGAT^.TATTAACCAATAAGTGGTATAGAACAATACTAGGGGTACTATAATT 
TATCACAGATGGTCATCAATAAAGCAAGAGAGAGAGATAAAAGAGCTTAAAGAAGAAATTGCCTCTCTCTCAGAAAGAA 
TTAGTGGGAGAATCTGATGTTCTTCATGAAAGAAAAAAATTTTAGTTGAATCTTGCATAAAAAGATTAGACAGATGGGA 
ATTGTCGAGGGTGGAGGCACTGTACACTACATGAAGCATATTTAAGGAATGATAACAGTCTAGATTGCTAGCAAGCTTG 
AATAGGCAAAATAAAATAGAAAGGTTAGGGAYTAGTTGAATTAGTCAGAACTGTTGAGATTCCAAGAGAAAAACAAAAT 
TCACATTTTCTGTGTTGATCTATTATTGCAAGGTGCATTAGTCAGCTATTGCTACAGTAATGCTACCGAACAATCAACT 
ACAAAATACCAATGACATTTGCTTCTTGCTCATAGTCCTACTAATGGGTCAGAATAGTGCTGCTTCAGGCTGCAGGTTG 
CCTTCATGCTTGTTCTTCATGTTTCTCCTTCTTGGACCAGTGATCTCCCAGGGCGTGTCCTTGTGGCACAGTTTACAAC 
TCCCAATGTGGCAAGTAGAAATGTTCAATACTTTGTAAGGCCTCAGTTTATAAAGCAGTATCATTTGTGCCCACATTCT 
GTTAGCCACAGCACATAATRTGACTAAACCCAATATCACTGAGGGAGGAGAGCATGAGGAAGAAAAGGATGGTGAATAT 
ATG CTGCAATGCCTAAAACATAATGTAAATATAGATAG CATTGGATTTGACCCATAAGCCATAAAG ATTCTAGAATAC C 

AGTGTTCCCAACTATGGAGTGCCCAATGAGCTTCTTGACAAACTCAGGAGAGTAACCTCCATTTGTGTGACCTCCTTTC 
TTTGCTCTTTATTTGTGCTTTTCAAAGGGATGACATGAGCCCATAAACTACTCATTGGGTTGCTTGGTCAGAATCAGAA ' 
CCAGTTACTTCAGGACTGTCTCATTTCATGATTAGTTGCCTTTGGTCTCATGCAGTGGTATCAGTTCATTCCTCTAGAG 
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GTTTATGTTCCCTCAATCAOCAGCAATACTGAGTGAATGATAAGAA 
TTAGTATGTAGTTATTGGACTTCTTCCAAAAATCCAGCACACTTATAAAA^^ 

TGCCAATAGTGTGTCTTAATTAGTCCTGAGAATTTATGTGGCCCATGAAAGAGGCATAATTTTCCTAAGATTGCACA 

TAAGTTACATATCTGAGACTTGAAGACATCCTCAGATTATGTTATCCCTAAATCTCTAATTGCTWTGTAGCAAAAGATT 

TTAGCCATTTTTTTATTCCTGAATCAAGGATACATAAATAAAGTTGTATTCAATC^ 

TAATCCTAGTACTTGAGCAGACCTTATAGTGTGTGTGCACAAGTGCGGATGCGTGTACTCTATTTTTAGATTATCTTTT 

AAGAGGGACCGGTGACATGGTCATACAGTACAACAGAAGAACTCACTCCCTGTTTCTCTATAATTCCCATATTACACTC 

AGCACTTGCTCTCCTTTCATTCTGTGGCTTCTGTGCTGCTAGCAGTGACCAGTGACTCAGGAAGGCTGCATATAGTGAA 

GAAAAAGTTGCCTTTCCAGGCACAGTTCAGTCCTGAGGCGCCTTT^ 

CTAGCTTTCTTTTTATGACTACTTTTCCATTCC^ 

AGAACAGGGAGAACACAAAGGCAAGAAGATGAGCAAGATGCCAGATTTAAGAAGTATATTTATATTTAGT 
ATTAAATTCTGCTGAGACCCTTAAATATTAGCTGTCACAGGG 

AAAATCTTGTCTAGGCAGGGCAGTAGATTGGAGGATTATCATTACACATTATAGGAGGAAGGCCCTGTTCAATGCCAGG 
TTCCAAGAATGCCATCTCAGGGAGCGAGGGAAAGACATAGGCCAGGTAACATGTCTGATGTATGGAGAAAAGCCCTCAG 
GGTGCCATGTTGGTGGAACAGGAGCAGAAAGGAAATCAGACTGAGAGAATGAAAACTCAATAGAAGCACAATAAACAGA 
CTGAACAAAGTACAGATGGAGTCAGTTCAAGTTTAATATGAATGTCCCTGGGCCCTGTGTTTCATCCCAGTGTTAAGTG 

CAGGAAATCATTGGATTTCTCCAAGGATGGGT 
TATAAACAAATTTATCAATAGAAAAAATAGATTACTT^ 

AATAATTGTTGCTGATTGGTTGGTGGGTTCGTTGGTGAATAATGAGAAGGAAAGAAGGAAGAAAAGAAAAGAAGGAGTA 
GAGGAGGAAAGGAGGTGAGAGAGGGAGATTTGAAAGGGAAATAGCGGTGCTCTAAGTTCACAATTTTTAAAAGCCTAGA 
GTTATTAACAAATTATGCCCTCAATCAGATTTTATATAACTTTTTTCAATCTTGTCATATATTAATGTGCTGTATTCAT 
GAAATGATTTTGAGATTTTAAAGCAATGATTGACAATATAGTAGTTCATTTAAAGTTTTTACAAGTTGCTGCTGACAAA 
AT^TGGGTAATGAATTACATCAAATAAGTATAAATATAAGTACACGCTTTGAAGTTAAAACTCAGTAAGTTGTTATGAT 
TAAAATTGTTCACTTTATTTTCCTCCTGTGTATGGGTTTCTCATAAATGGTAACTTATACCTATGAAAATACAGGGTTC 
TATAAAGTCTGAAAACATAGTTATTATATATCTTAACG<3ACCGAAGATGTCCTTCCTGATATTATGTATAGCCTGTGTT 
TCCAGACTAAGTGCCAGGCACTATTCTAAGTTAGGCACGATTCTAAGTGTTTTACTGTTCATTTAGGCTGTCTGGCTAG 
TGTTTTTCTCACCTTATCAGCATCCCATTTTTATTAAGTGAATTTGCCTAAACACACCTGCACACGCACATGCATGCGC 
GTGCACACACACACACTTTTTGCATTTGGAAGCCTGGCTATTATGGAACTCTAGAACATGAGAGCTCAGGGTCAACCAC 
CAAGACTCAATAAGGTATGGCTGGGGATGTGACCAAGACTATCCTAGCATCTATGGCTGTGGACTGGGTGTCTTCTCCA 
CTGACCCTTGAAGGTAGTTTTGCTTCACTGCTTTAGAAATGGTGCAGAGACTTAATCTTATTTCACTTTTCGGTGTTTG 
TCTTGGTTCCTGTAGAACTGGCTTGAGGCTTAGAAGATGTCCTCCCACCTGCATTTGGAAAAATACATTTCTAACACTT 
CTC CTC ATATGG AAATTTTTAAGTCATTGAAAAACTCATACTGCAG CATTTGTAGAAACAATTTCAGAACAGAGTACCT 
TATTGCTTTTCCTAAAAGAATTTTAACTGTGCATGTATAAGTATTATAAATGCATAAAATATATAGTTAATCCAAAAGA 
CATAACTATATCATGCATAGTAGTTATAGGTCACCTCAGATATATTAGTAACATCTTTTTATAGAGACTCTGTTGTTAT 
TTCACTCACACAAAAGAATAAACACAGAATTAAGGTTGAAATTTACATAAGACCAGTCTAAAGCCAGCCATAGCTATGT 
AATTTCCATGATTTTCTCCCAATCAATGGAAAATTACTGTCAGCTGAGCCAAAGTCTGCAGACTGTGAGCAAATGTCTG 
TTTCCTTCCCACAACTGAGTGTTTGAAACTTTTTTCAATCAGTAAAATTACCATTAAAGGTCAGAGATTAGTTTTTCAT 
GCATGATGGATTCCATTTGCTTTAAAAGTATTATACCAGGAGAGTAGACTTTTTTTCTGACTTTAGAATCAAATTAGAA 
TTCAAATATTCAGAGTTTTGGGTCAACCTCAAACTATTTTATTTTGTTTATTTTCCCTTGACAA 

AATAGGGAAGGAGAAAGGTCTTGGGAAAACACACACACACACACACACACACACACACACACATATATATGTACTCTCT 
CATATTTGAAATTAGCATGTAGTTTAAGGATACTGCACACAGCTCTATGATGAGCTTAACTTGAATCTCCTTAGATTAT 
GAGCATTTTGAAAGCAGGGACTTGATTTTTTAACTAAATACCTTTCATGTTTGATAACCTGTTCCTTTTCCTGTGTGTA 
TTGTCTTAACTAAAGACTGCCTGCAATGAACAGAAGGGCTATGGTCTTTTTTTTATTAAGATAAAAGAATTTTCCAAAT 
CGTTGTTTATAAAATAAAAGATTAGAAAAATTCACCTGTGTATAAATTGAACTAGACTTCTATAACATAGCAGCCATCT 
TGTGCAGAAAGGGGCTGCTTACGTAGTTTATTTCTTTAACACACAGTTGCTAATTACAAAAACAGCATGCATCCAGAGA 
TTGTGAAAAAAGAAGTTAAAAAAAATCTTGCCTATTATTCTACCACCGTAACACAATTATGTTTAACATTTTTCATATT 
TTTAATTTATTTTCTCTTTCCATAAATTCTAATCTGTCTATAAATGTACTATTGTGGTCTGCTTCGTTGACTAACAGAA 
TATTTTCACCCCTTTCAGAACCCTTTTTTTAAAAAATGGCTTCTTTTGTGTATTTGAAACAATTTCAACTTAACCCTAT 
TGCATATATTCTGTAAGTAGCTGTCCTTCATGAAACAGACAACTTTTTCTTTTAAAAATCAAGGAGATTGTACAGAACT 
TTGTGATTTTAATTACTGCATGGCAAACTAATTCAGTCTCATATCCTTTCCATTTAATAGGGATTTGTCCCTAGCTATG 
TGACCTAAGCAAGCTCTTTAACTGTACTCCACCTCAATTTGCTTATCTGTAAAACATGGATAATATTATTTTTAGTCTA 
AAACTTCCTCTGGTATGACAGAAAAGACCAATGTGAAACAATTCCCTGAATTTGTCAATAAACCATGTTACATTTATAA 
AAATGCCTCCAGTGTACCCAGACCAGAGGAATCTGTGGCTTATACTAAAACGTGTATTATGTATTCATTCTCAAGGTAT 
ATGCCAACAGTTAAGTTAGAAATCCATCCCTTTCTCTGTCACTTGTCCAAAGTCAATTACTCCATGCTTCTTTTACATA 
• AGGAAAACTATCTTAAAAGGAGGAAGTAAGATCACGGACAAACAAAAGTTCATAAGGTCTTTCATTTTACTGCCTTTCA 
AAAGGTTAAGATCAGAGA^CTTAGACATGCATAAGCTTTGGTTTGAGGAACAATTGAGTCAACCATCGTAACAGAGGGC 
CTGAAAGTATCTGAAGGTAGAATGAATAGTTTATAGTAAGCCAGTCCACTCTCAGCTCTGAGAACATCCAGCTGCATAA 
CCTCAAGGGAACTGCGTGGAAAAAATTAAGGGAAATTCTTTGGGCTTTAGAGCTTTTCATTTCCTATGAACAAGGCATC 
TCCTGCCCTTGTCTCACCCATATCTCCATTGTCCTCATGTAGTCTTCTGCTGGTTCACTGTGTGCCTGGCAAGTCAGGT 
TCTTACGCGAGGGAAAGAGCTGTTTTAAGTTGTTTATGAATAGAGAAAGCAGATTCAGTCAGACGTAATCTGACTCTGT 
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ATGCCTGCAGGGGTTGTGGCCTTTGTTAGTTTATTATGCCTGTAATTTGGGAAGTCATGCTGCAGAGATGTAAAGTGGG 
ATGGGCCTGAAATAGGTCTTGTAATAAAAAGGCAGTTAGGGAAGCCTGCTGGTGTCCTGCCTGGTTACTACTATCTAAG 
TGCAGCAATGTGTTAGTTGATTTTAATAAAGAGTTGA 

AGATTACACAGGCACACGTTTRCCTCCCCTAGTGTGTACTATGAATGCAGCTGCTTCTGAAGGGCCAGCACGTGGCCTT 
CTTAAAACTTTCCTTGGCTGGGGTTTTCCCTTCTTGCCAACTGGTGCCCACCAAGCCAGTGGATGCTCTCAACGTCTAG 
GCAAATGCCAAAAATGTCATCTTTGGCTCAGATGTGCACTGGCCTGTTAGAGACAACTGCCATGCAGAGAAGGAATGTC 
ATCAGCTGCTAGGTCTCAAATTATCAGCCTGGATTGACAGCTGCAGGATGTAGTGCCTGCCTATAGTACTGAGGCCATG 
ACCC^CCTCTGGAGAGACCACAGCCTCATCCCTAGAGTAGAACTGGAAATTCTCCATTGAGAC^GGAAGGCAGCACTTG 
AACCTGGCAGGTTTTGGAGTGAAGTGTCTAAGGAGAGAATTTCTCA 

TATTTTCATAGAGGTGAAGAAGGCAGGTGTCCCGTGGTTATTATGACATCTGTTTACCTCATTCTAGTCACTGTGCCAT 

GTTTCACAGCCATTGTCAACTACATTTGGTGAAAACTGTTTCCTCCGTCCACAACTGGAACATTGACAOT 

CTAGAGTTCATTACATAGAGCTGTGTCTGTGGGTAAGTTAACAGGTAGTTTTAAATAACTAGATATAGTCTTTTCCTCT 

TCCATGTAAGCCAAGATAATATTTCCACTTCTCCTTCTGAACATGTGAGTACAGTTTATATATAAATCAACAGCAAGAT 

GGAAATTTACTCTGAGCTTTGTGATGTTTTC^CTTTAAGATGCTGTAGTTCTGATCCTTTATACATTTATTTCATTTTC 

CCCATCTCAACCCCAGTATATAGCAACACTCACCTGCTCTAGAACATGATTATCAACTGTTTCAGCTATCAATGTAACA 

TTAAAAAAAAAGTTCTATGTTCAAAGACTAAAGGAACCCAGGTAGTTTCTTTTAAACAGAAAGACTAGTTTTCATGATC 

ATAAA(^TGTAAAGAAATATGTCATTTTTGAAATTTGATGAATCTTATGTCTATACCGATTCC^ATTCCAAACTCAGAC 

TGGCAATCTGCCTTTATTATTGC^^GCCCCRTAGCTTGTTATCTTCATGTACCTCTTGATCAAGTATTTAAGTGAAAT 

AAAGAGTCTAAATGTTACGGGAGGTGAGTCCAGGCAGGGTCTACGGCCCTCAGTTTTTGTCTTCCTGGAAGAAAAAAAT 

TCAGCTGAGAGACAGATGTAGATTTCAGACAGAAGCAAAAGTTTATTGAAGCAAAGTACATTTGGAAGGGACCAA 

GCAACTGGAAAGATTGAGTGTCCCGCCTGATTATTGGCTCAGGACTCTTATAAAGTTACTATTTCCTGATTCTTCCTGA 

TCTCCTCCCATGATACTTCCTTTTGGGCCAGCTGTTGGCTAATCGCCGCGTGCTCAGTGACTTGCCAGTAATCTGGGAG 

GGGCTGCATGCGCCATTTGGTGGTTGTAGTTATGCACATGTACTCTTTGGGCAATTTTCCTTTACTGGTCTAGTGCCCC 

CAGAGGAAGGTCATATACCAGTCAAACTTTGCCATTTTGCCCCTTACTGTGCATGCCTGCTCAATTCCTAGGGTTTTAT 

CGO^GTTGTTGCCTACAAGCTTAAGATGTTTCCTGTTAGGAAATTTCCC 

TCATTCCTGAAGAGGCCACCTGACAGTCACAATGACAGTCATTTGACTGTCTCCTGACATTCCTTGGGGCCCTATCCTG 
CCCTGCTCATATCCACCTATCTACCTACCCTAACATATTCCCCCCTCAAGAGTGTGAGACTCAATTATTTGGGGCTAGT 
GGATGAAGGTCAGTCCTCTGTGGCTGCTTCCTGCTGAAATAAGGGCTGTATTTGTCCTCTGGGTCTCAATCTCTTGCTA 
ATTGTCAGAACAGAATGGTCCCATCGGTAGGTAGAATTGGTGTCCAGCCAGGTCCAGGGGAAACAGGTGTATGTTTTCT 
TCACATTTGGGTAGGGAGGTAGATATTCCTGTATTGCAGAATTTCTGCTCCTCAGTTCAGCTAAATCCAGGTTCTGTGT 
CACGACCAGGAAAAGTTAGGCATGCAGACACGTGGAAGGGTGAGGGGAATGGAATTTATTATTTATTGGGCGAAAAGGA 
AAACAAGAAAAGAAAAACTTTCAGCAAAGTGAGAGGGGTTTCTGC 

CCCCCACACACGAGCTAAAGTTCCCAGGCTCTTTCCCCCCAACAAGGCATGAACTTCCTGGTAGCTTTACCCCATCGTC 
GCAGTGCACAGGCGGGCGGGAGATTCTCCAGGGATCCTCCCTCTTATCTGCCTCCTGCATCTATCACCTGCATTATTGG 
GAACTTGGTTTGAAATTGTTATATCCTGGAGAAGACAAATTTATCTAGTAGGTTAAAAGGCAGGGGCCAAAAAGAAGTA 
GACGTATGGAGACAGCTGGTTCGAGCAGGGGAGGAACCATGTGAGCAATGGGAGAGCAGATTTTACAGAGTTCCAGATG 
GAATCTGCTGAGGGATTTTCTTTCCCAGAGTCATGAAGCCACTTAGCGTGGTCACAGATTCTCTTTATATGTTCCTCTA 
CTTGCCCACTATTGTTGACACAAGTGCAATAGGGTTTATTGATGACAGCACAGACGACTCTGTTCTGCAAGGAGGTAAT 
CTAGAGCTAGTCTGTTGTCCATGACTGCATTAGCTACTGAATTCAGTGAAGCCTTGAGTTTAGAGATTCTGTTCCCAGT 
TCTCTGACCTAGGTCTCCAATTTGTGTAGAGAGGTTTTGGAGGGTGACTTTATGATAACTGAATCCTCTGTATGGGGCA 

TGGTTACACCTGTTGCTTGTGGCCCCAGGAGTCCTAGGGCACATCCCCTGTATGTTGGGTGTTATCTATGCAGATAAAA 
AGGTTTACAAGTGAGGGGGTTGAATAAGTTCTTTTAGAACTTCCCTCACAGGGCAGTTTATTTTGTTTAGGTCCATATA 
AAAATACATAGCCTGGAGGGGTGTAGGCCCACTCGGGAATGTTGGTTTTGAACCAAGTGTAAGCATAAGCAATCCCACC 
ATGAATAAGATCCAGAGTACTGGGGCTACCTTATGCTGAGCTAGCATTAGTTTGAAAGAAAAGAAGGCATTACTTATAA 
TTTCATTGAAAGAGATATTATAGATCTTCCAATGACTCACAGGAATACTCAGGTGCTGGTCCTATTGTTGATTGTTCAG 
AAGCCTCTCAAGGTTTTATTTAGGAATGATGTATCCAACTAGAGGTGCCAGGAACTTTGATAGCTGTTGCAGTGGAAAG 
GAAAACAGTAAAAGGGCCTTTCCATGAGGGGATTAGTTGAGATTTTGTAGATCCATCACTTTAGGTTTTAATAAGGACC 
TGGGTGGGTACACAAGTTGGTTGTTAG AGGGTCTGGAG C CAG CAGTACTCTCTGTATATATATTTGGTTCTAGGTATG A 
AATTCTCTGTCTTGGATTTGGATACTTTGTACCTTACATTTTGCTAGGAAGKTTAAGGTTTGTACTGCATATTGTTGTG 
CAAGCTTTATGGAGGGGGAGCAGATGAGTAAGCCATCTACATACAGCAGAAGTTGTCCCCACTCAAGATATAGCTTGGT 
TAGATTTCTTTGCTGGGTCTTGTCCAAATAAGTGTGGGGCATCTCTAAAACCCTGAGGTAGGACTGCTGGCTTTCCTGG 
GAGAAACTGGGATATTAGGGGGAAATATCAGTCCAGATGTTGGGTAAATATTAAGTGGATACCCATTTTGGAAAGTATA 
TTCCTACTCAAAAGC AGTGTGAGGCATTTAGACATTGC CAGGGACTAGTGGGAGAATAGTAATTAGTC C CATAAG CAAT 

ATAAATAAAGGGGATGTGAATCTTTAGAGGAAGGGGTTGCTACTTGCTCCTGTTACCCAACAGAATTTGGGGGTAAGTT 
GCCTAGAGAAAAAGGTTAGCACAAAGTAGGCAGTTCTTGTATTTAAAAGGATATTTATAGCACTACCTGTCATTTCCAG 
AGTTTCCCTTGGCTCTGTTCCTTTAATGATGATGTCTGATTTGGAAGCTGGCCAGAGTGGAGGGCCCCTTCAGCTCAAG 
G.CCATTATTGGATGGGGGTTCAACTGGGGGACCTTTTGGATCCCAGGGCAGTCCCTCTTCCAGTGGGACTTATCTCCAG 
CTTATCACAAAGAGGGCAGGCTGTGTGGGGCTTCCTCCCATTTGGCCCATTTGGAAAATTCCTTCTCCAGTAGCCTGGT 
CTTCTGCATCAGTGGCAGTTACCTGGAGGAGGGTCCTTAGGAGACCCTGGAGGGGGCTGGTGGGCTTGTAAAGCAGCCA 

Fig. 6.275. 
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ATAGTTGAGCCTGCATCTTGTCCCTGCATTTCT 

GACTGAGGAGGCTAATTTGAGGATTTGTGGCATAGGGGCACTGGGTTCT^ 

CTGGAGCAGCTTGGGTAAATTGTCCTTTAGGACTAGTCCCTCAGGAGATTCTGGGTTTAAGTTTGGTGTGCTTAATAAG 
TTTCCTGTAGACTTTTCAGAAAGGCTATAGGATTTCCATTTGGCCCCTGGTTTATGGTGGCTAATTATTGTAGTTTAGA 
GGCTTGATCTTACTTCATTTTATTACCTCTATTAGAC^^ 

TGTAGTCCTGATTGGGGTCCAGCTGGGGAACAGCTGTAGCCCCTCCAGGGTAGTTGGCATTTTCCAGGTGTAAGTCACT 
TCGACAGTGGATTGCTGCTCCGCAGATGGTCTGTCTTTCCTCTTGTAAAAGGGCTTGTCCCAGGAGTACATTTATGTCC 
TTCC7VAATTAATCTAAATGTAAGAGCCAATTTGGGGAAGCCCTCTATGAGCCTTTTGGGGTCATCTGAGAACTTTTTTA 
GGTTTTTCCTAAGTTGTCAAAAGTCGTACATGGAAAAGGGGATCTGGACCTGGACGAGTTCAGTTGGCTCACTTACCTC 
CTACAAGCTTGGAGAGGAGAACTAAGGAGCCCGGTGTAAAGTGGGGCCAATTCCAAAGGTCTGGGAGTGGGATAAATAG 
GGGGAGGATCCAGGGGTGGCTGTTTCTCCCTCTTTCACCTCCAAAGGAGGAGGT^ 

AAGAAATGTTGGAGAGGAATGAGCAGAGGAGTCTCCAGGGCCGATGCAGGGCCCTGGAGGAGATGGCTAAGCATAGCTA 
GGATGTGAGGTTTGCCTTACAAGCTTTACGAGGATTAGGGTCTTCCCTTTAGGCCATAAAGGTTTGTAAATAGGGGACC 
TCTGGCTTTTTGCCCTGATAATGGCAGAAAAGGTCTAGCCGGAGA-"3GTATTAAAATTTGTACTTCCATTCTCTAGCC 
AGACTTCCTCTGCAATGAAAAATTAGTTTTTTCATTTTAGG 

TCGAAGGGGTCAGTCCCAGAGTATGGAGACACCGTTATCTATCTGCAAGACAGAACAGGGAAGAGTAAGGAAGAGGAAA 
GAGTCCCTTCTTCTTCATCTTTTTTCTTTT^ 

GTTGCTCAGCTGGAGTGCAGTGGTGCAATCTCAGCTCATTGCAACCTCTACTTCCTGGGTTCAAGTGATGCTTGTGCCT 

CAGCCTTCCGAGGAGCTGGGACTACAGATGCATACCACCAAGCCCAGCTAATTTTTGTATTTTTAGTAG 

TTGTCCTGAACTCAGGTGATCCACCCGCCTTGGCCTCATAAAGTGCTGGAATTATAAGCATGAGCCACCACGCCCAGCT 

GAAAGCATTCCTTCCTGATCCCCTTATACCTTGGATCAGAGTAGTGAGTAGGGCATCCCCCATTCATCCTGGAGTTCTG 

GAATAAACC^GTGATTACCAGGTACCACTAACCCTGGTCCC^C^TTTCCCTCCAGGACCAGCCrrTCATCTCTCTGCT^ 

TGGTAATCTGTCCTGCACCTGTGGCCTCTGGCTGACCTGTACCTTTGACACTGTGATCTTACAGTGACCTTTGTTTGGA 

GCATTCCAGCAATGAAATGGTTTTCCTTTCTCTCAAATTCCCATTCTCCATATCCCTTTAGGTAGGTGAGGATCTTATC 

CCTAGCCAGCAGCTGTAAGGGAACTGGGCCTTCCTTTCTCTGGACATAGCACTGTAGGTCCCAGTATATGTTAAGAATG 

TAGATGGTCAGAGGAACAGAGGAAAACCTGCATCTGAGTCCCCTTGTCATCCCTCCTGTGGATTCCTGGGGAAGCATGG 

AAAACAAGTATTTAAAATGACAGGACAATCCATCTGCCACCCGTC 

CTGCTTTTGTACAGTCTCACAAACAGCAGCCCTTAGACCTAAGAGGACATTGCCTATCAGTCTTCTCAGTGTAGAGGAA 
GAACTGTCAGGGCCAGGGAGTTTGGGATGAGAGACCACAAAAGGCAGAGAAAGAATTGTCCTCTCCCCAAAGTGCAGAT 
AGCTCTAGAAAGGAAGTAGGAGTTGCTCTTAATGGACCACATACAGATGCCCTATGGAGACAAACAAATGACCTCAAGA 
GCCACTGGAAAACCTGGTCTCAATGTGTAGGAGGATTTAAAAATTCATGATAGGAAATAAAGAATTGGTGGAGACAGAG 
TCTTCCCAATATTAAGCAGAGAAAGAAGTTGCATGATATGCAGAATAGAAGCAGGGAAGAGGTTGACTTGCCCCCAAGA 
CAGACAGTGTGGC(^GCATATAAGGCCATCTCAAAGTCCACAGAAAAAAAGGAAGCATAATAGGGTGTAGACTTAT.TGG 
GGAAAAGTCCACTTTGGTTAAGGAAATGAAGGTCTCCAGTCTTTGAATGGCCTAGGCTCAAGCCCTATCACCCTTGTGA 
GCCACCTGTCCAAAAGGGCCACAGTGACTTAGGTCTACTCAGTACAGACTCTGAAGTCCTCCACCTCTGCTGTCGCCCA 
CCAGGATGAACTGAGGAATCTGCTAGAGGGAAGAGTGACCAAAGAGAATTTTTCTGGAGATGGGCTGGTGAGTGAGACA 
GCAAGAGAAAGAAGACCTCACGTAAGCAGAGTTGGGTGCCTCCAGCCAAAGATGGCAAGGCACAGAGGGTCTTACCGAG 
AAGCTGCAATCTGATTCATGACACCAAAATGTTACTGGCAGCGGGTTTGGGCAGGATACACAGTCTTTGGTTCTTATTG 
TCTGAGAAGAAAAAATACATCCAAGAGACAGAAGTAGATTTAAGATGGCAGACAGGAGGCAGGACTAGATTGCAGCTCT 
GGACAGAGCAGCATGTGGAGGCTCGCATTGTGAATTATAGCTCCAGATTGACTGCAAGAACAAACCAGCAACCTTGAGA 
GGACCCACACACCCTCTGAAGGAAGCAGACTGCTCTTGCAGGACCTGGGAAACACCGCAAATACTGTGAGTACCCCAAC 
TGTGGAAGTGGGAAAGGGAGACCCTCCTCTCCTGAACACACACCCCCACTGGAGAAGCTGAAGGTCTGTTTGCAAGAGA 
AGTTTCTGACTTTACCTGGAGCTGAGTCAATGTGGAGAGCTGAGTGAAATACAGAGGCAAAGAAAGTAGCAGAAAGGCC 
CTGGAAGCTCTCTGAGTCCCCTAGCAGGCCATCCATGCCTGGCATCACAGGGATCCATCCAGAGGGCAGCCAGAGCCAG 
AGGTGCAAGGGGTAAAACTCTACAGGGAGAAGAAAATCTCTAGCTGAAGTTTGTAACAATTTGAATGGGGTGAGAAGCC 
TCCTGGCCAGAACTCAGGGGAGGGCACACATCTGGCGTGCAGACTCCACAGGTGGAGTAGAACCAATCCCTTTCATTCA 
CAGCTGGGAGGTGGGTAGCCTGGGGCAGATTTTCAAGCTCATCTTGCCCTCCAACTGAAAATGGACTCAGGCTGTTAGA 
GGGTGGGAGACACAGTGAGAGTGAGACTAGCCATTTGGTTTGGGTTTGCGTGGAAGCAGAGTGAGGCCTGTGACTGCTG 
GCTTTCCCCCACTTCCCTGACAACCTGCATGACTCAGCAGAGGAAGCCATAATCCTCCTAGGTGCACAACTCCAGTGAC 
CTGGGAAT CTCAC CCC CATCC CCCATAGCAGC CCTAGCAAGACTCACCCAAGGAGAGTCTGAGCTCAGACACACCTAGC 
CTTGCCCCCACCTGATGGTCCTTCCCTATCTACCCTGGGAGTGGAAGACAAAGGGCATATAATCTTGGGAGTTCTAGGG 
TTCCTCCCCATACTACCACAGCTGATGCTCTCTGGAAGGCAACACCTCCTGGCAGGAGACCAGCCAGCACAAAAATAGA 
GCATTAAACCACGAAAGCTAAGAACCCCCACAGAGCCCATTGCGCCCCCC7^ACCCCTACCCCCTGCACCAGAACAGGCA 
CTGGTAACCTATAAAGGAAAATCTGTGAGATTAACAGCAGATTTCTCAGCAGAAAGCCTACAAGCTAGAAGGGACTGGG 
GCCCTATCTTCAGCCTCCTCAAACAAAACAATTATCAGCCAAGAATTTTGTACCCAGTGAAATTAAGCATCATATATGA 
AGGAAAGATACAGTCTTTTTCAGAAAAACAAATGCTGAGAAAATTTGCCATTACCAAGCCACCACTACAAGAACTGCTA 

TACTTTAAGTTTTAGGGTACATGTGCCATGCCGGTGTGCTGCACCCATTAACTCGTCATTTAGCATTAGGTATATCTCC 
TAATGCTATCCCTCCCCCTTCCCCCCACCCCACAACAGTCCCCAGAGTGTGATGTTCCGCTTCCTGTGTCCATGTGTTC 
TCATTGTTCAATTCCCACCTATGAGTGAGAACATGCGGTGTTTGGTTTTTTGTTCTTGCGATAGTTTACTGAGAATGAT 
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GATTTCCAA.TTTCATCCATGTCCCTAC^ 

ATGTGCCACATTTTCTTAATCCAGTCTATOA^ 

CCGCAATAAAC^TACGTGTGC^TGTGTCTT^^ 

GGCTGGGTCAAATGGTATTTCTAGTTCTAGATCCCTGAGGAATCGCCACACTGACTTCCACAATGGTTGAACTAGTTGA 

CAGTCCCACCAAC^GTGTAAAAGTATTCCTATTTCTCCACATCCTCTCCAGCACCTGTTGTTTCCTGACTTTTGAATGA 

TTGCCATTCTAACTGATGTGAGATGGTATCTCATTGTGGTTTTGATTTGCATTTCTCTGATGGCCAGTGATGGTGAGCA 

TTTTTTCATGTGTTTTTTGGCTGCATAAATGTCTTCTTTTGAGAAGTGTCTGTTCATATCCTTCGCCCACTTTCTGATG 

GGGTTGTTTGTTTTTTTCTTGTGAATTTGTTTGAGTTC^^ 

TTGCGAAAATTTTCTCCCATTTTGTAGGTTGCCTGTTC^ 

TTTAATTAGATCCCATTTATCAATTTTGGCTTTTGTTGCCATTGCTTTTGGTGTTTTAGACGTGAAGTCCTTGCCCATG 

CCTGTGTCCTGAATGGTAATGCCTGGGTTTTCTTCTAGGGTTTTTATGGTTTTAGGTCTAACATGTAAGTCTTTAATCC 

ATCTTGAATTAATTTTTGTATAAGGTGTAAGGAAGGGATCCAGT^^ 

GAACCGTTTATTAAATAGGGAATCCTTTCCCCATTGCTTGTTTTTCT 

TGCGGCATTATTTCTGAGGGCTCTGTTCTGTTCCATTGATCT 

TTACTGTAGCCTTGTAGTATAGTTTGAAGTCAGGT 

GGTGATGCAGGCTCTTTTTTGGTTCC^TATGAACTTTAAAGTAGTTTTTTCCAAITCTGTGAAGAAAGTCATGGGTA 

TTGATGGGGATGGCATTGAATCTTTAAATTACCTTGGGCAATACGGCCATTTTCACGATATTGATTCTTCCTACCCATG 

AGCATGGAATGTTCTTCCATTTGTTTGTATCCTCTTTTATTTCATTGAGCAGTGGTTTGCAGTTCTCCTTGAAGAAGTC 

CTTCATGTTGCTTGTAAGTTGGATTCATAGGTATTTTATTCTCTTTGAAGCAATTGTGAATGGGAGTTTACTGATGATT 

TGGCTCTCTGTTTGTCTGTTATTGGTGTATAAGAATGCTTGTGATTTTTGCACAGAACCTCTTTAAAGCGTAAATCACA 

AAGGACCTGTAAAA.CAAAAATACAAGCTAAAAAGCGAAAACAAAACAAAACAAAAGTATACAGG^ 

TGAATGCAATGGTACCTCACATTTCGATACTGACATTGAATGTAAATGGCCTAAATGCTCCACTTAAAAGATGCAGAAC 

TG CAG AATGGATAAG AACTCACGAft.CCAACTATCTGCTGC CTTCAGGAGACTCACCTAACACATAAGGACC 

CTTAAAGTAAAGGGGTGGAAAAGACTTTCCATGCAAATGGACACCAAAAGCCAGCAGAGGTAGCTATTCTTGTGTCACA 

CAAAACAAACTTTAAAGCAATAGCAGTTAAAAGAGACAAAGAGGGATATTATATAATGGTAAAAGGCCTTCT 

GAATATGTCACAATGCTAAAC^TATATTCACTTAACAATGGAGCCCCCAAATTTATAAAACAATTACTAAC^GACCTAA 

GAAATGAGATAGACAGCMCACAACAATAGTGGGGGACTTCAGTACTTCACTGACAGC^CrAGACAGGTCATa^GACA 

AAAAGTCAACAAAGAAACAATGGATTTAAACTGTACCTTGGAACAAATGGACTTAACAGATATATAC^ 

AAATATACATTCTATTCAACAGTGCATGGAACTTTCTCCAAGATAGACCATATGATAGGCCATAAAATGAGCCTTAGTG 

AATTTAAGAAAATTGAATTATATCAAGCACTCTGTCAGACCACAGTGGAATAAAACTGGAAATCAACTCCJ^ 

CTTCAAAACCATGCAAATAC^TGGAA^TTAAATAACCTGCTCCTGAATGAGCATTGTGTCAAAAATGAAATCAAGATGG 

AAATTATACAATTATTTGAACTGAACAACAATAATGACACAACTTATCAAAACCTCTGGGATACAGCAAAGGTC 

AAG AG GAAAGTTCATAGCCCTAAATGC CTACATCAAAAAGACTGAAAGAGCAAAAAAGACAATCTACAGTCACACCTCA 

GGGATCTAGAAACAAGAACAAACCAAACCCAAACCCAGCAGAAGAAAGGA^ 

AAATTGAAACAAAAAAAAACCATACAAAAAAATAAATAAATAAAT^ 

AATTGATAGACCATTAGCAAGATTAACCAAGAAAAGAAGAGAGAAAATCCAAATAACTTCACTAAGAAATGAAACAGGA 
GATATTACAACTGACACCACTGAAATACAAAAGATATTCAAGGCTACTATGAACACCTTTATGCACATAAACTAGAAAA 
CCTAGAAGAGATGGATAAATTCCTGGAAAAATACAACACTCCTAGCTTAAATCAGGAAGAATTAGATACACTGAACAGA 
TCAATAACAAGCAGAGAGATTGAAATGGTACTTAAAAAATTATCAACAAAAAGAAGTCCAAGACCCGACAGATTCACAG 
CAGCATTCTACCAGACATTCT^AAGAATTGGTACCAATCCTTTTGACACTATTCCACAAGATAGAGAAAGAAGGAACCTT 
CCCTAATTCGTTCTATGAAGCCAGCATCACCCTAGTACCAAAACCAGGAAAGGACATAACCAAAAAAGAAAACTACAGA 
TCAATATCCTTGATAAACATAGATGGTAAAATCCTTAACAAAATACTAGCTGACTGAATCCAACAACATATCAAAAAGA 
TAATCCACCATGATCAAGTGGGTTTCATACCAGGGGTGCAGAGATGGTTTAATGTACACAAGTCAATAAATGTGATACA 
CCACATAAACAGAATTAAAAACAAAAATTCCATGATCATCTCAAT^ 

CCCTTTATGATTAAAGCTCTCAGCAAAATCAGCATACAAGGGACATACATTAATGTAATAAAAACTATCTATGACAAAC 

CCACAGCCAACGTAATACTGAATGGGGAAAAGTTGAAAGAATTCCCTCTGAGAACTGGAACAAGACAATGATGCCCACT 

CTCACCACTCTTCTTCAACATAGTAATGGAAGTCCTAGCAAGAGCAATCAGACAAGAGGGAGAAATAAAGGGCATCCAA 

ATCGGTAAAGAGGAAGTCAAACTGTCACTGTTTGCTGATGATATGATTATTTACCTTGAAAACTCTAAGAACTCCTCCA 

GCAAGCTCCTAGAACTGATAAATGAATTCAAGAAAGTTTCTGGATACAAGATTAATGTACACAAATCAGTAGCTCTTCT 

ATATACCAACAGTGACCAAGGGGAGAATCAAATCAAGAACTCAACCCATTTTACAATAGCTGTAAAAAAAATAAAATAA 

AATACTTAAGAATATACCTAACAAAGGAGTCGAGAGACTTCTACAAGGAAAACTACAAAACACTGCTGAAAGGAATCAT 

AGACAATACAAACAAATGGGAACACATCCCGTGATCATGGATGGGTAGAATCAATATTGTGAAAATGCCCATACTGCCA ' 

AAAG C AAC C T AC AAATTC AAC AC AATC CCC ATCAAAATAACACCATCATTCTTC AC AGAATTAGAAAAAACAATTCTAA 

AACTCAGATGGAACCAAAAAAGAGCCTGCATAGCCAAAGCAAGACCAAGCAAAAAGTACAAATCTGGAGGCATCACACT 

ACCTGATTTCAAATTATACTATAAGGCCTVTAGTC^^ 

TGGAACAGAATAGAGAACCCGGAGATAAACCCAAATACTTACAGCCAACTGATCTTCAACAAAGCAAAGAA 
AGTGGGGAAAAGGATAACCTTTTCAACAAATGGTGCTGAGATAATTGGCTAGCCACACATAGGAGAATGAAACTAGATC 
CTATCTCTCACCGTATACAAAAATCAACTCAAGATGGATTAAGGGCTTAAACCTAAGACGTGAAACTATGAAATTTTAG . 
AAGATAACTTTGGAAAAACCCTTCTAGACATTGGCTTAGGCAAGGATTTCATGACCAAGAACCCAAAAGCAAATGCAAT 
AAAA^CAAAGATAAATAGCTGGGACCTCATTAAACTTTACGAGCTTTTGCAGGGCAAAAGGAACAGTCAGCAGAGTAAA 

Fig. 
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CAGACAACCCACAGAGTGGGAGAAAAATCTTCACAATCTATACCTCTGAC^^ 

C CC AAACAAATCAGTAAGAAAAAAACAAACAATC C CATCAAAAAGTAGG CTAAGGGCATGAGTAGGCAATTCACAAAAG 

AAGATATACAAATGGCAAGCAAACATATGAAAAAATGCTC 

AAAATGTGATACCACCGTACTTCTGCAAGAATGGCCATAATAAAAAA 

GGGTGATCAGGAAACACTTCTACACTGCTGGTGGGAATGCAAACTAGTACAGCCATTATGGGAAACAGTGTGGGGATTC 
CTTAAAGAACTAAAAGTAGAACTACCACTTGATCCAGCAGTCCCACTACTAGGTATCTACCCAGAGGAAAAGAAGTCAT 
TATTTGAAAAAGACACTTGTACACGTATGTTTATAGCAGCAC^^ 

TCCATCAGTCAATAAGTGGATAAAGAAACTGTGGTGTACAGATATATATACAATGAAATACTACACAGCTATGAAAAGG 
AATGAATTAACAGCATTTGCAGTGACCTGGATGAGATTGGAGACTATTATTCTAAGTGAAGTAACTC^GGAATAGAA^ 
GCAAACATCATATGTTCTCACTGATATGTGGGATCTAAGCTATGAGGACACAAAGATATAAGAATGATAC^TGGACTT 
TGGGGACTTGGGGGGAAGAGTGGGAGGGGGGTGAGGGATAAAAGATTACAAATATGGTGCAGTGTATACTGCTTGGGTG 
ATGGGTGCACCAAAATCTCACAAATCACCACTAAAGAACTTACTTATATAACTAAATATACC^CCTGTACCCTAATAAC 
TTATGGAAAAAAATTTTATAAAAAGTAATAGATTTAA 

ACCAAGTGGAAAATTTAAAAGATTGAGTGCCCCGCTTGATCATTGGTTCAAGGCTTTTATAGAGTTACTGTATCCTGAT 

TCTTCCTGATCTCCTCCCCTCATCCTTCTTGGGGGAACTGTTGGCTAATCCTTGCATGCGCAGTAACTTGCTAATATCT 

GTCAGGGGCTGCATGTGCCGTTTGGTGGCTGAAGTTGTGTGTATGCTCTCCATGACAATTTTTCGTTACTGGTCTAGTG 

CCCCCAAAGGAAGGTCACATATCAGGCAAACTCTGACGTTTTGCCCCTTCTTGAGCATGCCTGGACATATCCCCGAAGG 

AAGGCCAAACTCCGCCATTTTGCCCCTTACTGGAGATGCCTGGTCATGTTTGCTTAGTTCCTGGGATCTTATGAGG 

TTGTTGCTCATAAGCTCAAGATGTTTCCTGTTTGGGAGGAAATTTTCCCCTTCTTGGTGCCAGCCATGACCATCTGTCA 

TTCCCAAGGAGGCCCCTGACAATTGCATGACAGTCACCTGACTGTTGCCTGACATTCCTTGGGGCACTCTCCTACCCTG 

CTCATATCTGCCTATCTGCCTAAGTAACATGAAGACATTTTAAACCTTCTCAGTGGTTCTCCCATTTCTTCTCTCTCTC 

TCTCCCCCACTTTCCCTTCAAACCACCTCAAAACTCCTTTCTATTTCTACTCAGCAAAATGGAGATTAAAACCTCACTA 

AAATGTGTCTTTGCCCACCCCTGCCTTCCCATTTCACAGCGCACTTCTTTCTTCAAAC^GATTTAGATTTACAGAGGAA 

AAAAGGCAGAAATTCTCTTTACCGGCTTCAGACACTTAA 

GCTATAATAAGTGTAGATTCAAGAGCCATTTGGACATATCTGGCTTTTAAATAGTGTTGACTAATGACCAACTTAACTT 
AGATCTTTGAATCTATGTGTGGTGTTATGATATATATTAGTTTTCATCTGAGGTCTAGCTCATAACTCCCACAGCCCTT 
GTTACAGTCTTTTGTTATAATGTTGGGTGTGTTAGGCCTCAGGGGCAGGCCCCTGACCTTCTCCTTCTCTCCTTTCACC 
TGTTCCTGC CTTTCTGATTGTGGCTTTTAAG AC CTTC CCCAGAGAGAGTACTGCCCTATACCCTGGGGGAAGGAAT.GCT 
GATGTCATGAAGCCTCCATAAAATCCCAGAAGGACAGGGTTCAGTGAGCTTCCACATAGCTGAACACTTGGACTTTCAT 
GGAGGTTGGCACAGCCAGGTAAGGCATGGAAGCTCCACACCCCTTCCCCCATACCTCACCCTATATGCATCTCTTAATC 
GGTAACATTTGCAATATCCTTTATAATAAACTAGCAAACATAAGTAAGTGTTCCCCTGGGTTCTGTGAGCCACTCCAGC 
AAATTAATTGAACCCAAAGAGAGGATTATGAGTATGCCAACTTGGAGGTGGCCGGTTAGAAGCTCCAGAGGCCCACACT 
TGTGACTGGTGTGGTGGGGGGCAGTCTTGGGAACTGAACCTTCAACCGGTGGGATCTGACATTATCTCCAGGTAGACAG 
CGTTGGAACTG7^ATTACAGGACACCCAGCTAGTGTTGGCTGCTTGGTGTGGGGGGGAAACCTCACATGTTTGTTCG.TAG 
AAGGCTTCATCTGTGTTGATGATTTTTGTGGTGTGAGAGTAGAGGAAAAATGCCATCAGGGAGAGTTTTCTCTACACCC 
TATAGCTCCTAGATGCTTTTTATTTAAGACATTCAAACCTTGTGAAAAACAAACAAACACAAAAATCTTTTTATTTAAG 
ACGGTCAAACCTTGTTCAAAACAGCACAGACATTAACTCGGAATTTAGGATTTATTATTGATTAATTGACATTATCTTC 
AGTCTGTTCATATTATTAAGTGATATAAGTCAGGTACACACACACATGTATGGGGAGTGTGTGGGAGTGTCTGCATGAA 
GTATACTGTCAGAAAATATACTCATTTCAAAGAAACACTGATTTAGGCCCTGGCAAATAAGGAAACATTTCTATTTCTT 
CTAGAAATAACACATTCATTTGCCAACATCTGATCTATCCATATGACCTCTTAATACACACATGAAATAATAAAGTGTA 
TTTTTCATTCATTTAATAAGCATGTGATTCACGTGACACTGTAAGCCTTTTTTTTTTTTTTTTTTTTTTTTTTGAGACA 
GACCCTTTTTCTGTCGCCCAGGCTGGAGTGCAGTGGTGTGATCTCTGCTCACTGCAACCTCCACCTCCTGAGTTCAAGC 
GATTCTCCTGCCTCAGCCTCCCAAGTAGCCGGGACTACAGGCACGGGACACCACGCCTGGCTAATTTTTTTGTATTTTT 
TGTAGAGACAGGGTTTCGCCATGTTGGCCAGACTGGTCTGAAACTCCTGACCTCAGGTGATCTGCCCACCTCGGCCTCC 
CAAAGTGCTGGGATTAAAGGCGTGAGCCACTGCGCCTGGGCGAGCATTTTTTTTTATTCCAGTGTTTCTCGTTAATCTA 
CCCCATGGCGTTTTATTTCAGGTTGTATGTATGCCAGAGATGAAAAAAGGCAAATGACAGAAGAGCAAGTATATGGAGA 
AAGATAGGAGGGACTTGAGAAAACTTGGCAATTTACTAAAATGAAATGGCATTGTTTCCATATTTACCAAAAACAGACA 
AACAAACCTAATCATTCCTCTCATTTTGATCAGCTTTCATGTATATTTTCTAGGCCTAATCAAAATCTTCTTTGGTGTC 
ACAAAATAATGGAAGAGACATGTATTGGTTTAGGCTCCTGCAGCAGTAGACCCCAATATAAGGAATATTAGTTGTTTAT 
TTAGGAAATTCAAGAAACCTAAGTAAAGGAGTAGGGAAGTGAGACAGGAAATGGAAGGATCTCTGAAAAAATACACATC 
ATCAAGTCCGTTCCCACAGAGGGAAACAGGAGCTCAGTCCCCATTGTTGGGTTCTGGAAGACAGTGTGGAACAGACCCC 
AGAGTTATCCCAACTGTGAGATGAGGAAGCTGGGGTGCTTTTCACCAACTCTTCATCCATCACCTGCTTCCGGGGGTCA 
TTAACAATCCACCACTCCCAGGTTATTTATGCTCAGGCCAGGCATGTAACTGCAGCCAGAAAATAGCCCTTGCCAAGAC 
TCACAGGAATTAAAAACCTTCAGGCAAGGAGCTACTGGTCTTTGTAATAATAAGCTTTGAGAGGCGGGTATTCAGAGGC 
TATGGGCACCAATAACTTCCCTTATGTGAGTC^TAAACACAAAGTTAATTTTGTTTGCATGTGTATACAAGTATTTTGA 
ATGAATGCTTCTCTTTGTTTTGTGTGTTTGGAAAATTTAAACAAAATTATTATTGTTTTTGTATTGGTATTTAAACATC 
TGAATATGTAACATCAAAGATGATATTAAAAAGTATAAAGCAAATTATCACAAAATCAGATGTGCAGTTACATGTTTAC 
TTGAAATTCTCTCTAGACTACATTTGAAATAGGAGCTTCCATAGGGGGAAATTTAAATTTTTTTTACAAGTTGTTTAAT 
TATAATGTGCTTTAAAAACACTTTAGCATATCATAAACCTTCAAAACAAAATGAGTAATCATCTTCTGAGATCCATAGA 
AAATGTTTCTTAAATGTCACTTTCAATTACCACTTCTGGAGCTAACTTGCAAAACAATTGTGTTTCCACCAACTGAAAT 
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ATGTTTTC^CCAAATTTAAGATAATCTGTGGTCAGTGTC^ 

TTATGAATACTTTGAAAATTTTCAGAAATTC^ 

AGGTGAGAGGAAACTTTAAAAGTTACACTTATGGCCAGGCACGGTC 

GAAATGGGTGGATCACTTGAGGCCAGGAGTTCAGGACCAGCCTGGTCAACATGGTGAAACCCCATCTCTACTAAAAATA 

CAAAT^ATTAGCCTGGTGTGGTGGTGCATACCTGTAATCCCAGCCACTTGGCAGGCTGAGACATGAGAATCACTTGCACC 

CAGGAGACAGAGGCTGCAGTGAGTGAGATCATCCCACTGCACTCCAACCTAGACAACAGAGTGACACTCTGTCTCAAA^ 

AAAAAAAAAAAAAAAAAGTTTCACTTGTGCCTTGGGGTTGGCTGCCTGCTATCATATTTTTGTTGTGTTCTTCTACCCC 

AAGCTCCAGTACCTCCCCTCACAGAAATCACCTCTCCTACCAACCCCAAGGGAACCCATTCCATTTTTATTAGAGAGTT 

CTTCTTTACATGGCCTCAAGTCTTTTCATCAAGATTTACTGATAGAATAACAGTAAATCCACATTACTCCAGGTGTCTC 

TTTGCCCTTACCTAGCCTTTGTGTCTATGCCATTCTTCTCAAGGAAATTGCCTTCCTTTATCAGCTTTAAAAGTCCATA 

TTTGGGATCCCCTCTCCTGGAAAC^TTCTCTGACTATCCAGCCCAGATAATTTTTTTTCTCTGCTTTCTCATTATAA^ 

TTCATGATCTGTGTCATTGATTCATTCATTCATTTGCCCAATATTTCTTGAGTGCTTCCTAAGTTCAGGCACTC 

GGTACTGGGGACATAGGAGGATAGAAGCCAGTCAAATTTTGCACTCACTGAAACTTTACTTTAGTAGGTAAGAATCTAT 

AGTTTAAAAAAAAATTCACATATGAGGCCTGTGAAGCAAATAAAGCAATAATGTGGTGGTTTT 

TTCACTACCCGTCCCTCTTTTTGTTGTAAACTCTCTAAGGCAAGTATAACCTCATCTATACATTAGTATTTATTTACCA 
CAAGGACCCATAAGTATTTATTGATATATCTTCCTAAGTATGTGATAATATTCTAAATAGATAGTAGATTTAATCATTG 
GGATTTATGTGAAGTTGGATTAAATAGATAACATGATAATTACATTTAGTATTGCATGGAAGGACACATTTTCTCACTT 
ATAGAAGCCTAAAC^AATGTCACAATGTTGATAGATTCC 

GAACTAGTTTCACTTTCAACTTGATCCTTTTGGAATCATGAGAGATTTTGCTAGCCCTT 

TGATCCCTCCTATTTCAATCTCATAAGACACTTATCTCTCCTCCAGAAAGATCTGAAGGGTTAAGTCACCTATTTATAC 
CTAATTACAGTGAGCCCTGTGTTGGATTTTTAAGGGATAAAAGGAAGTATCAGATCTCAGTTAACTTATGTACTGTCTA 
CAGTGCCTAACAATGACACAGGATGACTCAGTTAAGGAGAAAAATACTCCATTTATCAGCACAGAATTCTTCCCTTTAA 
GCTATCATATGGTAGCTAACCTTGCCTAACCTTGCGAGTTTAACCTTGCTTTTTACGTGCATGCACGCGTGTGTGTGTG 
TGTGTGTGTGTGTGTTACTAATTTCTAACTGTACCAGCTCCTGAATTAATATTTGGCAACATCAATATTCCTTGTATAA 
TGAAGAAGCATGGTCCAAGAGACTTGGATGTGACCTCTCTAAACATCAACTTACAGCTGCAAAATAAGGAATAAGTTGT 
AATTATTCCTTATTTGTAACAACTACCTTACAGTGTTGTTTTGAAGATTAGAAGAGAATATATAGATGAAGTACCCAGT 
GGACAGTAGGTATTGAATAAATGTTAGTTTCCTTCCACCTTCTCTGGCTTATGTAACAAAATTACTCATTCTACTAGTC 
ACTCAGACTTTAGTTAATCATTAGCTAAAGAGTAACAATGCAGGATTTTTTTTTTAATAAATTGGCTAGGATTGGTTTT 
ATGCCTGGATGGAATAGGCACTTGCCATTTCATCAGAATTCAAAATTCCTCCTGAAGGCCTGAAGGCCTGAAATGTTTA 
CCATTGGAAACTAATCCCACTGTATGGTTACTATTATTTATTATATCTATTAACTTATAAAATATTAAAATATAAAGTA 
AATATTACCCTACTGATGCATTAGCCACTCAACATAAATGAGTTTCTTGGAGATTAATAAAGCAGTACATCAGTATGTC 
CCAAACAATGGCTAAAAGGAAACCTAGTAACCACCCCGACCCCAAACTTGTTTTGTTAGGCCAGTCAGATTTTTTTTTT 
TCATTTTGAATTAGCATCACGATTGAAAGTGGAAAGATCTCACATATAACTTCACATTTCTCTGTACAATTGAGAAACG 
TTGGCTATGTTGGCTCTCTGAATAGC^GCTACCTCCTTTCAAGGTTTGTATTTACAATATTTCCCACCCCCATGAGTCC 

TCTTACACTTAGCCTACTTCACTCCCTAACACCACCAGCCTGATTTCTGAGGGGGCCTGAGGTAGGAGGAGGAGAATGG 
AGAGGACTTTCTCTGAGAGCCGCCATTTTAACAGATCATTAAAGACACGATATTCACATGACGGTTGCTTACTCTCTGA 
TGAAAACTACAAAAACAGAATACACAGGGAAGGTAATCTGAAGGTGATACCTTTTTCCTATGATCCTTGGCCTTATAAC 
CACTAATCAAGCCTGAGGGCCGAAGTTCCTGCCTCATCTCTGCCTGATGTTACGAACTAGGCAGGCTAGCAGAGGCAAC 
AGGCAACCTGGGCACCTGAAGAGCTACCTGGATAACCTAGAAGAACAGTAGGAGGTTAAAGATGAGGACAAGTCTATCA 
AAACAAAAGCCTGTCAAGACCAGAAAGAGAAAGTCACACTTTTGACTTTACAGTTTGTGCTGGGCTGACACAAAGGCCT 
CAGTTAACACCAAATACAACTTCCATAGACTTCAAGTTTCCCTCATATTTTTCCTGGGTCACTATTCCAGAGTTGAGAA 
ACTGAACTACATCTAATATTTTATTAAAATAAAATTGAAGATTATTAGAAAAGTTTATTAGTCAATAGTAAAACGTTAT 
TTGGTTAGCTTTCTTAAACAATGGCATTTATAGATATCTGATTATCCCAACAAAAATCTTCAAATGGTTCATGGACGCT 
TTGTCAAGCTTTTGTGCCACCTGAGAGAAAAAAAGATAAATGGGGAGGTATAATGTTAATTTTGTAGCCTTTGCTTAAT 
GTTTATTTTTGAAATGCCTATCATTTTCTATCAGTATCTGAAACTCCATGGATTTCTATTAGCCTTCACCAATAATTAC 
ATTTGAAAGCATCCAGAAGAGACAATCCTTACCACAGTCTCTTTTAAACTCTTAATGGCTGTCACAAAATTCTATTTTT 
CATTTTCTCTAAGAGCATTCTATTAAACTGTTCCTAGTTATTAGCTTTCATAAAGGCACACAGAAAATGTTTCCTCTAC 
AGCCACAAATATTCCTAAAGCAGAATCATAGTAAAACAGCTGTGATAATGTTTTATTCATTCCAGAATCCTAATGATTG 
AACAAAAGAGAGACAGTCTTAAGAGTTAACATCTATTGAGTCCGTGACTGCGTGCATTGTTCTTTCAAGTATTTTACCT 
GCACTATTTAATGTAATTCTCCCAGCCACTCTGATTTCACTCATTTTACAATTGAGGAGACTGAGGCATAGAAAACTAA 
AGCAATTTGGCTGGAGTAAGGGCCA3GTTGGGACTTATACCTTGGCGGTCTGCCTACAAGGTGTTCCTCACCACCATCT 
GACACTGCTTTCTCTGTGTAGCCCAGAGTGTCAGCCTCAGTGCTTCAACTTGAGCTTTCAGGATCTATTTAAAGATGGA 
AAATATAGTTACATTATGTCACCATTTGAGATGCAGAAAGACAGGGCCACCATTTTGCACAATTCTGAAAGCACAATTC 
ATGCTGTGGTTTGTAAAAATGGTACTCCCTAGAGTTGGGCAATGGACAGCTCACACAGAGATGCAGTGGCCCTGCTAAA 
CTAATGCCTTACATAAAAGAGTTTTACTCTTCATTCCCTTAAATGATTCTTAGTAACACTGGCTGACACACACACAAAA 
CAGTTTCTAAGTAGGTCTGTCCGCATACTATGATCACTGGTCAACATTAAGTTTCCACAATTAATTTTACATAATCCAA 
AGACTGCCAAGCAGTTTATCTGGGTAAACTAAACATTCTGTAGTCATTTATTCTGCTTCCAGTCATGCCCAGCAACAGG 
TTGAGAAGACAAATGTTCTCAGAAATGATCTCCAAGGAGTTGGGAGCAGGCTGCTTATACGTCTAATTCACCAGAATAG 
GTGAGCGTGGTCGTGGTGACCTTTTCATACTGTTGCAGAGCTGAGTATGAAGAGATGACTCACAGTCCTCCAATGCAAC 
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ACAGGTGACCCTGGAGCCAGATTTTGCCTT 

ATTTGACCTAATGGCCTACCTACCTGCACACGCACCCTGCCCACTTACAC^^ 

TTGTTATTATTATAGTTCCTATTTAGGT^ 

ATCCTGTGCTTTTTGCCAAACAATGCATTCTA 

CATATCCACTGAGCAATTGAGCAGAATGGGAATCGGAGTTTTAAACTCTGATATATCTGTTTTCCTTAGGGCTGAAATC 

TTCTTTTCATGGTTCTAGTTTCTCTAATTGAAATAAGAACCTAACCCTGTTCAAAACTACATCTCTGGGAATGAGTGAA 

AAATTAATGATCCTCCTATTTTGTTGGATCATAATAATGACTCTCATCCTGGTGGGGCCACCAGCAATGCTATTCTTCT 

CAGACTCTATCTTAGTTCCTAAGCCACTCACCAGGTATTTAAAAGAATGATTTAACACAACTAGAATCATTT 

TGTATTTTTTAAGAAAGCCATATTATTGCTTTAGTTTGGTC^ 

CTCATGTGTTCAGTTATTCCAGAGAAAACATTAAGGAGAATTGTATTCTTCTTCCC^GCTAAATTTTAGGTCCTCAAAG 
CTGGCAACCACAATTTATGCTTTCTAAAAATCA 

CAATAAATGCTTGATGACTTACTTCATCTCATTAGCAAGGGAAGGTAACTCATAATTATCAAGGTACTACAGGAAATAG 
GG CACTATCTGGAAATGCTAAATACATCTCCTTGCATGAATCACTTCTTACCAGAATTCCCTTTCTTTCCAGATCCCA^ 
CTCCAGGGTTCTGTGGTCCATACCAGGCACTACATTCCTCAGGGGCTACAGCCTATGAGCGTCTCATGGGGCTATGAAA 
CCATTTGAGACCTGGAAAATGAAGTAATTGAATACAAACAGAAAACTGCAAAATGAGGACT 
CAAAGCATAAGATTATGTCGACTTCAATAATTGTGAAATG 

GCTGAGTTTTTTATTTTACAAGTATCTCCAAGTATGCTGGATGATTGCAAAGAAAATCAAGGCCAGTCATTGGTTAAAT 

GAGTTTAATAGTAGCCACATAATTTCAAAAGCAAAATTATAAAGACCCTTCCCAGACTGTTGATAGCAAAA 

CGTTGTGGAAAGTGGGTCCATGTTAATATGTTAGATATAAGTAGTGAGGCCTAAAAAG 

AGGTACTACCTATTTGCAAGATTGTTATT^ 

AGAATTTATAGTTGCTGTAAGATAACAAGAAAAAGGTTAACT^ 

TTAAATCCTGCAGGAATCTGACTCACTGAAGACTGTCAACTGAATGAAGGCTTAAATTTCATGGTCTTGGGTGGGAGAA 

CTTTTTCATATTCTTTCCCCATATGGAATAACAATCT^ 

TATTTGCCTTCCATTTTCCATAAAGCAACCT 

CAAAGCACTGTCTTTAAGAACACAGAGAACACACTAGATCCCTT^ 

ATTTTTTTAGCATTCACTGCATGCCTGGAATGAATAGGCTGTGTTTCTCCCCAAAAGAGCACAAATTAATATACAAGGT 

CAGGTTAAATAGTTAAGTCTGCTTTCCTATCCCTTATACAGAAGCTATCCATTCAAAAAAAAAAAAAAAAAACTTCTTT 

TTACTTTTTTTAATTTTTAATTTTGGTGCATACATAG 

TAATAATCACATCATGGTAAATGGGTATGCATCAC^ 

ACCCTATAATTGCTTAAAAAACATAGAATAAATTGTTAACTATAGTCACCCTGTTGTACTATC^ 

TGATTCTATCTAATTACATTTTTTTATACCCGCTAAGTATCCCACCCTTCCCTCCACGCTACCCTACCTAACCTCCGGA 

AACTGTCTTCTGCTCTCTATCTCCTTCGTTTGTTTTAATTTTTAGCTCCCACAAAAAGGGAGAACATGTGAAGTTTGTG 

TTTCTGTGAGTAACTTATTTCACCTAACATAATTATCTCCACTTCCATCCGTATTGTTGCAGATGACAGGACCTCATTC 

TTTTTTATGGCTAAATAGTACTACATTATATATATGCACCATATTTTCTTTATCTATTTGCCTGTTGATAGAAATTT 

ATTGCTTCCAAATCCTGGCTATTGTTAATAGTGCTGCAATAAACATGGGAGTATAGATAACTCTTTGATATTTTGACTT 

TCTTTCTTTTGGGTATGTACTTAGCAGTGGGATTGCTAGATCATATGGTAGCTCTATTTTTAGTCTTTTGAGGAGTCTT 

CAAACTGTTCTCCATAGTGGTTGTACTAATTTACATTCCCATCAAAAGTGTACCAGGGTTCCCTTTTCTTTACATCCTC 

ACCAGCATTTCTTATTATTTGTCTTTTGCATAAAAGCCATTTTAGCTGGAGTGAGATGACATCTCACAATAGTTTTGAT 

TTGCATTTCTCTGACGATCAATGATGTTGAGCACCTTTTCATATACTTGTTTACCATTTTTATGTCTTCTTTTGAGAAA 

TGTGTGTTCAGATGTTTTGCCTATTTTTAAATCAGATTAATTTTTTCCTGTAGAGTTGTTTGAGCTTCTTATATATTCT 

GATTATTAATCCCTTGTCAGATGGATAGTTTGCAAATATTTCCTCCCATTATGTGGGTTGTCTCTTCACTTTGTCAATT 

GTTCCTTTGCTGTGCAGAAGCTTTTTAATTTGATGTGATCCTATTTGTCCCATTTGTCCATTTTTGCTTTGGTTGCCTA 

TGCTTGTAGGGTATTACTTAAGAAATTGTTACCGAG 

TTCATAGTTCAGAGTCTTAGACTTAAGTCTTTCATCCATTTTGACTTGATTTTTGTATATGGCAAAAGATAGAAGTCTA 
GTTTCCTTCTTCTGCATGTGGATATCCAGTTTTCCCAGCACCATTTATTAAGGAGACTGTCTTTTCCCAAAGTATATAC 
TTGGCGCCTTTGTTGAAAATGAGTTCGCTGTAGATGTATGGATTCATTTCTGGGTTCAAAACTGGTATTCCAGTTTTGT 
TCTTTTTGCTCGGGATACCTTTGGCTATTTT^ 

GGGAAGAATGTCCTTGGTATTTTTATAGGGACTACATTGAATCTGTAGATTGCTTTGGGTAGTATGAACGTTTTAACAA 
TATTGATCCTTCCAATTCATGAATGTGGAATATCTCT 

TTGATAGATCATTGTAGACTTTTTTGGTTTAGTTAACCCTAGGTACTTAATTTTATTTGTACCTATTGCAAATGGGATT 

ACTTTCTCCATTTCTTTTTC^GATTGTTCACTGTTGGCATGTAGAAATGCTACTAATTTTTGTATGTTTGTTTTGTATC 

CTACAACTTTGCTGAATTTATTTATCAGTTCTAATAGTGTTTTGGTGGAATCTTCAGGTTTTTCCAAATTTAAGATCAT 

ATTTTCTGCAAATGGGATAATTTGCCTTCTTCCTTTCAAATTTCTTTCTTTGGTCTGATTGTTCTAGCAA 

GTATTATTAATATATTGAATACTAGTGGTGAAAGTGGGCATCCTTATCTTGTCCCACCTCTTGGAAGAAGAGTCTTCAG 

TTATACCCTATTCAGTATGATACCAGCTGTGAGTCTGTTATATATGACTTTTATTGTGTTGAGGTATTTCCTTTTATAC 

CCGATTTTTTGAGGATTTTTATCATGAAGGGATGTTGAATTTTATCAAATGCTTATTCAGCATCTGTTGAAATGGTCAT 

ATGGTTTTTGTCCTTCCTGTCTTCCTTTTAGTAAAAGTGATTTTCTCTGGTGGCGTGTTTTAATTTTTTGCTTTTTATT 

TTTTGAGAACCTGTTGTATATTTTTTGATTTGCGATTACCAGGAGGCTTGTAAATAATATATTGTAACTCATTATTTTA 

AACTGATAACAACTTAACACTGATTGCATAAACAAACT^ 

TTTGTCCCCCGCTTTAAAACTTTCTGTTGTCTTTATATCTTATTGTATTGTCTGTATTTCAAAAAATAGTTGTAGTTAT 
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TATTTTTGATCAGTTTATCTTTTATTCTTTCTATTTA..GATATGAGTTGTTTACATACTATAATAACAGTGTTATAATA 

TTCTGTGTTTTTCTGTGTATTTACTAATGCTAGTGAGCTTTGTTCCTCCAGATGATTTCTTATTGCTCATTAATATGCT 

TTTCTTTCAGATTGAAGAGAATTCTTTAGCATTTCTTACAGGATAGGTCTGGTGTTGATGACATCCCTCAGCTTTTGTT 

TGTTTGGGA71AGTCTTGATTTCTCCATGTTTGGAGAATATTTTTACAGGATATACTAGCCTGAGATAAAAGTTTTTTTC 

CCTTTAGCACTGTGAATATGTCTCCTGCCCTATAAGGTTTCCACTGAGAAGTCTGCTGCCAGATATATTGGAACTCCAG 

TGTATGTTTTTTCTTTATTITTTCTTGCCGCTTTTCAGATTCTTTCTTATCTTTGACCTTTGTGAGTrTGAGTATTGAA 

TGCCTTGAGCTAGTCTTCTTTGGGTTATATCTGCTTGGTGTTCTATAACCTTATTATACTTGAATATTGTTATATTTCT 

CTAGGTTTAGGAAGGTCTCTGTTATTTTCCCTTTGAATAAATTTTCTACCCCCATCTCTCTTTCTAACTTTTTTTTAAG 
GTCAATAACTCTTAGATTTGCCCTTTTGAGACTATTTTC^ 

TCTTTTGTCTTCTCTTTGTATTTTCAAGTAGGCTGTCTTCAAGCTCACAGTTCTTTCTTCTGCTTGATTGTTTTGTGCT 

GTTAAGAGACTCTGAGACATTTITCAGTATGTCAGTTGCGTGTTTTAACTCCAGAATTTCCGCTTGATTCTTTTAAATT 

ATTTTAATCTCTTTGTTGAATTTATCTGATAGGATTCTGAATTCCTTCTGTGTGTTATCTTGAATTCCATTGAGTTTCC 

TCTGTCTAAAAGGTCACATATCTCTGTCTCTCCAGGACTGGTCACTGATGCCTTATTTAGTTTGTTTGGTGATGTCATG 

TTTTCCTGGATAGGCTTTATGCTTGTGGATGTTCGTTGTTGTCTGGGCATTGAAGAGTTGGGTATTTATTGTAGCCTTG 

CAGTCTGGGCTTGTTTGTACCTGTCCTTCTTGGTGAGGCTTTCCAGATGCTTGAAGAAACTTGGGTGTTGTGGTCTGAG 

TTTTGGGTCACTGCAGGAATATCTGCATTAGGGAGCACTCCAAGCCCAGTAACACTGTGGCTCTTGCAGAGGTACCACC 

TTAGTAGTCTTGGATAATATCCAGAGTCATTCTCTGGATTACCAGGCAGAGACTCTTTTTTCTCTTCTCTTACTTTCTC 

CCAAACAAACAGATTCAGTCTCAGTCTGTCTGTCTGTCTGTCTGTCTCTCTCTCTCTCTCTCTGTGTGTGTCTCTGTTT 

CCTGGATCTGGGGGAGGGGTAACACAAATACCCCTGTGGCCACCACCACTGGGACTGCATAGGGTCAGACCTGAAGCCA 

GCATAGCACTGGGTCITGCCCAAAGCCTGCAGTAACCACTGCTTGGCTCCTGCCTATGTTTGCTCAAGGCACTAGGGCT 

CTATAATCAGCAGGTGGTAAAGCCAGCCAGGCTTGTATCCTTCCCTTCAAGACAACTAGTTCCTCCTAGTCCTGGGCAG 

GTCTAGAGATGACGTCCAGGAGCCAGGGCCTGGAGTCAGAAATCTTAGGAATCTACCGGTACTCTATTCTACGGTGGGT 

GAGCTGGCACCCAAGTCACAAGACAAAGTCCTTCCCACTCTTCCTTCTCCTTTCCACAAGCAGAGGAGTCTCTCCCTGT 

GGCCACCACTGCCCCAGGCCTGCGACAAGTACTGTCTGGCTACTGCTGATGTTCATTCAAGGCCCAGGGGCTCTTCAAT 

CAGCTTGTGGTGAATGCTGCCAGGCCTAGGAATCTATTTTGGGGCAGTGGGCCCACCTGTAAGCCAGGGAAGGTCCAGA 

AATACCATCTAAAGCCAAGCCCTGGAATCAGGAACCCCTAGAACCCCTTTGGTGCTTTACCCTGCTGTGGCTAAGCTGG 

TACCTAAGCTGATTTTTGGTTCTTATGAAGGTGCATGAAGGTGCTTTTTTGTGTGGAGAGTTGTTCAATTTGTTGTTCC 

TTTGGGAGGCTGCTATTTAGCCATATGGCTCCACCTCCCTCTCCATCCAAAAAGAAAACTTTAAATGAAAATATACATC 
CAAAGAAAGTGTTTTTGAAATAAAAAATAAATGGTCTTAAra 

TTTTTCCAAAAGTTACTTGTTTGATCACATATTGTATTTTATTTTAATGAAATATCTAGAATAGGTAAGTCCATAGAGA 

ATACAA^CAGGTTAGTAGTTGCCAGGGAATGTGAGTGTGCAGAATGAGGAGTCATTGCTTAATGGCACTGTTTTCAAG 

AGTTACTTTTGAGTACACTTGCAGTCTGGTATCTAAATAATTGAAATATTTGAAAGTCGTGATTCCTAGAATAAAAACA 

GTGACTAACTTTTAATGATTTCAATGTCATGTGCACAAAAAAACCATGTCCAGAGTAATAAGTTTACCCATTCTACCAT 

TCTTTTCAAAGAATTGCTTAAATAAGTTTTAAAAAATTTCCTATTGAGATGTTACTTAAAATACGATTTGTTTAGTTCT 

CAAGGTTATGCTTTCCCCAGGTTATGCTTCATTTGGGTAATCTAAGTTTAAGTCCTAATGTAAGACCTAGGGCATGGTA 

CTTAACTTCCTGTAGACCTCAGTTTTCTTGACTGTGTGGTGGAAGAAATAATAGTACCTAGCTTGTGAGTTTGTTTTAA 

ATGTTAAATGAGAGAACATGTGGAACATCTTACCCAGTGCCTGGCACATGGTGAGCAATCAATAAATGGGAGTTCATCC 

TGTCATCTTCAGATTTCTCTTCTGGAGCCAGCCAGGCTTGAGTTCTGACCTGGTTCATCCACTGAACTTGTAGGGGAAG 

CACTTAGTGCCCTTCGGTCCTCTCATCCAGTACATGGATATACAGTCTTCATGTGGTTGATACAAATACGAATGTGCTA 

ATGCATCTTTACCAAAAAGAGAGGTAAAAGAAAGGAAGGATAATCCTGCCAGAGATACATATGCAAAGATCTGAAAGTA 

ATCGAGAGTGAGGGGTTGCAGATTGGACAACACTTAGTAGTGGCTCCAGATAAGGTTCTTAAAGACTGGCCAGGATGCA 

GCCTTTTCATCCAGAGAAACAGCCATCTCATTCATAGACAGTGGTGACTGATTGGCAGATTTTATAAGATGACACAAAC 

ACCCTCCCCATTGTCCTGCCAAAATGTGGGGAAACTCTTCCTGGAAAAGTTATTTCTTTGAATTGAGCTTCCAAAAGGT 

TCCTATTAGAATTCAAATACTCTGTCTGGGTTGAATATCACATTGCATAATAGTTTCTCCAGATTAAGGCCATTTTTCC 

TAAATATTTAACAAAAAATTTTTCGCTTCTTATCAATGATGCTGGCGTTGGTTCAGTGCCTGCATAAGACTTCTTCCAG 

TGTATTTCTTTACCCTGGCAACCAGTTCCTTTTTCTTTGGGAGAATTTTTTTTTTAATTATAACACTATTGTAGGAACT 

CCTTTTTGGCACAGAAGGCATCTAAAGTAACTTTTAGAGATAGAGGCTTATGAAAAACAAGAAAGAGGCAAGACTCAGT 

TTTTGAAATCTAATTCCAGCCATGAAGCAAATGCCACAAAAGGGCACAGGAAGAAAATCTGTAAAGGGCTTATCTACCA 

CCGTTGACCAAAGATTTATTCTGCTGTTAAGCAAATACCTTGTAAGCCAGATATTGTGCTAGGTATTCTGAATACAAAG 

ATGCAGAAGCCTCATTCCCTGTTTTCTTTTTTTTTTTTTTTATTATACTTTAAGTTTTAGGGTACATGTGCACATTGTG 

CAGGTTAGTTACATATGTATACATGTGCCATGCTGGTGCACTGCACCCACTAACGCGTCATCTAGCATTAGGTATATCT 

CCCAATGCTATCCCTCCCCCCTCCCCCCACCCCACCACAGTCCCCAGAGTGTGATATTCCCCTTCCTGTGTCCATGTGA 

TCTCATTGTTCAATTCCCACCTATGAGTGAGAATATGCGGTGTTTGGTTTTTTGTTCTTGCGATAGTTTACTGAGAATG 

ATGGTTTCCAATTTCATCCATGTCCCTACAAAGGACATGAACTCATCATTTTTTATGGCTGCATAGTATTCCATGGTGT 

ATATGTGCCAC^TTTTCTTAATCCAGTCTATCATTGTTGGACATTTGGGTTGGTTCCAAGTCTTTGCTATTGTGAATAA 

TGCCGCAATAAACATACATGTGCATGTGTCTTTATAGCAGCATGATTTATAGTCATTTGGGTATATACCCAGTAATGGG 

ATGGCTGGGTCAAATGGTATTTCTAGTTCTAGATCCCTGAGGAATCGCCACACTGACTTCCACAATGGTTGAACTAGTT 

TACAGTCCCACCAACAGTGTAAAAGTGTTCCTATTTCTCCACATCCTCTCCAGCACCTGTTGTTTCCTGACTTTTTAAT 

GATTGCCATTCTAACTGGTGTGAGATGATATCTCATAGTGGTTTTGATTTGCATTTCTCTGATGAACAGACACTTCTCA 

AAAGAAGACATTTATGCAGCCAAAAAACACATGAAAAAATGCTCATCATCATTCCCTGTTTTCAAAGAAACTCACAGCA 
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TTATGGAGGCCCAGGTTTCTATTTGGGCCTCCATAATGCCTTGTC 

AGGAGTTCCTAGTTAGTGGCTTATAGTTAACCAAATGAAGAGAGGATGACCATATGGTGCTGATAAATTGAAAGAAATT 
AGGATGAACATCTAGAGATTTGCATGGCCAGACACCTAATTCAGATTGCAGAGCAGCAGGATGGGAGGCGTAGTCCTGA 
TTTAACTCTTGATC^UU\AAGAGGGGTAAAAGAAAAGAAAGATAATC 

GATCAAGAG CAAGGGATTGCAGATTGGACAG CATGTTTTCTCATTTAATCCCAGAGGAACC CTGGGAGGATTCTAGGTG 
TGCATATTGTCCTTATTTTGTAGAAGAAGGTACTGAAT^ 

TCGATAGCTAAACAGTGTCTGTGGGATTTGAATCCCCCTGTGATGTTCACTGTGTGTTGCCATATACTGCAAATGTGTT 
ATAAAATAATAATTATAATAAACAAAATTAACCTGAGATATC 

GTTTGTCTTGGAGTTAGTTGGGCTTTACTGCTACTTATGCTAGATCTTGAAGGCAGAGTAGGAAATATACTTAGCAGGG 
AAGTGGGAGAAAGGTGAGAGGTTCCCCAGGCAGGGGAAACAAAGTGAGCAGATTTGGGGCAAGGTGTGTGAGATTGTGT 
GGTTGGCAATATAGGGTGGGAAAAATTAGTTATCAAGGGCAAAGCTGAATAGCAGATTGAACCCAAATGGTAGAAGTTT 
TTATTTAACACACAAAAAAGGCTGAAATTGATCCTGTAAGGAATATC 

ACATTTTAAGGTTTGTATCTTTGAAAGATAATCCAAAGATAAGAGAAAAAAACCTTAGATGTGTAAAATAGAAGTCAGG 

AAAACTACACAAGCTATGTGTAAAGGGAGTC^GGGGACAGGATCCAAAGGAAGACAAAAGCACAAACCAATTA 

AATCAAATACTAGTGCAGTAACATATATTTTTAAGTTTTAAAGCTGCTTTTCTCCATAGCTTATTGATTACTCTTTTAA 

AACTTATTTTTAATAGCAGATATTATTTATTGATTCCTTACCATTTTCTAGATACTTTGCTAAGGTTTTACATGTCTTT 

TTTAGTCCTCAGAAAATTCTCTTCTATCTCCATTTTATAGCTGAGGAAACTGAAGCCAGGGAAGGTTAAATAATTTGTT 

TGCAATCAAACAACTAGTGATTGGTGGAATTTGGATTTGCAACCAGGCAGTCTGACTCCAAAGGCCTCTTCTTAACTTG 

ATCCTACATACCCTTCCTAAATAGTAGGCGTTTTTCTCAGAGCAGCTGTTTTACATTAGAGAAAACTTATTTGTAATCT 

GTGATCAAGGAGAAACTGC CTGAGTTGCCTGGATTATTTTGG CATTTTTAATATGTACAAGAAAAATGTTATCAAATAA 

ATGTAAATTTAAAGGTCCTGATGAGAGTTTACTTTCTAATAAAACAATTTTCAAGATTTCCCATTACATCAGAAACTAA 

ATTATTATTAAAACACATCTTGTGTTCATTTATTTTTGAGM 

TTTGAGCTGGAGTTTCACTCTTGTCGCCCAGGTTGGAGTCCAATGACACGATCTCGGCTCACTGCAACCTCCTCCTCCC 
AAGTTGAAGCAATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGATTACAGGTGCTCGCCACCACACCCAGCTAAGTTTT 
GTATTTTTTTAGTAGAGACGGGGTTTCACCATGTTTGCCAGGCTGGTCTCAAACTCCTGACCTCAGGTGATCCACCCGT 
CTCGGCCTCCCAAAGTGCTGGGATTATAGGCATGAGCCACCGCGCGCAGCCTCCAATCTTATTTTAATGAAAATCTCAA 
TTTATCTCAGTGTTAGAAACTAGGGCTTCATTTGGCAATGTGGTCTTTCCAGTTGTTTCATCTCTTTCAAAAGTCTTTT 
AAGAATTATTGAAGTAAGTTAATTTTAAATTTTTGCTTTATCCCTTGAGATTGGTATATAGAGTTAGGAACTACTTGAT 
TAAATACAGGAAGCTACTATAAATTTGAAATAAGAACTAAAGTTATAATGTGACCAGACTGGGTAAGCACTGATAACAT 
TTGTATATATTTAAACAGAAAAAAAATAGTTAGAAGAATAATTTTTAAAAACACACACCAGATGTTGGTAAAGGCAAAG 
"ATATTTTTGCTCTTGACTTTGTCTATGAAAGTCAAGTGAATACTTTGAAAGAATTGATGATGGATAAGGCAA'GTACATT 

CCATAACTGGCTATGTGATTCTGAATCTACCTTTACAACTTAATCTTTGTGATTCCCCTATATAAGATATCTAGAGTAG 

TCAAATTCATACGGACAGAAAGCCAAATGGTGCTTGTCAGGGGCTGGGAGAAGAGGAGAATAGGAAGTTACTATTAATG 

AGTACAGGGTTGTCGATTTGGAAGGATGAAAAAGTTCTGGAGATGGATGGAGATAATCGTTGTGCAACAGGGGGAATAT 

ACATTACACCACTGATCAGTATACTTAGAAAGGGTTAAAATGTCAATTTTACGTGATGTGTATTTTACCATAATAAAAA 

ATACTTAATATTTACCTATGCTTAGAGAGAGTTGACATATAGTCATTTGATAAATAAAATTTGTAAATGCGTATGCTTA 

GATAAAC^TAGAAAATTGTTTTAAAGTAGAACTTATAGATTTCTAGCTTTAAAACTGTGGAGAAAC^TCTTCCTATGC 

CATTTTTTTCTTTAAAAAGTCACTCAAACCAATAATTAGTACAAAAAACAGAAAGGTACATTTCATCTTTGAGGAAACT 

GGGAGATGTCTGTGACTCTAAGCCACAATACATAAAGATAGAAGTAGGAAGAGAAAAGGTCAATGACTTAACCAAATCA 

GAGAACAATACTAAAGTGAAGCAAACTGAGCTGCCCCAGTCGCCCAAAACATACTTTGGAAGATGGAAGAGTTCTAAAT 

ATAGCAGGTGTATGAACATGTATATTATATACACTTCTCCATAAGCCCTCACTCTTTTTCAGTGTAGTCAACATATTTT 

GCATCCCTCTCCATGGAAGACAGAGACTTTGGGATACTAAGCAAAGAGTAGGAGAAGGATGGCTGTATGTTTAACTTTA 

TTTAGGACAATTAAATGAATGTCTGCAATGTGTCAGTAAGACCTTCAGCGTCCTTCTCCTACCCACACCAGAATGCTAG 

GAAGCATATTTATATCCTTCTCTAGAAAAATAGAGATACCCCAGAGGAAAAAATCTCTTAGW^TAGTAACATTTGGAA 

GAGGCAAAAAAAATCCCCACTGGGCACTTGATGATACTGCAGTAAAACTCCCAGTACACAAGCCTCACCCATGCACTTA 

GAACTTACTGTCACCTTTCTAGGGTCTCATTCTTGTGTATGAATTGGGATCAGGAATCAATGCTGGAGTTTGAGGATAT 

TACACTCATTGCTCTTTGTTTACATTATTTACATGTATTTCTTTAATAAAATTTAAATATTTAATTCAAAATAATGTTA 

AATTTGCAGAGATTCATTTAAGTTTAG7^ATAAAGAAGAACAAGAAATGTGAAAGAGGGACAAGAGGAGAGGCAGAATGC 

AAAGGAAATACAGCAGCACTTAGAAAATTTTAAATTAGATAGTTTTTCTTCTGAAATCCAGTATTGAATTA 

TTCTGAAAGTCAATTACAAAATTCATTTTATGTC^CATTACTGACTCCATGCACAAATGTTTATTCTAGTTTTAAAAA 

CTAGTATTCTGTACCTTTTAATAGCCAATGTAATTTGTTGACAAATATTGAAATTTATACGTTACCAGAGGTCTCACGT 

ATTGTTACCTTTTAAAATGATCATTTATTAACCAGTATTGCCTAATGAGGCAATCAAAATGTCATCTGTTGCATAGGTA 

ACAGGAAACTACCATTACTCATGTTGTGAGATGGTCAAAGACCTTATCATATTTTATGGCTAACAAACTCATGATGTTG 

TCATATATGCCCTCATCACAGTGTTTATGATACCTAAAAGTTAGTGCCTAAAAATTAGAAACAAGGACAGTGAAGTTAG 

ATTGTTTAATCCTGCATATCTTAAAGATCTAACATTTTCTAGCTGTTAAATATGTTTATCATTATACTAGTAATGTACG 

TGCACCATTTTTATTATATTAATTCATTGCCACTGTACAACTAAAGAGGATGGATGAATTTTAAAAACTTCCAAAAACT 

TGGTAGCATTTTTTAATCTCTTTCTCTTCCTCTTTTCTTTCTGTCTTCCACACACACACACACACACAAACACACACAT 

ACACATACATACATGCACACATACACATCATGAAGAGGAAGCTTTGGAATGAAATATACCTGGGTCCAAAAATTTTGAA 

CAAATTGTTGACTTTCTTTATGTATGAAATTATTATTATCACATCTACTTTGGAGGGATGTTGTGATGTATAATTAAGA 
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AAG TATAGTCTAC TTAG CATGTAGG TAATTAA.TAATTAGTAGTTATTATTATTATC CTAACCTGACAGTTTATGAAAGA 

GGTAGGAAATCTGAAGATAGGAAAGCCTTCAAAATATAATACTCCGGACTTCTCCTTTGGGAATTAAGAAATGTAGCTC 
CAAGCAAGGTTCATGCCAGTAGGAAAGTCCTTGAATCCAACTGTATTCCT 

TAGAAATTGCCTCAAAATTCCCCTCCAGATAAGGAAAATAACACAATATTTCTCAATAATGAGGAACTGCTACAGGAGT 
TCAGTGTCTTATTCTCATTAACGTTAGAGTACAATAGAGAATA 

TTTTCTAAAAAGTTAGTTTGACATATCTGGAGTACTGAATTTCAGCATATTTGAGAGGCCTGAATATTTAGTTGATATA 
TAATATGGCTCTAAGAAATATGCTCATGATAGATTGGAAAGTATAGAATATCTATTGTAATCTGAAAATAGGAATTTAG 
AGAACAGAAGATTTGATAGTAGGCAGAGTATTTGAAAATAGTAATACTTGAGAAAACCTGAGTTGTATAGTAAAATTAC 
TCCGTAACACCTCATTCAGTTGGCTTCATTTAATGTTTAATGTTTAATCCATGGATAAATGTCATAAGTCTCACAAGTC 
ACGCTCACCATTGGATGATAAGAGAAAGGGAGATCAGATTTTAGGTC 

CCATGTAAGTGTTGCCAAGTTGTATCGGGGCACCATTAGTGGTATGAGACAGACTTTAGGAGTTATTTTGGACTCCTTT 

TTTTCTATTAATATATCTTATATTTTGGGGGCAAATTATACCAGTATATTAAATCTATTTACAG 

ACCTTTTATATTCAGTTTAAGTTTTTTTAAAAAGTGAGTCAATTAAGAAAAATATCAAATGATG 

TAATATGGAAAGAATTATGAAGGTGGTGTTATGACTGAAGTTTCAGAAACATCAAATGACATAGTCATTTGATTCAACA 

AAACATCTACAGATGGATGACCCAATGGATGTATACATCTATGGTACAGTCTATTGAAATGTGGTAACAACCAGAAAGT 

AAAAGGTCCATACATTATACAATTCAGTACAACAGGGAAATACTGAGAAATAATCGCAGCTTCTGGATCAAAAGCATGG 
GCCACATGGTTCCTAAATCCAGTCTCCCCATA 

ACAGGAATTTCGAGGGAAATGCCATATCTTTTCCATCT^ 

ACAAAACATTCTTTCAGAAATGTTCATGTGAGAAATGGTCTTACAAGTGGATAAAACTCTGTAACATCAAATACATACT 
TTTTTTTTATTCTGTCACTACCTTAAATATTAGGAGTAGAAGCA^ 

AGCGCATCTTTCTTTCTCTGTAATGGCAACCTTGATGTACCAATCCAAAAACTTTGAGTATTCTGGTTAGTTCCATACA 
TTGTCAGATTCCCCACTTAAGTTTGTTTTTGCGA^ 

CTTTAGTAGATGCCCAATAAGTGTGTTAGGTTTTCAGAGAAAGATTCTTGGAAGATGTAGAATGTTGGGCAAGTAAGCA 

AGGAACAGCACATGGGGCTGCACTAAACTTGTGTGTGTGTGACAGAGAAGGGAGTAGCATCAGGCTAAATAAGCTCATT 

GTAACATGGATCTGGGGGACGGTAGAACACAGGCTAATTATTTCTGGAGAGTTGAAAACTCAACAGTCAGACATTACAT 

TCTCTGATCATTGTCATTTGCTTTCTGAAATGGCAACTGGAAGCTATTTGGTAGACCTTACATGGAGGGAACAGTGTTT 
CAAATAAATAGTAGTTGCCTAATTTTACTTGGTT 

AAATTAAACCTCTTCCTCTAAATGCCCTCTCCCCTAAAAATAATTAGTCTCACAAAACTTTTAAGTTTCCAAA^ 

CATGATTAATTAACCTGCTTTAAAATGCCAGCAATATACTAGACATGGGACAGTGCTAAGAAAGTGTGAATGTCCCCTG 

GCAGTC^TAAGGAAACTGAAAAGCTTAAGGGGATAACTATGTGGAAAGCAATTTATTGGCATTTACCGTA 

AGAGTCATTGAAAGAAGACTAAGTCACAAATGCACCTTGAAGTGTGACCAGGGGAGCAGATGAAGGGTTTGTTGTAAGA 

AGGAGCCAGAGCCTCTGGCGGATGCCGTACTACATTTTCCAAGTTGTTTGGGTGGGTCACAACTGCACTCCAACATCCT 

GTCTGCAAATGCTAAATAAAC^CCAAGTTCACGTCAGACTAGAGAACCAACGTACTAGCTAATGCCAm 

GAATGCTTACATTATTTTCACTTGGTAATTCACATCCAAAATAATTGAAGTTGGCACACCCAGAGGAGTATATATCCTC 

TGTGTAGATGTTCAGAGAGATAGGCAGGCTGGTCAACTGTTCCTTCTGTTGGGAGCAATTGGAATCAGCTTAGATTATA 

TCTACTGTAATAGAAAATATTTTATATTTAGGAGGTGGGAAAGGTTTTGGCCTTCGAAATAATAAGAGATATTGACAAG 

ATATAAAGCTTCATTCCTTACTGAAGAGCTGTTAAGGATTAGCAAACCCAAGTCTTTGTGTGTAGAGATGAATGAAATT 

TGCATTTTTTTTAAAAAAAAATAAGGTTTAGAAAACATTGTGCAAGGGAACAGCCTTAATACGTGCAGCCACTTGTCCA 

GGAATAATACATTCAATTTTTCAGTTTAAAATTCCAGTATGTTCTGATCCAAGGGTGCCTGTTACACTCTGCTGAATTT 
TTAAGAGGTAATTTACATCTCTACAACCAA^^^ 

AGTCATCAAGTTCTCTCAACTTTGCTTCTAAAGAGAAAAGTTTAGTTTTAGTGCTTCAGTGAAATACTTTTTTGAAAGA 
ATGACTTTTATAAAATTCATTTGTTTATTATGGTAAATAAACAACTTAATGGCAAGGGGTGTGTTCCTTGTAAAGGTGA 
TCACGGAATGTTACCCAGAATAACACAGACATCTCATTTCCCAGAGAAGGAAATGGTTTTATAAGTTTTGTGAGGTCTC 
TTGTCTGCTTGGCCGGTTTACAGTGCTGGTCTCTGGAGCTGATCCGCCCCTTTGCTTTGTAAGTCTCAGCAATTGACGZV 



„ _ _ . 3TGTTTTGAACTGC 

CTTCTTACAGACGTCATACAGCCCTTGAGGAATAGTTTCTGCCTGGTGAGATTGAATGATAGTTCTCATTCACAAAACC 
CTGGATTCTAAGCAGGGACACACAGAAATTACTTTCGCAGGTAAATCAGCCCACCCAGCCAAAGTGTGGAGAGATTTGT 
TCCTTGGCTGACTTCTTTGCTCCACGGAGAGGAGTGTTTTCCTGTGCTTGCCCTGAAATGGAACTTCCTTGACAGCTCT 
CCCGTGTTACAGTACCTCCCGGTCATTTTCTTTTTCTCTCTCTCTACCTGCGCTCTTCGAGTGTCAGAAACCTTTAAAG 
CTGTTACTATGGAATTGCAAAAAAGAGATCAAGTGACTCTTTCACTATGCTGGTTTCCCTTGTGACCCAGATGAAGAAT 
CAATTCAGAATTCAGTTCCTCCCTTGGCATTGCAAGACACAGAAGAAACTGTCACTTCCTAACAGCCTAGTACTGGAGT 
AAATTCAGTATGAAGGAAGAAAGCGCTCCTGCGTGTTAGAACCTTGCCCATGAGCTGGACCGAGGACAGGAGATGGACT 
CCAGGAAAATTGGATTTCTTCAAGCAGCCTCCCTTGGAAATGGAATATCTTTAAAATCTTCTTTGCAGAAAGACAGTTA 
GAATGTATTAATCAGAATAGTTGAAGACTTATTTTCCTTTTTATTTTTTTTCAAAATGAGCATTATTATGAAGCCAAGA 
TCCCGATCTACAAGTTCCCTAAGGACTGCAGAGGCAGTTTGGTAACGTTCTTTTCTCTCATGCTTTTCCCCTTTTCTCT 
TTTAAGATTGACGTACTCCTTGAGTATTTAGTAAGTTGTGTGATGTCGAGGCTTTGTGAAAGAAGGCAGTATTGGCGGC 
TCTTTTATTCTTTATTTTGTTCCCAAACTCATGTGCTTTAACCAAATGGGTGCTGATTTTTTTTTTAATTCCTCTTGGA 
CTGTAACAATTTATCTGATGATAATTTTTAAAGGAGGAAAGAAACTTGCAGATATGTTGGGAGTTTTGAAAATGAAAAC 
TTGTCATTTTTCAGTGTTTGATTCAGTTGCTTGTTTTCTTATCTTCTTTGCTTGCTGCAAGCAGGCTGGTGGTTGACAG 
GCTTTGCCCTTGTCTTTAAAAGCAATACCCTCACTTTTAGCACAGATGTGTTAGAAATTAATAATGTTATTTATATTTA 
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atcatacacatgaaacaaacttgaatttaact 

tgttttattttattagaaatgattcctagta^^ 

tcagtttcaatgtattctaatgttctatc^ 

aaggagtattttccaacaaagtaacttttttttct 

agtcttattttgtttttcttagtgattgat^^ 

actggggaaataaaagcaatgattgaagtgaggtggttgagaatgggagg 

tgtgagcaggcaaacacacatgtaaatactcaaattatttgcgt^ 

cctttgctgttattgtagtgttttacagtcaaccagaaacaagaattgccccatccgcagtaxttctc 
aaattatagatgaagattttgtctcttaacgttacttgcc^ 
agtttatttaaagaaaagattgcatctgcaaacaaatttc 
gaaaatccttaaaatccttgtatgaattaccatagctaatataaat 

atgaatttaactcatttataatttataccattcctatgtgaaaagatgttactactttaaaaatagtgtttaaccaaac 
tatttctctttttgtctaaa 

gagatgagtaacattgacaccctttacctctctgagattatcatagtctatttttatccacyu^ttattatattttttgt 
tttaaattgtatgggatattttcataagtcaagccacaatttaaaatgcatttttaaatattttgatttgttaatgtgt 

GTATTTTTCCATTTAACTAAAAATATTCTCCATAGACTTGGGGATAGAATGATTTCTGTGTAAGAAATAAATCTCTCTC 
TATATATGCATGATTCTTAGATTTAACTACACACTATAGAAACCTCTCCAGTTATTAATCTTACATCTGACTTAATAAT 
ATAACCGCTTGGGTATATCACTGCAGCTGCCAAAAAATTTGGCCTGAGGGTATAATCAGCTGTAGTAACAGTTTTGCCA 
TTTTATTATCCGTCTATCAGTCAAATATTAGACACATCTATTATATTTATTTATTTAATTACA 

AGATTATAGATTTGGTATATAGAGAAAATATATGTTTGTGTGTATATATATGTATACACATACATACACACACACATGT 
TTACTTGAGCATTAAAAAAACCCAAACGGCCTCTCTTCT 

AGAGGGACAATGTTTTCTC^CCAGTGTTGCTGTCTGCATTTCTCCACCACCACCCTACCCTCATTCCTTTTCAGCT 

TTCCCATGAGAGAGACCTAAAACTTTGCCATTTATCTCTTTTTCAGATGTTTATTTGTTTCCAGGTTGATCTCCAAAAT 

ACTTTGTTCTTGGGAGACATCTTTCTGGCTTTACCATCTTCACTCTGATTACATAAATCTATTTTGTGTTCCATTGGTC 

TACTTTCTCCAAATCTGTCTACTGTCCTCCGGGATTCCCTAAAGCCAAACATTACGTTTGGAAGTTTGTTGTATTGTGC 

AAGAATCCAATGTTTTGGATTACTTCTTTACCTTTTTCTATTTGTTTCTCTCCAAGTATCATAAAAAGCAGTCC^GACT 

AACTTGTCCTTACAGCCTTAATTAAATTGCTATGAGATATTCACATTTTAAATGGGATTTCATGGCAAACTTGTATTTT 

ATACCCTTCCTCTTATTAAAGGTCAGCCTGTTATAATTAAAATTTTATTAATTTCAAGACAAAATACAAATAACCTTAA 

AATTAATCTATTTGTCTCTTTGTAACATAGGTGTCGAAATTTAGGGTTTATTTAATAAAGGTGTATACTAGGTTGCTTT 

TATTTAAGGAACAGTTATTTATATGCCACGTTCTAGCAGAAAGTGATTATAGTATTTATTCTTAAGGATTATTTTAAAA 

AAATGTGCCTGCATGAAATTGAGAAAAACTTTATATATTTTCTTATGCTCATAAAGCTAATAAAATTAGCAGATTCATT 

GATTGCAGAATTGTTTGCCTTTCTTGCATATCTTAAATTCAGATTTAGTCAGTTGTTATATACTATGAAAATATTACCT 

TACATATTCCTTGATATCTCTTTAAGACTTTTATAAACATTTATAAACATTTCCCAGGGATACTTCTCATT 

TAAGACTTGTGATTTAGTTTAAGTAAGTAAAACATTATTAGTCTTACAAATATAAATATAAAGAGAAGTTTAGTCAATG 

GAAGTGGACTTTTTTCTTTCCTGCTGACAGAACAGTGTTTAGGATTTATGTGTTACATGTAAGATCATTCATTATGTAA 

TCTGAAAATAAAAGAGATGCTACTGTTCAAAATATGACTGTGGT^ 

TATGTAATAGTACTTATACTTTTCATTATAAGTATTATTATGTAATAAGTATACATGTAATACTTAGGTTTGTAGATGC 

AGAAAAAATTCTGGAAGACTCTGTCCAAGCTTTTGGTAGTGGTTATTTTTTAGGAGTAAAAAAAAAAATGGTAGGAGTG 

AAGGTAAGGGGGACTGCCTCTCTTTTCTTCACTGTATTTGCATATTGTATGTAGTTTTTATCAATAAAGTATTATATAT 

GAAAGTTTAAAATATTAAAAATATACCTACTATATGTATTAGCAAGCTCATCTTTATATATGCCAATATCTACTTAGAC 

ATTAAACCACAATTTGCTCAGGTTATATAATATGCAAATGAGTATTTCAGTACTGGTTGGATACAATTTTCTGAATTTT 

CTTGCAACTCTGACCAATGGAGGATTATAATTTTTTTATTAGCTCTTTTCTCTTAAGGTTGTAAAAATCTAGACTGGCT 

TAGCATTCTTATTTTGGCCTCATGATCACAGTGGAAAGCATTCATATAAGCTAAAATGTCCAATTTTATAATTGAGAAT 

CAAAAAGATGGAATAACATTAATATGTTGGAAGGAAAATAACCCATTAACCCCATTATTCCATCCTCAGTTATTCTCAT 

TTTCAACTTACCTTACATATCTTAAATAGCTGTAAATACTATTTCTGTACTCTGCTTCTTCATTTAACATATCAATATT 

TTTCTATTTTTGGCCAGGCGGCGTAGCTTGCTCCTGTAATACCTGCAATTTAGGAGGCTGAGGCAGGCAGATCGCCTGA 

GGCCAGGAGTTCAAGACCAGCCTGGCCAAAATGGCGCAACCCTGTCTCTACTAAAAATCCAAAAATTAGCCAGAGTGGT 

GGAACATGCCTGTAATCTCAGCTTCTTGGGAGGCTGAGGCATGAGAATTGCTTCAACCCAGGAGGTGGAGGTTACAGTG 

AGCCAAGATCGTGCCACTGC^CTCCAGCCTGGGTGACAGAGCAAGACTCTGTCTC^TTTAAAAAAAATVAAAAATCCAT 

TTTTCTAATACTTATAGCTTTCATTTTATTGAGTGTCTTATGAAAGAGCTCTATCAAGAATTTTACATATATATTATTT 

AGTTCTTATTACAATATTGAAAAGAAGGAGTTGTTAATCCTAATTTTACAGGTGAGAAAATGATTCCGTGAGATGAAAT 

AACTTGAGCAAGGTCATAGGCTGGGGTAACCCAAGTCTGTCTACCTCAAAGAACGTGCTCTGGTTCTTCAGCTTGTTGC 

CTTCCTCTACTGTGGATATAATTATCTTTTTAATGGCCATAAAAGTGTTCATGTTGTGAATATTTCTAGATGCATTACA 

GTATTTGGCAGTTTTCTTTTCGGAAGTATGGTAGCCTATGAAATTCAGGGTTGACGTTGTTGGTTGTTGAAAAATAGCT 

TTGTGAAAGACTGTTGGTTGTTGAAAAATAGCTTTGTGAAAGGCTCTTGCAGCTTGTAGACCATTATATTCTCTACTGG 

TAGCAAATAAGGTCCTCTGGTCTTTATAACAGACAATAAAGAACAAAAGGCCAATGCCTCACAATTTTGAATAGATTA 

CTTTCCAATTCTATTACCAAGTTTTTCTGTTCTCTGCAAGCTCTGTAAGGCTTCAGGTTGGAAACAAGTAGTACATATC 

AGATTTTGTATGACATCTAAGATCAGCTTTGAAAAAAATATGCAATCTTCCTTCCTATTTCTTCTATCTTAGAAACTTG 

TAAATACGCAAACAAATGGAATTCTCATATTTTCTGCCTGTGCAATATATATTATGATTTGGTTTAGGTATGTGACTAC 

TGTCAAAGTTGGTTCAGGGTTTTGAGCATGAGGTAAACTTTTTTTGGTCCTATTACCCAAGTTAGTGATGTATCTGTTA 
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TGAAATATACTTAAAGATATACAGCTTTTAGAAATGACT^ 
GAAAGACACAGAGTGGATCACAGATAGGTTTACTCTTTAAAGTCATGAAGT^ 

CCACTGTACTTCTAACATGCTCTGTGTCCCTGGAGGAGTCACCTAGTCCCTCTGAAGCCAAG1CTACTGTCCTGTAAAA 
TAAAAGGGGCAAGGCAGGTCAATGGATTTTAAACACGTTTATTTCAATGGGACATTTTTTATTAA 

AAGTTAATATAAATGAATATTTATACTGTAATTTTTAGATATAAAATCATATATAAATTCAATATATAGATATAATTTT 

TAAAAACATAGATATGTGTGAAATATATAAGTAAAAAGTATAAGCACACATAAAACAATAAAACAGCCAC 

ACATTTACCC CC CACC CCAAATTCAAACCCTCTCCTTAAAATACCTCTAAAG ACTTTAGGATTCCAAGGAATATTGTTT 

GAAAACCACTAAGCTAATGACTGTTAAGATCACTTACAGTTTTACTCTCTGCAGTGCTGCCTTACCGCGGGAGAGTCAT 

TTGTGTATTCTGTATCTCTATATGGATTGGGATAAACTCGTAGGTAATGTAGCAGTTCAAATACCTCTGCCTTATAAGA 

CCTTGAAGTTATGTAACTTTTCCCACTTCTGAGATATCACAGAAGAGTTATCACTATAATAGTTAAGATCTATTCATCT 

TATTTAGCATCTTATTTTTTACAAGTTTATTT^ 

CATAGCTGATAATTCAGGAAGTGAGTATGGTTGTTGGTAAAGAAATGCTGAATTGGTATGAAATTCTTCAG 
CGCTTCTTTTGGTATTTCAAAATGGGGTTCTC^ 

AATACTTAGTCCTGACTGCAACTCTTTTTTTTTTCTTCCCCACC \TCTGAGGCACACCATGGTTTTGGCCTTATCATT 
. AAAACTTGCCTTTTAGGAGAGGTAAAGGAATAGCTCACTTAGT^ 

TCTATTGAATCAGAAGGGATGATGACATGAAGGTAACCATGAGTATACGAATGGTTAGTCATGGATCCACCCAACCATT 
ACTAGCAAGATTGAGAAAAG.TAGATTCTAAGATGAAACTGAAGGGGAAGAATATTAATGAGGCCTTTAAGGAGTTTTTA 
AGCTTTTTAGGGAAAGATGCTGAGCGATATGTATAAAra^ 

GTTTAGATAAAGGTATAGAGAATAGGGCCTGAGGGATATTAGCTAGGTTGGTAAGGAAGATAGTCACAAAGAAAGCACA 

GTCTTAATAAAAAATCAATATAGATTTTCTTGGAAGCCTTTCCAGAGGTGATCCAATATCTCAAAATATAATACAGGGG 

TTGAAGGTATATTAGAAAATGGACAGAAGTAAGGTATACTTCAGCCACAAGCACCAAATCTCTCCAGGGATTGG 

ATGGGAAGGGCTGGGGTACCACATGGGGCACAATGACAGCAAGCCTGGGTGAGACACTGTTAAATATAACTGTGTACAG 

GTAACTAACTAATGAGAGCCCGTGCCAGTGATATGTCTCAGCTCTCAAATTGCCTAGTTCTTTGTCAAGTTTGACCTAA 

ATTAGAAAGCATTTCAAAAGTATGGAAAGTAGGAAGAATGCCAGAAC 

AATATTGTAAGTATTTATTATCTGTCCTAAGCCTTCTAAGGGGATTGGCTCCCTAATGAGCATCCTGGGTGATGGCTGA 
GGATGCGAATTAGAGAAGCTAACAGAAGGGTGAACTGCTCTTCAGAATAAGAGTTAGAAAAACACAAGGGAATATT 
AGAGAAGAGCTGGGGAAGTGTGGCAAGAAAAAAGAGATTATACAGAGACCAATATGGAAGAATTCCAGCCCAGTTTGAA 
CTAAGCATC CAC CATCTAGCACCCTACCCTGTTTAATAACACTGG CAACCTCTGGGCAAAAG CTGCCATTAATGAAACT 

CAGTGTAGAGGACATTTGCCCCCCATCTCAGCCCTAAGAATTTCTGCCATAGGGTAAAGGGGGTCACCTGCAAGCCCTT 

CCATTTCCCTACTACACATGAGGAAGAATAAGAAATTAGAAAACTAGAAACTAGGTGTAGAATGTATGCACACCAAGGA 

TTGCATCTTCCAAAGTACCCTTATAGGAAGCAGTCCTGTTGTTTTAAACCCACAGAGTTAGGAAGTTTTCTTTATATCT 

AATACAAATCTTCTTTGCTTAAATTCTAACCCATTTCCTCTTAGTTGTCAGTAGATATAATGAGAGTGAATC^TAGAT 

AAACCAATTCTTCTTTATGGCCTTTGAAAACTGCTAGTGAGTGACTTCTTGGTCTTTTTTCATTTCATATTGCAAAATA 

TTCATTCTAAATTGTAAAATAGATGGCACCAGTGTGACTTGTTAAAATAAATGTTTCATTAAACATAATTTCAGTATGT 

AATTGTTTTCAGACTTCCTAGAGAAAAGTGCTCCCGTTGTATCTAATTCTCTTTCTTGTTTAAAATACATCAAAGATGA 

GAAATTGAGCTCTTTTTAGTGAACTTGCTTGAGACATTCATATGGAATACAGAAAATAATAATTCCTAACATTCAGGAT 

G TCATTC CATTGCAATGTGGCACAGAGTTTTTT CTTTG CATCAAGGAATTTATATGACTGATACTATTTTAGTCAGGAT 

AAATTACTGTAAAATGTGTCCACTTTTAACCAATGGCATTCTAACATGGGATAGGCAACAGCGGGCTGTGATTTTTGCT 

CTGATACTGCAACTTTGTTATAGAATAGCAAGTAACTGATTGGCAGCTAGATCACCAGCTAGCTGGAGAAAGCAGCTTC 

TAGGTCTATAGTCATAGTTGGAGTCATAACCTCATTAATGATAGCTACAATGTATTGGGCATCTACTCTTTGACAGACA 

ATGAACTTAGTACTATATACAGTTGAAGCAACTGTATGAATAAACTGTATGAATAAAACTTGAAGTCGCACAGCTTATA 

AAATTACAGTGCTGCAGAAAAATCTTGGTCTGTCGAAACTACATCCCATATTTGTTGTTGTTGTTCTTATTGTTTTGTT 

TGCTTTTCCTCACTATCTAAACTGCTTTGGCTACACATAGTTCTGTTTCATGGTATTAGAAAAGTAGTCAACAAGCTGC 

TACTTATACTTTTCCTTCCTGTCCTAGACTGTTCAAGTTTCTTCTTTTAATCTTATGTATATCAAGAACATGTTTGCCT 

ATGGTATTTGTCTGCCTTTCCCCCCAAGATTTGTATACAAGCCTCCAACCGTGAGCCCTAGAGATATATTGAGAAATAG 

AACATGGACTTTGACACGGCTCCATTCCTTGGAGATCTAGCTAGTTCCTGACTCGTTCAGCTTATTGACTCTCTTCCTC 

TGGTCAGACTATAAATTGCAGTTTTCCTTCTCTCTGGCATTTGACCAGTTAGTAGCACCATAAAACCTTTGAAATAAAA 

GAGACCACAGAGAATAACCTATAATCTGATTTTCCCCACCCCTAACCCCAATGTGGAGCTGGAAACATTTTGCTAGTCT 

TTAACATTTCCAGTCAAGTAGGGTCAAGAAAAACTGTTAAAAAGAATGTCAATGCTTAAGTGGTAAAAAGATT 

AGAATATATATATATATATATATTTAGAGACAGGGTCTCACTGTGTTTCCCAGGCTGAGGTACAGTGGCTATTTACAGG 

TGTGATCATATGCACTACAGCCTTGAACTCCTAGTCTCAATCCTCCTGCCTTAGCCTTCCCAGTAACTGGGACTACAGG 

TTAGTCTGTCAGGCAAATGTGTGAAAGCAGTTCTATTATAATTTGTATTGAGCTATAATGTAATTCCTAAACTTATGTC 
ATATAGCTAAGTAAGTAGCTGTAATTCGCATCTTGAAATTTTAAATTTACTTCTTTCCTCTCAATATAGTCTTCATCTG 
. AATTAAAAATTGTGGCAATTTGTATTTATTGTGTACTTAACTATGTGCCAGGCACTGTGCTGTTCACTTGACCTAATTA 
TCTCATTAGATCCTCATGATGAATCCTAGACAGTACTCATTAGTCTTATTCCTCAGACTGAGGCCTAATGAAGTAAAGT 
GGCTTGCCTAAATTTGAGTGGCAAATAAGATAATTTCATGATTCGCATATTTTCTTAATTATAAAATGTTACCTTTAGC 
AATGATGTATATGTTAATATGTTCAATGAGTTGATCTACCTGAAGTGCTTAGCACATGGCTGGCTCCTTGTGAGTGACC 
AGGAACTGTTAGCTTATATTATGCATTTTTGAAGTTTACACATTGGTATGACTTTCTAAATAATCAAGAACTCTAAATG 
TGAAAGCTGATTCATTTTGTAAGGGTTTCTTTTCCATAAGGTAGTCTTTTTTAACACAGTCAGAATTAAGCATTTATAT 
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AGAGCTAGGTATTCGAGATAAATCACGTTAATAGTGTGAOT 

TAAACTACTTAGTGGAGGTGGCAAAATAAGAAGTGGTCAGTGGGAAGCTAAACCACCTCTGATTTAGTTATTTAAAACT 

CAATGAGAACCCTCTAAGGAAGCACAACTAGGCAGGGGTTTCATCTGAAAGGAATGGTCAGCTACCTGAGCATTATC 

TAGGTGCACCTTTGTAAAGACTTTCTCCATGTATCTTTCCTACTGGGTGCCACCCTGTGGCTTGGTCCTACGGTAATCA 

CACTGCCAGGCATTCTCTACCTCTACAAATCCCTTACTCTTCTAGTCCTAAGGTGCATTCCTGGTTGTGTAATTCACAG 

ATTATTATCTCCCTGGAGCTGAGCCTCATCATCTCTATCAGACCAGACTGAGAAGGACTCCTTTTTCCTTTGTCCCGCC 

ATCCCAGCTCAGTGCAGAAGGCTTAAGATGCTTTCTCCATCATTTCTAAAGAACAACAGACAAAAATAGAGATCTGGTT 

AGGTCTGTTCTTGTGGCGTGAAGTGTTAGGATGAGCTGAACAGCCACAGGGGCTAGAAATGTCAAGAATGCAATACGTT 

AGAGCAGGCATITAGCATTCCTGTCTCTGATATCTACTATTTTATT^ 

GTAAAAGCATTATTTTGTTATAATTAACAACTGCACATTGGATTAAGTGTGATTGAGGGTGGAGTTCACCAGCTTGGGA 
AAAAAAATTAACt^TTAAAGATTCCCTGAGTGCT 

AGAGTCTACTAGTATATGAATCAGTAAGAGCTTCTAGGGTAATATAAAACACACACAAAAAAGCAAATTTGATGTTAGC 
AGACAACTTTTTAAAGGTATTCGTGTAACTGAAAAAATCATTTTACGTACATAGGAATGAAATTTTATGTTTACCTAGA 
AATATATGTGAAATCCCTCCATTATTGCAAGATCTTTTTCATGTAAATATCAAAAGAATTAGACAGTCTGCATTGTTTA 
AAACCAAGATAGCTAGTCTTTTTAATCTATGGGCAACTTGTAATTACGAATAGCAGTAGCTGCCTGGAATAATGTACTG 
AGAGCTGCGTTGGTCTCAGAGAAAATGTGCTGTGATCCATTGGTGATCTCTGCCAGACAGAAGAGGGACATAGTGTGGC 
TGCTTGCC^TTTAAATGGCCTTGATGATCTCATCATAACTCTATATATCTAATCTC^CCATTAAATTTGCATGCAAATA 
AAGTCATTGTAGCAGAAACAGGTTTTATGCATACATACAAATACATGTGTATTTTTTGATATGTTTTGTCTATTTGTGA 
CCTATGAAGAACATATAAATATTGTAAACAGAAAAACTCTTTTTGGATGTTGCAAATGCAAAGAAGAAAAATAAGTAAT 
TCTAATTTTCAAAGGTCACCCCTGTAATCACCACCCAGATTAAAAAT^ 

CTTTAAG CCCCTGC CCCCAC CTACTAAAAATAATAGTGATCCTGATTTTGAAAATCACAAACTTTTTAAATTTCCTGCT 
TTTGAATTTTATATAAAAGGAATAATATAGCATGTACTCTTTTGTGTTTGGCTGTTTCCCTCACCCCCTTGCAAAATTA 
TGTTTGAAAGATGATCCCTTGTTGATGCGGATATGGTTCATTCATTCTCACTTAAGTATAGGTAATTAAGCAAACTTTT 
GTTTGAGATACAAATTCAGGGTAAAAATCAGATTTTCTA^ 

TAAACTGTTGTCATTTTACAATAATTATTTTAGTATGATTTAATATCCAAATTCTGTTGCTTAGATTCACCCTCAGTGG 
ACATTTCTTCTGAAGGGCCTTCCTAGACTTCCCCAATTAGAATTAAAACTCTCTTCTCTGTGCTGTCATGAAACCTTGT 
ACATTTCTCTAACTCTTGAAGGATTACAATTATTGTCTTCTGTCTCACGTACCTCTCCTGTGAGCATGTTTTGGAGTAG 
ACTGGGTTTGCTCATCTTTGTAGAGCAATGAACCCCTGTTCCGAGGACCATGCCTGCTCCATC^ 

TGTCCTTTGCATGGAAAGTAGAACAGTGAGTTCTTCCATATTACAAAGAATATTAC^GTCAATTTTTATTTTTAATTTT 
CTTTTAGTAGATGGCACTTTTCAGGAGATTGTACTGGGTGAGTTGTAGACACAGTAGTTACTCTTTATGGCAAGAGTTG 
TATAGTATCCGGGAGGATTTTTGCCTCTTCCCTGTGGCTTTCTTTCACCCTTAGTT.TGCCACCACCACTGGCAATTCTA 
ATCTAGGCACACCTTCCATTGCCTCCTGTGTTTCCCATTCTAAAATATATACTTCCAAGTTTTCCTCTATATTTTCTGA 
CTGCTCGAATGACTCTTCTCGTGTCATAAACTAGTAAAGAGTAGTGCATATAGAAATGCTGATAAATGTGTTGCACATG 
GTTATCACCCGACTGACATGCTGACCTTCTGACTCTATCAATGGGTGATTTTTATATGAAGCCAAGAAATCTGTTGGTG 
GTAAGTACTAAGACCACCACTTCAGGCTCACTCTAACCTCATTGTGTGCATCTTGAAACCCCACACAGTTGTCACATAT 
GAGCAGATTCCACAGGAGGGATGCTGAACCAAAGTGACAAGCTTGTCCTGGAGCCCTAACACAGGGATTGACCCCCGAC 
CTTCAAAGTCAGGGAACAACTTAGGGTTGGCTTACCTTCTTGTATTGTGAACTTTTCCGATTGTGAAGCCAGCTTTTAG 
CTTTACCACACTCCCAGACTTAAATATTTGGAATGGCAAGAAATTAGGCTTAAAAAAAAAGAAGGAAATTAAGGCTTAA 
TCCTTAATAATGAGGAAGTAATTTGTTTTAGTATTGTACAGAAACATTTTCTAGCTACCTGATCATTTAGTCTAGTTCT 
ATAGCTTAAAATATATAGTCCTTAAAGAAAAGTTTTATTTCTGTGGGTCTATTAGTTACAAAAGTAAAGGTGCATTTTT 
TATTGCTTTATTTAAGTGTTTATTAAGCTTGTTCTGCCACAGGTACCCTGCTGGCTGTTAGAGAGACAATGGTGAAATA 
TACAGCACTCGGCTTCATAAAATTTATGGTCTAGTGACTTTCTGAAGTATTTCTATAGGGCAGGAGACTTCTATTTCAC 
CTTCTACTATATCCTTGGAATAGTTTTTACTTTCCTGGTAGGAGTGTGCATTTATATAAGTGTTTCAGTTGCTTCCAGA 
AATCCAGTGGTAAACAACATAATTTTAAAACCTCCCTACTTGAATTTGGGGTGGAGTAATATAAAATAAATCTGGAATA 
TTTGATTTTTTAGACCAAAATACTTTCCCTGGGTTAGAGAGATATTTTCTTTTCTTACTGGCCTGGAAATCCATGCCAT 
TTTAATAAGAGATATTTTTATTCTAGGTAAATTGTTTACTTAATCACCTCCTAACAAGGCTGTGTCAGCCAAGTTAAAT 
ATTTAAATTTATTTTTATTTAAATAAATTTTAAAACCAACAGATTTCTTTCTCATTTTAATGAATTTAGCCTTTGAGTT 
TTCAAAGATAAAATATACAGAGTAGAACATTTTAATGTATCTGTAGAGAGGGAACACAAAAAGGGCACATCAGGAAAAA 
ATAGTTGGAAAAAAGTGAATTTTATACAAAATTAACTCATAAAATGAATATAAGGCATTATTTCACTTATTGCCAAAAT 
CTGTCTTTACAGATAATCTTCGGGAGACCTTTATTTTTATAGGCCCTAGTTAAAATATTTTTTGAATGCTTGAGGCTCT 
ATTTCA.CTAATAAGAGAAATAAACTTTTTCTTTCTATAAATAACTGCTACTAGCTTGTTTGTCAGCTCTCTAAATAAAC 
TCATTTTACTATTACTATGCTTGAGTGCTGTTATATATTCCTTTGTTACTGTGCATAATCCCTGGCTATAACTGCATTA 
ATAAGTAAGGCCATTACATCAAATAGGGATCTAACAAAAACTTTCGAATGGACTATCAAAGACCAGATTCAATGCAGGA 
AATCAGAAGGAAATGGCATTTATGTCCTAGTGTAGTTCAGTTAAAAGGCCTGCCCTTAAGGATTACAACTGCCATAAAA 
GGGCACCATGCAAGAATGGAAAACCTGTTTACAACAAAATATCAAATTATTATCTGACTTTCACAATGAACCACATTAT 
TCTATGACTGCCAGTCATACATCTGGACTACTATACCATTTGTGTGCAGTTACAGCAGCTCCAGTTCTATATGGCTAGT 
TTTGAACTTAGTCTGACTTTAAAACCCATCCCATTTACTATCCTCTGCTTTTTTTTTTTTTTTGGTGTATATTGTGGGA 
AATTCCATAAATGATTTTTATAAACTTTAGCCAGTAATCGGGAAAAACTGTAAGATTTTGTTTGTAAGCTTTATAAACG 
TTACTTATAAGATTTTAATTGAATTCTAAATTAATTTCTAATTTGAACCTCTCCCTTCTCTTAGCTTTATATGCTTGGT 
CATCCCTCCTTAAGTAATTAGCTTTTTTGAAGCTTTGTTTTTTTTGGTTTTTCACTGTTTCTGTTATATTGACGATTTG 
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ACTTTCTTATAAATTGTTAGTAATTTCCTG^^ 
ATAGTCAAACAATTGTCTAAATTTCCAATACACAAAGAAAAGTTTT^ 
TCAAAGTGCCAAAGACATTTGCTTTCGTAATTC^TGC 
AGGAAATGTAACTACACATGCAATCTTGGGCTTTCCAA^^ 

GGCATTTCATCTTCACTCAGTTGCATCCTAAATATAGCGTAGGTGTGACATACCCTGTAAATTTCAAATTCACATAAAG 

AAGTCCCAGCCTTCGAGGCAAGTCTTAATTGAATACTAAATAAAAACCTTAGTGTCTTCTGAAATGTTTCTGAATAAAT 

AGTTGCTTTACAGTCTTTGATTTCTATGTTCGTTAGTGTCCAAATTCAGAATGGGAACCAACTTGGGGAGAAAAAGAAA 
AAAAGACTCTCAGGACAATCTTTTTAAAGGAGTAA 

GATAATAGAAAGGGGAGTCCCTTGTGTATCAACTGATGCTGGAATTTGTGAAATCCTATAAAGTTTTGTAGAAAAAAAT 
OTTAAATTCATGGAAACra^ 

ACCGACGGAGAGAAGAAATTATTATTTGCAATATGTGAATTTCTGACTAATAGGAGTAATAGAAAATAATTGGTCCCTT 

AGGATATTTCTGATTATATATGAGAGGCTTGGGGAGGGACTCTGTGTAACCGTTGCTTTTAACCCTTGTTTTTGATGGG 

TAAATAGAACATTAATGCTACATGAAAGATACTTACTCTGGCATCCTCAAGAGAAAGTAGGTTCTTTTTTTTCTCAGTT 
ATCCAAGAAACTTTTAACAATTCTAAAGAAA.GAAATAAAAAGCACTTA 

CAGGAGTAGGCCAGATGGCCA.TGTTCTGTATGGCTTTATAAATATTCCTTTTTGTTCCATGTAAAAGTTAATGGCTAGT 

TTTAAACCTTGGTATCATTTCGAAGTCAGACCTTATGTGCTTAACTTCATTCAAAGTATTTCTATTTTGTTAGGCTGTA 

GGAAAACATAGAGCTGAGCTATTAAAATTCCAGGGCAGTTTGGAATTGCCAACAATATGTACTGGAGAGATGGGGGTGG 
^TTCTGAAGTCAAATGAATTTGGAACTCATCTTCTTTTACATC 

AGGGTTTCTGTGAATGTTAAGTGAAATAATACATGGAAAGTGCTTGAAGTAATGGTAGGGACACAGCAAACCAA^ 

ATGCTAGCCAGTTTATTATTAGAAGGGAAAAACTCCTATTAATATTTTCTTGTTTATGTTTGTGTTTTCATGTTAGTCT 

TAAAACAAGTTACTGTTTGAGAATGTGAGAATTTTAACCATTTACAAAATGGTGTATGATATGACATGTATATG 
TCACAAGTGAAATGATAATGGAAAGTTTACTGAAAATGTOT^ 

AAAATTAATAAAAGTATGAATTAGATTTAATCTAAATTTATTATTCTGTTAAAGTCACATGAATGTGG 
TATCACTTCTAACTAAATCTGGCCTTGAAACTTCTTO^ 

GTATATTATTTAGAAATATGCTATTTCTAAACTGAAATGTCTGATATTTCTAACTGATATATATATCTATATATGATAT 

GATATATGATTATATATATGTTATCTATATGATATATAATATATGATATATATTTCTAACTGATATAACAATGTATCTC 

AGTTCTTAGAGATATGTAAATTATATTTTAATAGTAGCCTACAAAGATGATACAAGAAGATAAGAAATAAATATACTTT 
TATATATAAAATAGTTCAACAGCAAGATTCTTATTTAGAATAAT 

AAAAAATACATATTTTATCTCCTTTCTGTGCTAGGCTCTGGAGATGCAATGGTGCCTCCCTCCCTTCCTGGAGCTTACC 
AAGCAAAACAAATTCACTAAATAAAATTATTCCTAATTGTGTTTTAAGTCCAGTGAAGAGAAC^ 

TAAACAGTGTGTTTGTGTATGTCTGTGTATGGGTGTGTGTCTGTGTCTGTGTGTCTCTTTGTGGCTGTGTGTCCTAGAG 

ATGTACTTTAGTTGGAGTGGTCAGGGAAGTTGAGAACTGAAAGAACCAGTCAAACAAACATTGGGGAGAAGGGGATTAT 

AGCAGGTACAAAGGTCTTGAATATCCAGCAGATATGAGGAGCAGAAAGGCTATCTTTTTCAATCACTTAAAAAGGAAAA 

GAAGTGAAAGATTGCTGTCTTAAGAACTTAAATTTATATGGCACTCATGTATAGATTTCCAGTGAAAAGTTGGAG^ 

TGAAATGATGGGTTTCCTACCTACAAGTCTCCAGTGTTTGTCTTTGACTGGGGTGTTTTCTGTACATATCTGACCTGAT 

TTCTGTTGCTAGCCTGTCTTCCCAGGGGCCTTGGTGAGCCGAGGTCAGAGAGAGTGGACTTCACCTAGGAAAAAAGGAA 

AGGCTTCTGACATAAAAGTGCCCTTGAAAATGTTCTGCTGCTGTAAATCCCTTCTCTTTACACAAAGTTTAAGACCCTC 

CCAAGAGTTTGACTTGCTAAACTACAAGAGCATTTTTATTAGGTGTAAGATCTCACTTTGACTTTAAGTAGCAAGTGAC 

ACACCAGGCAACCCTCGCTGAATTCTCTCTTGCCATAAGTGCATAGATTTCAGTGTTCTAATGCCTCTCTGAGCTAAAT 

TTGCCTCTGATCTGAGTTCTAAATGTAATTGGATAGTAGATATATGTGAGTAAAAAAAAATTCTACCAAATGGTTGGAA 

TAGTTTTCCCAAAGAATGTAATATTGGCCTTCAGCTGGTAATAGGATGTGCCTGCTGGATGAATGACATGGTTGATGCA 

AAAGACAGATGTAAGCCGTGGTTCCCCAAACTGCAGTAGGGATGAGCATGACAGCCACACATATCAAAGGCCAGGTACT 

GATATTCTTACTGGAAAGACTGCTCAGGATGTATGTGGTGTTCTTTTTCCTGGCCACCCTTAAGGAGTTTATGAATGGG 

TTCCATCAGCTTCAAACAGCAAACACAGTTTGGCCTGTATGAACTGAAACCCATCACACATCATTGCCACGATCATTTT 
CCTCATGTATGCAAGTTCTCAAGTATATTTTTGGTCACAA 

AGTAACTAAATACGATTTTTATTTAGTATGAAATGTATTGCATTGTAATTATTTCAACATCATAACATTTATTAAAGAT 

GTATGTATCACTTTATTATTCTATGCTCATCCCCCCTCTTTATACAAAATGGAGCATAATCTGCACATTCATTGTTCTG 

CAGTTTGTATTTTGCACTTGACAGTATGTTGATACAAAGAGAAGCTACTTGTGTTGCTCTGGAAGAACTTTATTGAGAT 

ATAACTCGTATGCCATACTTTTCATCTATAGAGGTTATATAATGTATTGATTTTTAGTATATTTACGTAGTTGTTAGTT 

AATATCTACCATTCTTTGACCATAATGAATAACAGGGTTTTCTCTGCACAGATATGTCCATTTAAGTAAAGATGCCAAT 

GCAGCTAAATAGAATCACTCAAAAACAACTCCAAAATGAGCCAGGGAGAGTGGAGGGAAGGAAAAGGAGGAATGCATCC 

AAACATAG CC CTACGTTCCATGAACACTCAGTAACATCATCAAAACGTGATGCAATTAAATTTTACCAGGTTTACTG CT 

GTCCTGATGCTTTCCAATTTTTTTTGACAAC^GTTTTGCCTTTTTCAAATTCAAATGGTATAATTGG 

GATGTTTATCTTAATTGAAACAGATTCTCTTCATCCTTTTGCTCTGAGACTCCCACTTTGAGGCTGAAAGGTCATTTTA 

AATCTGCAGAGCACTCGAGAAGCCACATAATGAATTCAAACAAATTCATGCCTATTAAAAGGAGGCTTCTCTTTCT^ 

CTTCCAGAGCTTACATAGAATAAACCATTTGGTTTTTGTCTGACTTTCTTTTAAAAGGAAGTTATTGTGCTTCCTTTTT 

AATGCTCTAACTACAGAGAATGGGGAAATCCTGTTrTCATTTATTCTTATCAGAAAGAAAGTGTATTTTGCTGAGTAAT 

TGCAATAAAATACTACTGGGGTTACAGCTACTATACTTGTCAACAAATTTAAGGGATATTCTTTAGCTGCATTACTTTA 

AGGATTTCTTGTCTATCTTTTATCTAGCAACTTCATTTTTTAACATTTACTCTATGTACTTGTGTAAAGGTGCAAAAAA 

TATATGTACAAAAATGTTCTGCTGGAGTTTTTGTAACAGAACACTGGAGAAAGCCTAAATGTCAATCGGTATATGGCTG 
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ATTGAACAACTGATGCACAACTATAAGACAATACT 

ATGACATTTACTATTGTATTATTTTTATACTTTGAAAAGAAGATATGCACACTC 

CTTTGTATATACTCTTAGAGTTTATGTAAGTGCAATGAAAACATAAATTCTATTCTCTTCCTCCCrTTTTAAAC^ 
GAAGTATAAT CTGCACATTC ATTGTTCTG CAGTTTGTATTTTGCACTTGACAGTGTGT CAATACATAGAGAAG CTTCTT 
GTGTTGTTCTGGAAGACCTTTGTTGAGATATAACTCACATACCCTACTCTTCATCAATACAGGGTGTATAATTTCGTGA 
TTTTTAGTATATTCACACACTTTTGCAACCGTCACCAAAATCAATGTAGAACATTTTACTACCA 
TACCTTATAGTTATCACCCTCCATCTCCCCC^TTACCTC 

CAACGGCTAATCTACGTTTTTTTCCTCTATAATTTGCCTACTOTGAATGTTTCATATAAATGGAATTATATAA 
GTCTTTTGTGACTTGCTTCTTTCACTTAG 

TTTTAGGACCGAATAATATTCCATTATATGAATATACCACATTTTGCTTATTTATTCATCAGTTGATAGACACTT 

TGTTTCACTTTTTGGCTATTTTGAAATGTGCTGCAATGAACATTTATGCAAAAGATTTTGTGTGTG CATATATTTTC CT 

TTCTTCTGGGTATATTCCTAGTAGTGGAATTGCTGGGACAAATGGTAGCTCTAAGTTTAACCTTTTGGTTATTTTCCAG 

TGTATCTGCATTCTCATGTTTCTTACAGCAGAAAGTTATTCTCTTGAATGGCTGCATCATTATTGATGTAGTCAAG^ 

TATTTTTAAGTGGAAAAGTTAAGGCACAATGTTCCCAGTTATGGAAAAATATGCTA 

TTCACTCAAAAGCATCTTTCTGCGTATGCACTTAAGGTGATGGTAGAAGTTGCTAGCTTTGA 

GTTTGGAATCTGAGGTAGAAGGGGGCTGAGTACTCACCATTTTAAACTTGGGGAAATTTTACTATGTGTGCTAATTAAT 
TTTTCAATTGAAAATTTGATTCATTAATGTAAAGAA 

TTTTCCTGGACTCCTCTGACCAATGTTGGTCAGGCCAGGGGCTTCTTGACCTGTGCTTTGTTTGAGTCATCCGGCACCA 

TGAGGTGCTTAGTGCTGTACAAGCACTCTTCTTGCCATCTGCTC 

TTAATGACTGCriTTCTATCTTT^ 

CTTAAATGTTTTATTCAAATCAATCCACATCAAAAGCAAAATAGGAGGGAAAACTAGGGT^ 

GGGATTGAGAAATAGGAGGGTGGTATGTGAACTAATCATTAATGGTATTAGCAAATAGAGCTGGGCAGTCTGTCTGAAG 

TGCTTCCGAGTTTTTTGTACATTCTTCTCCAAGTATCATGTGTTGGTGACTGGAAG^ 

GTTTCCATCATGTAGCTCTGGAAGGGCTTTGTGTTTGTTCTGATCTTTGCTTGAGAATCA 

TTCTATTTTTTAAGAGAAAACCTACCTATAGTGGCT 

AATTAGTTTGCCTTATTAAATGATAGGAAAGAATCAAAATTC^ 

ATGTATTCATTAAGCATTTATTTATTCAACACTCCTATGACATCACTCCTCACTGAGTGATGATTCCTTCTAGGGTGCC 

ATAGAGGGCTTGATTTCCAGCTGGAGGAAGAATAATTTAATATCCTTTTTAATGATCAAAATTCTAACC^^CCC^^ 

TTGAAAAATAACTTGACTTTGCCTAAAAGTACATTAAGAAAGATATAGAAAAGAGATTCTATGAAAATGAAATTTAA 

ATGTAAAATAATTTGGTTTTATCAGAAATTCATAAACAGACTTTACTTAGAGTTAAAAGTCCCTTTGAGAGGAGTAAAA 

TCATTAATGAAAAAAATGCATACATTTTCTTCAATCATCATCTATATCCCATCGTGATAATGAGGAGTACGCTGTGTGT 

AGTGACTGTGTTTGCAGGTGGAGGGAGTTTGAGTAATGGAAGTAATAAAGATGCTCCCAGAACAAGTACCGCATCCAAT 

TAGCTTGCCAATTAACAATCTATTCCTGAAGTATCT 

TTGTTTATATATAAAGATATGTTAATCATAAAATGTATTCCTTTCAAACAGTTATACATTTTTCCTTTGGCAGCACTAT 

TGTTTATTTTAAAGGAAAAGACAGTAACTAATCACAGCATTTTTAAAGAAACAAATAGAGATTATGCTGCTGTAAAGCC 

AGCATAAAGCCATTTTTCCAAATGTCAACAGAGTTAACAAAGAATTTTATGTTGTAAAAACCTCAGAGOT 

ACTCCCTCATCAAAAAAAGAGGGGGCAAGATTCTTTGACATTTTTATGTATAATGTGACTAGAGAATGTGACTTCAGTG 

ATGATGATGATCTAATTGCAATGCTAAGAACCATGGCTGGGCTACGACTGTGTGTGCACGTTGTTATGCTGGGGAGGAA 

GGGTACCTAGGAAAGAAAGCAATAATGAAAGTATCACTTGGGTATTTGTTTATTTCTGGATCTTATTCTATCTGCTCCA 

TATTATCACTTTGGCATTTAAAATCTAGATGATGGCTGGGTGGGTGCAGTAGCTCACACCTATAATCCTAACACTCTGG 

GAGGCCGAGGTGGGAGGATCACTTGAGTCCAGGAATGTAAGACCAGCCTGGGCAACATAGGAAGACCCTGTCTCTACAA 

AAAAATATTTTTAAAAATTCTCCAGGCGTGGTTGCACACACCTGTAGTCCCACCTACTCGAGAGGCTGAGGTGGGAGGA 

TTGCTTGAGACTGGGAGGTCAAGGCTGCAGTGAGCTGTGATTGTGCCACTACACTCCAGCCTGGGTGACAGCAAGACCC 

CATCTCGGGGAAAAAAAAAACCCAGATGATATGGTTAACCATATTCAGTCATTATTCAGTTATTAGAAAATAAGATTTA 

CAAGGCATCCATGGAGGGGAAAACAATTACACACCTGGTTAGTTGGGCTGAGGCTTGCAGAGATAAAATCACCTGCACA 

CTGTTGCAGAGCCAGTGCTCCAACCTAGACTTCCGGACACCAAAGCCTATGGCCATTAAGCACTCTGCTGGACTGTATC 

TTGGATAGTTTGCTTTATGGGGAACGTAGTACAACTTTACAATACAACTTTAAAAATAAAGTATAGCAGAGTAGCAGTT 

TGTCCACAGTCAAATATGAAATATGTAAACATTTCACAGGTTCTTTTTTTAATTTTTATTTTAGGTTTGGGGGTACATG 

TGAAGGTTTGTTATATGGGTAGACTCATGTCACAGGGGTTGGTTGTACATATTATTTCATCACCCGGGTATTAAGCCCA 

AAGCCTAATAGTTATCTTTTCTGCTCCTCTCCTTCTTCCCACCCTCCCTGATCAAGTAGACCCCAATGTCTGTTGTTTC 

CTTCTTTGTGTGCCTGAGTTCTCATCATTTAGCTCCCACTTATAAGTGAGAACATGCAGTATTTGGTTTTCTGTTTCTG 

TGTTAATTTGCTAAGGATAATAGCCTCCAGGTCTATCCATGTTAAAAGACATGATCTCATTCTTTTTTATGGCTGCATG 

GTATTCCTTGGTGTAAATTTACCTCATTCTCTTTGTCTAATCTGTGACTGATGGGTATCTAGGTTGATTCCATGTCGTT 

ACTATTGTTAATAGTGCTGGAATGAACATTCGTTTGCCTGTATCTTTATGGTAGAATGATTTATATTCCTCTGGGAATA 

TGCCCAGTAATAGGATTGCATGGTCAAACGGTAGTTCTGCTCTTAGCTCTTTGAGGAATTGCCACACTGCTTTCCACAA 

TGGTTGAACTAATTTACACTCCCACCAAAAGTTTGTAAGTGTTCCCTTTTCTCTACAACCTTGCTAGCATCTGTTATTT 

TTTGTCTTTTTAATAATAGCCATTATGACTGGTATGAGATGGTATCTTGTGGTTTTGATTTGCATTTCTCTAATAATCA 

GTGTTATTAAGGGTTTTTTCATATGCTTGTTGGCCGCATGTATGTCTTCTTTTGAAAAGTGTCTGTTCATGTCTTTTGC 

CGACCTTTTAATGGGGTTGTTTGTTTTCCTCTTCTAAATTTGTTTAAGTTCCTTATAGATGCAGGATATTTGACCTTTG 

CCAGATATATAGTTTGCAAATATTTTCTCCCATTCTGTAGGTTGTCTGTTTAACTCTGTTGATAGTTTCTTTGGCTGTG 
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CAGAAGCTTTTAAGTTTATTTAGATC 

ATCTTTGCCTGCTGCTATGTTCAGGATGGGATTGnOTAGGTCATCTTCCAGGGTTTCTATAGTTTTGGGTTTTATATTT 
AAGTCTTTAATCCATCTTGAATTTTTTTGTGTGTATGGTGAAAGGAAGGGGTCC^ 

GCCAGTTATCCCAGCACCATTTATTGAATAGGGAGTGTTTTCTCCATTGCTTTTCTTTAGCTTTGTCGAAGATCAGA 

GTCCTAGGTGTGCAGTTTTATTTCTGAGCTCTCTATTCTGATCCATTGGTCTATCTGGCTGTTCTTGTACCAGTACCAT 

GCTGTTATGGTTACTGTATCCTTGTATTATAGTTTGAAGTTGGGCAAGGTGATGCCTCCAGCTTTGTTATTTTTTA 

GAATTGCCTTGGCTATTCGGGCTCTTTTTGGTTCGM 

TCTAACTACATTCTATTGTTGGACATCTTTATATTTTATCCAAAT^^ 

CGAGGCAGGATCTTGCTCTGTTACCCAAGCTGGAGTGCAGTAGCTCAATCACAGCTCATTGGA 
CTTAAGCGATACTCCCACCTCAACCTCATGAGTAGCTGCAACAACAGGCGTGC 

AGCCTCCCAAAGTGCTTGGATTACAGGTATGAACCACGATGCCCAGCCCTTAAAATAGTT 
ATGTGCATTCTAGGTTTCTTTAAAAACCTAGCAAGAGGCCAGGCATGGTGGAATGCCAGAAATCCGAGCA 
GCCAAAGTGAGAGGACTGCTTGAAGCCTAGAAATAGAGACCAGCCTGGCAACAAAGCAAGGCCCTGTCTCTACAAAAAA 
TAAAAAATAAAAATTATTTTTTTATGGTGTGTCCCTGTA^ 

AGGGTGCAGTGAGCCATGATTGCACCACTGCACTCCACCCTGGGTGATGGAACAAGACTCTTAAACATACACA 

TATACACACACACACAATACGACACACGTATAGAAAAAATAAAAATACAAATATAAATTTCTCATAACCTCAAC^ 

CCCAAATAATCACTGCTAATTCTTAGTTATTTTCTTCT 

GGATTGTACAGTTTTAATTTCTTTTTTTAATTTAGCATTTTATCATGAGCATT^ 

AACATTACTTATATGGATACAAAATGTTTCACCCTAAAAAGATTTTGTAACTTATGTATTTGCCAATTATTGGATATTC 
AGGCTGTTTCTAGCTTTTCCCAATTATTAAAATTATC^^ 

ATATTTCCTTAGTAAAATAACTATGTCAAAGAATATGACTATTTTAAGACTATTAATATATGTTGGAAA 

CTAAAGGTTATACCAGGTTACACTCCAAGCCACACTGCTTGAGAGTTCTCATCTTACTGTGCTGCTGCAGGAAATGTTT 

TTCATTAAAAAAAATCTTTATCCACATATTAGGTTAAAGTGGTATTTCAGTGTTGTTTTA 

TGGTGTGAATAAAAATGGTTTTAATATTTTTATTAGCCATTTATCTTCTGTTAATTTTCTGTTTGTCTCTTCGCTTATT 

TTCTATTGGGGTTGCATAGTTTTTTACTTTTTGCAAGAGTTCTTTATGTATTAGATAGATGAACCTTCTCCAGCTCACA 

TTTATTGTAATTATATATTCCAATTTTTAGTCCCCTTTTTACTTTTGTTCATGGTGTTTTATACAGTCAAATTTAT 

TTTTTTTTCTTTTGTAACTTCTTTCTTTGCTTTAATAATTTC 

CATTTTCCGTATTTGTGATTTTTTAACCTAGCTCTTAATCTGT^ 

TTATTTTTTCCCACTATACGTCTCAGGACCATTTGTTACATGTGCCCTACTTTGCTTATTGCTTTGTGTCA 
ATTTTATGTATCATCTATC^TGTGTAGACACCTCAGATATAAATTACATTTTACAAATAACATCTCAA 
AGAAAAAAAAGAACTCTGGTGCAACCCATTGAGAGAAACATACTACATTACAAC 
TATTTGCCTTCTAAACCTTTTTATTGCTTGTAGCCATTTGCTAACTCCTGAAGAAACTOT 

GAGTTGATTATTTAATTACAGTAGCATAAGACAAAATGATAAGGATTGGAATCCGCAATGAGCCCTTTCACTGGGATGA 
AGCAGAGGCTGATGGGACTGGGTGGTAGGTGGGTAAGGTGGCAGATAGATGCAAGAGCAGGAACCACTCACCAGGCACT 
AGGAAAAGCTCCATCTAGCCAGGCATATTGGCAATAGTGTGCCCTGACTAGTCTTTGGGGGCAAAACATAACAGTCTCC 
TAAAAAG TGG CTCAGAACAGGTAATTCCTAGACATATGCCCAGGCG TGAACAGGACAACTTATTGAGG TATGGAAATAA 
AATCTTATATTTTTTCTTATCCGCTCACAAATTTTCTTTTTCTTGTATTTTGTAAAATAGATAATATTTTGACATAATA 
GTGCAAGAACATAACTTATTGAAAATAAATATACGTAATGGAGGTGCTTGC^CTTTTTTTTTTTTTTTTTTTTTTTTTT 
TTACTAATAGATACGGTATCCAATAAAATTGGTAATCACTTGTCTGGATCATGTGACTTCAGGAAGCTCTATACACCAG 
CTTGCAGTTCATGGATGGGACAGGAAGAGAGTATCTTAAGCCTATGTTGGAAGGCCAGGTGGACTGGAGTCTCAGGGAC 
GGAAGATAAGCACAGGGAATTAAAGCAGAAGCCAGTAGTAATCAGAGATAAGACGTATGTTCAAGTTAACTGCAGCAGG 
ATGGTGTGGTGCTGGGCTCCTGAATCTGTTTCTGCCTAAAGTCATATCTGTAAAGATCAAGGAGGAGGAGCCAGAGCAG 
CAGGTGAGGTTCAAGTGATTAATAACACTGGAAAGGAGAACAGGTTGCAGAAACTATGGCTCAGGCTACCTATTCAGCC 
ATTTTCATTTTTTGTAATGCAAGTGCCTATTACATAATCAAGGGTATCCTTAGTAACATATGAAGCCTACATTCTATTT 
C CATTTTTAAAAAG TTCAC CAGTAAAC AATTGTACAGCAAATTTTATCAATGTAAAAAGCCATTGTACTCTATCCAGTC 
AAACCATATTCACCTCTCCTAAAGTGCCCATTACGGAGGCTCTGGGAAATTGAAGTTGCCCTTAATCTTGAGTTACAAT 
GGGCAGGGCCTCTTTTTTTCTCTAAATTTTACTCAATAAATGCAGGCTTCCTATGCATTAAATGGTGCCCACAAACATT 
GAAACTACTAGCTCACCTCCTGAAATTCAGCACTTTACTATGTGTCTTTCAATGTAAGAGCATTCACTAATTTAACAAG 
CATTACATAACATGTGTCATTAATGAGTTCAGTTAGCTAGGCCATGGAATAGATATTCCTGTAAATCAACTCCTTTACA 
GTTACTAACTGACTTAGTTTCATGGCAGAGGCATTTATTTCAATTAGACTGTGGTTCCTGTTGAGATAAAATGAGATCA 
ACTATGTGACATGATTTTGAAAACCATATTATATTGGTGCATGAATGTATATGTGTGTGG'GTGTAGGTAGTTTACAGAC 
AGAATGTGTAACATAGGCATGTGGCTTGTAACTGAAACTTTTACAAAACCTAGTTCATTCTCATTCTATAA 
ACACACATGTGCATATACACACACACACTGTGATAATGTATCTGTGTATTTGAGGGTTATAAATATTTAGTTGTAGAGT 
TCTGACAAAGTAGTAAAATAGTCTCACTTCATCTGGATAAAGATCACCATCTGGAACTATAAAAATTGCAATGATTCCA 
AATTGTTGAATAGTTGGATTGCATATTTACTTTTCAGTAGTATGTTGGCATGCATGTAGATCCAGCCTTCCTTTCAACA 
AAGAACAGTGGTGGAAGATTCCCTTAAATGGTTACTCTTTCCTCAATAAGAGCAACCATATAAAAATTATAGAACTATT* 
AG T CATC AT AGTTG AAAGTATCGCATAAGATTAACAGAGTCCCCATCTGGTGATATGTTTTTACAT CAGATTTATTAAG 
ATCAGAGCGGGTTTTAACTAGAGCAATGACACTGCTATTATTAAATAAGAGACGGAAGGCCTAATACATAATTGTCTAT 
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TTCTTTCTAGACATTTATGTGTTTTTATTAGG 
TTTAAGTAGTATCTGTAATGGCAAGCTCATTTT^ 

ATGCTGAAATATGTTTGTTGCCATTGGCTTTGAAGAAACCTCAGAGAGGTTTGCCTCAGTATTTTAAAAG 

TGGTACCTTTCTGAATAGATGTCATTGTGTCCrTTGAAACAAAGCTGACACTGTAGAAAAGAAATG 

TTTACCAGTGAACATCTTCACCTGAACAAAACTCATCAGGAAAAATAAAGGATTTTCGAAGTGTAGT^ 

AGATACTAGTTATTCGATCCTTACAAATATTTTATATATAAT^ 

TCACACACCAACATCCACAGACACACACACACACTTGTTTGACTACTTCCTCTATO 

TGAAATATCCTTGTATGGCAAGAGGGGAATGGAATCAAGCTGATTTTTCCATC 

TGCAGTTTAGTGGCATTTTCTGATTCAACCTGACAGAGCCCTG^ 

GCAAGATGTGGAGAGGCTAGGAAATCTTCCCAAAGGCACGAAGCTCCTGGCAGAACCAGGATTTGAGGCCAAGTATCAA 
GGTTACAGTACAGATAGAGATACATACACTCAATTATAAGT^ 

AGTAGAAGTTTTTGATTTGGTAAGATTTTTCGAAAACTCAGAGAGTTTATTGCCAAATTTATTTTTCTCCTAGAAACAT 

TTTTGTTGTTGTTGTTGCTGGGATGGACAGTTATAAAAATAAATTAGAAGTAAAGAGATAACAGTTTCCTGGCTGCC^ 

CATGTCTGTGAGCCTAACACGGCTCCCAGAAGGAAAAAATATGCCTCAAGGAGGCTTATATGATATTGCTTATTTAGGG 

AACCTTTGACCACTTATTTACAATATCCAGTTACAGCTGTGCTACTTTCCTTTTTGGGCAAAAGCAC^ 

CCATTATTTTGGAGGAAGCTGATATTGCCTGTCACTTCCAACATGTCCTTGTGTACCCTAGCTCATAATTGCAGCATTT 

AAGOTTGGAGCTCCCCTAACAACACAATTATTGCCAAATTTACCATCGTTGGGAACATTGGTGAGGCCTGCTTCAGAGG 

CCTCTTTGTCAGCAAGAAGCATGTTGCAGATATGCTTCACCT^ 

GAATTATTTTGTAATAACATGTTTTTCTAACTACAAAATAAACACATGTTCATTGTGGACAAATTGGGAACTTCAGAAA 
ATTCCCAATAAATATTCCAATATTTATTAATATTTTATAAAATACACATAACCTGTCATTGCAGCTTCCAGGGATAGCC 
ATCATTAAAACGTGTTGGTTTATTTCCTGAATAAACCTTTAAAGCATATACACACATACCCCACAAACATGCTCACACA 
GACACATATATATATATATATACATTTTTATGGTCATATATATCCTATTATGTGCCAGATGAAATCAGGTCGGTCTCTC 
TATACACACACACA(^C^CACACACACACACAC^CACACACACACAGACAC^CACACATAC^ 

ATATATGTATATATGTAATATGTACATACTATGTATGTGTATATATGTGTATATATGTATATATATATGTGTATACATA 
GTGTGTGTACACTGTATACATATATGTGTGTATATAGAGCAGAGAGACCTACCTGAATATTCATCTGGCACATAATAGG 
ATATATATGACCATTAAAATGTATGTATATGTATATMTATATAGTGATGTGTGTATACATATATTATTTCCAAATTTTG 
AAAATTTTTATTTATTATTTTTTGAGATGAAGTCGCCCTATCGCCCAGGCTGGAGTGCAGTGGCACAATCTTGGCTCAC 
TGAAA.CCTACGTCTCCTGGGTTGAAGTGATTCTTGTACCTCAGCCTCCTGAGTAGCTGGGATTTTAGTTTTGCCCCACC 
ACACCCAACTAATTTTTGAATTTTTAGTGGAGACAGGGTGTCACCATGTTGCCCAGGGTGGTCTTGAACTCCTGAAGTG 
CTGGGATTACAAGCATGAGCCAACATGCCCAGCCTGTATATATATATAATTTTTTATTCTGCATTCTTCGCTTGACATT 
TTTAAGAAGTATTTTCTCGTGTCATTTAGGATTCTAGAAAAATCTGATATTCTAATGGTGACATAGGAATCCATTTTAC 
ATGTAATAAAATGATTTATTCAATATTTAGCCATTCTTTCATTGTTGGGCATTTTAAATTTTCCTCTTTTTTCTTTATT 
GTAGTGGTTCACTAAGCATCTTTGTAGAAGAAATGTTAATCTGTATCTCTGGTTAATTACTTTGGCAAAATTTTTGGAA 
ATGCTATTACTGGGTCAAAGAGTTTAAATGGTGTCTAAACTTGTCAAGACATACTAAATATACTTCCAGATAGTTTTTA 
CAACAAATTTTAAGCCTACATATAAAAAAACAGTTCCGGTGGCTCACGCCTGTAATTCCAGCACTTTTGGGAGGCTGAG 
GCAGGCAGATCACCTGTAGGTCAGGAGTTCGAGACCAGCCTGGCCAATATGGAGAAACCCCATCTCTACTAAAAATACA 
AAAATCAGCTGGGCATGGCGGTGGGCACCTGTAATCCCAGCTACTCAGGAGACTGAGGCAGGAGAATCACTTGAACCTG 
GGAAGCAGAGGTTGCAGTGAGCCAAGATCACTCCACTGCACTCCTAGCCTGGGCAACAAGAGAGAAACTCCGTCTCAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAGGTTATTTTAAGAAATTC 

TTATATATTTTATTAATATTTA^CCTGCAGTTTTATAAAATTTTGTCTAGTCCGACACTCTTGTTTTACAAATGGGAA 
ATTGAGGCCCCAGTTCCATATGAGAGACAAATACAAAAATCTGCCTTCTAAAGCTGGTCAAAAGCAGTTATATCTCTAT 
GATCAATTCAGAAGTTGAGTCCTCTGTTGAAATGATTTCAATAGTTGAGGTGATTTTACTGTTTCTCTTTAATGTTGTG 
ATATATTTTCTCTCTTATACGACTCTATAGTAAAAACGAGAATCATTTTACTCAATCTGGTTCATGTAGCAGTATCAGG 
CTGTGAAATTCATACTGCTCAGACACTGGTTCTCCAACTGTGATGTACGTAAGAAATACTGTGCCTGCTGTCTCTTAAA 
TGTAGAGTCCTGATCTTCATCCCTAAGACCCTGATTCATTTGCTTTAGATAACACTGAGAGCTAATCATTTTTAGCAAG 
CATCCCAGGTAATTCTAAGGCCATATTGTGAGAAAAGCCAGTATAACGATGGAGAATTCTTATGTTGATGCTCTGACAC 
TGGCTCTACATCTGTCCATAATTTATTTAACTCCTCTCTGCCTCAGTTTCCTTATCTATAAAGGAGGAAAGGAAATGCC 
AGTCTCTTCCACCTGGGATTCTTGTGAGATTAAATGAAATAAGCCATGCAAATGATTTAACACAGTCTACAGCACACAG 
TAAATACTCAATAAATGTGAACTCATTATCGTTACTGTTGTCATTGGTATTCATATTGATATCATTATTCCTGCATTGG 
AAAATGTAAATGTACAATTTTAAGTGATTAGCATTGCTGGTGGATTATTGATTGCAATTTGTCCTGCTGTCTCTTCTGA 
CATTGCTAAATTTCATTTACTTAAATATTTCCCTTATTTTTCTCTTGTTCCCACCCATGCACCCCAGTGGAGTTGAAAT 
TGAGTTGAGATCAAATGCAGCAGGTGTTGCTCAGAGAATTTGGTAAGACTAGTTGAAAAAAGATCAGTGAAACTTTATC 
AAAAATAGAATAGTGATTCTCCTGGTCACCTGCTTAGAGAACCCATTAAGAAGTGTGAGGTTCTCCAGGCCACCATAGA 
GCTATAAT CTGCAC CTTGTATCAGC CATAGCAGGTATTTGCACAGTAAATTTCCCCTCACCTAGTTTATTCATAGGTCT 
GATCATAGCACACTACAGACTCAAACTCCTGGGCTCAAGTGATCCTCCAATGTCAGCTTCTTGAGTAGCTGGGACTACA 
TGTGTGGGCCACCATGCCTGACCATGGAGTTCTTAAAAATGGATATTGACATACATATATAGAAAATTCATTCAATAAA 
TAGTTATCACTTTCCTATACCTGGTGTGAGAATTATGCTAGATATTGGAAATACAGAAATGAATATATTAATATTAAAG 
TCACTTAACTAAGCTTTTCCCTGTGATAATCTTTCTGAAACAAAGCAAAATGATACAGAATTCTTTAAGTACTATTCAA 
TTTGTGGCTATTTCCTCCTAAAGATCAGTGTATCTGAACTTGCTGGCTGCTAGATATTTTAGTCATTTCAAAATGTACT 
GATTTGG CTAAAGAATCTACTTTGACCAAAATAGGATACCTTAAAATACAACATCAGCAAAATATGTGTAAAATCC CCA 
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GAGAAAAGCCCTCTTAAATGCCTACTTATTTC 

GGAATTTCTCCCAGAGCTGTGACTTCGTCAAGTAAAGTTACCCTCTCTCTTGACCTTTGGAAAGAGATGGCATTTC 
ATAGTTTTGTGTGTGTCCTTAAGCTGGGCGCTTAACAAATATTCTCTCTAACAAATATTCTCTCATTAAAACCTGAAAC 
AGCCTTTTCTTACACCTAGAACTTTGTAAAGAATATGTCAGGAATAGGACAATCACCTTTTAAGG CTCAGACAGC CAAG 

AAGCTGTTTTCTTTTTCAGTCAAGTGTAGAGAGCATCCATGACTGCCAAGTTCTCAGCCATGGCTGGTACAGGCGGGTG 
CAGTAGGAGGCAC^GTTGCCACTCCTCAGAAAGAACAGGGACAT 

GCAGGGTAGCAGACCTAGTTGTTGAATGCCCTTTTATTGATAGTTATTTAACTTCAATAGGATCTTGTTTTTATGGTAG 

GCAGATGGTCCTTAATTGGTTTGAACTTTGTCCTCTTTTCATAGCAGAAATTCTTAATCTGCTGCCCACAAATAAGCTT 
TGGAGATCTGTAACTCCCTTAAAATAACAAAAATGTACA^^ 

CATGCTTTATCTCCTTTAAATCTCATAAAGACTCATCACATAGGTACTGTTTTCATTCCCATTTTTAAAATGAAATT 
AAGAGACTAAATGACTTGAAGAAGGTCACAAAACTAAATAGCAGTAGGGTCATTATTTTAGGCCAGGTTATCTAACTCC 
AAAGCCCTTAG CTTAATCACTAGG CTATACTGAACTTTATGGAATTACATC CAAAAGGGATGTGTGTGTGTGTGTGTGT 
GTGTGTGTGTTTGTGAATTTTTCCGAAGACTCACATTTC 
GTCTCCAAAATTTGAAACTCTTTGCAACAGGGTGGC^^ 

CCAGAGCAGGGTCTAAACCTATTGGGATACTATACTTGTGTTATCAACTGAACCACTTGGTTAGTTCACTAG^ 

TGCAGGTCTTGAGCTGAGCTTAGTGTTTTACAGACATGTGCCATTGATTCATCACCTACACCACTCATCAAATATCTGA 

AGAACTATGAAGGCTGAAGGAAAATAAGTGGGTGAGCAGAGGTGCAAA 

GTTATTTCTTGCTAAAACTGGCATATTACCCCAAACATC 

ATAATAGGAAAATTGCTCTTTTTTAAAAACCAGGGTTAAAGTCACATCCTTTCTCTCCTCTGACAAAGTCACTGTCACA 
TAAAATAATGGTCCTAGAGTCAAAA.TAATAACAGAACTTTGTTCTGATGGAGACTGTAAATATACCAATACTCCCATTA 
AAAATATAGGTGGGCTGCCTGAACTGAGAAGGTTGTGTCATGGCTGTTAGTTTTAATAACTGGAAGGCTTGACAGAGAT 
AATTG CGTTAGTGCTTCACTGGC CTCAAGATGCATGCAATGAGTAAAATTAAGACCATCTTATTAAAATACCAAAGCAT 
TGTATAGGAAACTCCCATGTATTCAAAGGGGAAAGAAGAAAAAGGAATTTCATATTTACGGAGCATGTA 

AACTCTGTTCTAGGTGCTTTCACATTCATTAACTCATTTTAATATGTGAGTGCTTTGTAATCCTTTTTGAGTGTTGCAG 
GCTCAGAGAGGGTAAGAAGCTTTGCTTAAGGTCCCCTAGCTGGCAAGTAACA 

CAAAGTGCATGTAGTTTTTGCCACAGTACGATGCTTGGGGAGCTAAATGGCATTTGGGAACCTAGAGTTAAAGCATCAG 

TATTTTTTACTAAGGGGCCATTGGATCCTAGAGAGGCAACGAATTATAATGGATAAAAATACAAATTTCAGGCAAGTTA 
CTTCTCTTAGGACCATTGCTTTATCCGGCATAGTAATAAAA 

ACATTCTCTGTTGTTATTATCTATTGTGATTATTGTGTTACCCTTGGAAAAAGGCCTGTAGAATAGTGGCAGCTGGGTC 
CCCTGGACAGTGAACTACCAACCTAAAAACTGTCTGGGCAGGCTTGCCTTTGGGAGTTCTTGTATATCAGCTCTAATTC 
TGTCCAGGAATTCAGAGGCAGAGAGCAGGGTTGAGGAGAATTTCACAGGTGGTAAGATCTCCGGTGAGGAGGCATTTCA 
GCAACGTGATCAGTGTTGCCAAAGCTATGAAAGATGTTGAAGAACACACTTTCTACCTGAGATATCAACTAAAGTTTGA 
AGCTTCAGGAGAAGGCATAGTTCTATCAACAGACAGCAGTACAGCACCAATAGTTAAACCCTATATGGTAGATTTAAAT 
GCTGAGCCTTCAAAATCATTTGCCTGTTTTACTTTAGCTCCAGCAAAGGGATAGAGAAACCCTTCTTCTGTCATCCCTC 
TCCCATGTTTGCTGTTGCTTAAGCAGTATTTATTTTGGTAACAAGAATACCTGGCCTTGCCACTTAATCTCCACCATTC 
CAAAGAAAACCTTTCTGAGATCATCTTAACGTTGTCTCTAGGCAATAAATATCTCTGGTTTCTAGTTATTCCCAAGGAC 
ACTGACCTCACATTTCTTACTGT CTTAAAG TCAAAAGTACCTTTGTC CTTAACTCACACCAATATGTATGAGACTAGGA 

TATGAGAGAGATTGTTACATCTTGCTTGATGTTTTGACATTATAGGTAGTGTAGGTTTTGTTATTACAGTTTGACTTTT 

GAAATGCGTATGAGATTTCTCAGGTGAAATAGAGCCTTTGATGTGGTACTCAA^^GGGATAACTATGACTCAGAGGAAC 

CATTTCTAAAAGATGGCACTCTTTCTCCTTCCAGTTCTTTCTGTTCAATAGTAGGGCTGGGGAAAGGCAGAGGCAGTTT 

TTGTTATTTCAAATGACAGCATCAAAGATAGTAATCCACGGTGCTCAACAAAAGTCGAATGACCTTTTTTCCTTCTCCA 

TTCATAAATACATAAGAGCTGATGCTTCATTATGTTTAAATACAAAATGCACACTCCTACTTTGTTTTCCTATATGTGA 

GTTCTCATGTATTCTTCAAATGCTCATCTAATTACTGTTACCTACTATTCCAAATGCAAATGACAAGGTCCCAGTTTAC 

TGTTGATCCTATATTACAAGAGTCATCAATTTTGGTTGAGAAACACAAAGGACAAATATCTCATTATTGTGCTAACCAT 

GCCTATTATTAGTTTTGTGCCCCCATAACATAAGTAATAGCCCCAAATACATGGCACTTATCACACACCAGGCATAATT 

CTAAATGGCATGTTCTCCATGTTATGGAAGAAGAGACTGAGGCATGGAGAGAGTGAGTAACTTGGCCAAACTCACAAGG' 

CTACAAAGGCAGAGAATCAGGTTTTGAACTCAGGGCTGCCTAGACCCTGTGTTCTTAACTATCATCATATAGTGTCTCT 

CTTACTGTTTCTCACTGAAGATGAGAGAGGATTAAAATCTCAGGAATAAATGTAACCTCCACAGGTAGGCTTATGCATA 

AAATTCAGATGCAATGAATAACAAAATGACTGCCTCCCACAAAATTAAGAAGCAAACATATAATGAGGACTTACTCTGT 

GCACACACTGGTGAGGACACGTTACACATTTCATATCACTGAGTTCACACACACACACACACACACACACACACACACA 

CAC AC CTATATGAGGGCAG TATG ATTTC C CCATGTGATAAAGAAGGAAAGGGAAGCTCAGACAGATTAGATATATTGTC 

TGACATTGTTCAGATAGCAAGAAGCAGATTCAAGATGCAAGCATAGACCAGAGACCATTATTTGAGACCATGAGGCCTT 

TTCTCACCAGTTATTCATTCACTTAATATTAATCACTTAATATGCATTTGCTGAGCACCTGTCGATGTCTTGTAAATCA 

GTGCAGGAAAATCATAAGATTTGAAATCACAGCATCTAGGTTCATATCTCAGCITCATCATTAACCAGCAAACCAGT^ 

ACCTCCCTGTTTGCAGTTTCATTATCAATAAAATGGGTTGACAAAAAATTTATTTAACAGAAATGTTATGAAATGCAAA 

TAAAATAATGGATGTAAAGAAATTGGCAAATGGTCAAGCAAAACATGAATGTTAATTTTATGATGATTAAAGTAAATGG 

TATGGAGACCCCCAACCTCAAATAGCTGGGAAGGGGTAGTTGATAAGGGGAGAAATGTGTTTAAAGCCAGTTGCTTTAT 

TATTTTAACCCTGAGATAATGCTTTATTGACAGTGTGAATAAGATGTTTGGAATTGTGGAAGGAAGAACTGGAGGTCAT 

ATTACACATTTCTTACTACATG r rTGAGCTTTGAAAAGTGAGAATGATTTCATGAGGCAGAAATTGGTTGGGTCTAAAAC 

TTCATTATCTGTAACACATACTCCAGAGAGTGAGAACAGTATGACCAGAAGTATCTTTGGAGGGGCTAGAGACAAGATT 
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TGAAGGGAATTAGGACAAGATTTTAAAGTAACCTAAGTGCCGTGATAAAGAATC 
TCAAGGAAGTAAAATAATTACATTTTCTAGCCACTGCAAGCTATCTCTTTTTCCTTCCTTTTCTTCC 
TCCTTTCTTCCTGCCTTTCTTTCCTTCCTTCCTTC 
CACACACAAAATCCCAACAGCAGCGTAGAAAGTGGTGTTGAAGAGCTC 

TGGTGTAATATAGCCTGGTGACGACAGCTTTGGCTCTTCTCACCACTCCCGCTCCCGAGTAAGCACAGCATAGAGGAAT 

ATGAGCTGAGTTCAGTGCTGTCCAGTTGGAATTGGGAATGTTAAAGCTAGAAGGTCAGCAAGTCCGGTGTTCTCAACCT 

GAC AACACATCAAAT AGCT AT G ACAGC CTTTTGAAAATAGAGATT CCTGG ATC CAGCTT CAG CTTTAC C GACTCAGAGT 

ATCCAAAAGGAGGCCTAAGAATCTGTATTTTTAAAAGCCTCTCCAAAGTGATATGTAGCAGTAATTGAAAAGGACAATC 

TCTTTACTTCATTGATGAAATAGCTAAGTCCC^GAGAAGTC^GAGGCTTGCCAAAATCACAACGAGGTAGTAGCGGGG 

TCAGAACTCAAACTCAAGGCTCCCAATTCTCAACCCAGTAGTATTGCC 

ACATTCCTGCCCATCAACAGTGGATTGC^AAAGCAGGGAGGAAGAGAGGGTGGCA^ 

CCTATGTTCTCTACTTGGGTGACAAGATAATTAGAAGCCCAAACCTCAGCTTCCTGC^ATATAGCCATGTAACAAAACT 
GTGCATGGACCCCTGGATCTAAAATTTAAAAATCAATAAATAA 

•CTTCAGAATATCAAGTGGGAATCCCTTTGTTTTGCAAAGCTGGTCTGATATGTTTAAGTAAATTTAACCAGATAGTTGT 
TTTCTGTATCTCCCTCTAAGTATTAACAAACATTTACCATACACTATAAAGCATTACAATATTGTTAGGATGATTAACA 
AGAGTACCAAAATGAAGGACTCTTGCTAAAATCCTTTTCCAGCTTOT 
CCATTCATTTCAGCAAAATGTAACATTCCACACAAAGGT^ 

GCTCATAAGAGACATTAAAATAAGC^TTTGTCTTTCATTC^GCTTTATGAAGGATTAAAAGTAATCCAATTGTTC^T 
CCTTCATTTAAATCTTTAGTCCAAAGAACAGAAGATTTGGGATTGAGTCGTAATCCAGCCATTTAAATCTATGAGACTC 
TAGGCACATCATTGCCCTCCTTCCTGAGCCTCAGATTTTTCTTCAGCAAATAAGGATAAAAATCTACACTCCCAATCCC 
ATCACTTATTGCCCAGGGTCACTGTGTGAATTCCACTGAACAATGCCTGTGAAGGTGCTCAGAAACAACCTGCTTGTGA 
GGGCATAAGAAGCACAGGAGGAAAAGGCCTTTGGGAATAATTCTTTTGTCTCACCCAGGACAGGTTATCTGACCATCAG 
GGGCACAGATGGAACTCTTTTTGGACATGGCAAGTGGGTAAAGCACCCAAGGTGCCCT^ 

CTGAAGGGCCACATACTTTCGTGGGATTAGTGGCATATGTGGTATGGAAACTCATAATTACATTGCAAATTTAAAGGAC 

AGCTCTGTAGGAAGAAGCCAAGAGCAGAATAAGCATAGATGTGGTTTGGATTTTATTTTTCCTCTTGTCAAATTTAACT 

TAAGTTCTGAATTCTATAAAAAAAGAAAAAGAGTGGTGAAACAGTCATATTTTAAGATTTTTAAAAGTC 

GGAAAAAGCAAAGACGATACCTACACTGCTTATTTAAAAA^ 

CACTCTGTAATTCTCAAAGACTATTTTCAAAATTTGGTC^ 

TGGGTTCTTTTTTCCCCCAAGTTTAAAAAACTGACATCTATCCTTTTTTTAGGCTATCTGAATGTATGAAAAAAGAGTA 
GAAGTTATTTTACAGCATATATTTTTCTGTAAAAGTA 

ATATAAGCAGGCTGGAGATGGAGGTTCTATTTACATATTTCCACTGTCATGGTACAGTATAGTACTAAGTATTTTACAG 
G C CAGCAATCAAAAGAATTACAATTGCTACTAGGAAAC ACTAAAT CTGAGGATTCTGTCATGACTATGTATAGCTGGTT 
AGAAAAATCTTTGCTGAATTGAATGGCTTTCTCATTACAGATGGCCTTGTTTACACTGTACTTAGAGTTCTGTGTGCCA 
TTTTGGACTCCTCATTAAAAAAGCATAAGTCATTTTTTAAAAGAGGATAAGTGGGAAATAAAATGGGAGCCAAGATTAT 
ATCGAATAAATTCTACAAAAAAAGAAAAAAGAAAGACAAAATAC^CATAATTGAATATCATAATCTATCTAGAAAATAG 
ATGAAGTGGCACAAAAATGGATGAATATATTCAAATGTTTGAGAAATATT^ 

GCTGGAGAAGTAAAACTTGATTTTTTATTTGAGAACATAGTTAATGTCAAAACAAAGAAAGTCAGCAATGAACATTGCT 
TCTCAACTTGAGGTGATTAGAGAAGAGGTCAAATGCCTTTAGAAAACAGCTGTGCATTTATCTTGGCTGTGGACCTGGC 
AAGTCAACAGGATTTATGAATAGCCTCACCATGAATTTGGTCA 

GCAGAAGATCAGTGTAACTACTACCATCCTTACGTCTTCTCAATGAGCTTCATTATTCCTCCCAGAGTGGCTAGAGTAG 
GTAGTTGATGAGCATTTGTGGAATGGATAGGTATCTCTTTTCTATGACCTACTCTATCACCCTCAGGATCTATTAATCC 
TTTGAGTTTGATCTCTAAGGTGGGAATGAAATATTTCTTACACCAGAAATACACTGAAACTCAGAGAAAGAGGGCTCAA 
ATTTGAGGAGAGTGCTATACTGGCAAGAGGATGCCCCAGGTAATATCCTTTCCTTCTTCTAGAGAGGAACATTTGGCTC 
TAGAAAGGCATTTAGCCTATGAGTTCAGAACAGGAATGGTCTTAGGCATCTGATTCAACCTACGACATTGCCAGTCTGA 
ACCAACTCATCCTGATCCCACTGCAAATGAGCTAGGCAACAGTGAAGAGTGGTTCTAGTCTGGGTTTGGATAAATTGTG 
AAATATTTCTAGAATTTTTCTATAGACTCTGAACCATTTCCCCAGAAGTGTGCACATTCAAAATGTCATTTTGCTTCAG 
AATAACATTTTGAATAAGGCAAGCCTAATTTTTGTTTTTT^ 

TAGGATAATGGGATATTTTGTTACATAAATAGGATGTATAATGACCGAGACAAATTATTTAGGGTATCCAGCACCTTGG 
GCATTTATC^TTTCTATGTAGTGGAATAATTTCAATTTCT 

AACTATAATCTCCCTATTCTGCTATCACACATTGTAACTTATTTCTTCTATCCAGCTGTATGTTTGCATACGTTAGCCA 
ACCTCTCTTCATTCCCCTCCTCCTGGTAGCTATCATTCTATTACCTTCATGATATCAACTTTTTTTAGCACCCACTTAT 
GAGTGAGAACATGCCATATTTGTGTTTCTATGCCTGGCTTATTTCACTTAACATTCAGGTCAATTCATGTTGCTGCAAA 
TGGCAGGATTTTGCTCTTTTTATGACTGCATAGTATTCCATTGTATGTGTATGTGTGTGTGTATATATATATATATATG 
TATTTTCTCTATCGGTTTGTTTGTTGGTGGATACTTTGGTTGATTCCATATCTTAGCTATTGTAGATAGTACTGCAATA 
AACATAGGGGTTCAGGTATCCCTTTGATATACAGATTTCCTTTCCTTTCCTTTAGATAAACACCCAGTAGGGGGATTGC 
TGGATTGTATAATAGTTCTACTTTTAGTTTTCTGGGAAATCTCTATGCTGTTTTCCATAATGGCCATATTAATTTATAT 
TCCCACCAACTAAGAATTCCCTTTTCTCCACTTCCTCACC^GCATCTATTTTTTTTTTTTTTGGTCTTTTAATAATAGC 
CATTCTAAGGTAAGATACCTCACTGTGGTTTTGATTTATAGTTCCCTGATGATTAGTAATGTTGAGTACTTTTTACATA 
CCTGTTGGTCATTTTACATCTTCTTTTGAGAAATGTCTTCATGTCCTTTGTCCACTTTTTGATGGGATTATTTGGGTTT 
GGTTTGGTTTTGTTTTTGCTGTTAACTTGAGTTCTTGGCATATTCTGGATATTAGTCCGTTGTCAGATATATATTTTGC 

Fig. 6.295" 



SDOC1D <WO_02074992A2_L> 



WO 02/074992 



PCT/IB02/00565 



301/375 

AAATATTTTCTCCCATTTAACATGTTGTCTTTTCACTCTG 
ATATAGTCCCATTTGCCTGTTTTTGTTTTTGT^ 

CTGAAATCTCATTGGCTCAAGTGAAGCACGGGTGTAAATCCTGAGTGTTTGTTAATCTCGGTTCTGTGTGTCTTCTGTA 

ATCCAGAGACAAATTCATGTGTCAGGTTCACACTTGAGCTGATCCTCTGTAACTTTGCTGATTGTTGTTAAGACAGAAC 
AGAACCAGACTGGCTTTCACTTTACACAACAATCACAACTGTC 

AGCACTTAGGTAATGAGAAATGTCATAATGAAAATATCTGTTAACCGAGGAAGATCAAGGGAACAAAACAAAAAACCTA 
AATGAAGTGTGAAGGTGGTAGAAGTAAAGACATAGATGGTTTCACTTGGGCCAGAGATAGATTGAATGTGAGACATTTG 
AAAGTCTAATGTACTTTCAGTACGTACTTTCCAGTTTACTTTGATGGAACGCACTGTGTTGAA 

AATAAGCCCCCAAATTAAATGACTTAAAAAATAAACTCATTCTTCATCAAGTAGCGTTCTAGGATGGTGTTTAGGAGGA 
TGTGGCAGCTCTCCTTGCTCTCAGTGACGGACCAGGATTCTCCCACCT^^ 

CTTTAGCATCCAGCTGGGAGAAAAAGAACATCAAGATAGGCATGTGGGAGGAGCTATGAGCCAGTCCTGAAAGTGGCAT 
GCAATATTTCTGCTCACATCTAGTCACTTGGCCAA 

GGCAGAGAATGGAATATGGCAGACAACAAGCAGAATTTCCTATACTCACAGTCCTGATTATTGACTTCTATGCTTTCC 

AAGGTCATTTTGTCTTCAGCCAGATTCCATTTCAAGGAAACATGAAAATGTTTCTTCACTCTATAAAAT(^ 

GTAGATCCTGCTACCTCTGTGGTAGCCCATCCAAGATCTTAAAACTTTTAAAAGATAATTTGTAACCATA(^ 

CCCAATATAAGAAATCATGAGAGAAAGCTAATCTCAGTGTACTTATTATACAATGAGACACATAATGAGACATATCTTT 

TTTTATTCTCCACTATATATTTTAAAAGAATTGAAGAGGCAAGTGATTGTTTATGGCCATCGTAAGATAATATTCTTAT 

CATTGCTTTGCCCAGTAAGATTGAAAAAATTGTCTGTAATTCAGGCCACACAACCCTCTGAAGCCCTTCGCCATTCATT 

CAAGCCCCATTAAGGCAGAAAACCCATCTGTTTGGATTGTTGAGGTTGGAAACTGAATAATATCACTTCTCCAAAATAG 

ATTTAATAGTAGGGCTGGTGAATGGTTTCCTGACCTGTTTGATGCAGAGTGCAAACCCAGAGGAAAAACATGGTATATG 

AGTTTTCGTATCCATTAGTCTAAAAGAATCAGAATTCGGTTATATTTTAAAGGCAATTATAGTAGAA.CTATTACTTTTT 
TGTTTTCTGTTATAATCTTACCTAGACTTATT^ 

GATTTATCATTCAATCATTCTTATTTAGTCAATAA^^ 

GCCAGGAATGTGATTGAGGATCACATTTTTAAAACCCATCCCTCAAAAAGAAAATTGTAATAT 

GGTTTGAAGATCACCCCTCTTCAAAGTGAGTTCAATATCTGACCTAATGGAATCACTCCCCATTCCCCAGGACTAGGTG 

ACACTGACTGATCTGGGAAAAATAAACACGTGCAACTAACAAGAGAAATTTTGAGAATTATGAGTAAGCTTTGA 

TGGGTACTGAAAATAGAGAGGGAGGGAGAGAGGGAGGTGATAGGGAGGGAGGGAAAGAATAAAAAGGAATGAAGAAAAA 

ACTAATAACAATTTATCTCTTAAGAAAATAGAAGGTGCAGCTGGGTACGGTGGCTCACGCCTATAATCCCAGCACTTTG 

GGAGGCCGAGGCAGGCGGATCGCCTGAGGTCGGGAGTTCGAGACCAGCCTGACCAACATGGAGAAACCCCAAATACAAA 

ATTAGCCAGGCATGGTGGCGCCTGCCTGTAATCCCAGCTACTCGGGGGCCTGAGGCAGGAGAATCACTTGAACGCGGGA 

GGCGGAGGTTGCAGTGAGCCGAGATCGCACCATTGCACTCCAGCCTGCACAACAAGAGCAAAACTCCATCTCAGAAAAC 

ACATAATTAATTAAGTAATGATATAAGGTGCTAAATTTTTATTTTCACCCATCCAGTTTCTTTTCTTATTCTTTCCTC 

TATGTAATTACCTCAGATGCAGATCTGAGGTGAAACTAATGAAGATCAAGCTAAGAGCTTCTCACTGGCCTGGTTCCCT 

TTCAAGTTGTAAGAAGTGGTACTAGCAGCTGCACGTAGTTTTAGGTTTTGTAAAATTCAAAAAACTAAGATTT 

ATTATTTTTCTGAAAGCAGACCCTTATAATTGTATAATCTTCGTGTACCACAAAACCTTGATCCCACCCCTGATTGCAT 

GGCTGACTGCTGTTCAAACAGAAGGATATTCAAAATAACCCCCGTTAAAATGCCTTCTTAGAGATGTTCCAGATTATTT 

CTTCAAATGTGCTAATCAATCTCATTAACCTATTTCTTTAAATAAGTGACCAACTCCTAGCTAAATTAAAAAATAGTTA 

TGAAGTTTATTTAAAGTAGAACTACACAGATAAC(^TGGTAAATGATAACCGGTATAGAAAAAGTACC 

AGATACCCATGTATTCACGATACAAATATTTATTGAGCAACTCGTACGTGTGAGGCACTGTTGTACCTGCTGGGGGACA 

CATTAACGAACAAAGTAGATTTTTAAAAAAAAATCTCTGCACTTGTGGAGCTTATATTCTAATGGGGTGAGTAAGATGA 

TAAAATAAGTAAAAAACAAAGTTCATCAGAAGCTGTTAAATGCGATGGAGAAAAATTAAGAGTAAGGAAGGTTTTTTGT 

TTGTTTGTTCAAAAAAAAAAAAGGT.TAGGAGGTTAGGGGTGCCAGTTTTAAATAGGCCAGTATGGGAATATCTCATGAA 

GGTAACATTGAGCTGATATCTCTAGAAAGAATATGCCAGGCAAAGAGAACTGCAAATCCAAAGGCCCTGGGGAGGGAGT 

ATGCACAGTGCTTCAAGGACAGCTAGGGACCAAGAGGCTGAGCAGAGTGAACAAGAGGGAGAGATGTAGGTAAAGATGA 

GATTAGAGAGGCACCAGGGACCAGGTCACTGAGGGCCTTAAACCATTGGGAGAACGTAGTATTTTCTCTGAATAAAATA 

GGACACCATTATGGGATAATGAGTAGGAACTTGCCGAGAATGGGCTTACATTTTAGGAGGATCGCTCTGTCTGCAATAT 

A^AGAATAAATGTGGGTGGGTGGCTGGAGAAGTAGCAGGGCACATCATTAAAATATCAATGTTTCAAAGTCGGCTTATT 

AAATCAATTTTACTTGCTCTATGTCATAGAAACAATAAATAAAGACAGAAACACCCCGCAACACTACCTTGGGTATTTT 

TCTTTGCTTGCTTGTTTTTTTTTTTTGTTGTTGTTGTTAATATTTTAACTTTTATTTTAGGTTTAGGGTTACATGTGCA 

GGTTTGTTATATAGGTAAACTTGTGACCCCGGGGGTTTGGTATACATATTATTTTGTCACCCAGGTGCTAAGCATAGTA 

CCTGACAGTTAGTATTTTTTTTCTGATCCTCTTCTCTCCTCCCACCCTCCATCCTCAAGTTGGCCCCAGTGTCTATTGT 

TCCTCTCTTTCTGTCTGTGTGTTCTCATTATTTGGTTACCACTTATAAGTGAAAACATGCAGTATTTGGTTTTCTTTTC 

CTGCATTAGTTTGCTAAAAATAA.TAGCCTGTAGCTCCATCCATGTTCCTACAAAGAACATGATCTCATTCCTTTTTATG 

GCTGCATAGTTTTCCATGGTATATATGTACCAGATTTTTCTTTATCCAATCTATCATTCATGGACATTTAGTTTGATTC 

CATGTCTTTGTGATTGTGAATAGGGCTGTAATTAACACATGCATGCACGTATCTTTATGGTAGAATGATTTATATTCCT 

TTTGGTATATACCCTGTAGTTTGATTGCTGAGTTGAATGGTAGTTCTGTTTTTAGTTCTTTCAGGAATCACCACACTGC 

TTTCCACAATGGTTGAACTATTAATAATTTACATTCTAACCAGTAGTATATAAGCGTTTCCTTTTCTCTGCAACCTTGC 

CAGCATCTGTTATTTTTTGACTTTTTAGTAATAGCCATTCTGACTGGTATGAAATGGTATCTCACTGTGGTTTTGATTT 

GTATTTCTTTAATGATTAGTGATATTGAGCATTTTTTCATACACTTATTGGCCATATGTATGCCTTCTTTTGAAAAATG 

TTCATGTCCTTTGCCCACTTTTTAATGGGGCGGTTTGGTTTTTGCTTGAATGTTCGTTTAATTTCGTTGTACATTCTGG 
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GCTTTTGGCATTTTTATCATGAAATCTTTGC 

TTATACCTTTAGCTTTTACATTTAGGTCTTTAATCCATCTTGAGCCCCACTTTGTTAACAAGACGCTATTCCTCTTTGG 
ACTTTAGCTTGATGAAGCCACATTTTGAGAAAGAGTGCATTTTGGAAATAT^^ 

AAAGATTGGTAGTAACCTGCTGTGAGCAGTACAAGGAAAATAAAACTGAGTTATTCCTGTGGGACTACAGCTGACTCTC 
AGGTCCAGCCTGGCCTGGAGAGCATGTGCTTTTCTGCTCTTCCCTCCATACTCTTAGTTAGTGGTCAGCACATGATAAT 
AGGATGTAAGGGAAGAAATAAATCTCTACTTGTTTTATTCTCAATCACAGTGACACCTGCATGAAATTGCCAGAGAAAT 
TAAGGCCTCCCAATGACTACCAAAAAAAAAGACACTTTCCGCTTCCC^^ 

GTTTACTACTTGAAGTTCTCATGATTTCTAGGTAATTACTGCAAATATGGACCTCATACTGCTACTGCAGGCTTTGCCT 
CAAGAGTCCAAATACCATGGCCTCATGTTAGGGCCATTTGAGATCCTTTTTGAAAAAGTTGCTTO 
AAAGACACATAATATGAGATCTACCCTCTTACATTTTAAGTGTATAGT^ 
ACAGCATATCTCTAGAATTTATTCATCTTGCATGATTAAATGATACACATTGAACAACA^ 

CCCAGGCCCAGCAACCACC^TGCTACTTCCTGCTTCTATGAGTTCAACTACTTTAAATCCCTCATATAAGAGGGATCAT 
GCAATATTTATCTTTCTGTGACTGACTTATTTCACTTGGCATAATGTCCTCAAAATTCATCCATGTTGTAGCATATGAC 
AGGATATCCTTCTTTTAAGGCTAAATAATATTCCATTGTATGT^ 

GATATTTAGATTGTTTCCACATCTTGGTATTGTGAATATACATAAATGMTATGGGAATATAAATATCTCTTTGACATG 
CTGATCTCAATTTTTTGGATAAATACCCAGAAGTTGAATTGGTAGATCATATGGTAGTTCTGTTTTTAATTTTTTGAGG 
AACTTCCATACTGTTTTTTATAGTAGTGGCATCACTTTACAGTCCCACCATCAGTACATAAGGATTCCAATTTCTGTAT 



GCATTTCCTTAATGATTAGTGAGGTTGAGCATCTTTTCATATC 



GCTCCTATGTATTGTAGATATTAATACCATATCAGATATATGGTTTGCAAATGTTTTCTCCTAATCTGTAGGTTGTATT 
TTCACTGTGTTTTCTCCCTTGCTGTGCAGAAACATTTTATTTTGATGTAGTCCCACTTGCCTATTTTTGCTTTTTTTGC 
TTATGCTTTGATGCTGCTGTGGATTAGGAAACTTAATATTGTTAA^TGTCCACAATGTCCAATGTAATCTCCATCAAA 
ATC CC AATGGTATTTTTTATAGAAATAGAAAAG CAGTCTTCATAAGAAACCACAAAAGGCTGAATAGTCAAAACAATCT 
TGAAAAAGAACAAAATATCTGGAGATCTCACACTTCCTGATTTC^^^ 

GTGGTACTGGCATAAAGACAGACATAAAACCAATAGAAGAGAATAGAGCCAAGAAATAAACTCAC^ 

CTGATCTTTGACAAGGATGTCCAGAATATACAATGAAGAAAAGTCTTGAATGGTATTGGAT^AATGGTATTGGGGAAACT 

AGATATTCACATGCAAAAGAATGAAACTAAACCTTTATCTTAAAT 

ACACCTGAAGCTGTAAA.CCTAGAAGAAAATTTAGGGGGAAAATTTCATGGCATTGGTCTTGGCAATAATTTGAGATGCT 
TTCTTAGAGAGAGTTTCAGTTAAGAAAATTTTTCTTAACAGTCATTAAAAAGTAATGTATAAACTTCAAGTAAAACAAT 
TTTTGGTTGGGGCTTTCTGGTTGCCTTAGTGAACTCAGGCCGCATAACAAAGTACCCTAGACTGGTGGCCTAAACSlGAA 
ATGTTCTCACAATTCTGGATGCTGAGAAGTCCAAGACCAAGATTGGCTGATTTGGTTCCTGTTGAGGGCTCTCTTCCTA 
CATACAGATGGCTGCTTTCTCACTCTGTCCTCACATGGTGAAGAGAGAATGCTCTTGTGTCTCTCTCTGTTCTTATAAG 
AACACCAG C ACTATTGGATTAGGGC CTCATC CATATGGCCTCGTTT AACATATGAATTCTAGGGGAAACAAGATAGATT 
TAACCTCAACCTCAACCTCZATGTAA.CCATTGGTGATTAAGGCTTCAACATATGAATTATAGGGGAAACAAGATTCAGTC 
CATAACACTGGCCTAATAAATACTTTTCAGAAAAATTGGCCTTTTATCATATCATTGTGTCAAAAGTGTGCTAAGCAAG 
TCCAGCTTATCCTCTTTCATTTATAGTCCAGACATCAAACTCATGCTATCATTTCCATCTTGAATCTCTTTATTGCCCT 
GTGTTACTTGGGAGTGTCACTGACAAGCCAGAAACATATGTTGTATATTTCCAGTACCACCTAATGTTTTACTCATAAG 
TAAGCATATACCCTTCATCTTTGTACCAGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTATGTGTGTGTGTATG 
ACAGGATCTCACTGTGTTACCCAGACTGGAGCGCAGTGGCATGATTTAGACTCACTGAAGCCTCAGCCTCCTGGGCTCA 
AGTGATTCTCCTGCCTCAGCACCACAGGCTTGTGCCATCATC 

AGAAACAGGGTTTCATCATGTTGCCCAGGCTGGTCTTGAACTCCTGAGCTCAAGCAATCCACTCCCCTTAGCCTCCCAA 
AGTTCTGGGATTACAAGTGTGAGCCACCATGCCCAGCCCTGGGCTTTTGTTTATAAAAATCATCTGTGAAAACAAAGGG 
TAAAACGTGTCTGTTAAATATCTTAACTCTGTGCAAATATATATATTATACAAGCTAACATGTGTAGTATAATTTAGCT 
GTGTAATCTTGTAAAGTAGCTAAATATCATGCCTTCTCCGGGTATCCTACTTAAATTTAATATGCAGTTTTATGATTGA 
TTGGGAAAGATTGCCATCTGTGCATATCACTGTAAAATGCTAGTTTCTACAGTCTCATCTCCATAGATAATCAGAGAAA 
AGTAAATATTAAAATGGTGAATTTTGCAAATCATTATTTTGTTTACTTCAGAGAAGCTATTTGACCTGCAGGGAAATTT 
TCAATAGAGAAGTATCAGTGGCATTGATTAGAAACGAGCTTCATAACCTTGTGATATTGATAAGAA.TGGGTAAAATATT 
TAGTATTATAAAGAGGGAAAAATGTATGTAGTCATCCAGTTACAGTTACTCTCCCCTTAAGCTCAAGGGTAAGCCTCCC 
CTCCCCTTGAGGGCAAAGCATCAAAATGAGTTCGZ^TGTGTTGGCTAACAGCATGAGCTACAATACACAGGGGAGAGTG 
GAGTACAGGAATATAAACATCAGTATAATTGTGACCTGAGGTCCCCAAGCTACACCCTGTGTCTGGAGACCTGAGGTCT 
GAAGGACTGTTTCTGCTCATTATATTCAGCTGGAGCCCCACCTAGGTTGTTGGGACCTCCAAGCCTTCCACACTTCCTG 
GTAGGAAATTATTCTTTCTCCTCAGTGAGTAATATCTAGAAAAAAATCAGCAGTCTCCACCCTCCCCAGATGTTATCAC 
ACTGGAATTATGGAGTTGGGTGGAGACATAAAAGCAGCTGAAACTTTTAGAGCAATCTGGCTCCAGCATCTGTCACCTC 
ATTGATTGCAAGGGCTGATTCAGGTGATTTGGCCCTCAGTTCTCTTCCTCTTTCATCTCTCCCTTTAGGTTCTTCCCAA 
AGCCATGTGTTCAAATAAAGTTAAAGAGAATGACCTAGATGAAGATCTCCCTGGGAGAAAAAGAGTAATAAAAATGAAA 
AACAATAGCTGCTAAATAATGGGAGTGTACTAGCTGCCAGGCAATGTGGTGAATGCTTTCCAAACATTTTCTCTTCTAA 
TCCTTATAATGGCC CTAGAGCTAGGTATTGTAATTATCTTTATCAGCAGTGAAAG CCTAGAAAATACAGCAACTTG CCC 




ICTTT 




Fig. 6.29$-, 



SDOCID: <WO_02074992A2J_> 



WO 02/074992 PCT/IB02/00565 



303/375 

TAGAGCACCCAAATAGGAAGTGGCTGAACCAAGATTTCAAATTTAACCTGTGTTO 

ACAGGAACATTTTTGGTAGGTCAATATTTTCTATGTGCCATTGTTCTTACTATGTAGTGAAAAAGGCAGC 

GTCCTGGCTTCAGTGATGGCTCCCAGGATTCCCAGCGA»TTCAG(^GATCTTCCCTGTGAGTGGCCTTC^TAGATGC 

TTCGGTAATGGAGGCTGCTATTGATAGAGGTTCCTTAGCAGCTGCTCCACTGAGGCCCTCATTGCCCCACCCACTTTGG 

GCTTCATACTGGGGGTCAGTGCTAAGTATAAGGTCCTGATGGCTAGGATAGATGAGGAAAGCTATTTACTCAGCACAGT 

AGCAGGACTCTGGCTCAGGAGAGGGCCCATATCATGGTCAAAAATAAATTGGGAAAAGTTTAAACTAGGGAAGCAGTGT 

CTAGCAAAAGGCCAAAAAGATGAGAAATGACCTTCAGCAGACAAACAAT 

CAGTTGAGAGCGTGGATGAAAGGTAGATTGGAACTGTATTACCATCCAGTAATTCCACTGAAATGGAACAGTGTGGAGA 

ACTGGGAGTAATTAGTTCATTCGTCAGTTTGTCCGACTTCTCTTTGTTTCTTGKAGGGGGCTGGTTCCATAG 

TGGGTCTGTGGAGTAAATGGTCATGAGTAGTGCTAGCCA^ 

GTC^TTACTGTTACTGCCCCCTCATGGGAGACCAAATATAGCTATATCATTCCTCCTCCAAAACTGCCTTCTGGCAA 
GTTATCTCTTTTAAGAATTGTGTGCATTCTTAAATTGCATTAAGGGAAGCAAAGATATGGAAC 

TAGTTCCATTTGCTAAGCCCTTTTGCAGACCCACTGACCCTTCCTTAATTCCAAATGAAATCTCAAATGCTATAAAGAA 
ACCCGCCAAATGGGTTACAGCAAAGACTTTTTTACACCCTACTGTTATGTT 

AAATTCCAAAATGTTGGGTCATATGAAAACTTTTTTTTTTGAGACAGAGTCTCGCTCTGTCGCCCAAGCTGGAGTGCAG 
TGACGTAATCATGGCTC^CTTCAGCCTCGACCTCCTTAGTTCAGGTGATCCTCCTGCCTCCACCTCTGGGGTAGCTGGG 
ACTACAGATAAGCACCACCACACCCAGGTAATTTTAAAATTTTTTGTAAAGATGGTGTTTCACCATGTTGCCCAGGCTG 
GCCCTGAACTCCTGGGCTCAAGCAGTTCACCAGCCTTGGCTTCCTAAAGTGCTGGGATTATAGGCATGAGCCACCACAC 
CCAGCCCCATACGAAAATTTAGTCTCAGAATTAGCCTTTGC^^ 

AAGTTCCMTGCAGGTGAGGAAGCTAAAAGGTATTCTTGTATTTTTTTAAATGAAACTTC^TAATAGAGGTG 
GTCCATTCTCCCCAGCCTTAGAATCAGACAGCTTGAGTTTAAAACCCACT^ 

AGTCACTTGTCTATGCCTCAGAGTCCCCATGGTCGAATGGAAAATACAGTGCCTACTTCAAAGTGTTATTGTGAGGATT 
AAATGAGATAATATATGCAAAGCACAGCGCCTGGAACATGGAAAGTGCTCra 

TTATTGCCACCATCATCATTAAACTTGGTAATTTTTACTCTCCCCAATCCTTTAGTTACTTTTTCAAACTTCTAGTTTT 
TTGCTTGGGCTCGATCTAATTGGCTGTGAGTCAAAAGAGAATTCACC 

AAAATTCACAACTGATCATTTTGATACCAGCATCTAAGGTTAGGGCTACCTTATCCTTCATCACCTTCTTGTTTTATTC 
ATAACACCACGATGTGGACTATTGATAAAATTATGTTTCAAAGATAACTAGCTTATTTGAAGCCATCTATAATTTCAGC 
CCAAACTGACTAATTAGGCTAACTTTCAGAAAGTTAAGTAAGTGTCTAATTCTCAGTTAACTTACTACCTACTGAGT^ 
AAATGTGCTGCCTTTTAAAATCCACAACTAACCTCCCTACTCAAGGG 

ATGAACAAGCCTTT.TTGGGGGTCCTCTTGTAGTTAAAACATTTATTTTTCTCCTTTTTTTTTTTAACTCTGTTTTCT 

AGTCACTGTAACCTTGAACTCCTGGTCTGAAGCGATCCTCCCACGTGTGCCTCTAAAGTGTCGGGATTACAGGCATGAG 

CTACTGTGCTCAGCCTCTACTCTGTTTTCTACCTTTTATTTGTTGCAAAAGCAACATGTTTATTTTAACAAATACTGGT 

CTTCCTCATCTTACTCCCCTGAGATTTCAATGTTAAAAGTTGATTTGTGTGTTTCCACGTAAGTCTTTATAACAAGCTT 

CTGCTGACACTCCTTGGCCCAGCTTTCCATAAACACATCCATCCCTACCTATTAGGTTGAACTGTACAAAATTGCCATT 

TTTATAGGTCCCCACTATTCTTTAATACCAAGCCTCAAATTTAGCCAGACACTAAATGTCCTGTTTTATATACACGCCT 

TATTCATTCCTTCTTGGTTTTGTTTTTGTGGCTTCACTTTTGCTGGATGGCCTCCACCCCCAACCCCAGCTCTACTCTG 

GCTGGACATTTTTTAACTCTCCTTCAAAGGTGTACATCCTGCAACTTCTTAAATTCCCTTTACATTCATTGTCTACATC 

ACATAGTCTG ATTGCCTATATAATACAATTTCGTGTTTTAGTATTTATATGCTATTTAATACAGATG CCACCTG TTTTG 

CTGCTTTTATTTTCTCTGGTTGCTTGATGTTCTATTACCTTRACTAGACTTTAGTGCTTTCTAGAAAAGGACAATGTGT 

AGTATATCTGTACTTATTCAAGTGCTGATCTAAGGACATAGGATGTAATGTAAAAGTTTATTCAATGACTATTTCAAAA 

TACAAAGTCTCTCTTTGTATAAAGTCATTCACTAATACTGACATTGGCTGATACTTCAGACTGGAGATTCTCGGTAATA 

TTACTTTTTCTTGATAATTAATTTTGATTATAMGAGGATTTAATATCATGGAAATAAATTATGCAAATGAACTCAGACG 

CTAGGTTCACTTCCCAGAACAAACCGTATTCTGAGAATACTTGTGGTGCCAAAATTTAGAGTGAAACCCCAGACTATTA 

ATGATGCTCAAGTTACTTTACTCCAACACAATAAGTACTCAGTGATTTGTTACRGAAATTCAATTAAGTCTTCTCAAGT 

ATTTTTTTTCTTTTCTTTTTTTTTTTTAATTATACTTTAAGTTTTAGGGTACATGTGCACATTGTGCAGGTTAGATACA 

TATGTATACATGTGCCATGCTGGTGCACTGCACCCACTAACTCGTCATCTAGCATTAGGTATATCTCCCAGTGCTATCC 

CTCCCCCCTCCCCCCACCCCACAACAGTCCCCAGAGTGTGATATTCCCCTTCCTGTGTCCATGTGATCTCATTGTTCAA 

TTCCCACCTATGAGTGAGAATATGCGGTGTTTGGTTTTTTGTTCTTGCGATAGTTTACTGAGAATGATGATTTCCAATT 

TCATCCATGTCCCTACAAAGGACATGAACTCATCATTTAAGAAAAAGTCCAATAAAATATCAGTCACTATTTTTAGATC 

TTCATTCTCAATGTTTGTAAAGCTAATACTAATATTAGATTAATGTAATTTTATCAATATTGATAATTACTTAGTATAC 

ATTGTGAACTTTGTTTTTTGGATGTCATTTAAAGGGTTATTTTCATGAGTTCCTAAGAAATAATTTAGGCCTTTAAGGT 

TATTTAAC C CTTCAGTAG AAAATAGTTTCCTTG TTTAAGAAAATGATCTCCATCTAGTGGACAAATTTTTATATTACAG 

TATACAAAGAAAAATATTAAAGCCCCTAGAATATCTCATATCAAGCACTTCCTGACCTATTAATAAATGTTTTGGTTTT 

AGTGCTAATATTATGGCTTAAAAGTTGTAAGATTTAAAAATATCATAACTATCTAAATGACTTAAGGTATTTAGCAATA 

TTTGTTTCAAAACTTATAGTGGAGTGTTAAGACTTGCTTGATTTAATTGGAAAAATTATAATTAAAGAAAAAATTACTG 

ATTTATACAAATTTGGTGTTTACTCAGTTGAACTGAAAAAAACTAAACCAAAACTCACACTTCTGTATCTCTTACATTT 

CTGTTCATGCACAGGAAGGAGGGGGTATTTTCTTTTTTAAAGTGTAGCAATAAGAATATCTTGATATTAAAGGGAAATA 

AACATAAACATTTCTACAGGCATTCACATTACTAGGTCCTCCTCATGCTGAAAAGCTGCCATGACTATCTTCTTAGAAG 

AG--2ATCTACTTTGCCAAACCCCCACTATTTAGAAGTTTTTAATGTCTTCCAGTTGTGTACTAAATACCTTCAAAAACC 
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TTCTTAAATACTACTCTTCATGAAAAC 

AATGCACTCATATTAAGTGCTTAATAAATGCCTATTTAAGC^^ 

TCTATTGAATGATTAGAGACCATCCTCCCCTTCCAGCCTTCCTGGGAATTGACAAGGTTTC^ 

CCTATTCTGGTGAAACAGATGTCCCCTGTTTGGGTGCCACATATATTTGTGGTTTATATAATCATGCAGTAGAGCTGGA 
AGGACTTTAGGAACAATCGATGATTCAATGCAGTTAGCTGAGTGACTGGTCAATTAACTTTTCTAGGACCTGGT^ 
CGTCTGTAAAGTGAGTCTGTTCGACTTGACAATCTCTCATTGTCCTTCCTGAACCAAATAAATATATCTATAAAGAGAC 
ACAATTCTAAGAAAATTTTAAGTTGGAAAAACATATTTACAGCTGCT 

TGATGGATTATTTCGGAGCCACTGTTATTTGATCACAGATTCWAAAGTGATCCATGAAACATCTTCCAATCTTAGAGTC 
ATAACTCTATTTATTAATGACTCCGATAAAGAAAATAAAGG 

ATTCTAATGGGGAAAATATTAATGACAGCAAAACTTGAATTCACATGTTTATTTATTCTT 

AACCACACACCTGCTGGGCTATCATAAGCTATCACCCTCCTCTCCTAAGAACACATGAAAGTTGACTTTATTTTAATAC 
TGGTTGATGTTTCACTAGAAAGGTTCTTTGTGGAAAGTTTATCTAGATTATAAGGACTATGACGTTAAGAACTGTGTGT 
GTAGATTTTTTCCCAGCTCTAAAATATGTATTGCTGAGCACAGTGCCTTTTATTCATTTAATCATTTACTCAAGACACT 
TGGGCACAGTTTTCAATGTGCCAAGAATACGCTGAGTCTCCATTTGTAGAGAGCTCACAA 

TGAAAAACATTTTCAATTCATTGTAAATTCTGTCATTAGGGAGTGGGAAAGTGTCTTGGGAGCGTAGAGAAAGGGCCTT 

TCATAAAGCTCTGATGTACCAGGGTAGCCTTTCAGGTGCAGGCTAAGTCTCAAGGATGAGTGACAGTTAGGCAGGGGAA 

AGGGGATTTGATTATTTAGGGGAGCAGGAGGTGAGGTGGTGATGGCCTGTGAGAAGGAGATAGTGCCTCAATATGAGTT 

GAGCAAGAAGTACCCAATAGCTGAGGATGGCAAGTTGAGGCTGGGGGCAACTAATTGCAATTGAGAGCAGATGGTTAGA 

CTGGCAGTCTGGCAAAGAAATTTTGACTTCATCCTGAGAGCAATGGTAAGTTACTGAAGGGTTTTAAACT 

C^CTGGAAAATGGATTCAAGACACTAATATAAAGGTTGTTATAATAATATAGGTGAAATTTGATGGAGACCTGAATTTA 

AAATATTGGTAGTAGGGATGGAAGGAAGTGGGTACAATAGAAATTAATGCTTGGATGGATGTTATAGGGYAGGAGTGTG 

G AGG G AGAAGC C CAGGTTTGGGAGAAC AG C ATTAGG CAC AAAATG GGTATTTGTTGAATCGAATTC AAATATTTG ATG A 

ATTACTGTGTATTTGTTATTTTCCGAAAGGAATTTTGTACTTAGAAGATTATGTTTTGCAGAGTGTTTCCC 

GAAGTAGAGTTTGGAAAAACCTGTATCTTGTATCTGGTCAGTTAACAACAGTATCCAGGAGAACAAGAATGTGAAGTCA 

ATGTGTTTTTCTTTTATGTATTTCAATATTAT 

CCACTGTCAGTTCCTCAGCTGACGCTAAATGCTTTTTGAAAATATGAACATGTGAATGTTCACAGCAACATAAT^ 

CTCCTTCCTTTACAGTTTTGATGTGGACAATGGCACATCTGCGGGACGGAGTCCCTTGGATCCCATGACCAGCCCAGGA 

TCCGGGCTAATTCTCCAAGCAAATTTTGTCCACAGTCAACGACGGGAGTCCTTCCTGTATCGATCCGACAGCGATTATG 

ACCTCTCTCCAAAGTCTATGTCCCGGAACTCCTCCATTGCCAGTGATATGTAAGTACAAGGGCAGGCAAAGAGAGAGAA 

AACCGAGTAAATTTATATCTAGAGCTGATGACATAATAAAACTAATGACTTTTGTTCAACTGTATCACTCTCCTCCAAT 

GTAGAAAGAATATGAATAAAATTATACAAGCTAGAAATGAATGGTAGATTTAACCTGAGTGCACTGTCACTCTTGATTA 

ACACACACACACACACACACACACACACACACACACGCATGTATTTATTTTCCCAGAAAATACTTTATAGGAAAACTGA 

GAATTAAATTTTTAATGGAAACTAACACTTAAATCATTAGCTTATATTTATGTAGAGCCTGAGTTTTAGCTACCTAACT 

ACATGGATATTTTCTAATATTTTGAAAAGCTTTCAA 

AATATATTTCAATTAATGTATGTACAGATGTTAGCACTGGTTTGCCAGATCATTTAAGAAATCTTTGTGGGACTTTGCC 
AAAATTAAACCAACTTTTAAGGATCATGAGAGGCAAGCACAGAAAACATTAGACAGACTTGAATATCATTTAAGATATA 
GTACAGCTTGAAAAACAATGAAAACTGACAAGCAGGTTTGCAGATCCTGTACCATCACTAGCTCATTTTCTCAGTGCAT 
TTC^TTCTTGTGGTAGTGTGCATGTTTTTCTACATAGGTCTTTATTCTCACTCAATACCTATACTATCATTCGTGG<2AC 
ATCTGCCTCTGTATAGAATCGATCTTCATCTTTCTCTCTTGGTCTATACATTTGTCCAATAACATTCACCATCTTTTCA 
TGACACCCATCTCAAAAACTCATAACAGGCTGCAATTTATCTTATAAGAATTAGTCTGTATGGAACCCCTGAGTGTCTA 
GTGTTATTCTTGCCATTCTAACAGAGCATCAGTTGTATTGCAATAGGTCTACATGGGGTTCTAGAAATGAAATTATATT 
TCACTCATTTTTACAAACTATGGTTGCTATTTTAGCAGTTGTATTATTGACGTCTACCCTTCTTCATCTCTAAACAACT 
TTCTATTCCTAGTGGCCCTATTTTTACATTATTTTTATCTCACTTCCTTAGATTTGAAATTCATGACACTTACTTATTC 
ATTCACACATAATGAGAATGCTTCTTGAGCAAATATGGTGTATTTAAAGCTCTGAATCTGTGGAGCAGTGAGGTCTGGC 
ATTTTAGACCATTGTAATAAAATATGGTGAGCACAATCCTTGAGGCATTTATCATGTACTGMAGGAACAGAGAGAGGAG 
ATGGAGAGTTTTCCACCCAAGGGAAAGATACAGAAAATACCGGGCTAAGGGAACAACATTTACTAAATGTGAGGCATGG 
AAAATTATGGCTGAACTAAGGAATGACAATCTGCTTGATGTGAATAGCGAAACCTGGCAAGAGAGAAGAAAATTTCAAA 
TACAGTCTATGGGACCTGAGAGCCACAGAGGTTTTTAGCTGAGTTTTGGCATGATCATATTCTTGTTTTTATTGCATCT 
TGATTACTCTATTGTTGAATGATTGCATAGCGAAGTCACTACAGGGAAGTATTTCATGTCGAAATTCACAGAAGTAAGG 
CAGGCTAAATATGATGAAGACCTAAGTCAAGGGAGTGATGGCAGTGGAGCAAAGAGCTGGTTTAGATGCAAGAGGCTTA 
TAGAATGGTTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGAAGTATGTATGTATGTTGGGGGAC 
AGCCAGTGGAGAAGGAGARTCAAAGAGAGTGCTGATTTTTGTCCATGT^ATGAGTACGTACATGGTGATGTACGTACATG 
GTGATGAGGAACAAAGGGCAGAGAGTAGAAAACATGACAGATAACAGGTGATGAATTGGTTTGTACATGATAAGGCTAG 
GGGAAACAAGACAACAGTTAAAGTACTGGGACAGCAAACAGAAATAACAGTCCAGAGGACCAGGAGAAATAGAACAGTT 
ACCTTCTATAATTACTAGGTTTTTGAATGACAGTTGAGTGGTGCGTTGTATTCAGGTAATAGCATTAGGAGCCCCTGGG 
TTAAGGAGTGAATTGAAAGTGGAAATGTGAGCAAATGCAGGCATCTCTTTAAAAGGCTGATGGGTGGAGTAGGAAGAAA 
GAACTAAGGCTGCCTGACAGAGAATTAGGTTCAAGCGGAATTTTTTTGAATTCAGGTTACTTGAGCTGAGGGAAGGCTC 
CAGGAGATAGAAAGAGACTAAAAATTCAAGGGGAAAGAGGGTTTAAAGATGGAGCTGTAGTTGCTGACAAAAACATGAT 
CATGAGCCAAAGTAAGGAGGCTATCCTTGGAAAAGTAGTAAATACCAGAACTGTATTCTTTAGGAAGGACAAAGAAGAC 
CTGCCTTGGCAACATAGTGAGACCTTGTCCTTACTAAAAATCCAAAAAAATAGCTGGGCATGGTGGCACATGCCTTTAG 
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TCCCAGCTACTCTGGAGAGGTAGGAGGATTGGTTGAGCCTGGGAGTTCAGGGTTGC^VGTGAGCTACGATCATGCCACTG 
CAGTCCAGCCTGGGTGACAGAGGAAGACAAGACTGTGTCTGGAAAAAAAGAAAAAAAGAAGA GAGGAGAAGGAGAAG 
AATAAGAGAGAAGAGAAGAAGGAGAAGGAGAAGAAGAGTAAAAGAAGGGAAATGTAAATTTAGAGATGGAGGAGTAAAA 
TGTTAAGAGATATTAGCCATGAGTTCTCTAAACATTTTACTCCTCCATCTCCAGATGAATGAATGTAAAAGTAGAAGGT 
ACAGCCATCAATAGCCAGAGGAGAGAGGGATGGGGCAGCTTGAGAAGAAAGGGAAAGGCTTAAAAAAGCCACTATGCAG 
ATCAAAAAAGGGAACAGGGTAAAGGTGAGTAGAATACTGACCAGCCCC^ 

AATGACAGAATTGAAAGTCATCTAATGCAACTTCATCAAAGGTGAGTCAGGCTTGGTATTGACAAAAGAAAGAGGAAAA 
CTCACAGTGAGTTAGTGGAGTCCATTTATGTAGTTATGTGTTCTACCTTTTTAAATTGTAGTAAACTGAGTTTGGGATA 
GATTGTTTCTTTCATACATTCTACTC 

TCATATTTAAATATGAAATGCTTTTATTTC^^ 
CTTTATCTGATCAGACTCAGGTAGGAATGATGAGTTTAATCAGAC 

GTGTWGATATGTTTAGCTTTCCATTCTCCTTGGATATTTACATTGGAGCAGTAAGATATTCCTTTGATACCAACTCCTA 
G AAAG CATT CTTTCTAC CAAGGAG ATTAAGTTTCTGTGGAAGGAAAAGGAAATAG AATAAATAATAACTATTTC AACAT 
TT^ATCTGACACGACACATATCTTC 
AA^ITTAATTTTCTCACCTTACCTAGTTCACAAT^ 

TAGAGAATGATGTTATATATTTAATTACTTGATGATTTCTTATTAATAGTTCTAGTTAAGCTOTCCTATTGAGAAATTT 

TCTTAGAAATTTCAAATACAAACAGTACCTAATGAGGATAGGTACCTAATGAAGGGTATTTAAAATG 

TATCTATTTAATTGAACTGTTTTGGAAAACCTTTAAATACTCTTTAAGTTTAAATATAACTATTTACTCT^ 

GTGAGAAGAAGGAAGATAATCCCTTCCTAGTAGATAGGATATCGTCATCTTATCCTCTATAAATAGAAACCAATGAAAT 
AGCTGAAGAACAAAACAGATAAAGATGGTAGTAATAATAATCATAACA^ 
AAGTATTTTCACACGAGCTATCTTATTTGATATACT(^ 
TAGAAAGCCAAAGTCCAATGAGCTTAATCTTTTGAAAAAAAAGCAAGC^ 

ATAATGCCATTGTAAACAAAGTACTTTATACTACTACAGCAAAAACTGCTGAGAAACAGAAGTAATTGTTGACCAAATT 
CATTAAACCAATGAAATACATAGCAGTATCAAAATTTGA 

ATGCAGCCmCTCTTAGAGAATGTATACAAGTATATAGCACTAGGCTAAATTCAGAATCTAAAAAATTAGCTCATA 
GGCAGAAGAGAAGTTCCTGACCACTTCTGCTCAGAGACCGTCACAC^ 

TAATT CTTAAG AAAAGTAAGAAAAAG AAAAATGTTAAGTATTAG CATGAGTCTAGTAAATAAATACATGAAAATAAACT 

TGCATTACCATTAATAGTAAAAATTTTTTATAACAGTAGAAACAACTAGATAACAAAAGGCTGGTTGCCCAAGTGGTGT 

CATGAAGTAACATGAAGAAAATTACAGCGTAAATAGACAATATTTTTGTCATCTTAATATTTCAGCATCTGAATAACA 

TCACTTCTGTGTTTTCACATCATCCAGTAATATAGTATCTGTATTTGGAAACACATAAAGTTATGATACATTGCAAAGA 

TTAAGAGGAGAATTAGCAATGACAAGATAAGTAGAATTAAGTCACAAAACTATGAATTTATTAAGTATAAGTTACCTGT 

CAAACTACTTAAGTTTTAAGAAATACTCAATTCACCTGGATAACTAATCCTCTATTCCCCATCCTCTGTTAAATTAA^ 

CCAACACATAGAATGCAAAGATGATCCAATCGGCTCTTCACTCACATTCATATACATTGCTTCTACA 

GGTGGGGTGAATGCATTCAGAGGGCCAGTGACGAGGAAGTGAGTAGATTTGATATACCATAAAAAGCTGGGGCATATTT 

GGGAATCTAGCTAAGTTATCCCCAGGCACTATACAGATATCTCAGACCTCACTGATCAGGCCTTCGGGGTGCCCCATTG 

GGGCATTTTCTCAGCTAGTAGATAATACTCTCCCTACCTCCCATGTCAAACTACTGTCCTTTCTTTAGCAATTAACAAG 

TCCCTCACCACTTCTTGGGCCTCTAATGTGTGTTTTCAGTCACAGCCACTCCTCTCTACTACTTTTGCCTGCTAAGTAT 

AAGAGTAGTATTGCTTCCAGTCCTGAGTTTGAAAAAGGAAGAAGAATTCCCTTTATGTCAATTTGTATCTTTTATTCCA 

GATTATTAATCTTCCCTGGTCTCACTAGGAAGAATATAAATAAAAAGACACGTTGCATTACAAAGGTTCTAATTCTCAC 

TGGATCTACATGAAAAGTTTGTAGTCATCTCTTACCTAGATTGCAAGATAATATTACACTAATGAACATTTCAAAAGCA 

TATCAATTTGTTATCTTGAAAGCTTTCTTCCATTAACCACAGAAAGAAAGCTACCATGGCCAAATCATCTCTTCCCCAG 

TTCTGGGTTTTTCCCAGCTGGGGAGGTATCCTCACCCCTCACCCTGTGGTGTAGGAGTGATGGGACTAGGGCCAGAGTT 

CTCAAAATGTGTCCTGAGGCAACAGAGGGAATGTACATGGGTGCAAGCGTTATTTTAAATGTTCT^AGAAAAACACGAAA 

ACATCTGTCAACCACCTGGAAAACTAATAGCTTGGAATAGTTCCCAGTTTCCAATTAAGACCATGATATTCCTTTCTGT 

GACACCATATCTTTGCAAAATTGGGTTTTCAGCAGTTGCTGGATAAAAATGAAGTGCTGAGCAGAAATCAATGTGCAAC 

AAAAAATAAGGGAGGCAATGTCCAATCTCATTCCAAAATGAGAAATTGACATAGTGCTCAGTGGGTGCTAAATTGTTAG 

AACAAAACCTTATTAAGTTATTTGGACTTAACTATTTAATAATTGGAACTATTATTTATTTTGGCCAATGTGTTGCTGT 

TATTAAAAAATTGAGATATTAAGGGCACCATGTACTGAGAAAGTCTGAAAATATTTGGATTAGTTGTTTATTCATATCT 

GAAGAATTAGAGCTAAATCAGGCTAGGCATGGTGGCTCACATCTGTAATCCTGGCAATTTGGGAGGCCAAGGCAGGCAG 

ATGGCTTGAGCTGAGGAGTTTGAGACCAACTTGGGCAACATGGTGAAACCCTGTCTCTACAAAAAATACAAAAATTTGC 

TGGGCATGGTGGTGGGCGCCTGTAGTCTCAGCTACTTGGGAGGCTGAAGCAGGAGGATCACTTGAACCCAGGATGTTGA 

GGTTGTAGTGAGCCACGATTGAGCCACTGCACTCCAGCCTGGATGACAGAGTGAGACCCTGCCTCAAGACAAAAAAAAA 

TGATTAAAGATAAATCAGATCTCTATGTGAGACTATTTGAGAGAATTTTGTTAGGAGTTAAAAAAATAACAGTTTCCAA 

GCTGTGAAGTATCTGATGTGCTCTAGAGTAGAGAATTTATCTTTTTCTTAATTCTGTTAGGATCCCAGGTAGCCAAAAT 

actgttactagtattattcggagtgttgatg^ 

ATGCTAAGGTCATCTGCTACTAGAATACCTTTTTACTATCTTTTTGTTTAAAAATTCTGCTTTATTTGGTGCCATTTAT 
TCAATCACTTAAGTCATTTTATTTCTGATTTAAAAAAATGGGAGTTTCATGAATTGTAAAATAAGTCTTATAAATTAGC 
TAAACAWGTTTCTTCAATCCTTGAACTGGGGGATTTAAAATATTAGCTGAATAGGCATTTTATATTCCTAATCTCATAC 

tttcaaaaaaatcataaaaatgaaatcctgatgtttagacat^ 
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TAAAGCATTGATTTTAATGCACTGCT 

AAAATAACGAATTAATTGAGTTATATGTAGTAATAT^^ 

TTAGGAGAGATAGAGGGATAAATGTTAGTYATAAAAAGTTGTTAAAG<^^ 

ATATACGTAATTCATTGTTTCTATGACAAGCCTGCTGCAATTCGAACTCTAGGACTTTGTGCTAATATTTAGCATACCA 
TTTTATTTTCTAGATTTCCTTTATACTCACTATGCT 

TAGAGTCTCACTCTGTTGCGCAGGTTGGAGTGCAGTGGCACAATCTCAGCTCACTGCATCCTCCGCCTCCCAGGTTCAA 
GCGATTCTCOTGCCTCAGCCTCCTGAGTAGCTGGGATTA(^GGTACCTGCCACCGTGCCTGGCTGATTGTGTTTTTTTT 
TTTACTTTTAGTAGAGATGGGGTTTCACCATGTTGACCAGGCTGGGCTCGAACTCCTGACCTCAAGTGATCCTCCCACC 
TTGGCCTCCCAAAGTGCTGGGATTACAGACTGAACTCACTCT 

CATGTGAGTTTTTCTCACTCCTGTATAAAAGAGAAAGAGTGTGAAGGTGAATTATTTAAACTTATAT^ATAATGATTATA 

TAATTATGCTTATACATCAGATTTAATACATTTCAAA 

GGTAGTTTAATAACAAGAGCAATTATTCCACAATCCTATGAGACA^^ 

TGGCCTCAGTC7VAGGAAGATTAGCCTATTTTTCAGTGCATACCAAAAGAATGCAATCTCTAAGAGCACATTATGTGTGA 

AATAAACTAAAATAAGGAAAGTTTGAAGAACATTTTGAAAGAAAAAAACTAGTCCAGTAACCTGGATAGTGCTCT 

GAAACACGG CC C CTAG ATGAAGGACCCATAGTTGAAAATTACTGATTCTTCCTGCCTCTTGAAATTC CAAGAGGCAAAT 

GGCCATTACAGGAGAGATATTGGTTCACCCAGTTGTGGATATTGTACCTAGAGGTACACTAGTGTACTCTCACTTTATC 

TCAACCCTCTTCCCTCTGTATATTAAAGAAGACTAAAATCAAAACCATGCTCCAGTGTATTGTAAAATA^ 

GAACTTTAATTTTTTTTTCTTTTCTTTTGAGACAGAGTCTCACTCTATTATTGCCCAGGCTGGAGTGCAGCAGTGTAAT 

CACAGCTCACTGCAGCCTTGAGCTCTTGGGCTCAAGTGAT^ 

TATGCTACCACACCCGGCTAATTTTTTTTAATCT 

TTCCTGAGCTCAAGCAATACTCCTGCTTTGGCTTCCCAAAGTGCTGAAATTACAGGCAAGAGCCACTATGCACAGCCTG 

AACTTTAAGTCTTGACGGTGGGGCATATGGTGGCAGGCTGGGAAGAAGAAGAAAGTTGACTTCTATTGGAGATGACCAA 

TACGTGTTTTCCACCACATTCTAAATAAAGGTGTGTAT^ 

GTTTGGAAAATAACAGTAGCACCTACTCCATGCCM 

AAAATTGTTTGGAGCATGCATTCTTGTCTTTATTTAATTTTTAAAAATTCTTGATACAAAAGGAGATGTTTCC^ 

CACTGAGATTCCCATATGAATACTTGTTTTCACTTACAC^TCAATCATTTTAAATATTTACTTTTGCTTGTCAGTCTTA 

GCTTCTTAATGAATTGTTCTCAATGTCTCCTTTACTGTTTTCTGAGCCATATAAGGAAAAACAGTCACACTGCTGGAAC 

ATTTATGTGATGTGTTTCTTGAGATAAGATATTCCAGGGAGTATTACTAAATCATACTGTCTAAGCCCTTGCAATATGA 

ATCATCTAAAGATGTGCTTCTATAAATAAACAGAAAGAAAGCATCAAGCAGACCCATGGTTTTTCTTTAGAAAACCAAG 

TAAGGAATATCAACCACTGGGCTTTGCTTTCAGATTCCTGGTAATCTGTGGTATGATTCACACCAGGTTCACA 

ACAACCCCAATTATTCCGTCTGCCTACTGCAGCATCTCCTAGGCTTTGTGTCCACCTACGGTTAATTGCCTTGAGACTT 

TATGGTTTTTCCTAACCTTGGGTCAAGAAAAATTTGCTGACATTGAATACTGGAAAGTTGTATCTAAAGAT^ 

TGTCAATTCCTGCAACCCTCTCTTTAAGACGCAGGGAACTTCAGAGCAGAAAGAAAAAGAATAACTGCTCACCCCTCAA 

CAAATGTGGAAGGTTGTGATGTGAGAAGAAATCATTTCACCAGTTCAGTAAATGATGTTGTCTCCCAATAAATGTCATG 

AATGATCCCAAGTCCAAAATrrTTTAACTCATTGTTTCACTCCCAAGGGAGAACAAAGCTACATGCAGATCTCATATTT 

CCATGTTTCAAAATTCATTTTTTCTTTGGTGCTTACAGAACTTCAAATTGAATTTGTTATAACCACCAAGATC 

GTTTTTGTGGATTGGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTTTAGCTAGTGGATAGCATA 

TTAGACAGCACCGAGAGTCTTGCAGAATATTCTGTTGCAGAAATAGAATGTTGCAGAAATATTCTATTGGACAGTGCTG 

TTCTAGAGTCTAAAACATTTACTTCTATGTGCCT 

AAAAACAAAACAGTATTTGAAGGCCTGGGCTCAAATCCAGCTACACTGAACATTTCCATGCCTTGGGATTTTATGACCC 
AGTAAAATTTCTGGGACACTGACCTAGGGTTACTAACTCCTTATTTTGCCAGGTAAAGAACATTAACAAGGAATTACCC 
ATCAATATATATGTTAATTTTATTTTTTAAAGACATTTTCACTTCAGTGAAAAAGAAAGAGCATAATCTCAGAATAAAA 
GAATTTTCCAAAGGAATAYGTATAGTTTAAAAAAAAAATCTCACTGCATGGTCCATGTACACTCTGACTTTGACAAGGA 
CCACTGAGCATTCTGTTGGGCAAGTACCAGATCTTAGAGTGGCATTTGGAAACCACTGAGTTCTGTCAGCTTGTCAAGG 
GCATGACTGCCAATGAGTAACTTAAGTTGTCAGGGCCTAGTTCCTTATGTTAGAATGGGAATATGAGCATCCATTTAAT 
GCAGAGTTGTCAGGATTAAATTCAGCATGTTGGTAGAACACCGTGTCTGGTGCCTAGTAGGCATTCATAAAACACATTG 
CTCTCCTCTCTGTTTGATCAAGGGCTTCCTTTTAATCTATTGAATCTTTTCACCACATGCAGACCTTTAAAATTGTTGC 
ACTAGTTGACCAAAAATCTTTTCCCTAGGATCCCATTCTGGTGAAAAACCAAAAGGGCAGGGCCACTGGCATTAAGAAC 
AAGCCTGCCAATAAGATAAACTGTGAAAGAAGATCCCGTTCCTAGAACACAAAGTGAGAGCACTTGTGAATCCCTGCCC 
ATGTACTCAACTCTTTCGCTGTCTTTCTTCCCTCCATGGAAGTCAGACTCTCAGCTTTGTACTCAAACCTTCTGGTGAT 
AATTTGGGACATCAGCCGTCCTAGAAAAGTCTCTCTATTGTATTGGTTTTTRTTAAACAAAATAACCTAATATGCTTAG 
TGAATATGTCTACACACATGTGCTAAACATTTGTTTAATTATTTAACTTGGAAAATTTTGGTGTATCATTTCTAACAGA 
GATAGTCTTTGTGCCATCATATAACTAACAAATTTGAAGGCATTCATTGGCATCATGTATTTTCTCTAATGAGTCCTAA 
ATTGTTTTCTCATGACAAATAAAGAGATTCCATTTTAGACTAGATTATTTTTTGCTTATGTTGCRTAAACTTCAGTCCC 
ATCTGCTTTATCATCAGTGCCTGTCCTCCACAAGTGATATGAGCACACATGAGCCAAAAATTAAGGATTTTTGGTTGAA 
AGATTTTTTTTTTTTTTTTGGTCAAAGATGGGGCCGGGCTCTAATTCTTGTTTTAAATTTATTTTTCATCAACAAATAA 
CAAATTATATGCATTTATTATATACAAGGTAATATTTTGATATATGTATACATTGTGGAATGATTAAATCAAGCAATTA 
ACAGGTCCATCACCTAACAATTTATCATTTTTTGTGATGAGTACATTTAAAAKCTACTGTCAGCAATTTTCAGGTATAC 
TATGCATGATTATTAATTATAGTCACCAGCCTGTACAGTAGATCTCTTGAAATTGTTTCTCCTTCTAACTGAAACTTTG 
TACCCTTTCACCAACATCTCCCATTCCACATCCTCCCATTCTCCCCCAGGCCCTGCTCCAGTCCCTGGGAACAACTGTT 
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CTACTCTCTGCTTCTATAAGTTTGATTTTGTTT 
CCTGGCTTATTTCACTAAGCATAATGTATTCTAGGAAC^^ 

CTGAGTAGGATTCTAGTGTGTGTGTGTGTGTGTGTRTATAACATTTTCTTTATTCATCTGTTGTTAGACACTTAA 
ATTCCATATTTTGGCTATTGTGATTAATGCTGCACGAAACATGGG 

TTCTTTGGATATATACCCAGAAGTAGAATTGCTGGATCATATGGTAGTTTTATCCTTAATTTTTTGAAGACCCTTCATA 
CTGTTTTCCATAGTGACTGTACTAGTTTACATTCCCACCAACAGTGTA 

ACATTTGTTACCTTTTTTTGATTAAAAAAAAACTATTATAGGTGTCAGGTGATATCTCATCATGGTTTTAATTTGCATT 
TCACTTAAGATTAGTGATGTTGAGCACTTTTACATAT^ 

TTTTTGTAGAGAAGGTGTCTCACGATGTTGCCCAAGCTGGTTTCAAACTCCTGGGCTTAAGCTATCCT 
CTCCTAAGGTGCTGGGATTACAGGTGTAAGCCACTGTGTCAGGCCATTGTTTTGAGAAAGACCTATTCAGGTTTTTTGC 
CCATTTTAAAATCAGGTTATTTGTTTTTTTGC CATTGAGTTGTTTCTTAATTCTTAAAATATTAATAAGATGTGAG CAA 
ACAGTTTAAATTTCAGAAAACTAAATATCTTTGAAGGTCACTGTACTAGTCTGTTCT 
CTGAGACTGGGGAATTTACAAAAGGAAGAGGTTTAACTGGACTCAGAGT^ 

GGTGGAAGGCGAGGAGGAGCAATTCACATCTTATGTGGATGGCAACAGGCAAAGAGAGAGAGCTTGAGCAGGGGACCTC 

CTCTTTTTAAAAAATTAGATCTCATAAGACTCATTCACTACTATGAGAACAACGCAGGAAAGACCAGACCCCCTAATTC 

AGTCATCTCCCACCAGGCTCCTCTCAGGACATGTGGAAGTTGTCGGAGTTAAAATTCAAGATGAGAACCCCATCTCAAA 
AAAAAAAAATTCTAACCTGCTTTAAGAAATAAA 

GAGAGGATCACTTGAGTCCAGGAGCTTGAGGCTGCAGTCAGCTGTGAATTGTGCCACTGCACTCTAGCCTGGGCAACAG 

AGTGAGACCCCACATCTCT.TTAAAATTTTTTCAAAATATTTAAAATGATGAAAACGGGCGAGGCGCTGTGGATCATGC 

TGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGTGGATCACGACGTCAGGAGATCGAGACCATCCTGGCTAAGACGGTG 

AAATCCTGTCTCTACTAAAAATACAAAAAAATTAGCTGGGCAYGGTGGCAGGCGCCTGTAGTCCCAGCTACTCCAGAGG 

CTGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATTGCAGCCACTGCATTCCAGCCTGG 

GCGACAGAGTGAGACTCCATCTCAGAAAAAAAAAAAAAAAAAAAAATGATCAAAACAC CAGAAAAGCTG CATACACAGA 

TATACAAACAGGTGGCCTGAGTTTGGCGTTGAAAAGTTTCAATTTGGAAGATGTTACCTGACACAATACTAGACAGCT 
TAATGTTACTCATATATTAATTTACATm 

TTTGGTAGTTGTGATTTTTAATACAAGTTTTTGTGTTAAATAGATTATTTTAATTCTAAGTGGCAATAGCTTCAAAGAG 

GAAAAGCACATTCACTTGTAACTGAAGTTGGCTTTATTATATTAGGAACTTTATTCCCTAGGGTTTCATA 

ACTGCTTAATTTATTTTGACTTAAATGGAGCTAGTT^ 

GTATGTCTAATACCAAGGAAACAGTTTTTATGTATTTTTGGTATTGTTTTATTTACTATATAGATTACTTAGAGTTTAT 

AAAAAAATCTAATGCCTCCTTTATAAGTAATTTTAAATCATTCATTATATTCTTAAATTTATAATTTG 

ATTATTTTTGGAAAAACAAATCATCTCTTTTAAACGCTATATGGAAAAAATAATTTGGTTTTGCAAAATTTTCTTGGTA 

GTCACATTTTACAGAATTTTTGTTGTCTGAAATTAGAGTTTCATGATTTTAATTTAAGCAGGTAGCAATATAAAATACT 

TAACATTCCCATGAATTACCTGTGCAGCCCAGTTTCTCATGTAGCATTTTAATATTTACCTTTGTCTTATGTATATTTA 

ATTAAAATAAG CATGTTTC CTTTAATAAGTAG CTTTTTAAAAATGAATGAATGATAAATGAACTGAAATTCGTCTGAAA 

AACCCATATGATTATTTTTTA^TTTATTTAAAAATAGAATCAATGCTTACATTTTAATACATTTGGATTCACATAACTT 

GAAAAATTTTAGAGATTACCGAATATAGATTGGAATCATTAACAATATTTTAAAAGAATAAAGGCATGTATAATTTTTA 

TGGTTCATTAATGTTTAATGCTAAAAGCAAGATATACAGTTGAATATACACTATGACTCTAATTCTATAAGGAAGTATG 

TAGTCCATAATAGTCACATACTATATTGCATACATGTGCTCACATACATGCAGTGGGAAAATGTTATCAATAGTTATCT 

TTGAATGGTTCTTTAAGTTGTTCTATATCTCCCAAAGTATGTATATGTATGCATGTACTTCATATGTGTGTATGTATAT 

ATATACATACACATATGTATGTATACGTGTATCTATACATACACATATGTATGTATACGTGTATCTATACATACACATA 

TGTATGTATACGTGTATCTGTACATACACGTGTATGTATACGTGTAKCTGTACATACACGTGTATGTATACGTGTAGCT 

GTACATACACGTGTATGTATACGTGTAGCTGTACATACACGTGTATGTATACGTGTAGCTGTACAT^CACGTGTATGTA 

TACGTGTAGCTGTACATACACGTGTATGTATACGTGTAGCTGTACATACACGTGTATGTATACGTGTAGCTGTACATAC 

ACGTGTATGTATACGTGTAGCTGTACATACACGTGTATGTATACGTGTAGCTGTACATACACGTGTATGTATACGTGTA 

GCTGTACATACACGTGTATGTATACGTGTAGCTGTACATACACATATGTATGTATACTTGTAGCTGTACATACACATAT 

GTATGTATACGTGTAGCTGTACATACACATATGTATGTATACATACACGTGTATCTATACATACACGTGTATGTATACA 

TATATACATACACGTGTATACTTATATATACATATACGTGTACATACATGTATGTCTACATGCATGTATGTGTGTGCAT 

ACATGTATGTCTACATACATGTATGTGTGCATACGTGTGTGTACATGCATGTGTGTACATACGTGTGTGTGCATGTATG 

TATATGTGCATGTATGTATGTTGCATGCATGTATGCATGTGTATATATGTATGTATGTGCCTGTATGTATACATGTATG 

TATATATGTATATATGTGCCTGTGTGTATATATACATGCATATATGTATATATGTACATGTGTATATAGATGTATGTAT 

ATATGTACATGTATGTATATATACATATACACATACACACACATAAAGATCAAGTAGGTTACATTATATGTTTGTTTTA 

TATGTCCATACTTCTATGAAGATGGGTCTAGAGAGTTGTGAGTAGACGTGGTCCTCCTATAGCTAATCCTTGGGTGTTG 

TCAAATAGTCTAGGCTCCCAGAAATATTTTTATATTCATTTTAAAATTAGAACATAC 

GAAGTTGTCAAGGGTGAATTGATAGATGGATGATAGTTTTTAGGCTGAGGAAAGAAAGATACTAAGATTTCAAAATTAT 
CAAAATCTTGGACTTTAAAATATATTTCAAAAATATTATTTTAATTTTCTATATGTTTATCAATTTCCTAATCCTATTG 
ACAAACTTCAGAGGAGAATATCTTTCTAGTAAGAGTGAGTGAAGCACAGAAGATGAAAAAAGTTTGCACAAGATTCCAT 
TCGGCCAGCGCGGTGGTGCACACCTGTAATCCTAGGCACCCCATAGACTGAGACAGGAAGATCACTTCAGCCCAGGAGT 
TCAAGGCCAGTCTGGGCAACATAGCAAACCTCCATGCCATTGAAAAAAAAAAAAAAAGGATTAGATTCAAACGTAAGCC 
CCAGC CTGTGACTC CTTCACAGTGCTAGTTCATG CATTCATTTGTCATGCTAAAATTTGCAATGTGTGATATTCAAAAG 
CAGTGGGTCTTACATGGCCACTAATGCTTTAAATATAGTAGGATTAGGGGTCTTTGCTCCATAAAGTAAAAACTTTCTT 
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CTAATTAACTGTATCTCCTTTTCCTTATGATTTCGTAATAGTAAAAC^GATAAAGATTGCCACCTAGTGTGTTTAAGAT 
TTCAACCAATCATGAAATGAACTTCTATAGGAAATTAT^ 

TGACAACAGGCTTTTTCATTTTTAAGTACTTGAACCATATATGGATCTCAACAAAGTCACCATAAGAGTGT 

GGATTTCTTGCTTTTAGTTTCTTGCTTGTTTCTGTTTCCTTATTACAGAAAGAAAAAGGGTAGAAAATAACGTGATAAA 

TAATACAGAAGTAGAAGAAGGATGGGAGGGGGAATAGAGAATAGAAGTTCCTGACTCTACTGTCATTTCTCTTGTGAGA 

AAAAAAAAGACAATAGTATACTGTTGAGCCCTGTATTCTCCTGCTTTCAACAGCGCTGGCTCAGGACTCAGCAAGTCTT 

TCTCTTTGGGAGAGACAAGGCTCGCCAGGACTAGTGAAGATGACTCTGGTTCACTTCCTGGTAACCAGGGAAGGTGACA 

GAGCATGTGGCACCTCCTTGGACATCATGAAATTTAAAACCAATGTGACACTGACTCCCACAGTGACCTACAGTGGCTC 

ATCCTGGCTGTTCTAGAAGTTTCTGCACTTGCATTCTGCTGTGACTGTTACCTTGGTACCAATCTCATCTCTCA 

ATACATATGTGCATACATACATACATGTATACATGTGTGC^TACATACATACATATAGACACGCAGTGTCT 

TGTATTTTCCTTAAAACAGATCACAGCTGTTTTTTGTTAAGGGTTGTTGTTGTTATAATTGTTTTTATTTAAATGAAAG 

ACAGTATTGCATCATCCTCACCCAAAATTCACATTACCAGGCGGTACAATTTCAAAATGTCCAGGCGA 

TGACTTTGAATCTAGCTTTTCAGTCACTTTATAGAGACCCTAATAGTCTCTTCCCATCTCAGAAGAGACTCAGAAAAAT 

ATTTAGCCAAGTAGGCCTAGGAAGCCCCAATTTATTACATTGTATTGTAATCCCTCCCAGCCCCACTTTACGTGGCAAG 

GCGCTTTAAAAAGCTTCTGTGGGTAAAGTTGTTC^GGTGC^GATTTCAGAATTATT'rTATTTCATAGGATTTTTTTGA 

GCATATGTGATTATTCAGTTGATTAAAACCC^ 

TCTTAACTACCAGATCTGTTTTTAAATGATTATAAGCAAAG 

ATTTTCTTCTAACC^CAAATAAAAATAGGTTTTACTTGCCTTATTCTCCTAGTGAC^GTATGTCTGAAAAGATCTGTTT 

TAATATTGAGTTGAGGACTTAGACAAAGATTTTAAAATTATATGTTAGGTATATATTCAAAGATAATTTAAGCATGACA 

TACTTTTGAAAATAAATGGATAGGCTATAACCTGCCGTTTATCGAGGACATCTGCCACTGAAATGCTAGGTATCATTTT 

ACTGTTACTAAAATGAGACCATCTTGAGATATTTGGCAGAAACAATTTCTGGGCAATTTATTAAAAAGTAATATATTTC 

CTTCACTAAAATGATAACTGTCTTTATGCTTTCATAGGGAAAAAAGGCTGGTAAATTAT(^TAAATATTGTAAAGTGTA 

TTACTTATAATACTTATAAAGGAGATACAACCAAAGAGAAAATTAAATGTTTTAATAAATATGCAACCOT 

TGAAAGATTCAAATCCACTGCAATCTATATAAAAAATTAGGAGACATATTTCCATGGATTCATT^ 

GCCTTGTCAAGATGACTTAGTCCTGAAAAAAATAAACTTTATAGTAGGTC^TTATAAAGAATAAAATGAAAGAAGAGA 

CTATAGCTTGGGACAATAAGAAGATGTCATATTATTTTAATTTTGGTTATCTGAACTGCCTCTCATCCATTTTACAATA 

CAATGTCTTCAGCTTGGCCATGCACTGAAGCAGATGAATAG^ ■ 

GTCTTTTCTCCTTGTGTAATATACCTCCCATTATGGAATTTTTAATAACATTTTTTAATGTCAGAAACCATTGAACTAT 

CTTGAATGCAATATATGTAGTATATACACCTATTGAAAATGTTTTTTGTCTTCGGACTTCTAACACACTACACAGTTTA 

CTGATTTGTCCACGACTCCCAAGAATGTTTGGCCT 

AATGCTGAAGTGTTTAGCTCTGGATTTTGTCTTCATGCTTTTTAAACACTGGTGTATCTGTAAATATTTCTCAGTTGTT 
TTGTGAGAGTTAGGCTACTGTTTCAAAATAAGTACATAAGAGAAATTGCAGCCCTATATTTACCTATATGACACAGe(^ 
GAAGGGAAAGTCAGAATGATGGGCCAAGGAAGAAATGTAGCTGGCCAACCCTGGCATCACTTTGTAATTTGCATTTATT 
GGGCCATTTTCCTAGAGCTTTATTTTTAATCTTTTTAAGCTGTTCCATAGGAATCAGCCAATGCATATCACAAAAGGGG 
ACCATTCCAGGTATGGCTGTGCAGCTTACTACCTGCGTGTCTTTGTGTTAAATCTCTTAATCAATTTGAGCTACAATTT 
TCTCATCTGAAAAATGGGAGTAATGTCACCTACCTTGCAACATTGTTGTAACAGCTGATGATTGTATATAAAATACACT 
TGCTGTGATAACATTCTTTTTACTTTTGTAAATGCTTGAAATTTTCATATCTTTTTTTCCCCAGAACTTTTTCTTTCeC 
CCAGAGCTTTTAATGCTGTCATCGTCCCTCTCTCTCTCTCTCTCAACTACCACTGATTTAGTTTAGGTCCTCATCTCTT 
CTTTTCTCTACACTGGTCTCCCTGCTTCCATTTTTGCCCCTTTAAAGCCCTCAATCTTTTATAGACCTGTCACAGGGTC 
TCAAGAGTCCTTCTTAGCGAAGTATCAGTTTTCTGAGTCTTTGCAATTTCCTGACTGCATAGGAT^AGCAAAAATCATTA 
TGATTTAAAAGGTTTTACTACTGCTGCTAATTATTATTATAGAAATGTTTATTGAACATTTACTGTGTGGTAAGCACAT 
TTTTCAGCACTTAACATTATTAATTTATTGAATCCCAAAACATCACTCTATGTATGTGCTGTTATCTCCATTTTACAGA 
TGAAGAGGCCAAGGGAAAGTGAAGTTTAATAACTTGCACAATTTCACACACCTAGTATGTGGCAGAGCTGAAATTCCAA 
CCCAAACTTCCATCAGAGAGTAAAATCCAAGTTCTTGTACATTTCATACAAGGGCTCTGTGATCTGCTGCCTGGCTCGT 
TACCACCCATGATTCTGAATTTCCTGCCTTCCATGGCATTCTCTAGAATCACCGAGCTTCTCGTTGCAGCTCTGTATCT 
GCTTCTTTCTCATCTAGGCAGCTGCTCTGCCTCCTTGGCTTCATCCCTCTCTGCTGGCTCCCACGGGCTCAATGGCCTC 
CTTGCCACTTCAGTGCACCAGGCCTGCTCCTACCCTGGGCCATTGTTCTAGGAAAGAGCCTTTCTGGGCTTGACCTCAG 
AAGACCTTTTTTTTTTGAGAGTCAAGGTAAATTATGTAAATTATTTATTGATGACAGAAGAACACTATCTTAGTCCAGT 
TTCTGTTGCTATAACAGAATAGCATAGACAGGGTAATTTATATAGAAAAGAAGTTTATATCTTACAGTTCTAGAGGCTG 
GGTAGTTCAAGGACATGGCATCAGCATCTGATTAGGATATTTGGGATGCATCATCCCAAACAATGGAAAAATGGAAGGG 
CAAGTGAGCACATGCAAAAGAGAAAACATGAGGGGCTGGGCTCACTTTATAACAACCCACTCTTATGATAACTAACCCC 
CTCCCACCATAACAGCATTAATTCATTCATGAGTGTGAAGCCCTCCTGACCTAATTACTTCTCACAGGCCCCCACCTCT 
TAATACTGTTGCAATGGCAATTAAACATCAACATGGGAAAATACCTTTTTC^TTGACATCCTGCCTCTACCACTTATT 
AGTTTTTAGACCTTATGCCCTCTCTGAACCTCAGTTGCCTCTTCTATAAAATGATCATAAAACCCAATGTCCTACCTTC 
TTAGAGTTCTAGAGTTCTATGAATAATCTCTACAAAGAGCAGGTGCCCCTTGAAAAACATGATTCTGGAACTAAGGGGG 
TGTAAAATAACACATGCTTCCTTTAC^TTGTTTTTTCCTTCTTCTGCTTTTATTTCCCACATTTTTATTTTCAAGATCT 
CCACATGGTTTGATGACGACCACAGCACCTATTCTAGCTATTGGTAACAATTTATTGAGTAACATCATCCATATGCTCC 
CTGTGCCCCAGCATGTTTCATGGGTGTTGTTTTGGGTCACTCAGGTTGTTTTCAGATTGTTCATGAGTGAGCGAAAAGT 
TTATTTGCACTGTTCTCAGGGCCATGTCCAGGGAGCTGTCTGTGTTGAATAACAGCATTCACTTTTGATTTAAGAATTT 
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TATCTAGCTAGATCAAGAAATAGCTGATGGTG 
AAAGAACCCTGGGCCCCAGTTTCTCACTTTCCTCTAACTGGAATC 

AAGACACGTCATGCTGACACCTTGCTCCCATACCCCAGGCACGGTGTAGCTGGGGTTGCTC 

AGTAACATTTCCCAGTGACTACAGTGGCTGGGATGAGTCAGTTGAACATTTCACTGGGTTTTTATTAGTGTATGATGCA 
GTCCCATGTCATCTACAGTTCCTAGCCTGTCCAAGACTTACACGGGATGATGTGGAACACTCCATGCTAATCACCTTCA 
AATATTAGATGGTCAAGGGTTCTCTCACTGAAGTCACTGCATTGCTGGTTCCTTCCAa\GCACCCCTTACTAATATCTA 
CAGTAAGAGGCC^AAAGTAAAACTCAGGCCCCACTGCTGGAACACCATTTCTACTATTGCATATCCTGTGTGCCTAAAA 
AGCAACAGTGACCCTGGCTGATGATCAAGAAGCCCCTCTTTTTACCCAGGGAGTTGGACAATTGTTAACATCCCAGAAG 
ACATATTTTTAACCCAGTTGCrGGGAAGAACATGTGCTGAAGTATAAGGATGGAATCACTGTAATTCTCTATGGGAACT 
CATGAAAGTGGAACTTGCCGTTTAATATTGAACGAGA.CTC 

TTATTTTTCAGACACGGAGATGACTTGATTGTGACTCCATTTGCTCAGGTAAGCACAGCTTGGTGAATGGGCAGGTTTC 

TCACAGATGTAAAAATTTAATTTGGGGAATTAGTTCGGGTTATT 

ATACAAATTCTTGGTTCATTCAAGCAATTCAAAAGCAATGCTAGA^^ 

TAAACCCATAGTACCAAAGAGTGTCTTTGCTTCAAATAATAAATTAGCTAAGGGATATACTTAATTGGGCTCATACTGA 
CATAAGCACTAGAAGCAGAAGGCTATATCATGGCTTAAGTTATGTTTAGTATAATTAGGTACATGATCAGTGCTTGAAA 
TTCAATATTCCAATTCAACCCAATACCTTATTTATC^ 

TGTGTTGATGTTTACTTCTTCCTTCTAGGCATACAAATCATGAAAATACTTTAACCACATGACATATGTGCAAGCAGGT 
G AT AACATG ATCTAAAATGTTTG GGAATATAAATATGAAAG AGTTGATGAC CAGATGTTCTATGTATAGAC CAATACTT 
CTCAACCCTACCTGCACGTTAGATTAACCTAGAGACCTCTTATCCCAGTGCCCAGGCTGCAGCCCTGGTCAATTAAATC 
CAAAAATTTGGAGATCTGTTACAAGCATCTGTATTTGTTAAAGGCCTTAGTATTTTTCTAGTGTGCAGGAGAAGTTGAG 
AGTCTCTGGTATAGACAACTAAGGGCGGAATGAGATAAAACTGATTTAACCTGGGGCATGAAGCAGGTTTAAAACCAAC 
ACTGATGAGTAAGAAATGTTAAATATTA?VAATGCAAGTAATCCTGAGAGGTTGTAAA^TTATAATCAGGCCTATAT^ 
TACATCAAGGTGCTCTTGCACCTTGGACAACTCACTTAAATTTTCTGGGTCCTCTTTTTTTTCAACTGGTAGAGTTAGG 
GGACTGAGCTGGATGAAAGACAGTCAGATCTAGTTAAAACCCTTTCACCGCCTCTTGCCAACTCAATGGACTTGAGCGA 
GTCACTGAACTTTTCC^GCCTGGTCTCTTCCTCTGTTAAATAACAGTTCCAAGAGTACCCACCTCATAAGATTGCTAA 
GACACTGAAATAATACC^CGCTTATAAAATGCTAGGCACAATTGCTTGAAAATATAATATTATAAAAACTTTGTGATTG 
GTTTAAATGTATAGAGCTGAAAATGTTCTTTCATTTCTAAAATGTCATAAGTATTATTTTTTAAATGGATAATAGGGTT 
TAGATAGTAGGATTATGTATAGTTCTACTTTTTAAAACTTTC 

TCAATTCATAAGTAACATAATGTATAATAGTAACTTTTTAAATTAATGCAGGCAATTAAAAATAAAATACA 

CCTTTTCAGATGGTTAATATCTTGTTTGCTGAAGGTTTTGCTGGAGATTATGAATTCTTTCTAGTACCTGTATTTCTGT 

GTCCAAAAAATTTACACTTGTATGATTTAATAATATGATGTGATAGCAAAATCTTATAAAGCTGAGGGTTTTTAATTGA 

TTACTATTGAAAACTTATGGCCGGGTGCGGTGGCTCGTACCTGTAATCCCAGCACTTTGGGAAGCTGAGGTGGGTGGAT 

CACCTGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACTTGATGAAACCCTGTCTCTACTAAAAATACAAAAAAATTAGC 

CAGGCATGGTGACGGGTGCCTGTAATCCCAGCTACTTGGGAGGCTGAGGCAGGATAATTGCTTGAACCCGGGAGGTGGA 

GGTTGCAGTGAGCCAAGATCATGCCACTGCACTCCAGCCTGGGTGACAGAGCAAGACTCTGTCAAGAAAAAAAAAGGAA 

AGAAAGAAAACTTATAATTCTATATCTAAGACCTCAGAGAGAGGTGAACAGACAAAATATGGCATAACAATGTAAGTAA 

CATCATCAAACATAGAACCAATCATTCCAATTTGAGTTCATTCAAGTAGCTATTCTTGTTTCTAACCAAATGATCTAGG 

TATTATTATAAGAAAAAATATATATAAATATTTAATAACAAATGAAAAAAGGTCTGTGTATGATATATGGTCTTTTACA 

TCAAGTAATATTTATTAAGCTGCAACAAATAGATTAGTAAATTGGACTTGAACCCTGCCATCAGTGCTCTTAAATTCCA 

AGGAAATCTAGTCTTTTACCTGATTAGATATTTTCTGTAGTGTACCTATAATCTCCAAGGAAAAAAAACTAATGGAATT 

TCAAGATATTGGGAAATACACACATATATGTAATTTAGTCCATGTTAGTAAGCTATTTAAATAAAAAAGATGTGTACTT 

AATATACTTGAAATTAGAACTTGGAATATAAATCAGCTGTATAATTTATAGGCATATCTGATGCCTAAAAATAATCCCA 

TAGTATATTAAGTCTTTGCTTATGATTAGCTAAGTGACTCATAACACCTTGTAGAGAGTGGTCATTACTTGAGAGGGTG 

CCGATTTTTTTTAAGGGGCTTCATCATGGTTTTCACAAATGGCCTTTTACTGGAGTATAAGACCTGGAAAGCCCCACTA 

GAATTAAAAACAAAACAAAACAAAAAACTGTTAAGCCCTGAAGAGTTTCACCACTCTTCATAGAGCATCTGTGGGGAGG 

GGTTAAGAGAGAAGTCCCAGTGAGTATGTTTGAGTGGCCTTCTCTTAAACCCTGTTGGACATGATTGGCATGTTTTGCT 

GACCCAATCACTAACTTCTCAAATTTTCTTTAATACAAAGTAAAGCACTTACCACTTAATGGTAAGTGCTATTTTAGCA 

TTAACTATTTAAAACTAAAAATATAAGATACTTATGTCACTTGAAGTGATACCAATCTAATTTGTCCTGATATACCATA 

ATTGCTTTC AC CAAAG GACAGAAAACAATGGATTTTAGAAAAGTCACTCAGAAAAATATTTAGCCAAGTAGGC CAAAG A 

ATTACCCTCTTTTCTCAGCATGCTTTGAAAATTGGAATTTCACACTAAATTCCAGTGAAAAAGCTATGCTTCTCAAAAA 

GACAAAACAAAACAAAAACTTTTTGCATAAAAGTTTAGAAAAATAATAAGAAAAAGAAAAGGAAAATTTTCTAAAATT 

CAAACCCCAAAATAACTGCTACTGACATTTTATTTTATATCCCTTCAGATTTATTTTTCTGTGCATATTTTCTGTCCCA 

TGGCTCCTAAAAATGGCCTTCCCCTGTCTAAGGTGTTCAAAGATCCCCTCCCAAATCCATCTCATCTTCTGCCTCTTCT 

TGAGAACTCATTTCTTTATGCCTGAGTCCATCTCCAAAACACGAATCATGGTTTCCAAATCATGGTTTCCTTTGACGTG 

AAAAGAGCAAAATCCTAAATTAGAGGAGAATTTAGGAAGCCGTGCAAAGATAGATTGCACTTTTTTGGCCAGGCTAAAG 

CCTGAAACATCTTGGATAGTAATTTTCAGAAAGGATCCTATAGTATCTCTCCATAGTTTATCCCATTGTCTAAAACACT 

GTCAGGGCTAGAAATTCTTGCTGGTGTTTAACCTAAACTCTTTTCCACCTCTGATTTCTTATGCTTTCCCCTGTAAGCT 

CAGAATCCCTTTGGTCCTCAGAAAAAGTGACAGCTTTAAATATTTTTCTTATTTCAATTGTTAAAGTATTCTCTTGTGT- 

TTGTGTTGAAATCTTTTGGTGTGGGTGTTTCCTTAGCACGAAGGCTAGAGAGGAATCCCACTGGAGTGCACGCGGCAAC 

TGACCTTTTTTTCTTGGCCAGAGTTCTTGGGGGCCAAGGAGCACTAAGGAGGCACAATGCTGATAAACTGTAGGAAACT 
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CTTCTCTGCTGTCAGCTGCCTCCGGGCTCAGTC 

GACTAGAATTTTCATGTGGAAGTGTGTAATGTTAAATGAAGTAGACTCTGATGAAAGAAAGAGAAAACAGGAAAACC^ 

AGCATTATGCTGGATCCCTGGAGAAACCCTCACTT^TTCAGACTAAGGAGATATCCCTGATTTGAAAATACAGAGGCG 

GGAGAATAACTTGAACCCAGGAGGCAGAGGTTGCAGTGAGCCGAGATCGCGCCATTGCACTCCATCCTGGGCAACAAGA 

GCAAAACTCCGTCTCAAAAAAAAAAAAACAAAAAAAACAAAAAAAAAAACGGGGTAGGAACAACTAC^ 

TTACTCTAACCAAAATACAGCACCTGGGATACTTCTAGGATAAAAATGCAGTAGTTATTAATACTATAGAATATTACCA 

TTTAGTTGGTAATAAAATATAACCAATATTCTCATATTCCTC 

TGTGGCCTCATCACCATCCTCAAGCTTGCAGACTGTGCTAGGCCCTCCCTGCCAGGCTATGAAAGAAGATAGTCACCTC 
GTTTCAGTCGGTGCTAAATTTTTAGCTTTTCTTTAGCCTTAATTAATTTAAATTACAACTACT^ 
AGTTCTTTTTAAGAGCGAACCATATAAAATTGTCTATCAACCTTTTCTGGTGTACAAACC^^ 
AACAAAACATAACCTGGAAAGAGGTTTTCTTTTCATAAAAATGACCTTTCTATTT^ 

AGCTTTTTCCGGAGGTAAAACCGAAGTAATGAATCTCTCCCAGTGCGGGTCGCCGCTTCCTCCGCCGCCAGTGGCACCT 
CAACCTCATGGTCTGTGTTTTACCGCCATCTAGTGGTAACAAGTGTA^^ 

TATTTTCCTCTTTTTTTTTAGGCTATGATGTTCAGCTGTTTAAGTGTTAAATGATAACCGTATTTTCCTGCTATTTTCA 

GTGATTCTTATTGTTTAATAAATGTTTAGAAGCACCTAAGAAGATCC(3AGAGTAGTGTACGTAAATAACATTGAATCCT 

TCCCCATGGGCTAATACATGAACCATCTTT 

ATATTTCTCATCATTCCC^TGTAATTTTGACATTGA^ 

ACCTTAATTTTCTAACCATTGAGCTCTGTGGAAGAAACGTCAGGGATCTTTTTGGTTAGCAAGCATTAAGGAGTAAGG^ 
CAACTGTAAAAGGAGCCTTAAAGCTTTGACTACAGTTCTTAAAGAGTCGAATTCAGGGGAAGTGAGGGCTGCCCTGAAC 
AAAAGCAAAGAACAATGGAACTTTAACTTAGGGGCTTCAGTAAAACTGTTTATAGTT^ 

GATGCTCCCTCTTTGTGCCCTGCAATGCAAAGTGAAAGCTTAAAAGACTAACACAGTGATAACAGTGATGACGACACCA 
AGAGTCAGTCAGCGAGGCCCAAGACAACACCCCCTTATAAGATTTGTCTAGAAATGTTATTTACACTTCTGCCAATAGC 
ATACATGTCATACTGTAGAAGATAATAGTTAACACCAAACATAA 

AAAAAACCCACACACACACAATAAATAATCTAATACTGGCATGCCTAGGAAATAATTTCTCTACAAGATTATO 

AACAGTGTTTGTACAAAAACAACTTTAAGATAGAAAACCTAAAAGTTGATTGCTAGTGGCCAGGCAGCTGATTGTCTGA 

AGGAGAGACCGGAAGACAGATTCCTTTTTTCACTTTTTATTTTGAAGTATTTCATATATATAAGGGAATATAGCTTGTA 

ATTATGTAAAATATAAAGAATAATACTAAAATGAACAGTTTAAGAAATAGAACAGTTATCAGTATTTTAATG^ 

AGTGTCCCTCCCCAGGTTAATCTGTTTCTATTGCGTCTTTTCAGAAGTAATAATAATTTTGATTTTTATCTTAATCATT 

GAAGGGGAGACTTTTTGCTTTATACTCTTTTGTTTAAATTCTGAAGCATGTGAAGATATAAATTATACAAAAATACATA 

AATTTTAAACTAAAAACAAAGACAAAATAATATTAAATTAGATTACTTATTAAATTAGAAGTTTATTATAATAGAGGCA 

AAAACTCCTCTACAGAAATTTTTTCTTTGATGAACTAATTTTTCTTTTCATGACTGATGTTTCCCTTCAAATGATCATA 

GAAAATAAGTTGCCTGCATTTCTATGTCTATTTACCCAGCTGTCAACTGCAATGAACTTAACTATTATGTATTGGAATA 

AAAATCTCAGAATTCTAGGGTTAAAAATTTTGCCTAGGAAGGGGATCAATTAGCTGGTGCT^TGATTTTATCTTAAAGT 

TTCCATTAGTATGTTTGATATTCACTTCTTAAAACATAAATTAAGCCTGCATGATTTAACGACAGTGGATCATTTATCC 

GATTTACTTCTGCATCATTCAAGATTTCATGCCTAATGAAAGACATCGTGGTCTGATGTCAGCAGTCGGCCATTTGAAT 

ACTCCATCATAGGCAGCGTGACCTTTCAGAGCCGTGGGTTGTTTATATGAGATAATGAGCCAGGTTTTTCCAGTGACTG 

AGTTAATCACGGTTGGCTTCTTAGGAAGCAGCATTAACTCCTTTAGGGGAAAATTCTCTAAGTCACTGTCCCAAGGCGT 

ACACAGCTCTCCATTGACTTACACAAATGAATGTCAATTTCATAAACAGCAACAACAAAACAGAGTCTGGGACATTTTT 

GTCTTAGAAAAAAAATTAGACTGATTTTAGTCTAGGTCTGTGCCAGATGAAACATTTCTGAAAACAACTCTGGAAACTT 

TGAAGCAATTAAAACTTTGGAGACTCTTGAATTACCAATGCTAGGCATTAAGTAAATTTCCCAAGTGCATGCCAAGTCA 

TTAAGTCAAAGGTAACGCTGCCATCATGGGCTAATATTGGCTGAATGCTTTCTATTTGCCAGGCACTGTTCTTGGCACC 

AAACCTGTCATTCCATATACTCCTCACAACAATTCTACGAGGTAGGTATCACTATCCCAGTTTTCCAGGTTAGGAAGCT 

GAGGTACAAAGAGGTTGCATATCTAGTCCAAGTTCACACATTTACTACATAACAGAGCCAGACAGTCTGGGTTGTTAGG 

TAATACCTACTCAGACATTTGGAATCTGTGTTTTACATAAACTTAGCACTCTAGCTGTCACCCAAATCACCTATAATCC 

CATCTAATATGGGTTTGACCCTGGGGAAACTTGCCCATTTCAGGAGAAAGAGAGGAGGGAAGAAGGAGATAAGGCTCTA 

GGAACCTTCTCCTAGGCTCACTTCCAGTCCGTTGGCTACTTTCTAGTTCCAACTGGAATTAGAAAAAGCGACTGTTAGA 

GATAGTGACACCTATTGGTCCTGCCTTGTTATGTGTGTGGGCATGTTGTGTCTATGTATTCATTTAGTCAACAAATTTT 

TATTGAGTATCTTCTGTGTGCCAAGCATTGTGCATGTACAGGGCGTAGCATTTTACATAAGAAACGCATCCCTGAGAGC 

TTCTTACAATGCAC^TTCAGATAACCTTAACAAAAGAAAACAATGTCTGCTTACTAGCTAGAGTAGCCATGTGGCAAA 

GGTAGAAAAACAGTTTAAAATTCACTTCACTTGCCAACTTATTATTATGAGATTCTTCATCAATTTTTGAAGAGATTTG 

GGAGTAGGGAATTTTTTATCCCTAAAGTGAGCTTTATTAGCATTTTATATTATACTATTTGAAATGTGCAAAAATGCAA 

TCATGTTATCTGTGTATTGCCTGGAATATTGTCTTGGTGACTAAGGAACCCAGAAATACTGTGGAAACTGCTGCTACTG 

TCACCATGTGCATAGACAATGTGGAGGGATTTCTGGAAAATTTCTGCAGTCTGGCCTCTCTGGATTTCGTGTGGATACC 

TACAAACTGCACTAAGTGTTGGGAGATTCTTTAGTGGTATATGAAACTAAGTTGCAAGCAATATCAAGTTTTCTCTTAA 

CAAACCATTTTCAAGTGTATTTAAAATGGCCTTAGCTCAAGAAGTTTCAAGAATCCTTTCTTGTTGTAGGTCTTGGCCA 

GTCTGCGAACTGTACGAAACAACTTTGCTGCATTAACTAATTTGCAAGATCGAGCACGTAGCA^GTAAGATATCCTTTT 

TTCCCCCCTCTTTTTTGCTGAACTTTTAAATAAGTTTTCTCAACTTGATTGAGCCCAAGGCAATATGTTAGACTTCTCT 

GTGTTGTTGCCATGTTGTCTGTGTATACTAAGTCATATGATGTCCTGTTAATTTTCTATAAATACTTCGTGGTGATGGT 

TCTAATATCAGAAATGAAGCAGTATGACAAATAAATATGGTGATTCCATCTGTCAGAAATCACCTGGCATGATCAGTCC 

TCCGCCCAGTTATTTACACTCAGGGTAACTTTATAGTTTCGGCTTACTTCATAAATTAACCGTGGGTGAATAATCTCAT 

Fig. 
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CACACCTTAAGATCAGCTGAAAGTCATCCT 

TGATTCTCCTGCTGTTACTGACTTTCAGATCAGCAGCATTCATGGAG 
GGGAAAGCATTTGAAAGATGGGAAAGGATTATCATTTCAGGTTCT^ 

AATTTTTCAATATTAAATGGAAAACTGG1TTGCTGTTATTTCAATGTCCATTTTTTTAAAAAAAATC 

GAAATAAAATATTAAAATGCCAACTTCAAATAATTTTCCAGAAGGAAAAAAAACATTTAAATCATATTA^ 

AAATATAAGTGTATTAGGAACTATAACTTACCTAAGTGCATAACATTTCATAGTAGTTACTACTTCTTAAAAACAATGA 

GAAATCTGAACTTTACATTTCATAGTAATAAAATTGACCTCCCAG 

CGTTATTCAAGTACTTCTTGTGATAGAAAAAAGTTTT^ 

AACCCATTAGGTTCTGTTTTTCCAGGTAATGAATTTTTGCAGTCCTATTCTCTCAGCCTGAATACTTCTCATCTTCTTC 

TTCCTCTCCTCATCTACTGGGATAATTGTCATTCATTC^ 

CCCTGATGATACCCAACATAGACACACACCCACAAGCCCTAATCAAA 

CCTTGTACTTGATTCCTATGTTAGCACGTAGCTCTCTGTGCTCCTGTTGCCTGTTTGTCTGTTGGGATGCTCCTGAACA 
CTGTCAGTTCCCAGTGAGTAGGAATGTAGTCGGTTCACATTTGTATTCCCTGTGCCTAGCATAATGCAGAGTCTATCAG 
TCTGGAAAGGCCTGTTCGCTGAAAGGGCAAAGTAGTAACTCAGCATGTAAAATCTGAGGGCATGCTTTGAGGTACCTGT 
TCATTACCAATCACGTTTTCTATGTAACGTGGCCGTGCAATGTCATACTGACCTCAGCGGCCCCCTTGGGCTTTGGGGA 
TTTGGTAGCTTGTAAGGTCAATCACCTCCCCCTTAGAAAGTCTCAGCTCTGCAGAAGAAATGAAGTTAACTGGTTGTCA 
CTCCCAAACTTTTTAGTCTCGAATTTTACCC^ 

ATGCTTCCTTTACATGTGGTCACCTGGGTACCAGCATTTAAATCTGTGGCAGGTAAATAGTTGATCAGTCAGGCTCCAG 
AGACGATCTGAGGCCTGTTTCTATGCAAGACAGAAGTTTTCAGCTGACATACAGGGATGGAACAGATTGAAATGGAAAG 
GAGGAGCTAGAAGAAAACAGAAAATCATAGCTTGAGCCTGAACTTCCTCTCTGCCTTGTCAATGCCCAGGGTGACATCT 
AACCAAACAGTATTATCTGGCAGACTCTAAGTAAAGGCCACTGTGGTCTTCCTTTTGGTCAATGCAAATTTGTGCCTCC 
ATTACTGATTGAAACCAAATCGGCTTCTTTGGGTATCAGAATAG 

GTTCAGTGAGAACAAAGTGCTGTAACTCTGCCTCATCACATGATGACCCTGGGAGAATCAGAACCTTTCCTGCTGGGCA 
CTCACAGAGCCACTAGAACATTTCCAAGCTCATCCTTGGATTTTATGGAAGGCATGTGCTCCTTTGCACAAGCGACCCT 
TTTTATTTGCTGCAGAAAAGGAGTCTAGGAAGAATGCATTCCAAACCCAGCCCCTGGGTGGGTATTCAGATGCACATTG 
CTGACTTGTTAACACATTACTGCTTCTTGTCACCTTGG 

AAGTGAGTTCTGGCTCATCTGTCATTAGAGGAGGTATCGAGGCAACCATGGATCAAAGTATTAATATTTTCTGCTTGCC 
ATTACTTGTTCAGATATCAAGTTCCTGAGTACCAGTTAATTGTAGGATTGATAGTAAAAGGAGATAATTAGAATTGAGT 
CAACCATTTGGTTTTCCAAAACTGTAGAAGAGTGTGAAAATATTTATO^ 

CTAAATTTTCACAGAGCAAGGACTAAAAAGGAGTAATCAGGATATCAATTATTTGAATGATAAACTCTTAGCCAGAAGG 

TAACAGATAACAC CCTGTTACAC ACAG CAAG ACCCCATCTCTAAAAAAAAAAAAATTAATTAGC CAAGCATGGTGGCAT 

GCACCTGTAGTCCCAGCTACTTGAGAGGCTGAGGTGGTGGGGGGAATCACTAGAGCTCAGGAGTTCTAGGCTGTAGTGA 

GCTATGATCACACCACTGCACTCCAGCCTGAGCAACAGAGTGAGACCCTATCTCAAAACTTTAAAAAAAAAAAAATT^ 

AGAAGAAGAAGATAATTACTGGTATATAGACCAGAGCTATTTCAGAGCAGCTGCTTAAAATATTAATATTTTGGTTTAT 

CGAGTTTAAATTCTCCCCATTTTTCCCCCAACCATTTTATTTTATAACTAAAAAAAACTAAAATAATTCAGAAGTAAAA 

TTTGGTG CATTTTCAATCAAACAC AAAATTTTAATCC C AAATCGATACCAATAACCTTAGGAGCAATGAAAGGGAGCCA 

GAGGCTGAGTGGAACCAGTGAGAATTTACAAAATCCCAGGCTGCTTTCCCCAACTTTCCCCCACCCTGCTAAGAAATTC 

ATCATCTCAGCAAGGCATATTTGAAGAGATTGATGCCATTGGCACATATGTGAGGCTGTGCATGCAGGTTCCACAAAAA 

CATCTCAAACTAAGGCAGCAAAGCAGAGCATAGACCCTAGGATCAGATTCGTTTAGTTCAAATCTCAGCTTCGTTACTT 

AAAACAAGTTCTTCAAATTCTCAAAGTTTTGTTTTTCTCATTGGTAAAATGAGAACAATGAAACTTACTT 

TTATTGTAAGGATTCAATGAGATAATTCATTTAAAGTACTTATTTAGCAATGTCTGATCCACAAGAAGTGTTTATTAAG 

TGTTCACCCTTGGTAGAGGCAATATATATATAATTATTATATACCTAATATATATATATATATATATATATATATCAGA 

CATCTTTGAATGTATCTAAAAGTGTTTTTTAATCATTATATTTTAAAAGCTGTCAGTTACAAGTAATAACTTTATAAAG 

TTATATTTCAAAAATGTTGATGGATACTTTATAAATGATATTCTTTTCAACATAATTTATTAAGCACTGACGGAATACT 

AGTCATTTTGTGGAACTTGGCAAACATCTGAAAACTTAGAGAACACAAGATATAATTTATTTAAGTACCTTT^ 

AGTATTTCTAAAGCTTCTATAGTATCTATTTGGACAAGTCATTAATATACCTCTCTAACAAATATATCAGAGGTGTTTT 

TCAATATAAGAAAAGAAAGGAAAAAGTTCAAATAGCTTCTCTAATTATAAGATAGTTTACAACAAATCATTCACTTCTG 

ATAATGTACAGGCAATCACGAGAATTTAGGCCAACAATAAAAATTTCTTAACCCTGTATTAGGGAAGACAATTATAAAT 

TGACTGCTTTTTCAAATTCAGAGTCTATAAGCTCTGGCTTCAGCGAATAAAGTCTGTAAGAATTTCCTCTTCTCTCATG 

TCCCAGTGACACTTACATCAGCTTTATTTACCCCAAATCAATCACTGTGAGATTTACCAGTTTTCTTTTTGGACATGTG 

TGATCTGAGCCATAATACAAAGAACGCCTAGGGACTTGTCTGGCTAGTCTGAAAGAAATCATTTGCGTGTCCAAACTTA 

AAAATAATTCTTTAAAGTAAAATGCTATATCTGAAATGACTCAGAGAGTGATCAAATCAATAAGCCCCACATATTTACT 

GCTTTGTGCTTTTCTGTCTTTGTGAGAAGATC 

AGAAAGATCTGGAGCTTATTCTTCATGTGTCTAGGAAGAAACCATTTCTGCCAAGAGTCAATATAACACCAACACCAAT 
TTCATGCTGCAATTTGAAAATGTTAAAGAAATTCTTTCTTCTCTACATTATCATTTCTATCATTGATCTCACAAATTGT 
CTAAGCTGTTATTTGGAACATTTTTACCGATTTACGTTTTTTACTGATGTACATTATTTTTAACCATTTAACTATGTGC 
TTATACTCATTTGAGCATTGCTCTGGGCATTTGTATTTTGAGAGATGATGTTACTTTCAAGTCACTTCCCATTCTGGTT 
CCACACATGTGTTATTAGCATGATATAATATGTCATCATTTAGTTTAATAAGAGTGAAGGCATAAATAAAAGGAGTAAC 
GTGTTGGTTCATCAATATCCCACTTGTGTGTAGGAAGCAACATTGTACCAGTAGTCCAATAAAGGACTGAGAGAGCTGA 
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GAATAAACTCAGTTTGGGAGGGGAGAGAAGTTAATATACAATGCAG 

ATAGATGTTTGGGAAAGAAAAATAGGAGGAAAGATGAGAGGAGCCAAGTGCAT^ 

TAGTCTGTT^AGGCACAGGACTTGACCCCAGCTGAACCAAAAACA 

CAAATTGAACTCTTTTGACTATTTCTTGAAACCC 

TTCTAAAATTATTACCAGAAGAAAATTAGCATATTCTCGAAA 

GAGCTCCAACCCATAATGTGCTGAGGAGCTCTTATTAAGTTATTAGTGAGTACACTTTGCTTGAAATTTAACTTTATCA 
TGTCCAGACGTCTGTCTGTGTTTGTGGTCACCACATTAGAGTTGATTCTGGAATCATTGTTAATGTCATCTTTTCTGAA 
TGTCATCAAGTGAAACTTGTATTTCAATGAATGTTAAATTATT^ 

GGTGATGACTTCCAATTATCATTTTATAGTACATATATGGTrAACCAGTTTTGTTCTTGATATTGATCAAGAGATGAAC 
AATAGGGCCAGGAGTGGTGGCTCACGCTTGTAATCTCAGCACTTTGGGAGGCC^GGTGGGTGGATCACTTGAGGCCAG 
GAGTTCAAGACCAGC CTGG C CAACATGGCGAAACCCCATCTCTACTAAAAATACAAAA'CTTAGCATGGTGG CGAGCACC 
TGTAATCCAAGCTACTCGGGAATCTGAGGCAGGAGAATCGCTTGAACCCAGGAGGCAGAGGTTGCAGTGAGCCGAGATC 
GCGCCACTGCACTCCAGCCTGGGCAACAGAGTAAGACTGTCTCCAAAAAATAAAGAGAAAGAGAGATGAAC^TAACAA 
TTCCTATATGCTAAAATAAATACTTTGAGTAACTGATTTCTTCTGCCA 

TGAGTTGGAGGTGTGGAACCGGATCCCTCTGTTTCTATGCACTTTCCTAAGTTGAGGAATGGAC^GGCCTACATTTATG 
AACCTGTACCTGAGG CCTCTAGTGAGAGAAGC CACATGGAAG CTGGTCTTCACGCTGCTCCAGGCACTAAATCTGACCC 
CTATCAAGAGGAACTACCCTCAACCCCCAATTTTGCAATAAGCAAGAACTGACATTGCTATTTGGGCAGAATGCAGTGC 
TATTTTGGTCCCTGGAAGCTTTTTTAGCTTGAGGTCACATATGAGCTGGCCTCACAGGTGGAGCAGCATTCTCCCAGAA 
GAGCAGCATC^GGTACCAGTGGAAATTGTTGTGGCTGACAACAGATGGTTGGGTGCTCAGTGGTCAGGGCAGCTGCCC^ 
GCCATCCCAGCAGATGCGAGGCACAGATTAACAGGAGAGAGTAGCTACACTCAAAGGGC^CACACTTGATCTTAAGCAT 
ATGTGACAGACCTCATAGAAGCTCCTAGAAATGTATACATAGTAAGGGGGTCCTGGAGCAATACCAGAGGGAATTATGA 
GCCACAGAAATTAAGAAATTAAGGTGAATATGGCCTCATTCGTACCCACAAGCTCCTGACCTGAGGCCTAGGGACAAGG 
GGGACACAGAAATACCTTATCTAGAAAGGGAAACTAATTAACTGTTGTTACCACTTAGTGCTGCTGGGCTCCTCACAAA 
GCACAACAGGAAATGAACTGACTAAAACTGGGAAGTCGTTTTTCTTGCC 

CATAGGGATGGAGGGATGAGGGCAGTAGCAGGGGAAGGTTCCCCTTTCTGAGCCCATTTTGAAAAAGTGGGCCCTTAAA 
ACCTCAGTGCTAGTAATAATAATGATGGTTGAGATTTTGACATTAGTAAGATTTGAGACACTCAGAAAAGGCAGTGCTT 
GTGCCTTTCCTCCCTCTGCAGCTGACCACTCAGGCCCCACCCTCTAGGCTCACTCCCCCTGAAGTTGGAACCTGGCTGT 
ACTGTGGCAGTAGTCCTGGGAAGGGCAAAGAAGTATTAAAAAGAGTCAGTGAGGCACCCTTAAGATGAATGGGTCCCTG 
TTGATAGGGGTCAGACCTAGTGCCTGGAGCAGCATGAGGACCAGCTTCCATGTGGCTTCTCTCACTAGAGGCCCCAGGT 
ACAGGTTCGCAAATGTATGCCTGTCTATCCCTCAACATAGGAATAAGGTCTAGAGTAACAGTGTAGCCTAACAGTTAAG 
TTCATGGCTGATCCAAAAGGCTGCTAGAGCACACAGCTCCAAGTGCCTCCGGAGGGCAACTCCACAGAACATCACAACA 
TGGTGCCCCTAGAATTATACCACGTGGTTGCTCTGCCTACCCAGCACTCAAATCATGCTCTATCATGAGAGCTTTGTGG 
CCCTGGGCAGGTTGCATACCCTTTCTCTGCTCAGTTTCCCTACCTATAAAATAGTGACACTGCTTCCTGCAGTTGTTGC 
TGGCTTGAATGAGTGAACACGCATGATGCCCTTAGCATAGTGCCTCACAGA 

CCATTTTGTTGTTATTACTTGGTTTTGTTTCTAGGGCCCACTGTATACATAGAACTAGGGGTTTCTTCATCAATTCAGG 
CTGCCATAACAAAGTACCATAGACTGGGTGGCTTATAGACAACACAAATTTATTTCTCACAATTCTGGAGGCTGGAAGT 
CTGAGATCAGGATGCCAGCATGGTTGGGGTCTGGTGAGAGTCTTCTTCTAGGTTGCATCAGTGCCCTTTGTAAAGGCAC 
TAGTCTCATTTGTGAGTGTTGAGTGCTCCACCCTCACGACCTAATCACCTCCCACAGGCCCGGCCTCCAAATACCAACA 
CATATTGGGTTAGGATATTGAAATGAATTTTAGGGGCACACAAGCACTCATTCCGTAACAAGGGGGTAATGGAAAGAAT 
AGGACAAAGACACAAACGAAGGAAAGGGAACAGTGAGAGAAAGGCAAGCTTGCAAGATCATGAGAGGAAAACTTGTGGG 
TCCTTAAATTGGCCAAAATGGATGCGCTTGCTTTGTGCCCATCAAAATGGGGTCTCCTCCTGCTCCCAGCACTGTCTCC 
TTTATTCTCATCACAATTCACAGACGCTGGTAGCTTTGTGATAGAGATGATACACTGTTGTTCAGGATGAATTTCTAAG 
TCTAAGAACTCACTTTTGAGTCATAGTTGTTTGAAGGAGAAATATTAATTCTCTATCACTTTTCTGTAAACCAACTCTA 
ATTTTTAAAAAAGAAGAGTTAAGAACTTCAGCAGTCTACATATCACATACCATGCTTTCTAAGGAGTTGTCACATAGAA 
TTTACAATACCCTCTTCCTCTTTTCAAGGTTATTGCATTTGACATGTATTAAAGCCAGGAGAATTTGATTTTTTTTTTT 
TTTTCTTGAGATAGAGTTTTGCTCTTATCGCCCAGGCTGGAGTGCAGTGGCGCGATCTGAGGCTCACTGCAACCTCCGC 
CTCCTGGGTTCAAGCAATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGATTACAGATGCCCACCACCACGCCCGGCTAA 
CTTTTTGTGTTTTTAGTAGAGACAGGGTTTCACTGTGTTAGCCAGGATGGTCTTGAACTCCTGACCTCAGGTGATCCAC 

CCACCTTGGCCTCCCAAAATGCTGGGATTACAGGCATGAGCCACCACACCTGGCCGAGAGTTTGATTTTATAGCATTAG 
GGTTTTAAAGCTAGGTTTTAAAGGTAGGTCACTGGCCAGTTTT^ 

AATGATCTAACAATTCCTTAAAAGTAAGGCTTTGAAGTTTGCATTTATAAAAGAGACTTAAATAGCTCTTTTGCTCTTT 
AGTGTGATATGACAAAGATGATGTGTGGCATTTGGAGCCTGAATGTGAACCCAGTCTCTCCTTTTTGCTTCATTTCCTC 
ATTTTGGAGATTTGAGTACCTAACACTTAGGACTGTTGCAAGAATTCAAGGAGATAAGTTATATAAAAGGATAGAGTTC 
AAGTTGGGCATGGTGGCACACCCCTATAATCCCGGATATTCAGGAGACCAAGGTGGGAGGACTGCTTGAGATCAGGAAT 
TCAAGACCAGCCTGGGCAATGTAATGAGACCTGTCTCATAAAGTAAAAAAAAAAAAAAAAAAAAAAAAATGGAGCCGGG- 
CATGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGCCCAAGGCGGGTGGATCACCAGGTCAGGAGTTCAAGACCAG 
CCTGGCCAAGATGGTGAAACCCCGTCTCTATTAAAATACAAAAATTAGCCAGGCGTGGTGGCAGGTGCCTGTAATCCCA 
GCTACTCGGGAGGCTGAGACAGGAAATCGCTTGAACTCTGAGGGCGGAGGTTGCAGTGAGCCGAGATCAGGCCACTGCT 
CTTCGGCCTGGGTGACAGAGTGAGACACCGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAGAAAGAAAAATGGATAG 
AGTTCCGAATGTGATGAGGAACTCACCAAGTGTTTCTTCCTATAACCCTGTCCCAATGCCTGACATTTTTTTGTTCCTA 
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AAGCTAATTTAAAAACTGGTAGAATAGAGGTAACAG2 ^AATATTGGTATGTCAGCTTCTTTGGTACATTTCATTTATGA 
TTTTGTTTTCACACAGTCATGGCATGACATTrTTAGTAATC 

TTAATGTGTGGTGCACACCAGAAGTAAAGAGTGCATTGGAACATGAGAGGGTGGCAAAGAGTCAGAGATG 

TACCTGCACTGGGACAGTGATCCCATTTTTGAAGTACAGCCATGTAGCTTGGAGCACAGTCCTTCCTTGTAAGCATTT^ 

ATTTTCGAACAACCTTAGCTCAAGGCAAGCATTCTGCAGCCATCTCATO 

ATGCTTCTGAATTTCCATATTTCCAATATGTTTATTTAATCATCCTCT^TTAGAGGATTTTCATGCAAGGACACAACTC 
TAAAGAAAACGTATTTAAATATCTTTATTTTAAAGATGAAAAAACTGAGACCTAGTGAGAGAGGGTGCTGCTTAGTGAC 
AATGCCAGGAATAAACATGTGGTTCCTTIT^^ 

GATTCGGGTGGCCTTTATACCCACCGTGGAAGTATATGCTTTAGAGAAAGTAAATGAAGTATTAATACTAACTCCTGAG 

TAATAGATGTGGCATTGTATTATTTGTATATGAGCTTGAAAATTTCTGATCCCAACCTCTCACTGGACATATCTCT 

GTTATAGCTATTTTGATTATATCTACTGCTTATACCCCAGAGGCATAGAGACCAGCACCCTAAAGCAAAAGACTT 

ATTTTGACTTTGGAAAATACAAATTCTTCTACAGGAGCGGTGAAACTAGTACAGCTGCCTGCTCTTTACCTGTAGGGGG 

AGACACATGATGCAGTGACAAGCATAGAACAGCACAGAAGTGGTTTTAGTCCAGAAAATAAATAAATAAGT 

CTAAGTCTTCATTCCTTTTTGTATTTTTTTA^^ 

GAATTTAGTCAATTGGCACGTAGAAAATTAAAAAGTAAACTATCCJ^^ 

AAATTTAATCTTATATGTTTGTTGTTCTAAAGC^CAAGCAGTTTCTAAGAATTAATAAGGGGGAAAAACAATAATGATA 

TTTAATTGGGACAATTATTTTTTTGTTATCTGGGCTAATCACTTAATGCTTTGAGCTTATCGAATG 

AACTATTTCATGGTGACAATAAGGATGCTGGCTACTTACTTAGATCTGCCTTTTAAATCTGTGTGTGTGTGATAAAAGC 

AAGTAGTATATATAGTTTTTTAAAAAGAAATATAGAGAGATCTAATAGATGGGAGCAAGAACCATATAAAGAAGGCAAA 

AGGGATCTACATGAGAGAAATATGTAAGTCCTCAGGAGATACTGAAGTAAAACATGTGTTGTGTCAGTGTATAGGGAAG 

ACAAGAGACCCAGCCATTGCCAGAGAAGCCCTACTTCCTCATCAACCACCAGCAGGCAGCAGCTTCATGCTGTAGTTCT 

TTTTTTCCTTTAATAGAATAAAGATTGTGGCC^ 

AATGTGATCGAAAAATGCTGATGATACATTGTGTTTAATAGCTTTAATAAAAAACTGATAAAGCATC 

TGACTGTCGGATTTCCTAAATCTTTTAAGCTGAAGGAGTTTACTTTTACAAAAATCCTCATTGAAAAAGAATCTTCCGG 

TAAAAACATTGAACTGAAAGATTTGCATAAATGCATGGAGTATTACTATTTATTAGTTAAACTTATGATCTTTTAGAGC 

AGTAAAAGTCAGTTCTCTTTCTTACAAATGAATTTGT^ 

ATTAATATATAAAAAGATCAGATCTGACACCGTGGCTTTTTGACCAGG^ 

AGTGAAAACAAGGGCTATGTCCTAATTATGAGGGGAAATAATTTAATTGTGTCTCTCTTGTCTGAATATCTGATTTGGA 
TGCTTTGTTATAACTTTAATTGAAATAATTAAATGGGGCT 

TATATGTTAAAAACCCAGCTTTCCTCTTAGTAGTTGTCTAArTTTGGTCAATGTACTTAAATTCTCCAAGTTTTGGGGG 

TATTCTTTATCAGTAAATTCTAATTCAGTGCTTAACATAGTACTTGGTACTGAGAATGTATTCAACAAATGTTACTTAT 

CATTATTGCTATAATATTATTATTATTATTATCTGCTTGGTCAACAGTATTTTCCATGCACCTTATATATGGCATGCAT 

ACGCTCTGGAGGTAAAATGTGACTACTGGTTCAAGAAATTTACAAAGTAAGGGAGAAGGAATTATAAATAGTTAAGTAC 

TAG CTAAATG C C ATGATTG AAGC CTTTATATTTTTTATTTTAATTAATTAATTAATTTTTAGAAATAGGGC CTCACTCT 

GTTGCCCAGGCTGGAGTGAAGTGGTACGATCTTGTCTCATTGCAACCTCCGCCTCCCAGTCTCCAGCAATCCTCCCACC 

TCAGCCTCCTGAGTAGCTGGGACTACAGGCATGCACCACCACGTGTGCATAATTTTTTATTTTATTTTTTGTATTTTTT 

GTAGAGGCGGCGTTTTGCCGTGTTGCCCAGGCTGATCTGGAACTCCTAGGCTCAAGCAATCTGCCCACCTTGGCCTCCC 

AAAGTG CTG GGATTATAGGCATGAGCCACAGAG CCTGGACTGAAACCTCTTTAAATATATATATTTATATAAATATATA 

TTATATATATATATACAAAATATATAATATATAATATATTATATATTATATATTTTATAAAATTATATATATTTCTTAT 

ATAAATATATATTTCTTATAAATTGTATAAATATATATTTATTATATATTATATACATATTTATTATATATTTATTATA 

TATTATATACATATTTATTATATATGTATTATATATTATATACATATATTATATAAATATATATAATATTATATATTTA 

TTATATAAATATATAATATATAAATATAATTCTCATATAAATAAATATAACTATTTATTATATAATGTATTTCTCATAT 

ATATGCTTATTATATAATAAATATATTTCTCATATAAATATATATGTTTATTATAAAATAAATATATAAAATATATATT 

AAATAATTATATTATATATTTAATATATAATATATATGAATATGTATTCATATATAGAGAGAGAGAGAGCCAGTGGCTC 

TACCTAGGAAATGCTCCCTGATAAATTTGAAGAACATAATGCTTTCCATGTGGTTAGGGGAGGATTGAGGATTACCTCA 

CAACAAAAGACCAGCAAGAATAAGGTATGGAAGCATGGAATGCCTGTCCATATCAGGGGACTGGGAACAGTAAAGGACA 

AATTGAGTTAAAGGTGTATAGGAGCAACTGAACAGGATGCTCCAGAGGTAGATTAAGGAAATAATATTTGAGGCCTACA 

TAAATAACAGTGGACTTTATTTTATGGACAGTGGAAAATCATTGAGCATTTCCAATCGTAGGAACAAATACACATTTCA 

GAATGACAGTAATTGGAAGCAGTGTAGAAAGAGATTGAAAAGAAGAAAGACTAGGGGCAGCCCCATACTCTTCAGGGGG 

CTGTCACAGGCCTTGTACAGGATCAAGATAATGCAGCTCTGAACTGGGGTGGAAGTGGGGCTGTGGAGATGAGGGAATG 

GGTTCACAACTCTTCAGAGATAGGATTGAAGGGACTTGGGGGTTGATTAGAGCAGAGACTGAGGATGAACAATTTTAAA 

GTGAAAGTATGAGCCAGGTGTGGTGGCTCACGCCTGTAATCCCAGCAGTTTGGGAGGCTGAGGCGGGTGGATCACCTGA 

GGTCAGGAGTTCAAGACCAGCCTGGCCAACATGGTGAAACCCCATCTCTACTAAAAATACAAAAATTAGCCAGGCGTGG 

TGGCACGTGCTTGTAATCCCAGCTACTCTGGAGGCTGAGGCAGGAGAATTGCTTGAACCCAGGAGGCAGAGGTTACAGT 

GAGCCGAGATGGCACCATTGCACTCTAGCCTGGGCAACAAGAGAGAAACTTCATCTCAAAAAAAAAAAAAAAAAGTGAA 

AGTATATATACACATGTTCATTACAGCACTGTGAATGTGCATAAAGGGTTAAAAACAATCCAAATTCTAAATAATGTGT 

GAATTCTATTTAGGTAGGGGTTAAAAAATTCCCATAATAAAATGATTTTAAATAATTTATTTTTGAGAAAATTra 

ATATGGAAAAATGTTTGTATTTTAAGGAATACATAATAAAGTGCCATGTGGGCAATAGGCACACkTTTAATGCACTTTA 

ATTATGTATATTGAATTGAACTTAAGTTACTTTTAGTTGTTGACCAGTAGTTAGCAAAGGTAGATAGGTTTACCATTTT 

ACATTGAATCTAGTGACAAACATGTTATTTCTCAGGTCCCAGTTGTTAGTTTGCCTCTCCTTGCCTAGAAAGGGCACTG 
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GTGAGACCCGCCCTAACAATATTTCAATATTATGGTTCCACAGTCCAGCAT^ 
TCACATAGGGCAGCATTTTATGGATTATTGAGCCTATGACAAAAATGTO 

CCCTTAGGGCTGGGTGCAGTGGCTCACACCTGTAATTCCAGCACTTTGGGAGGCAAGGGAGGAAGATGGCTTGAGGCCA 
GGAGTTTGAGGCAAGCCTGAAACACAGTGAGACCTCCATCTCTACAAAAAATTTTAAAAATTAGCTAGACATGGTGGTG 
CACACCTGTAATCCCAGCTATTCAGGAGGATCATTTATGCCCAGGAAGTTGATGCTGCAGTGAACCATGATCATGCCAC 
TGCACTCTAGCCTGGGCTACAGAGCAAAACTCTGTCTCAGAGTAAGAAAAGCTACCACATGAATAAAAGATCTCAGTGT 
CACCAAAGTCCACTCCTGCCAGCATCCCTTCCCCGCTGCCCTGAGTTTAAAAAGAGCAATACTTCCCAAACCTGTCTCT 
GATCAAAGGAATCCCCAAGGGCTTCCTGAGAACAACCACAAAATGACTGATTCCCAGACTTTCCAGAACTGAATGTCTA 
GGATAAGGCTCAGGATCTAAATTATTAACAAATACTCCCAGGTGAATGGGCTTGATTGGCCAAATTTGGGAGAATAATG 
GAATACTGAAGAAAGCAGGTGAGAGGGCTGCCTGTGTACAGTGTTGTCATTGAGTTGATGATAGCTTGTTGGAAAATAC 
CTGTCTTTCTGGAAAGTATATATAGTGACACCCACACCCTCATCTJ^ 

ATGTGCAAAGTGCTCCACGATTAGTGAAAGAAGATACAAGGTGATATTATTATCTGTGCTGACTTCGTCATCCTGGGCA 
TCAGCGTCAGGGTCATCATCTGTTATCTCTCAAAATACA.TACAAGATTTTAAGTAGAGCAGCTTGCTCGTCTCTGAGAA 
GAAAATCAAGTATCACATCTACCTTTGTGGATGTGGGAGGGAGGGAATTTGGGAAATGTTTAGTAATTGCATTCTTT^ 
GTCTTCTTGGACACAGTACCAAGTCTCCTTAAACTAATAAAAGAAAAAAAAAAAATAAAAGAACCAC^ 
CTTCAGTCACTCCCTTTCTCCACAAAGTGCTTCCCACCCATTTCAGCCTTAAAAAATATTCTAGGCATACTCAGAAATA 
CAGTGACTGTGGTGGGGCAAAATGTTGAAAATTCCTTTGAGGCTCATTTCCCAAATTTTACTAGTTGGATGTTACACTG 
AATTATTTAACTCTAAATAAATAGGGAGTGCACTCACAGCGTCGTTTCTTTTGTTATATCAAAAAGCCTCTCTCAAAAA 
ATGCTTTAAAAATCAGTTGGATATATTATTAATACTAATATTAATAAAAGTTAACATTTACTGACAT^ 
AAACACTCTAGATGAGTAATCTTTTTAAACCTTATGATATCCAAAGAGGTAGACACCGTTGCTATTCCTGCTTCATAGA 
TGCAAAACTGGGCTAGACAAGTTGAATAATTTGATTAAGATACATAGGTAGAAAATTACAAAGTACGGATTGACTCAGA 
■ GGGAGAATGTCAAGTCCTCTCCTAAAATGTACTGGCATGTACACACATACACAAGCTGCTGGATGTGCTGGTCCTCAAA 
AGTTATTCCCTAGGGACATCTCTCTTCTTTTTTTTCTCTCTCCTTCCCTCCCTCTCTCTCTCTCTTTCTTTTTCTTTTT 
TCTTTTGAGAACAGAAAACAAATCTATACCATCTATTCCTGAATGTATATGAGTGGAGGGTAGGACAAGAGGAGGGATM 
AGATCTGTGGATGCACAGAAACTCTTTGGGAAACCCTAAAAACTCTCTATAGTTATATAAGCTAAGGAAAGGATTCCTG 
CCAGGGGGTATAGGATTCTTCAATTCCCACACTTCTCTTCCTGACTCTTCTGAAGTGCCCGTTGTCACCAGAGTGCCCA 
GGGGCAGAGCATTGACAAGGAAAGGCCCAGGTGTGTGTGAGAAGTCAGGCAGATGGGGTGTTTCGGAGGAACCAGGGTA 
ACGCAGTGCTTCAGCGTTAGCACTCACCTTGCTTCTGGGACCACTTACCACGAAGGCCTGAAAGGGCAGGCCCCAACTA 
CTGGGAATATTAATCTTCTCTTTGGGTGAAGTCTCTTCATGCCATTATCATCTCTTAGCTACCATTGCTAGGCAAAAGT 
TTCCTAGCTCACCATGTCCTGAATGCACTTCCTTGAGATATTTCTGATGCTTAAATATCCAGTGCTTTCTAGTGTGCCG 
TCTTCCTTCTGTATTTTTGTTTTGTTTTGTTTTGTTTTTTTGTGGTTCCTTTTCAGCACTGTTGGTCCTGTGGAAGTAT 
TTCTAATTGACTGTATTCTATATGCCACACAAAACAGATGGGTGTTTATGACATTCTTTTCTGGATATGTTTCTGATGT 
TTGCATATTGAACACAGAACTGTCCACATAGAGAACTTGATTTCTGCCTCTTCCTGGCTTTGCTTTTACTCATTTAGTC 
CCTAGTATGTGAAAGGCTATGCTTAGGCTCCAAGGACCCAAGGATGAATAAAATACCTCCAGTAAGCTTCAGGACGATT 
ACTCTAGAGGTTTGTGGT^ACTTAAAAAGCTAAAATGTGTTCTGTTGAATGACAAAAAGCATTAAGTTAATAGAAAACAG 
AGGGCTTATAAGTGAATGGATAAATGAATAAGTAAAATAAAGAAGAGAGAAAGGAAGGGAGAGAGGAAGAATGGAGCAG 
ATGCAGGTGAGATTGTTTTTCTAAAGAGCTAAGAAGCTGCCTACAGTGTTAGCTTAGAGACTGAAAATGGTTTGGGAAA 
ATAATTCAGAAATTTAGGGAATACTTCACAGCATGAGAAAGTGGAGGGCTGAGATTGGTAAAAGAAGACATGTTTCAAA 
ATAGCCAAAAGGAAAATAGAAAAGAACTGGTCGTGAAACCGAGACCTCAGAGTTGAATGACAAGTAAGATACCTCTGAA 
GTCACTGACAGTGGACTGACTGTTATTTGACTAATATTGCTTCTACAGAGACAGACCTAGGTTTTATCCTCCCATAGAA 
AAAAATCTCAAACATTGGTAGGTTTTGTTTTTGTGTTTTGACATACAAGTCAAAATCTATGTGAAGGAGGAGGAACAAG 
ACTCAGGGGTCAGAAAATTGGGGTTTCGTGGCTGGCTGTCCTGCTCACCCACTTTACGTGTGACCTTAGAAAAGTCACG 
CCGATGTGTTAGATCTTTTCTGTTAAAATGTGGTGGGTAATAATTATACCTTCCTAATTTTGAGGAATTACATGAGATA 
ATCTGTGTAAAAAAATTAGCACGGTGTCTGGGACATAGTAAATGTCAGGTCTTATTTAAAAGCATGTGGAAAGTGCTTA 
ATATGTTGAAAAGTATTATAAACTACCAATAAATATTATTATATTATTCAATTACTGTTGATCCTCAAAACAGCCATCT 
CTGGAAACTGTGCAATTATTTG AG CCCTGATG C CATTGCTGAAAGCATTTTGGAAGTGGCTTTAGAGACCATTTACAGA 
CCATATAAGACACACACATACCAAAAAGCAATAAGCAATCTCACTGGTTTATAGTAACACTTCACTTATGACCAAAAAT 
ATTATTTCCAATATGATTACCAACCCTATTCACCAGACAGAATGTCA71ATTAGCTTAGATGGGGCTAACTCCAGAAATG 
AAACCATTCTCMGGGATTTTAAAGAGTTTTTTAAGAAGTATCACATGGACTTTTAAGGCAATTCCAAGACAGGGAGCC 
CTAAAATCATTACAATGATGGCAATGTGTGGAATAAGCATATAAACACATTTTCCCAGATGCAACTTTGAAGGAGACAA 
AATCTGAATTCTAGGCAGTTTGTGAAGGAAAAGGAGCAATTTCTGGGAAATTTCTTTTACCCCTCAGCCAACCTCAAGA 
CAGTCTGTCTTTCTACAGACCCTCCCTTGCTGTTTCTCTTTACTGGAAACTGTTGAGGGTACTGGAAATAAAGGAGAAG 
G C CAATGTATCTAAGAC CAGTGGATC AGAGAGGAGCCCAAGAACCTTCATCATTTCCACAGAAAGGGCAGCAGAGGAAA 
TTAACCTGGCCTTTTGTCATGCTATTATTTCTCAGTGAGTCTATTAAATTATTGTGGCACACTAAACAGTGTTGTCTGC 
ATCTTGTTCTTTGGGGATTCCATACT^ATTCTCCCCTTGGCTGGCTTATCACCTCCCCTTAGAAAATGGTGTCTCAGCAA 
TGATCCTTTGCTTGCAATACAAAAAAACCAACTCTGCTCATTAATGCAAAATTCTTAGTGGAAGAATATAGGAAGAATT 
CTGAATTCCCTGAGAATTAGTGGGGCGACAGGTGGTGGTGGGGGTGCTGGAGGACGAGGTTTGAAGGAATCAGTGCATC 
TTTACAGTGCTAGAAGG CTACAAATCAAGGGGAAAGTCTCATGG CAGGAGTAGTCGAGTGAGATCC C CACAACTGTTCT 
TAGTTTCTTTGTCATTATTTCAAGAGTCAAACAGCAGTGAAGGGATCTAATTTGTCTTGTTTGCGTCCTGGGCCTTGGC 
TAT^AAGAGAACAGGCAGGTGGCTTCAGTTCTACCAAACTATGTTATAAAATGTGGTAGTAAGAGCTGAATGATGGGACC 
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AGATTTTGTGGGTTCATATTCTAGCACTACGAC 

GAAATTCCTCACTTTTGAAGTAAGCACAATAATAATATTTATCTCATAGGGAGTTC^TGAAAATT 
TTATGAAAGGCTGGGCATGGTTTGCTCACGCCTC^ 

TCAGGAGTTTGAGACCAGCCTGGCCAAC^TGGTGAAACCCTGTCTCTACTAAAAACACAAAAAAATTAGCCAGA(^TGG 

TGTTGCACACCTGTAATCCCAGCTCCTTGGGAGGCTGAGGTAGGAGAATCACTTGAACCTGGGAGGCAGAGGTTGCAGT 

AAGCTGAGATCGTGCCACTGCACTCCAGCCTGGATAACAGAGGAAGACTCTGTCTTAGGAAAAAAAAAGATATTTATGA 

AAAATGAAGCAAAATGCATGGCTCACAGTAAGCACTTGATCA^ 

TACAAAGTATATTCCTGAAAGAAATTAGGGTGCTCTTAGATAGG 

TATTTATTTTATTAATTTATTTCTCACTGAATT^ 

CATTAATGTATCCCTGAGAACTCAGTTCCTCTGAAGGCAC^ 

TTTATTGATGCCTCTTTTATGCTTGGTTCTATACAAGACGCCGTGACGTGTGGCCCCTGTAGGAAGTCCTGGCCTCTGT 
CTCTAAATCTGTCATCTCAGCCCAACCCCTATTCAGATTATCTGTGCCCTCTGCGTAGCCATTCACTTCGCCTGGGTGC 
AATCATGCCTTCCTTACCCAACGTTTAACAAGTCCAGCCTAGCAACCTACATCATGCCATCCAACA 
ATTGACTCAGAACAAAGTATAGGCGCTCTTAGAATAAGT^ 

CCCAGGGGAGCAGTGAGGCATTGTCAGAGGGTGGATTCATTAAATCAATACAGAGAATCCTGGCTGCACTATTTGTTAG 
CTATTTGACTTTGGGAAAGTTATTCTCTGAGCCTTGATTTCTCATTAGAAGACGGGAATAATAGCAAACCTATCTCAGA 
GGATTAAGTAAGAATTAAATGAAGTGAATTAAGCACGAAACCT^^ 

CTAGTTCTTGAATAAACATTTTTTTCTTGACTGTACTGTGATACTTCCATCAGTGAGTTTCCAAGGCAAATGAATCATC 
TTTAG^TTGGAAGCTGAATGTAAGCAACAATGAAGTAAAGAA^ 

. TGACTTGTCTTTATTGTCTGTGTTCACAAGAAACTAGCTCTGACTGCAAAAATGTCTGCCTGTTTCTATGGCCAGTTCT 
TTTCTACATGTTTAAATTCCTAATTGTGCACACAATCTTAGTCACAATATTTTCATGTGCA^ 

AACAGCCCTCCCTCTGGAAGGTTTTGTTCTCCATCTGCCACAAATCAGATTCCTTAGGAAGATATTTGATTTTGAAACA 
ATGTTAAAGTACTGTTCATTTTGTTCAAAT^ 

AGCTCAGGAGCTGGTCAAAACAAAACATCAAAGTCACCATTC 

CAATGCCAAATAAAAACGATAGTCTGATAAACATTCCTCAGACACATTTTGCTCATAACAACTATTTCCTTT^ 

ATTTAAAATATGGGAAAATAGGAATATACCCCAGTTGCCACTCTGAATCTTAGCTGTCCTGAGTTCACTGCAATGTATA 

TAATAAGGAAGTCAGAAGGTGGAAAAGAGGAAAAGATTAAATTTGTAAGTTTTTTGAAAGATATATGGTAAAAA 

GGTATCCAACAGATTTGTACGATAGATTGTTCATTTAAGGACCAGGAGCGGTGGCTCACGCCTGTTATCCAGCATTTTG 

GGAGGCCAAGGAGGGGCGGATCACCTGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGAGAAACCCCGTCTCTAT 

TAAAAATACAAAATTAGCCAGGCGTGGTGGCACATGCCTGTAATCCCGGCTACTCGGGAGACTGAGGCAGGAGAATCGC 

TTGAACCTGGGAGGCAGAGGTTGTGGTGAGCTGAGATCGCGCCATTGCACTTCAGCCTAGGCAAAAAGTGAAACTGTCT 

CAAAAAAAAAAAAAAAAAGATTGTTCATTTAAAAATC 

CAGCACTTTGGGTGGCCGAGGCAGGCGGATCGATTGAGGCCAGGAGTTCAAGATCAGCCTGGGCAACATGGTGAAACCC 
CCGTCTCTACTQAAAAAAAA ^^ 

GGAAGCTGAGGCACGAAAATGGCTTGAACCCGGGAGGCAGAGGTGAGATCATGCCACTGTACTCCAACCTGGGTGACAG 
AGCAAGACTCTGCCTCGAAGAAAAAAAAAAAATCAATTAGATAAGTGAGAGTGTATATTCAGGGCAACTTAAATCTATG 

GCGGTGGCACAATCACAGCTCACTGCAGCCTCGACCTCCTGGGCTCAAGCAATCCTCCCACCTCATCCTCCTGTCTACC 
TGGGACTACAGGCACATAGCACTGCACCACCATACCTGGCTAATTTTTAATTTTTTTTTTTTTTTTTAGAGACAGGATC 
• TCACGATGTTGCCCAGGCTAGTCTTGCACTCCTGGGCTCAAGTGATTCTCCTGCCTTGGCCTCCCAAAGTGCTGGGATT 
ACAGGTGTGGGCCATCACACCCAGCCAATTTTGAAGTATTTAATTTTTAAAATGAAAAATTGATTAGATAATAGTTCTC 
CCTCACTACAGGTGAAGTCTGTTTTTATTTATTTGTTCAATGGGCTTCTTTAGAACATGACATAGAAGGCAATCCTTGG 
TCAAATTAAGGCAGAAACAAGAATTTATTAGGTTCTGAACATAAATAACTGTCTGTGAACTGGTAACTCTCTAATTAAG 
CATAAATGTGAAAAGAAGAGGATTAGCTCTTCTTGAGGAGTTGGAAATGGAAAATATTACAATTTGGAGAGGTAGCTTG 
CAGAAACCGTACAGTTTTCTCTGCTTATATGCCCCAGCGTTGGGAGACTTGAAAGGAATCACCAACCAAGTTAATGCAA 
TAAATTTCCATATATAGATCAATTGGATGTTTTGTCCCCAGCTTCCTAGGCCTTTAATAAACTGAATTGTTTTGGTATC 
ACTGGATGAAAGGTTCTGTAAAAGTTCAAAGTATTGTTATTTGGGGGATTCACACCTGCATGTTTAAAATGCCTTTGTG 
CAGAATGTAGTCCAATCTGCTTTCAAATCAGACCTTCAAAGAAGGGTAGATTCATCCATGTGACAGATCCCCTTAGGTG 
CTTCTCTAAAAGAAAAAGTTAAGCTAGCAGGTCTACCCCCACTCATTATCTTTGTCTCTTTGTGCGTAATCATCAAACC 
GCACCTCTGAAAAGAAGACCAAGAGAAAACTTTAGTATCTCTTTGCTGGAGATGCAAAGCAAGATATAGAAGGAACTGG 
AAAATAGTTCTTAAGTAAATACAGGGGGAAAACGGAAATTGAGAGGACGTACTTTTCGCTAACAGTTGTAAACTAAAAA 
TAAAATTTGAAGCACGCCTGCACCCTCACCTGAATGGACTTCCTCCTTGGCCAGGGCACTTTAAAATTTAACCTGAAAG 
ACTGATTTAGGCCGCAAAGGAAGTCAGACATGCCTTATTTTACCCCTCCAGTATTAACATCACCACAGACCTTAAGTCT 
GATAAGAAACATTTAGGATCTCTTTTCTTGGAAGCCTGCTACCTGGAGGCTTCATCTGCCTAATAAACCTTTGGTCTCC 
ACAACTTTTATCTTAACCCAGACATTCCTTTCTACTGATAATAACTCTTTCAACCAATTGCTAATCAGAATATGTTGAA 
ATCTACCTGTGACCTCGAAGCCCTCCCCCAACTTTGAGTTTTCCCGCTTTCCAGCTTTCCAGATAGAACCAGTGTAAAT 
CTTACATGTATTGATTGATGTATTATTTCTTCCTAAAATGTACAAAAACAAGCTGTAGCCTGACCACCTTGGGCACATG 
TCTTCAGGACCACCTGAGGCAGTGTCACACGTGCATCCTTAACTTTGGCAAAATACACTTTCTAAACTGATTGAGACCT 
GTCTCAGATATTTTGGGCTAACACAATGAATATGAAAAAACTTTTTTGTTGGCGGGGGTGGGAGGTGGGACGGAGTCTC 
TCTCTGTTGCCCAGGCTGGAGTGCAATGGCGCAATTCGGCTCACTGCAACCTCCACCTCCTGGATTCAAGTGATTCTCC 
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TGCCTCAGCCTCCTGAGTAGCTGGGATTACAGG 

GGGTTTCACCATGTTGGTCAGGCTGGTCTTGAACTCCTGACCTCATGATCCACCCATCTCGGCCTCCCAAAGTGCTGTC 
ATTACAGGGCGTGAGCGACCACACCCGGCCAAAAAC^ 

TTACGCCTGCCACTAAGGGAGTTAGTTCCATTGAAGGATATAATTAAGAGTGAAATGAA.TGGTGTGCTAAGCACTTAGG 
GATAGTGGTTCACAAATTTGTCTGTTCCTTAAAATCACCTTGGGGGGCAGGCGTGGTGCCTCACACCTGTAATCCCAGC 
ACTTTAGCAGGTCAAGGCCAGAGGATCACTTGAGGCCAAGAGTTCCAGACTAGCCTGGGCAGCGCAGTGAGATCCTGTT 
TCTACAGAAGATAATAATAATCACCTGGAAATTTCTTT^ 

TGAAACCAACTCAAAGACAACAGCGATATTCAAGCATAAGATGTAATAAAGGT^ 

AATAAAAAGGAAGAGATAGTTACAAAAAATATAAGGAGGATAAATGTATAGGATTTCATAACTGCTAATCATATGATTT 

TACTGAGTAGGTGTAAAATGCTTCTGATAATGTGTGAAAATTTATAATCCTTCGTATTATATGTAGGATAAA.CATAGGT 

TAAGACCTGGATTCTAAGGCTGAATTTAAGGCTAGTTTATCTCCATCCTTAGATTTCCTACATTTCATTTAAGAGAAAA 

TGTCCTGTATATTGAATATTCATGAAAATCTCXGAAAGGTGTTATGCTTATTCTTAACCTCTTAAAGGTGTACACTGAA 

TGTAATTAAATCATTTTTGCTGGCTCTGGTTCCTCATGAACATCTGCTTTTGTACTTCCCTGTCATTCACAAATC 

TAGGAGCTAATGATCTATGAGGACTTTTTTTTCCCCTACAGTAACGAGCAGCAAATCTGGCTGCACTTTAATTTCTCAT 

CTGCTGTCCCATATTGTCTGGTGGTCAGTTCATGATGTTACTAAGCTTGGCTTTATTGGCATCTTTTGTGAGCTGCTGC 

TGCTTTTTCCTTGGCAAACCTGATTACCAAGCTATTGCATTGAGCATAAAATAAAGGTAAATTAATTCAAAATAAAAGT 

GAAGGTTGAGGGCAATTCATTTCTGAGGTAGACCTTTAGGATATGAGATGCATAAAGTGAACAAGATCCTACAAGTGTT 

TACTTGACTTTTCTGGGTTCTTTTCACCTACTTACTGATTTTGAATAGTATAAATTCCTGGATAATTAATCTGGATAAG 

TAAGTCGTCACTGTACCTCTAGAGAAAATAAAATCAACCAAAAT^^ 

AAAATGAATAAGATATAGTCCTACCCCCAAGGACTTGACACAATATAATTGTACATGTGCAAAAGAAACTGTCTAGGTG 
TGGTGGCTCACACCTCTAATCGCAGCACTTTGGGAGGCTGAGGCAGGAGGATCACTTGAGCCTAGGAATTTCAGACCAG 
CCTGGGCAACATGATGAAACCTTTTCTCTACAAAAAAAAAATACAAA 

TCCTAGCTACTGGGGGAGTTGAGATAGGAGGGTTGCTTGAGCCCAAGAGGTCTAGGCTGCAATGAGCTATGATCACAGC 
ACTCCAGCCTGGGCAAAAAATCTTAAGTAGTCTCAGGACTGTACCACAGAGTATCGTAAGAATTCAGAGGAGGCAAAGA 
CCAAATTAGAATAATAAGCACATGAAGGCTTCCAGCAGA^ 

TTTAGTTTAATGTGCCATAGTCACACTTTCTGTATTGGGAGTGTTAATGGGTGATAACTACTCCAGAGCTTTAGGATTG 
CTTCCAGTATCC CAG CAAAGCAGC C CTTTTCAACTAGAACCGTTTGCTATTACAAAAGAGAGGTGATC ACTTGTGATTT 
CTTAACATTTCTTCACTTTGCCTCTGGCACTGGGCTTC 

CAGGGGTATAATCCCAGCTCTGCCTAGCTCTCTGTGTAATTTTTGGTCAGTAATTTAACCTGGGTTGTGTTCTGTAAAA 
TGATGATATTGGATTAAATAGTACCTAATCATCTAACTTTTTCCTAATATTTTATTATTATAAAAAAATGCATGCCTCT 
GATGAATTGCCTTTATCTTCTTTAGTCATATTTCCCTAAGAAGTGAATAAAAGATACCAAGGCAATGTGTGAATTCCAC 
TTTTTCCAATCTGGATGTTTAGGGGATATCCTTGACACCATTTGCTATTTTGAGTTTTCAACAAAGAGTTAAAAGAAAA 
TTCTGGCACTCCTATCTAGTCATCCTCTCCAGTTGGCAGAAGTCTTCATGTGGACTTGATGGTTGCCCAGAGCAACAAA 
ATATTAGGGACAGAAACATGTTCAGGGACTCGATTGTATAAGTGACTCAGAGCTGAGAGACCTTTTCCAGCTTGACTGC 
AGCCCATACTTAGCTAAAGTGGGTATTTGTCTATTCCTGTCTGCATACTGTGACTTGGAGATGCCTATTATTTTGCTTG 
CTAAAATATGGAAGCCAACCTTGAAACTGGCAGAGAAGAGTTAAATGATCAGAAGGCAATCGTCTTCATTCAGCACGTC 
TGACACATGAAAGATCATTAGGACTAGCAAATATAAACA^ 

AGAACATCAAGAGAACTCAATATAAATTCAATATAAAAGCTACTATTCAAGGCCAATTATCTCTTTTGAGTO 

CCCAATGGAGAGCCACTCACGCAAATCAATACCCTTTCCTTCTCTCAGTTGGAGCCAGACATCTCTAACTATCCTCTGA 

ATTAAACTGGATTTTTAAAATGTTTTTCTGTCCCTAAACTCTTTAAATCCTGAGGTCATCCTTTCTTTGTTCCATCAGT 

CTGGCTCCATGATACCAATTACTCCAGCTTGTTAAAGCAGTTATTGGCATATGGTAGTCATGTCTTTTGTTTCTATGCA 

ATGTTTCCTGGAGCAAGAATTGGAGGGAGAAGTATTAGCCAAGTCTTGTTGCTTTAAGTCTCCTCTCTTCAACTGTTTA 

ACTAGGTTCCATCCTAATTATGTGTTTGGTTGGTTTTATTTTGATACCCAATATACATTCTTCTCATTTGTACATRAAC 

AATGTCATTATGGTAATAATAACAATTATACAATATTACTTTCTGTCCTCATTGAATGTCATTATGATCAGGAGCTGGT 

CCTCTTGGTTTGGACATTATWATTTGAAATGAATATTCTTTTTAAATGATTGGAAACTTAGTCGTAAATTCAAGTGGTT 

TACAATAGTAACTCTTATCCCAGTAACCACAGCACCTGTTTAGAAAAATGTCTTCGGATCACTTGTTTGCAAATGTCTT 

TTTCCTTAGGATCCTGGATGGAATTGAACCCATATACGTTACTTGACATGTGAAACACGTGTGACCCTGGCAGATGATT 

TGGCTGACCTTGAAAACTACAGCTGTTTAGTCACTTTGAAAACAATGCAATACAAGTGATTTACTAGGCTTCAGTTTTA 

ACCATTTTATGCTGACTGGTGGAAATTCTAACCCTTCAGAAAGAAAAAAAAATTGTGAAGCAATGGAAATGTACCATCC 

TGGGTATTAATGTGATTAATTTTCAATACATTTTCTCACAAAAAGTATAAAGAAGTCTTTGCTTGACCTTACGGGAAAA 

AACAACATACATGTGGCTTTATTTTGCCTTTTTTTTTTTTTAATTAATGAAGAAATCCAAGATTTGACTTTTGTTTCTT 

CTCTACCCAAATCAAAAGCAGTCTATAATCTCCTGCAAAGATCAAAGCTTTTTGCTTACTATAAAGTATGTGCCCTGCT 

TAGGCATTACATGGTAGAAAGATAGCATTCTGTTCCAAGAAATCTCTATTCGTTCTCTAGTTGCTGTGTATATATTCTC 

TTTTAGCTAGAATATGGTTAGTAAATGAGTCCTGAAAATTTCGCTGTATATACCAAAACATGTTGTATACCATAAATAT 

ATAAAATATTTTTATTTCAATTTTTTAAAATTGTGCTTCAATCAAGACAGAAGTTGATTTCTTTTTCCAGAAATTCAGA 

TTTACTAGATTCATAGGGCTTTTGTCTTCATGGTCTGAGATGACTACAAGAGCCCTAGCCATCACAACTAAGTGGCCAG 
CAGCAAGAAGGAGGAAAAAAGAAGGAATAGTACACCCACTCCTTTT^ 

TCTACTTACATCTCCTTGGCTCAAATTTAGTGTCTGCCACAAAAGAGAATAAGACACACACACACACACACACACACAC 
ACACACACACACACACACATATATATATATTTTTWTTTTTTCTGGCAAGTCTCTAGTTCAGGGATTTCAATCTCCTTTA 
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agcaaatgagtcttc : ' 3CTAACCTCTCCCTCTGGCCTGCCCAGTCTCTCTCGAATCTCATTGCCATCCTGTCCTCCTT 
ACTCACTTTGGGAAA.-. J CCAGCTCTGTCAGTTTTACAGTCTGCCTTTTCCACTTCCTTACCTG^ * TTCCTGGGAAAAAT 
AATCCCACATCACTTCAAGCTGGAATTCCAACAAAGTCAAG 

TAGTTCCTGCTGTGCCCCTCTCTCAGTCCTCTTCATGCTAATTCCAAACCTGTCCTCTCTCTTAAGCCTCCCAAACCAG 
CAGCTCTTCATCTCCTTTGAGCAAAT^ 

CTACATCCTCTTGCCATAGATGTTATCCATAGGTCTCTTACTGACATCCATAATCCCTTCCTCCCTTCTGGTCTCAGCG 
GATGACGTTTCCCTTCTCCCTCCTGCTCTAAGTCAACCCCTGCATCTGGGCCCTTGATCCTCTCTCCTCCCAGCTCCCA 
CAAGTCCTTGCTTCGTCTGTTTTCCTTTCTATCTCTCACATCTTCAATCTTTACTTTTATTCTGGCTCl^ 
ATGTCTCTCACAATCTTAAAAACAATACACAGCAAACC^ 

TTCTTGATCTTCTCTTTTCAGTCAAGTTGCTCTACCTCCTC^TCCCTATTC^GTCTGCAGTCCACTGTAGTACGACTTT 
CTCACAACACCTCTGTTCCAGCTGCCCTCCCTTGGTTGCCAATGAACTCCTAATTGTCTTCTTAGTTCTTAGAGGCTTC 
TTCTTCTTAAACTCTTTCTTTGTTCATTTACTGAGTAAATATTTATTCAACATGTTTT^ 
AGATGTTTCCACACTCTTCTTGCTGCTCTGAATACTTCT 

ctcttaaatgtgagtattctagaatgttctttttgattaattggt: 1 TCTCACTCTGTGTACTCTGTAGATGTTTTCAT 

GTACCTCATAGTTGTATTTTCCATCTTATGAAAGTGGGTCCCAAAACTCTGTCTCTACTCAGAGTAGGCACTTCCCCAA 
TTTCCAAATTTATTCACACAAAAGCCCAATGTCCATO 

AC^TATTTCTTTGCAAATCTGTTCTTCCTATCTCAGTTAGTGAAACACTTTTAGCCAAGATCGAAACTTATAAATCATG 
AATCCTTCTACCAAATCTATCTGTCTGTCTATATATATTTTC 

TGCAGTGGCAAGATTTAAGCTCACTGTAACCTCCACCTCCTGGGTTCAAGCAATTCTTGTGCCTCAGCCTCCCAAGTAG 
CTGGTATTACAGGTGTAGACCATCACACCCAGCTAATTTTTC^ 

GGCTGGTCTCGAATTCTTGGCCTCAAGTGATCCTCCTGCCTTGGCCTCCAAAGTGCTGAGGTTACAGGTGTGAGCCACC 
ATGCTCGGCCCCAAATGAATAGAATTTTTATTTT^ 

TAATATTTCCCTAGTTCAAGCACTCACCAACTCTCCCCTGAATTATAGTACTAGTACCTGAAATAGTGTTTTTGAAACT 
GTCAGTTGCATTTAGCATTTTATTTT^ 

ATATCAAAGATAAATATGGTTTTATAAAATTATTGATACA 

AAATGTATTTCTTACTATAATTTTTAAAATT^^ 

CTCTGGCCTTCCATGATGCCAGCAAATTTATGTAGTTC^ 

AAGCCTTCCCATCATCCATGATAAAATCAGATCTCTTTCGTGTGGTACCCAAAGCCCCTATCCAGATATGTATTGTACC 
TCCTCTCCAGCCCAGCCCCTGGCTGACTCTTTCAGCAG 

TTCATTTACTTGTACTCTTCTCACCATCTAAAACTCGCTTCTCTCTCATAATTGCCTGGTTCACTTTATCTCATTTTAG 
AGGACACCTAAAATTCAAGCCCAGTCCCCTTCCTCAGGCCGAGTCAGGCTCTTCTCCCAAACCTACCTCTAGCATAACC 
TAATGAAATTGCTCTAAAAATTATGGTCTATGCCTCTTTATTO 

CACCAGTATAGCAATTCTTTTGTTATAACCACACATAGTACTAGTGTGTGGTTCTGGGGCACTGTCATGCCAACTTACC 

TGTGTTCAATAGACCTGAAGTAGGGAAGATCAGCTGACTCTTTTACATCTCTTCTCAGAACATCTTGAAATGATTCTTG 

GGTGCAATATAAGAGCAAAACATGGAACAGTAGAAACCAGCATGGAAAACTTTTTCTCCTATTTGAGAAAGT 

AAATGTGTCTCTTAATCCCTTTGGCAGAAGGGAGTAACTTGAAAGAAGTGGATGATGGATGATCTTCTCCACTCTGTCA 

GCCCTCTGAGCAGAATGAGGAAAATGTGAGAAGCGATACCATTGCTATATTTGTTTCATTGACCATTATTTTAT^ATAAC 

TTACATGGTCCTGAACAAGGACATGTTTTTGTGAAAAGGACAACATTTCTTTTGGTGTGTCCGAGTAGCATTTAAGAAA 

AGCCTTATAGTGGTCAATGAAGGTTGGCCTTTCACCCGCTGCTACTGGAGAGTCTGTGAGAACACTATTTAT.TCAGCCT 

CATGGAAACACTAGGGAGTCATGCCTGGGATCTGACAACTGTGCAGCACCATGCCAGGTGCACAGAGAGTTGTTGTGAT 

GAATGTCGAGAGAGGTGGTGGGGGATTTTTGTTGTTTTTGCTCCTTCCATTTTCTTTCCCTCTGACTTGGGCTGTGGTT 

TCATTCATTCTACCTCCCCACCCCTATGCAAGAATAGATCTCTGATCTCTTTCTCATACTTTATCTGCCCTAACTTCCA 

CTTTCCTTTTCTTGAGAGGAGAAGAACAACTCCACAGTGCTTTCCTTTTATGTTTTGGGCTAATTTTGTTGTGTTGTTT 

TATGGT CTTGAACTGAGAG CTGC CTCAG CACTCAACACCAGCCCCTGGACTGTGAGACTAATGAGAAAAGCAAAATGAC 

TTCAAGTAAAAGGAAGTGGTTTGTGTTGTGGAGAGAAACTTGG 

TCCCTAAAGCCTACAGTTGGGTTAACACATTTCAAAATAACCGGTCAATTTAGTTAATCCCATCAAACGACCTAGTCAA 

TACAGTAAAGAGGTAGGGCAAATAAACAAACCGTTTTTTGGATGACCGGTTTAGCTTCATGTATCCTTCGTCTTACTCA 

TTTCTAGGGAATAATTTCAACTCAAGGAAATGTGAACATCTGTTTTGCAAACTATTACAGGCTGGTTTAATACAAA 

ACCTTTAAAAAAGGTATGTTCATACTCAACATGTTTTTCCAGCTGTTATTAAAGCAGGTAGAAACAATATAGTAGGCAT 

AGAAATCTTGATTATAATGTGGAAAAACTAAGGTTAAAATTATTAGCAGAAATACATTTCTTTTCCATCCTTCCACTGT 

CTGAACATCTCTCTTTCCTACTTCCTCCATTTTATTATTTTCTTTGCTTTGTTTCTCTCTTTTAACCTCAATAATAACA 

ATTCTGTGTGCCAAACACTGTGCTAAGACTGGGCATGCATGATCACATAAGGTAGGTAAAATTATTATTCCCATTTTAC 

AGAAGAAGAAACTGAGGCTCAGAGAATTTAGGGATATGTCCCATGGTCATTATTCTGGAAAGCTGTGGAGCCAGGCTTC 

AAAACTTGGCAGTTATATTTCAGATTCCACACCCTGCAGTC^^ 

TTTGTTTTCTCCGATCTTCTCCTTTTCACATGTTGTCTACTCTATTCTCTTGCCTTTTTCCTTTCCTTATATCTGCCTC 
TTCTTTTTCCAGTCTCTTCCCTCACTCCTTCCCTTATTTGTCTTGTTTCCCATTCTTTGTCTAAATCTCCTCTTTTCTC 
TCCCTCTTCACCCTATTC7\.TTCCCAGCTCCCT^JU^TTATATCATTCTTCCTTCATCATGCTCCCTCATTCCTCACTGC 
AGCATCACCCAGTCCAACTCTGTCCCATCTGTGATTCCTCACTTCTGCTTTCGCACCATCTCTCTCCCTAAGGTAGAAG 
TGGTGCCCAGCTTTAAACACAAGGCAAAGTGAGGGTATGTTCCACTAGGACAGCGTGTGTCACTCTGCTGCCATACACA 
GGGAGTACCATCAGTGATTATAAAGAGGAATTTCATTCCTGCCAGAGAGCTCACAAATTAGGTTATTGTTGATGTTCAT 
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ATAGTTTTTAGTGACTGGAAAAAC^ 

AACCAACCAGATAACTGTGAGATCCCAGCCAAGCACAATTTCTACATGTTAGTC^ 

TGTAGTACTTTGGACTCATATTACTCAGGTGACTATGTTTTCAAGCAGCCAGTACAGGACAGAAGAGATTCAT 

GAATCAAAGCTATTTGGTGACTTTTCCTGGAAACACTCTGAGGCTTACAGGAAGGGATTCCAGATTCCCAAGCTACTGG 

GAGAGAGTAAGCATCTTTTCTTTACATAGTAATT 

GCTCGGTTACCAGAAATAACTAGATCAAAATAAATGTCATTCTCACATGGACACAGGTGGACTAGGGTTTAGAAGTTTT 

GGGAACCATCACAGTTCTAGGCACCTGAAACTTCTTCTTTTGCT 

CTTTGTTTATTTATATATCTGGTCTGGTTT^ 

TGCCTGAGTTTGTACATGGCTTGCCATAGCTTCTCTA^ 

CTCTTGACACCAATTACCTTAGTTGCAATTTCC 

GTAACTTTCCACTGTGGTTAAATATTATAGATTATTGGCTGCTGGTAAACCCATGAATTGCCTGCCTTTGGATTAGATA 
TTCAGACCAGGTCCATTTAACAATTCAGACATTTTTTTAA^ 

ATCAAAGCTCTTGAGATACATTGATGACCAAAAAGAAGCATTATCCCCATTCTTACTCCTTATAATCTAGGGTCCAGCG 

ACASGGCGAGATATGCACTGTATTAATGAAATAATCTGTACTGAATGTAAAATTCCAAACTGAAGCATTTTATATGAAG 

GAAACATTCTMTAAAGGAAAAGTGCGGAAGGCCCCCAGAACGTTCCAGTCTACACATGCTCCTGGAATTTTATGGGAAA 

ATAAAAAGTCTGTC^GAATGGATCTTTTGAGAAGATTCCAGAAGTATGTTGGCCAATAAGAGAAAATGAGCAAG 

GCCAGAAGCCATTTCTTCCATTGTTGTGCTCAGTTTGCAGTGATACTACTGCAGAGCTTGAAAGGCAAGTACTGGCTTC 

TCTTCCTCTTGTTCTTCCACCCAGAAAAACCATCCTTATCCTCATATTCCTCCTCCACCTTCACCACCACTACTACCTA 

TTTTGAGGCTGCCACCACCACACTATAACATATTCCTCCCCGCTCTAAGGCTCTGAATTTGGACCTCCCACATGACAGG 

ACT CTAAATAATGACTAATC CATTAAGTTTCTGCTCCATTTCCAAAATATTCATTCAAATTTGAAATGCCTGGGGCCTC 

TTGTGTAGCCATGGCTGGGCTAATTTCTGCATTTGCATTTTAAACACCCTGAATCAGGATTACACCTGAAGACTTT 

ATAAGTGCTTAGATGGGACAATAAAGATATTCAGGTTAAAAAA^^ C CTA 

GTGATAGGAACCTCTTCTTGGAAATATTTGTTAAGCCATTCTCACTTGTAGTCACTCTTGGTACCAAATCTGTTGACCG 

AAAAAAAAAAAAAAAAAAAAAAAACTCGAGGAGAGAGGGAGAAAGGCAAAGTTACTCT^ 

AAC CACGGAGAACCAGCCCTAGGAAC CAAC ACTAAAATCTTAAGGACTGTTTTTTCAGACTCTGAAAATTCTCCTAAAT 
CTCCATTCCAGTATCATTCAAGCTCTTTACAACCGCTGTTTGTCCTTAGGCTGTAACTTGTGCCTGAAATCCCACTCTA 
AGGTTCCCTTGTGGTATTTTTAATAGTGTTTGATGCTGCAGCCAGCTTCTCTGCGGTTTGGGAGTTAAATGGGATACAG 
CAATGTGGTGTGCTGTAATGGCTCTTGGAGAAATGTTAGGGCAAATTAAATTCCAAATAGGATAGCACCTGAAAGAACC 
TGGTCCTTTAGTGAAAGAGCGTAGGAAGGAAGGCTTAGAGAGTCTTACTGGCTCCTAAGTGATTAAGAAGAAACATCTA 
ACCTGAGTTTGAAATTCATTTTGGACTCAAATACAGAGTATTT^ 

CCTGTTTGCTTTTCTGCTTAGTTAAGCCCAAAGATGGGTGTTAGTTTAAGAGAAAATGGTACTAAAAGGGAGGAGGGGA 
ATAATTAACACCTTTGCTTAAAGCACCAAATCCCATGAGCTGATGATTGCCTAGGTTAGGCAATGACTACTACCACTAC 
TACCAAAC^GGTCTGGCATCTCCTATTCCTATCCTGACACCCAGGCCCAAGCTGAGCACAAGCATTGCAGGATTCCGG^ 
GCCTAATGTCCGTCAGCTTTTCCTTTGAACAGTGGTTACATATCGTTAGTGTATTTGAGTCAAATGTGGGTTTAAGGTA 
GTGGAAAGACTTTTTTCTGCTATTGAGAACAGAATCAATTTTTTAAAATGTGTATGTACACACACAGATACACACACAC 
ACACACACACACACACACACACACACACCGCTATATATTTTATTTTGGAAAACAGTTTTATTTCCASTAGATCTTTATT 
GAATAACCTATCATCTACGGAGTTCCTATTTAAAAGTTTTCATTGGTAATGGATTTATTCCAGACAGGACAGGTTATAT 
GTAAAATACAATTCGTAACCAATTAAAACAATAACAAATAACTTGTGCTGAGTGGTTACCATGCAGGTGCTGGGATAGG 
CTTTCTCTCTACATCATCATTTCACCCTCTCCACACTGTTTGAGGTGTGGATCTATTGTCATTGTCTCCATGCTATAAA 
TGAGATGAGGCACAGATGTTTTTTATTATCTCCATGAAACAAATGAGAGCACTGAAGCTTAGAGAAGGAGAGAAA(^AC 
AACTTGAAGGTTTAGATACTGTTTGAGGAGTTATAGTAAAAAGAAAAATGAAAAGTCCTCTCAAGTTCCACTGAAAATC 
TTATAAGTGTGTTTCTTTCCCACTTTTGCAATATAATTTTTCTCTTCTACCCTCAACTGAAATAAGGTCACACAGCCTA 
TACAGTATAGAACCAGGACTCCAAGGTCACTGACAACAAAGTAAAAGTCAGCAGTTTTGGAAAATACATATTTTTTTTT 
TCCTAGCTGAGGATGGGTTACCTTCATTAGTGACATAACTATGTCACTTGAATATCAATTATTGGCTTGAATATCAATT 
CATTTCTCTATTAAGAAAAAGAGGAAATAACTCAGATATAAATGATGGAAGTGGCTACTGAGTTAGGAAAACATTTGAA 
AATCACTTTATACCAAGAAATCACATTCTGGCAGGCCTAATATGGTATAGGAGATATTCGTAACTGGTTATCTTCATTG 
AAAGATTATAGAGACTAGAGAATAGGAAGGTTAAGTAAA^CTCTACAAATGATAAAATTTTATGTTAACAAGTAACCT 
AACCAAATACTGTATTTCGCTGGACTTTATTGTAGACAAACAGAAATTCTC 

ATACAGTTACTAAGTTAAAGCTCTTGCATTTACATTATAAGTATTTCTAAATCCAGTTTAAGATTGTGGAAACAACAAC 
AGAAGTATATGAAATTCTAAATGCCATTTAATTAAAGTGTTGAAAGAGTAGAGATTTCAACAGTATCAAT^ACTTGTGAT 
CTTCAAGGATCAAAGTAAAGGTGAGTTTATAGAATGCTCACTCTAGGTTCTGATTTGGCCAAGTTCAATCACACCACTG 
CCCAATTCAATGAAAAATATAGGCAACTTTGTCAAGCAATGAATTTTATCAATGTATTCAAAGTTGAATGCATCTTAGG 
AATAATTTGAGGGTTTAGAAAATGTTTGAGGTTTTTTTTAAAAAAAATCTTCCAATTTAACTGAAAACTCTTGTATTTC 
CTTTCTACTTTTCAAATATAGCCTTTGTCCTTTACCCTCCATTGTAGCTTAAGATGTGGTCTTGCATTATAAGGAATAT 
TTAAAACCATTCAATATTTTAAACCAAAGACATTCAATTTTTAAAATTTAAATGGAACTGCCATGTATTCTTGAGTGTT 
GTAGCTATACAGCAGTGGTCCCCAACCTTTTTGGCACCAGGGACTGGCTTCATGGAAGACAATTTTTCCATGGATGGTG 
GGGAGAGGGGTTGGTTTTGGGATGAAACCACCTCAGATCATCAGGCATTAGATTCTCATAAGGAGTGCACAACCTAGAT 
GCCTCGCATGCACAGTTCACAATAGGATTCACAGTCCCACTGATCTGACAGGAGATAAAGCTCAGGTGGTAATGCTCGC 
TTGCCTGCTGCTCACTTCCTGCTGTGCCACCAGGTTCCTAACAGGCCATGGACCGGAAGCAGTCTGTGGCTTGGAGGTT 
GGGGATCCCTGCTATATGGGCCAGAAATGTGAAAGAGGTGTTCAGTGGGGAGTATACTTCTAACTTGAATACATTCTTT 
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TCAGCATTTCTACTTATTTTATCAAAAGGTAATTTTTTTTCTCA^ 

TTTCTGTACAGAGCCTTATTCAATTATACTACCAATGTAATCCTATTGCACTGCTCAACAGAATCAGAATAAGAAGAAC 
TTCC^GTACAATTTGAAAATAAAAGTATCTTTCAAGAATTTGCACTGTACTGCATTATTTGATTT 

AATCAGACCACTTCCATTTCTTGATGAAACAACTAACTCATTTGCTAACTTTCAACTGGCTCTCTTCAGTGGCTTTGAG 
AATGTGGCACTTCCATCATACCTTGCCTGTAGTACCA^^ 

GATTCGTATGCTTCAAAATTCAAAACGTGCCCTAGAAAGGATCGATTATTAACAGCTTCTTGTGTATTATGTAAACAAA 

TCTTATGCATATACAAGC^IAAATACATATTGGCTAGCACTCTTAAAAACATAGGAAGGGTTGAATCTGACCAAGTTAAT 
ATTTCAAAGGTGTCTATCAGAAAGGAAAAGGAAAGCTTCCTA^ 

AAGAACAAGATATTGGGTGTGTATGTATATATGTATCTATTTATTTATTGGAGACGGAATCTTGCTCTGTCACCCAGGC 

TGGAGTGCAGTGGCAGGATCTCAGCTCACTGCAACCTCCACCTCCCAGGTTCAAGCGATTCTCCTGCCTTAGCCTCCCG 

AGTAGCTGGGACTACAGGCGTATGTCATC^CGCCCAGCTAATTTTTGTATTTTTAGTAGGGACAGGGTTTCACCATGTT 

GGCCAGGOTGGTTTCAAACTCCTGAACTCGGGTGATCCACCCACCTCAGCCTCACAAAGTGCTGGGATTACAGGCATGA 

GCCACTGCGCCCAGCCAGATTTTGGGTTTTTAAACCTATTGAACTTATCTTTGGATACATATTTTAAGTTTTCCTTAAC 

TGTAAATGTGTTTATGTTCACTAGAAACACCACATGATTTCGCAGACATGGAATTATGTAGGTGAAATCAGCGGCTTTC 

AATTAGGGCTCGATAATATTAGATATAGTATAACTTTTATGGCATTCUICACATACTCTTGAGGGATACCCTTTGCAATT 

CCGGAATAGTGTTTTTCTTGCTTACTTCAGTCGATTTCTTATATCTTTAGGAAAGATCTGCACATTCATTCTAGGTGAA 
TGTAAAATTGCATTTTAAATCCATTCATTGGG^ 

GTAACCGAGCTGTTCAGTAAATTTCTTAAGATTATTTTCTCATAACCTCTGTACATCAAAAGTGAAAAGAACCTGTCCC 
CTTCTCTCTGTATGCAAAATTCCAGAGAAG(^CCAAGAACCAGAAGAAGATGAAAGATTCGGARGAGCACACATTTTCC 
AGCCTGCI^GCCTGGGTTTAATTTCACTTTCCOWITATTTACTTGGTAAATTCAGAAAAATCACTGGACCTCCAGGAA 
CCTCATTTCCATTACTGTCATGTGGC^TAGTGATAACACTATGGATCATTAC^tATTAAATTAGACTGTATGGAGAA 
TGCTCCAAAA.GCTAAATTATTGAGTGCTCACAAAAAGCATTCAACAAATACACCTTTCCAGTTGAAAATGATCATTCCA 
TTAAATTCACCCTTTATTTTCTTTGAGAAAAAAAATCTATGCTTCTGCATTTTCAAACTTACTTTTCATGGATACATAG 
TCTGTAATAAAAACAGCATATTAAACATACCTTTAAAAGAACAAAGACATTTATAAAACAATA^ 

GGATGGTTCCCCCCCCCCCCCCCATTAAACCCTATTAAAGGGAATACGGTCTCTAAAAGGGAAATCCAGAGACCTGTGT 

ATTCGAGTTATAACCCTGGGTCAAGCAACTTAACTAGGCTGATATTTTGGCTTGATGTGATTTATATGTAACCTTTTAA 

GCAATGTATATTAAATCCGTACTTTTTACTCATCTACTTGATTGCAAGCTCCTGCAAGATAAACTTTGTTGAACTCAAA 

TGTTGTAAACTTCaTGGGGCTTAGATATAAACTACAGACTTCATCAGTGTTTAACAAATACTTGCTTAA^ 

GTCCTGTTATATCAGCCAATTAACTATGAAGCTAATTTTAATAACTGAAATATCATAGAGGTTAATATTCAAAACACCA 

CTCATCTTTTTTCTCATTGAGTATTATTTATTTATTTTTGCTTTCTGGAGACATACGTTTACCCTTTATTTACTGTCTC 

ATTTTGTCATCTCTGAACATACCATTTACAGCTTTTTAGTTATTCTGGAAAAATCACTTTGTATGAAATAATAGGCTAT 

GATGGCTAGAAAGGATCTCACTGATCATCAGTGCAAGGATTGATTTTAGAAACAAGGAAAGTGAAACGAGAGAC^GCCA 

GTGACTAGTCTCAGTACTCAGAGAGGTCATGGTTGGTCAGAGGTC^GAACTCACATCTCCTGACCCACAGCACGTTTGG 

CTTTGTGCACAACTGACTGCCTTAGTTAAGGACAGATAATrCTTTTCTCTTTAACAATAGAAAATTAGACTAATTAAAG 

TCATAAAAGATGTTGCTCCTTTATAAGCCATAGAGAAACCCCCGATGGTTTCTTTATTTGGATCTGTGATCTTTAAAGC 

ATGTGACTAGCAGCTATAATTGGATTAAAGTGAAAACATGTGATTGTGAAGGAGTTAAAGTACCTTTGCCTTATTCTGC 

TTTGATAGCCAGCTTCAATTGCACATCGTGACAAGCAGTGAACCAACATCAACCCTGTGGAATTAAAACTTTAGACTCT 

A ^ C ^ TACTTGCTACAAAATGACATTTGAA TGAGATAA^ 
"°^ CACT ^ TTTTCTTAGGTAGGATATTGGGATGTCOTTGC ^TCAC^^ 

ACTATGTTTTGCAAAACTGTATTAATTATAATATTTATTGAGTACTTACTATGTCCCATGCACAGTCCAAGTTTTTCAT 
G ^ ACA ^ ATTAmAACCTO ^ 

tgcacagtaagcggtgcagctgaagtccagactgggtcaggctgactccacaacctcttaatccctatattaaattS 

a^tctgcccatgctatacatctacttgatctttaggttgatttattgatagtgacatttaatttttgtS^ 

attaaattcttactgtaaaactagtcaaggcaactgaagtttgtgtttgaataaaagtgtagagt^^ 

GAGGGAAGGAGGGAGGAAGGGAAGGAGGAAGGG ATGGAGGCAGGAAGTAAGGG 

AACAGTAAAGGAAAAGAAAGGAAATAAAAAGTAACTTCATTCCTCTATAGAATCTCTATTAATAA^ 

AAATAAAAATACAGTTATTTTTCATGAATATAAATTTTAGAAC^TATTTTTCAGTGCTCCTTACCTAACTCCCAAATAA 

TCCATTACTTACATTTCTTTTTTTGAGATGGAGTCTCGCTCTGTGACCCAGGCTGGAGTGCAGTGGCACGAT 
CACTGAAACCTCTQCCTCCTCCTTTCAAGOGa 

ACCACGCCTGGCTAATTTGTTGTATTTTTAGTAGAGATGGGGTTTCACTCGATCT 
GGGCCTCCCAAAGTGCTCGGATTACAGGC^TGAGCCACTGTGACCAGCCCATTTCATT^ 

I™ GCAAGAAG *^ 

TGAAGGTTACMATCTAAAGTTTGCTTTGAGATGGGAATAATACGTAGTGTTGGGGATTATTGTAAACCTAAGTGATCTA 
ATTGGAAATTAGAATTGAAAGTGGGAAAGTGAAGGAGGAAAA^ 

caaagcctaagagggctagtggaatgctagaatgaactcatttaccttcc^ 

AATTTCATCACTGTTATTTTTCTTACCTCTTATCTTTTTCCCTGTAGTTATTA^ 
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ATTTACCTGAGTTTTCAGGCTTGTGCAGAGACAACA 
ACGTGGGTAAGGAAAAAGTCACAGCTGGCCTTA^ 

GGGAATT^ATTAGAAAACTGTGCAAGATCAGAAGGGAGCCCCTGAAGCTATAACTGCAAGAACCTCCAGACCCTATTGCC 
TTTAAATCCGCTTTTAAAAGGCACCAAGTGAGGAAAATTCCAAGATGAATGGGTTACGGGTCTGACCTTCAGGAACATG 
TAGGCTGCCTGCCGATGTCCACAACATCGTCCCTTTCACATGCCTAATACATTAGCGTGGGCC^CTCATTTAAAATTTA 
AAAAATTTCATTTAGCATTTAAAAATTCATTTGACAGAAGAGATGTTTCAAATA^TAGTCTTC^AAAAAAGCCCGGTC 
TATAAGTCTCTGTAACACAGCCCATCTGCTTTAGGTGAAGTGAGGCAGTAGGCCTGGAGCCTCACCTGGTTGGCTCTTA 
ACCACATTTACTTTCCAGGAGAAGCCTTTCACCAACTTCCT^ 

TGTCCATAGTCTTAACTTTGTTAATAACAGACTGCATGCCCCTGGAAAAACTATTTCACTTOT 

AAACAAATGTGGCCTAAAATACTTTGTAAGATGGTTTCAGTC^ 

GCAAGTAGGTTTGGCTAGAGATAAAGAACAGAAAGACTTAGACAGTGGT^ 

AAGTACAAATAAATGGATGTCTAATTGTTACTTTTCAGGTAGCAACATTTGTAGGAAATGCATTTTGTTAGGAATTTTA 
AAATCACTGAACAGATTGCCATTTAGTTTACATTTTCTTCTCACCTGCAGATCCTGAAACCTCTGAACTTTTCTTCTGC 
CACATAAGTCAAATATCCATTTATAGTTTTTAACTCTTCTCTTTGGCCCCTAAAAATAGAAGATCATTCCTGATTTTAA 
AAGTAGCACTTGTATGCATATATATAATTTTTATCTTTAAAGGAATACGCTGATGATTCCTGACTCTAGCCAGTCCTTT 
GCAACCTTCAAAGGATTGTCTCCTTGGCCCTAAGATGTAACATTGTT^ 

ttacatctcttctagttcctgtaccatatctttatgataagaatgtgtgcttgccatctcaaaatattgaccctctggt 

acaatcacttgtatctacttgaatacagatgtcttgttactatc 

atattgttattaaattttcttaaaaattgtttc^ 

aacttcaacactctctgattttggtttaccattttc 

cccaaagaggcattataatgaccgttaaattttccatccaagaaataaactaactccaccatccctgagtgtataccct 
gcccttctcactcttgtgttctttaattagacccaatgtgcaggac^tgacttgactgaaatttatagccacattgaga 
catgcagctaaagaaagctcttagaccaggcatcatctcaaacttttaaagc^taggatcatttgacagaagtgtgac 
tcgctatagtaattacacaggtgcaagttataactacttaatctgctcccagcatctctgttgcccttgagaagtatga 
tgtcctctagccaacatggctgttcatatgggactgaatctgcacatatttgaattgagtttttcaagtttagaaatgt 
gatactattttacccttatgtgccttccacaatcctactcctctcttaggtggatcagagtttctggaatccatcatct 
ttagttctgcaatttacatctcagacttacatgtttctaggcataaatgcaagaatgacaacatcaaggcctatgaaac 
ttagacttgtatgtatgtgatggtagacattgaagtttgttgc7vggaaaatgtttctctgtcatcctaggaaaagcccc 
cagtttctcagttcctcctcctccac^cgacagttttttag 

agtccaggtgcaatagctcacacctgtaatcctagtattttgggaggctgagatgggcagattgcttgagcccaggagt 
ttgagaccagcctggacaacatggcaaaaccccatctctaccaaaaataaaaataaaaaaaataaaaaaattggcatgg 
cagtaggttccagtagtcccagctacttgggaggcagagcctgggaggttgagactgcagtgagccgtgattgctccac 
tgcactccagcctaggcgacagtgagaccctgtctcaaaataaaatccaattatgatcatacctctctcctgttgatgt 
ccatcagagtctgcaatgccttcagggtaaagtttaaacttccttctagaaacaatgttctgcggtaaaatgaccaggg 
tctttggtattagatacacctggcctcaaaaaatgggtcagcccaggtataaccttccccatcttctgtttcctcatct 
gcataatggagtaacaaacattgtcaggaagttactggagtaattgtgtgagataccaaacataaaaagcctggcacaa 
aataaaagctcagtaaatgtaaatgtcctgtcttttgcctttccctcattgtctgcgacttacctttctaggttccttt 
ctcccatgtgcatccccttccttccaaagcactcattgattctagcctgcagtgtatagtttcctgatcaagccaagct 
ctcccacacctctgtaacttttgcgtatattgttcagtctccctgtaagtcttccctaccttcaccttttatagaaact 
gcagggtacctacttgccccttgagatagctattcctgaatttctcccgaatttaagcattcctcctctatactttcat 
aaatctttcacacacctctttcatcctacaatgtcataatattagttggttttatctgtcttccttaatgtatccttaa 
ctcctgagagtggacgctacatcttagtcatctatgaaaccccagaaaatgtaatcaagctaaaatggctcactcattt 

CCTAGCAAATATTGGTTAAATGACTGAATGGATGATACAGGGGGCAAAATAAATATGGTTTTAGAAAAGTGGCATGGCT 
G CTGATCTATC AG TG CAAAAAGG AGCAC ACCCACCCACTACATGG CCAAAAATGTTGAAGGCAAGAGACTAGATGG CTT 
GTGAATAATATCAAATGAAGTTGTCTTTCTGTAGGAAGTCTTAGACAATGTAATCTTGGGAGGCGGGTGGATCACAAGG 
TCAGGAGTTCGAGACTAGCCTGACTAATATGGTGAAACCCCATCTCTACTCAAAATACAAAAATAGCCAGGTGTGGTGG 
C ATGC AC CTGTAG TC CC AG CTACT CAGGAGGCTGAGGCAGGAGAATCACTTGAGCCCAGGAGGCAGAGGTTGCAGTGAG 
CTGAGCTCGTGCCACTGCACTCCAGCCTGGGCAACACAGCGA 

GTAATCAAGCTAAAATGGCTTTGGCTTTCCTTCAGTAAATGGTTACTGTGGGAATATATGTGAAATGAATATCAATACT 
ATGATGAGAAACACATGCACTAAACAGCTATACTTCTGATGCCATTCTCAAATCTGAAACTTTGCCCAATTTCAGGGAC 
AAAAGTGAAGTAATATGTATCCCCAGTGTTTAGCTTTTCTCTTGCCATGGATACTAACAGTGAGATTCCTCAGGGACTG 
TTCCTTTAACCTCGTTAGGGTTGCTAGGGGCTATTGTGCCTTTCACAACACAGCACCTGCAACTGGGAATAATTGAAAT 
TTTCTGCCATTAGCTATTCCCAGCAGAGTATTCTGAGTCACATAGAAAGTGTCAGAAGCATATAAATTACTGATACATT 
TTTTAATCCCATATTCCCTCAGGGTTGGCGTTTTTCTCTCTTGAAAGTTTCCCCCTTAAGGCTGGGCGTGGTGGCTTAC 
GCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGCAGATCAAGAAGTCAGGAGATCCAGACCATCCTGGTTAATACG 
GTGAAACCCTGTCTCTACTAAAAATACAAAAAATTAGCCACGCGTGGTGGCGGGCGCCTGTAGTCCCAGCTACTAGGGA 
GGCTGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGCGAGCTGAGATCTCGCCACTGCACTCCAGCCTG 
GGCGACAGAGCGAGACTCCATCTCAAGAAAAAAAAAAAAAAAAGAAACTTTCCCTCTTAAAATATTCTTGTTTAAATCT 
AAATTAATTTCATAGATACCATTTCCATTTTTCTAATGAATAATACTGTATCCTTTCCTATCTATACCATGAAGTTTTT 
CTTTGCCTTGAAAACCCATTTAGATTTATGATTTCTAGCCCCCAAAATAACTTTTGTTCCTATATCCAATTCCTTCCCT 
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»<^GTTCTTTCACAATAGCTTCTTTTC^ 

TAATCCAAGAGGTCACATCACTAACGCAAACGTAGAAATCTTTGTACCAAAGGACAGAGGTGCAAGGGAAGTCGGGAGT 

TGTGGCTGTGGGAAAGTGAGGAGGACTCTTTGGCATCTGGGCAGAGGTACAGGGAAGCCAGGATGGGGGCAGAAAGAAA 

GTTTCTCAGTTTCTCTTGTGTCTACGGTTCATGCTTAGGCCTCTGCAGCAGCCCCAAGGCAGGTGAGGGTGATCAGCTG 

TTCCAGTTTGCCTGGCACTGAGGGATTTCCTGGGATGTGGGGCATTCAGTGCTAAAACTGGGGAAGTCTTGGACAAATT 

AGGACAAGTTGGTCACCCTACCTTTCCCTTGCTGCTGCTGTCCTTTTAAAGTCCTCATTCCTTTGAAAATTGCAGTGAT 

CTTCAGTTCTTCGTGATTTTAACTGTATACAAATATTCAAAGAGCTTGGACCAGCACATTTCTCAGAGAGAGCTCTACT 

TACAGTAAATGTTATGTGACAGAGCAGGATAGCAAATAGATGTTACCTGGGGCAACTCTAATTGCTTGGTCATGACTGT 

CGGGAGTAAAGTGTTAATAGTTTCTTGCATATCCTCCAAGAGAGTATTACAAATACTATTCTGCACCAAGCTCTTTGTA 

ATTTAATAGTGTATCTTGGGGCCCTTTTGTATGGACTTATACAGATCATGATCTAGAGATAATGATCATTCTTATTTGA 

CACATAGTATTGCATTATGTTATGTCTAAAAACCCATTTAACTCTATTGATAGTCTTGTGGGTCATTTCCAGTTTTTAC 

TACAATTAATACAAATAACACTGC^GGCATCCTTGTGCCTGAACATCTTTGTGAGTTTACCCATTGAATAAAGTCTTAG 

CTGTGAAACTGAATTTAAAATTTTCATAAATATTGCCAAGCTGTCTTCTAAAAAGAATATATTAAGTTACAATCCC^ 

ATCATCACAAGAAATGCTTGTATTTCTATACACACTGACCCTGAGATTCACAAAAAACATATTTTCCCCATCTAATTTA 

ATTGCAAAGAAftATTAGTCACCTTTCATACATTTATGGGCCAGTTCCCTCCTACCTCCAAAGACTCATTGAATCAATTA 

TCTTGAGGAGTTTATTTTTTATGGATATGTTAATGT1TTGAGTATATTAAGAAAATGAACTCTCCTCATTTGTGTAAAC 

JITTCAAAAAATTTTAATTTGTTTAGGGTTTTTTTTTTTTATCATTTAGTCTTTTAAAATATTTGAG^ 

TCCTTTCAGATGGTTTCTGGACACCCTGTATCTTTTATGCTTGTTTTTCCTGGCATTCGGTGCAGTACCTATCACAAAA 
I^^^TG^^ 

TCCTCCTCATGCTATGTAGAGATTTGCAAAATGAATGCO^CATATCTTTGAACAGAATTTCATGGCCCA^ 
^ GGC ^ GTGG ™ TCTGTOTTGTTCA ^^ 

TGAATGAATACATAAATATAGAGAATAATGAGATAAATAGAACGTGG^ 

TGGGCATTTCTGGAAGTGCTGGGTTGCAAATAAGTCCAGACCAGAGAGGATTGTGTTTAAAGGCCCAGAATCTC^ 

TGACCATCAACCCCAGAAACAGGGACCACATTTAATTGAATTTATAATGTCCCTAACATCTCTGCTGTGTTTGAAAGGT 

TAAAAATTTCCTAGAGAAAACAGCTTTTGCTACTACTTGCCAAAGTACTCATAAAATGGACTGATTGCTAAGAACAGAA 

AACAAACCAAATCAAAATAAAATGAACCAAAAAGCTUiCAGAAATAAATGTGCCTTAATGTAGTTGGATGATTACC 

CTACTCTCCTCAGACCACGAGCCTTCAGAGTAAGGGCACATCCTTCCAAATAAGTGCATCCTTGTCAGGGACATTTGGT 

GAGGTGCAACCCCTTCAATGTGTCCGTTTCCTGGGTCATTTGGGGTCTTAGGAAAATCTTCTTGTTGGTGCGCACTGAA 

OTGCACATGCATTATGTAACTCATTGCAACCCAATAGCTGAACTCATGGTTTl^TAGCTATTAAAATATGCCACAAACC 
AAAGGAG ^ GTGAGGCGCCAACTCAGCA ^ TQ TG 

AGAACCCTGAATAACAACCTAGAGCTCATACATTTGGAGCCATGAGGAAAAGTATTCCATGTAAGTTGAAGGAAGATAG 
GAG ^ GG ^ GC 5 TGGTOTG ^ 

A ^ CA ^ G ^ AATGTGAAAATTGCATTTTGTT GTTTGCAGAAC 

TTTCTGAAGGAAAGAAAAATGCCAGGGTTTCGTTTTAACATCCTGTTACGTTTTAGTTAAATTCAAAGGAACATGACTT 
fCAAAGAGAAAACTGTCTCTCTCTCATAAAATAGCATTAAG^ 

^ G Tn G ™f GGTCTTAAGAGCTTCCACTACTGAGAGAAT ^ 

attatgactttttctctttcattcttgtactgtatctagttgcctcatctttttttctaaatctcacagttStgatca 
aattccctagggacagcttacatgctagctttatgagggaggtgagtcatgcaatcccaagaaIgca^g^ 
agggggtgaaaggaacagcagtagggaagaagagaaaccatgtacaaggtaatgcattact 
caacaacaacaacaacaacaacaacaacaaaactagttgctaagttacaagggacattgc^ 

AACATTCCACATGGAGAAGAAAGGGTGAGCAAITTTTCTGTGCATAGGTCTTTTGTCTCTC^TT^ 

CATGGTACCCTTGGCCCTCCC7VGAGTCCCTGGGGAATACAGAGCCTTTGTCCATCTCACGTCTAGC 

^GTCA^GGCCATTGCCCACGCTAAGCCCGCAAGGATGGGGAGGTGGAAAACATGAGGCAA 

ctgctttactggggctgctgtggcatgcctgggaaactgggagagtggcttatgcccaaggg^agS 
gacctggggaggccacaaacaggacctagtgtacttttctacagtatactagcagaattS 

TTTATTAAATTAAGCTTTTGTAATGTCCTGATGTAGTGCACTGTATTTTAATGCTGTGTCT^S 
AA^TACCAGGTGTTGTGCCAAATGCTTCAAATAAATTACCTTGTGAAATCCTCAC^ 
CSAATCAGAAAACTAAGACTTAACTTGCTTATTCTTCACCAAGGCTAGGAAGTGGCAGAG 
C ^ GCCATTGGTCTTCTATGC CATAGAATCGGCATCCATTTTGCTACTCTTACTAGAAAA 

gaattgtagtgaggaggaaagttitttctgttt^tgittatgaaaaaatctctacct^catS^ 

ttcaattggccaatggttggaaacaggcaattttcagagattttgtgtaagagtgtgtgSat^ 

acagacagaaaaaaattgagattaatttttcaattctctaagtcataagagaatggaaaaK 

ATTTTTTATCCCAATGTATTCTTTGACATACACTGGTCATAATGCTAATGT^GC 
GCAATGGGATGATTGACCTTCCTTTAGCAGAAC^GTG^ 

AACATGATCATTTCTACTTGTGGGTTTGGACTGACAAGGACATTTCTAGTATATCTTGTTGACA 

CTAAGCAAAGCTGAAAATGAATGCTACTTCCCACAATCAAGTGGAAATGTTAATATTATCAACA^^ 

GAAGTCCTATGCCTGTATATGTAACAGGAATAGCAAACAGGAACTTTTCTTAAAGGGAAGATT 
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TATGTATTCGTTAATTGCATGCTCCCCATTTTTAAAACTGTACCTC 

TATTATACCATTGAATAAGGTCCTCTGGATAGTTTTGAGATTTAATA^ 

ACGTAAAAGTTATTTAGGTCAGTACTTCCCCACATTTGTTCCTTC^ 

CTGCAGTAAATAAAGGATGTGGCTTGTGTTCAGTCTCCCACCCACTAGCGACAAGAGCCAAGGGAAATCAATAGCTTGG 
CTCACCTGTCATCTCCACTCTTTGGCACACCATTGAGAAGTCTAATATGTGC^^ 

GTTATACCTTTGCTTATTCCAAAGAACGGTGGGGGAGTGTACCAGGGCCATTATTATAATGTATATTATTAAACTTTTT 

ACATTTTAACTGATTTCTCTTATAGTAAAATTAATTATATATTAGCTTTGGGGTATACAAAATTGCACTTTGATAATAA 

TATTTAGGAATTGGCAACTTTGTGGGCAAAGTTGTGGGAACTATCAGAAAAGTAAAAAATAAAGGTGGGACCCGAAAGA 

AGGAAGGATTGTAGGTTGGAGCCATACGCGACTAGAAACTAAGACATGTATCCTTAAAAACCCTCAAATCTGTGTTCTG 

ATGGGAAAACCCTGCTAAGTCAATGGTTCCCAGACTTTGGAATTTCAAAACAAAAAACTGTGAGGCCC^ 

ACCAACTCTTCATTTTTGCCAAACAAAACTATTTTCAACAGAACACACTAACATATACTGGAACCATGATTTCATATT^ 

TGACATTTATTTTCCACATTCTATATACTTTTAATATGCAAAACAAGGACAAAAAGGGCAGTCATCTCCCATGGGGGGC 

TTAGAAATCTCTCATTAATGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTTTTAAATTGGCC 

TTATTATTTCTTTAAATTTAACCAAGGGCCAGTAAAACTCCCTTTTGGAATACCACACGCCCGTGCTGTTCAGGAATGA 

TTATGATAAAGTCATTCATGAGGACATAGAGTTATTTCATATGCTCTCAAAAATGACTTGCAGTGCGAAACACAGCTAC 

TATTGGACAAGACAACAACCGAACTTTATATAACAATTTTT^ 

TGGTACTTGTGTACTAGGCACTGGGATGGAGTTGGGGATACGAAAGTGAAAAATATAGTCACAATTTCTACCTTATACT 

CTAGTAGGGGAAAGAAAAACAAAATGTATGATTGAACTGCCTTAAGCACCATGAAGGCAACATACAAATTGCTGTGAGA 

GCATATAACCAACTCAGAAATCAGCCTTAAACTGAGACCTAAAAAGGACTCCCCCTGTGCCTTTTGTATATTTAAGGCA 

TCTTTTTTATATTCTAGAAATACAATATCATTGAGCAGATAGATTCCAAAGGGCCATCTTCTAGCTGGATGAAATAGAA 

AAGGGCACCCYTTCCTCAGGCTAACAGCCCTGCCTGCTGAGGGCATAGTTAGGTGAATGGATCATCACTAATGAATGGA 

TGGTTTTAAAGAAGGGAATAACATGACCAAATTTGCATTTAACTTTACTCAATAGTCTGGAGTATTTAAATATGATTAA 

ACCTTrrCTTTCCATTCACTTGAATGAGGCAGAAGGGCTATTCAGGAATTTAAAGTTGACTAAGGTATTGAT^ 

AAAATTTTTACTAGGTAGGTAAGGGCAGGATGATTCCATTAGAAACAAGAACTTTTTCTCCAGTGCTCTG 

GATTGGTTCAGGGCTAAATCACCAAGATGAATACCTTCTTTTGATTCACACACCCTTTTGACATCTGGGTTTCCCTG^ 

TCATATGCAATCTAGGACTTACGCAGACCACTCCAGTTTCACTTACGAAATTTGGGTTAGCCAACTTAAACAGTCATGG 

CTGTAATTTGCTTCTGAGTTAAAATGCTATTATTATCT 

TTTTGATAAATTTTGTTATTAATGAAATTAACTCAATTTTGTAGTAACATAGTATACAGTGAAAATGTGCTTTACGAGA 
TGCCGTGGGCTTGTCTCTCAAATGGACAATGAGGCTTTCCGAAACCTTTGTGCCTTTAAGTTTAAGGAATTGATTTGGC 
GTCTTATCTCAGTGTACACAAAGCTTAGTTATCACCTAGGAAATATTGGATGTTTGTCTCAGGGAGAAGAGACAATTTT 
TGAGACCACAATTAGGTTTTGTAGCTATTTGACATCCAATTATAATCAGATACTCAGTGAAACATGCATTCATAATGCA 
GGCCAATGATCATATATTTGGCTTAGCTTTTCACTAGAAAAATTCTTTAAAGAAATATTGTCCTTCCAATTTTAGTGGT 
ACTGAGGAACAGCTCTGGTTATAAGGGGGGAAATACTATATGTCCTTTGTTCAATCTTACTAATCTTTATTAATTTTAT 
GATTTTCCCCATTTATTTTTTAAAAATCATTAATAAAATTATCCTTGATTGAGTTTCTCCTATGTGCTAGGCATTGTGA 
TAGGACTTTAGTAAACATCATCTCTAACCCTTTCAATAACCCTGCAAGGTAGGGTCATATTTTATAGATAAGGAAACTG 
AGGCTCAGAGAAGTTATGTCTTGAAATTATATAGTAGCAAGTGGTTAAGCCAGGTTTCCAACACAGGTTTGTCTGACTC 
TAAAACCAGCATCTGCCCCC^TCTCCTCAC(^TTCGCGACCAGAATGTGATGCACGTCTACCAAAAAGAGAGTAGCAAA 
AGGTGATTTATAGAAGCAGTTACAGTCCTCTGAAGAGAAGGCAAAACTATTGGGGATAGGGAAAAAGTAACTATAAAGA 
TCATATTTATATAATCGAATATTAACTTAATGGCTTGAATTAGGTGGCAAATAAAATATATTAGCAAGCAATGTTACAA 
ACCATGGTG AG AGCTATGTAGTAGATGAAG CAGAATGATGG CTGGGCTCAGGG AG CTCATACATTTGGAACCCAGATAA 
ATCTTTGCTCCTTCTTCCCAGAGCCCATCATCACTTTTTAAAAACACGTCTTTGCTGGGCTCAGTGGCTTACATCTGTA 
ATCTCAGCACTTTGGGAGGCAAGGCAGGAGGATTACTTGAGCCCAGGAGTTTGAGACCAGCCTGGGCWACATAGGGAGA 
TGCTGTCTCTACAAAftAATAACAAAGAACAAAACCATCTGAATTTCATC 

TACTTAATAAC CTTTACACTAGTTGTGAAACTCACTGAAAACAAAGGAGAAACTCATTATAATTCATCTAAACATTCC T 
GAAATATCACTTTAATCAAAAAATTAAGAAATATTGCTCAGATTTAAAAGAAAAATGGAAACTCCCTTGGCAAGTGGGT 
TTGAGGTTTGGTCATTAGGTTTTGAATAATCAGGAGCTATGTGTTGTAGTAGGAAAAGCATACCATTTAGAGAGAGACA 
GCTTTAGTTTGTCAGTCCTGCCTCTTAATAGGTGGATGACCTTGAGTAAAGCATGACGCAGCCTTTGGGCATCAGTTTC 
CTCACTTAAAGGTAGAAGGGTTGAACCAGGTGTAAGCTGCTGTTCTTCCATGTTATGATTCTAAATAGTTCTAGATGGA 
ATTATGTTGCACATTTCATATGTTGTTAAACAGCTTCTCTCTGGAACAGTTGCTCCTAATCTCCTAATAAGCTTACTAT 
GGGTCACTCAGCAATCTTCAAGAGAAACAAACATTATTTGGTTGGTGGATACCAAGACAATTCTGATGTGTTTGTGTCA 
AAGATTGGTCAGATGAAATCTAACTAGACATGTATCATTCCATCATCAAGCGAAATGACCTTGACTCTAAACATCTTAA 
TTTGAACTGTAGACATTTCCCAAATGCTTTAGGGTAGATTTGGACCATAATACACTCCACTGTAAATGGAGAAAGTTCA 
TCATCCCCATAATAATTGCCCCCAAACTGCTAGGTAGGAATGCATACTGGGTTTAGTATGTATTAACTCCCTTGTGAAT 
TCAGCTTTTGAGAGCAGACCTCTTAACAAGTCATGAGTATTTAGAGTGAAATATTTAATTCTTAGTGATACTATTTTCC 
TATTCTGCTATTATTATTCAGCTATGATTATTTTCCTTCTCCTCCCAACCTCCTATTTCTTTTTCTTTATTAAAAAAAG 
GAGAGGAGGTGCATGCTGCCATCTGGGGTGAATATGGGCTTCACGTGGGGACCTGGGCGCTGGTTCTGATCCAGAGAGT 
GAGCTAGGAGCACTTACACAAGAGGGTCTTAGCCACTGTGTCGGGGGAATAGCCTTATATCAAAGACTGAAGCCTTTTA 
GTAAAACCTGAAGAATAATCAGAAGCAGCATTGACTAGTCTCTAACCTTGGTTGAGGGACACACACACACACACACACA 
CACACACACACACACACGGCTCTGAAAGCTCAGACACGGAGGACACGCTGTGATCCACTTAGCCCTCTCTTCTCCTTCA 
GGGGGTCCCTTGCAGGACAGAACGCTAAGGAACAAAGTCTTAACTGGCAAGCTGCCGGCAGAAGGAGACTGTCTGGTGG 
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ATTGCAGCGCTGATTAGGAACGGGGAGTCCTTTGCGT 

GAATAAGAGGAGCCTCTGAGGACTGGTTTCTGAT^TCGCACTAGGCATGATAAGAATGCCATTGACGTCAGCAGAGT 
TCATCAGGGAGAATGGCACCCCAGCTCTTGAAACCACACCAAGCAATTGCAGTGC 

GGAGTGTGGGGGGTGAGGTGGGGGGTGGGGGGGTGGGGAGGGAAAGAAGCAAAGAGGGAAGTCGTGGCTCCAGCTGAAC 
TCTTCTTTCTTCTATGCGTTTCCTGTA^ 

CACACTGCTGCCTGGGCTCATTAACCTAAATTGGGGGAGGTGGGGGAAGAAGAAAGAGAGAAAGAAGGAAAAAAATTAA 

TTCTGTTAACACTTCTGCATGCACATAAAACAAACTGTGCCACCCAGGTGCTGGACAGAGGCCCTGAGCCACATAAGCC 

TCTGAGAATCAAATTGCTGAGGTAAAACTGATATGCTTTAAATGTGTGTTGATGAAGAGATTACAAGGGAGGAATTAAA 

CACTTCAAAGGAGCTACTACAAAGCAACAATCACTCTTCCCCCATCCCTCACACACGCACATTACTGTGGACGC 

TGTTTGTGTGTCTGCCTGAGAAAATGGCAAAGTTGGTTTAG^ 

ACAGGCAGCTCCAAGAACATCACCTCCAGCTATAATTCAACGGTTACCTGGACTGGAAAATGTCTTGGAGGTTACGAAG 

TCTTTGAATTCTTTAGTGTAAATTGTCTCCGCTTTGAAATTCCACAATTGATCGAATCCTTTCATTCTCTTTCCCACTC 

CTAATTGTTCCACTCTAACTCTCCACCCACCGCCAGGAATATGAAAACAACATAGAGTAGAACTGATGATATCAGCTGT 
ATAACACGCTTTATTTTACGGCATTAATGGGCAGCTTT^ 

CATATTCTTCAGTTATACTAGAAAGAATGATTTCCGAGATGTGGAAATGTTAGCCGGGAAACAAAAGGACATAGGCACA 

TAAAGCAAAATCTGGCAGGAAATGTGGGTTTAATAAATTGAATTATGTGAAACTCCTATTTCAAATGGACTGATACTAG 

AGGAGCAGCCCTCGAGAGATATGCACAGTAATGATTCTTCGTTTTCA 

CTGAACAGCATTCCTTTCAAATACACAAAGGTAGCTAAAG^^ 

TGTAAAAATTATATTAAGTGTGCTTCTTGTGATAGAGTCAATAAAGGGAGAAGGAGTTTAGCAAAGCACATTTACTATA 

TACTCTTAACCCGTCTTGCTTACTGTAATAATCGAAAGAAAGATGGCTAATTGTCTTGCAGGAATTTGGGTTATCCTCT 

GAAAGGATACAAGTAAATTTGTAACTTGGGTCGTATTGGCTATTTTTTGTTCTCTTTTGCTTT 

GAGGTTTATAAATGGAACCCTTCTTTCCTTTCTTCCTTTTTTCCTTCCTTCCTTCTTCCCTTCCTTTTT^ 
CTTGCTTTCTCTCT^ 

AGTTCCAGGATCCAATAAGGGCCTAGATTGTATATCACAGGATCAGAGCCCCTTGCTCTCAAATTTATGATTGTGAGGA 
TGTATTATTGTATTTGGGGGATCAATAAGCAGAGCCAGAGCCTTCACACAAGGCTCCTTGTGCCCCCTCCCCCGCTCCA 
TCCCATGAGGTTAAAAAGCACTGACTTTGACTTTAACACTGTGAACAAAATACAGAACAACTC^ 

TATTTCTGCTATGTGCCTAGATTAGATGTTTTCTGACCTGTCTCCCTAAGTTGTTCCTGTCACTTGTGTCTGTCATTCG 
CTCCCCCATCGCATCCTGCCCAACCCTCCCTCTCTATGATT^ 

AACGAAGAAAGACTTTCTCCCTTCTTCCCACCTACACATTCCTTTTGTCCCCCAAGATATCCCTTCCTCTTGCCTGGAA 
TCTTCCCAGGCCTTAATTGATTGATTTAGGCCCCCTTTGCACCAGGCACCCTAGCGGAAGCCCAGAAAGCCCCAAGAGT 
CTGGATGTGTTTTGGAGAGCAGGCTCAGGTTCACTGCACACTAATTTGCAGCAGGAAGTGCTAGGAAGCCCGATGAGGG 
ATGGGAATTAGO^TAAGGTTGGC^GTCAATTGACAGAGGAAGCTTAAGGAAGAGGATC^TTTTG 

ATTTAATCCTTTTCAGGTGTGTTAATTTCTTTCGTGGACCAAATTACCATGGACCTGGAATAGTTGAGATTTTCCCTAA 
GGTCTGGCTGTACTTCATAGGGAAGAAGCAAGGGTAAGTGCAGTAAATTTGATTATGGACAC»GTCTAAC 

AATGAGCCATGGAAACAAAATAGCTCAATCTCTTCTAACTGCTGTAATGCAACACTAGGAGCATTGAGAGCACTGTGGT 
^TTGGTTACACAAATTTGTAGTACAGGCCTTGCCTG^^ 

TTCATGTAGCAGATATAAGTCTTTTGGAATTAATTTGAAAAA 

AAGAGATCTTAAATGTATCCAAAACCTAGAACAAACAAACATTAACATTTGCCATAATTACTGTGGGTGTTTTTAAT 

AAATATATAGATAGATAATTTTGGAGGTTGCATTTCCCCACCATCACTGCCAGCCTCATTTTTCTTCCATCCTCTCCAG 

AACAACCTCTGCCATAAATTTAGGAAATAGTCAACCTGTTCACATTTTCATCTTTTTACTATATATGTTCTTATTCACA 

AACGAATATGTTGTAGTTATAAAAAGTCATCAGTATCTTTTAGCTTATTTTTTTAAATGCAACATTATGTTTGTTGGAT 

CATTTTACTCTTGTCCCAGTGCACCCTGTAATTCCCATGAATTGACAGGTAGCGATAGATCAGCAGTAGTAAAGTAACT 

GATATGGGTAGGTTAATAGAATGACCCTTTTAAGAAGGGATCTCAAAGAGGGAGGCTAGGTAAGCTACAAAATTATCAG 

GGCGAAATGCAGTGAGGTAGAAGTGAAAGCAGCTTAGAGTCAGCCTGGGCTAAGATAAATGAGGAGTGGAGCTGCAGCT 

GGAGGAGCAAGAGAATATGGTCTACTCGAGTATAAATCAAGCTTGCTGGTGAGCAGTTTAGGACTAGCTCCTGGTTTTA 

CAGCAAGACTTTTTATGTGATCTTGACCAAACCACTGCACTTGATTGCTCCTTTCTACTCCTTGGTCCTCACGTGTCAA 
ATAAAACCCCTGAATTGCAGAGCCAAAATGCAAACAAATAGA 

AATGAAGACCTAGTAAAACATTATAACTTACAGATACCTGTCAGGGCAGAACCAGAAGCTGGACTTGGGCTAGGAAAAG 
TTGTTCCCCCCTGATTACATTTTCCAAAGGTTATACCTTTTCCACAGTTTCTAAGGTAACATGTTGATTGACTTGACAG 



ATGAOAAAGCTGGTGCTCAG<K^ ■ 

ACCCCAGTCTTTCTCACTTTCACAGACTTGCTTTTAACCACTGTGTTATGCTATGCTGCCTCAGTATAAGCTCCTTTCA 

AGTGTTAC^TGTCACGGTGTCTGCAATGGAGTA^ 

AGAACTCCAATATCCAAGGCAGGAAACTTGGTAATTAATATTTTAAATGGACTGGAGGGGTCACAGGTATTAAAATCAA 

TATTTTGATGGCAAGATAACAATGTAGGAACAAATAATTGGAGATGTTTAGCAAT^ATTATGAATTAAGTAGATGTATAA 

ACGGCAGATTATGAAAGGGAAACAAAGATTACCTGGGAAGAGTTTTGTGTTTTAGTCAACTGAATTACCAGT^ATGGGCA 

GAAAAAGGAAGTATCAAAGAAGGGTCTGCTGATAGAAAATTAAATAAAGAAGAAGATGCCATGGAAACGTTTTTAGTGC ' 

AAATACACTATTGCTCATGGCTGAAGACAGAAAGAAGACTATGTGTGACTTCCAGATGAAGTTCAGGCATAGAGGCAGG 

GCTAAATAAACAAGCACATAGACCCGAGAATTCTCGTTGATTGATCTTTGGAAATTCGGTATAAATATGATCAGTTCAA 
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CCATGCCTTAGCTACTGGATCAAAGGAGACATCTACCGGCTTTGGGAGATAGGA 

AAC CAAAAC CAAAG AAAAAAAAAAACAAAAAAAACAGAGAATG CAGAATGCGATO C ' TAAGAGGCTGTGTC 

TGATGTTACAGGACTCTTTGACTCCATTAGTCTCAATTCTA^TAT^ 

CAAAACCTGTTTCGAAATGAAGGCTTCCCATACATTGAAGTTAAAAGTGGTCTTGAGAAAAGAACTTCT^ 

GGGGTTTTACTTTGGAATGTTGAAAATGTTTGGAACTAGATAGAGGTC^ 

GCCACTGAATTCTTGACTTTACTATTTTTAAGCT^ 

TAATTACTGTATATATTTATGGGGTTCATGTGATGTTTTGTTACATACACAATATGTATAATGATGGAATCGGGGTATT 

TACGGTATCCATCACCTCAAGTATTTATCATGCCTGTGTGTCCTCTTTCTAGCTATTTTGAAATATGCAATACCTGTTG 

TTAACTCTAGTCACCTAATCTGCTATGGAACATTAGAGCTTATTCTATCTGTGTGTTTGCACCCATTAATCAATCTCTT 

CATCCCCTCCCCTCCCACCTACACACTCCTCCCAGGCTCTGGTATCTATCGGTCTACCTTCATGAGTTCAAGTTTTTO 

GCCCCTGCATATGTGAGAACATGTGATATTTATCTTTCTGTGCCCAGTTTATTTCACTTAACATAAAGATCTCCAGTTC 

CATGCATGTTGCTGTAAATGACGATTTTATTCTTTTTTATGGCTGAATCATATTCCATTGTGTATACCATGTTTTCTTT 

CTTTCTTCCTTTCTTTCTTGCTTTTTTTTTTTTTTTTTTTTTTTTTGAGA 

GTGCAATGGTGCCATCTGAGCTCACTGCAACCTCCGCCTCCCGGGXXCAAGCAATTCTTCTGCCTCAGCCTCCCAAGTA 
GCTGGGACTACAGGCGAGTGCCACCATGCCCGGCTAATTTTTGTATTTTAAGAAGAGATGGGGTTTCACCATATTGGCC 
AGGCTGGTCTGGATCTCCTGACCACGTGATCCGCCCGTCTCGGCCTCCAAAAGTGCTGGGATTGCAGGCATAAGCCACT 
GTGCCTGGCCGTATACCACATTTTCTTTATC 

CTGTATAGTGCTGCAATAAACTTGGGGATGTAGGTATCTCTTTGATACACCAATTTCTTTTCCTTTGGA 

GTAGTGAGATTGCCGGACATAGTGGTTAGTTCTATTTTTAGTTTTTTGAGAAATCTCCATGCTGGTTTTCATAGTGGCT 
GTACTAATTTACATTCCCACTGGTGATATGTAAGAGTTCCCTT^^ 

TTATTTTTTATTATTTTTTGCATTTTTAATAATAGCCCTCTAACTGGGGTAAGATGATATCTCATTGTGGTA 
GCATTTCCTTGATTATTAGTGATGTTGAGCATTTTTTCATATTGGACATTTGTATGTCTTCTTTTGAGAAATGCCTATT 
TATGTCCTTTGTCCACTTTTAATGGGATTGTGTGCTTTTTTACTATTGAGACGTTTGAGTTCCTAATATATTCTGAATA 
TTATTCCCTTGTCAGATGAGTAGTTTGCAAATATTTC^ 

CTTTGCTGTGCTATACAGAAATTTTTAGTTCAATACAGCCCCATTTATCTATTTTTGGTCGTGTGGCCTGTGCTTTTGA 

GGTTTTAGCCATAAAATCTTTGCCTAGACCAATGTCCTGAAGTGTTTCTTCTGTGTTTTCTTCTAGCAGTTTTATGTTT 

AAGTCTTTAATCCATCTTGAGTTGATTTTTGTATGGTGAGAGATAGGGGTCTACTTTCATTCTTCTGCTTATGGGTGTC 

CAGTTTTTCCAGCATCATTTATTGAAGAGATCTCCTTTCCCTAATGTATATTCTTGGTGCCTTTATAGAAAATCAAATG 

TATCTATCATTATGCTCTCTGTCTACTCTAAATCTATCAGTCCACTCTGTAAAAATGTGGATTTGTTTCCAGGCTCTCT 

GTATTATTCCATTGGTCTATGTGTCTGTTTTTATACCATGTTGCTTTTGTTACTATAGCGTTGTAACATATCTTGAAGT 

CAGGTAGTGTGATATATTCAGCTTTGTTCTTTTTGCTCAGGATTGCTTTGGTTAGTTGTGCTTTTTTTTTGGTTCCATA 

GAAATTTTAAGTTTTTTTTTATTTCTGTGAAAAATGACATTGGTTTTGATAGGGATTGCATTGAATCTGTAGATTGCTT 

TGAGCAGTACAATAATTTTTTTTTTTAAAGAGAAAGGGAGAAAGAATTGGGCACTAAGTACATCAGAGTAGATGTTTAT 

CAATTTTTTTAAAAATGGTCTTGGCTACCATAAACTGTGATGTTCTTGAGAGCTTACATTGTGTCTTGTTGATTTTGGA 

ATTGTTGATACTCAAAGTGCCTGACACATAGACTTGATTCATATGTATTTAATCAATGAATGAATGGATAACTCTGACC 

TCCTCTTAGTGAAGTGCACGTCATGGGGCTACCACTTGACTATATGCTGTGGGATAGATCAAAGAAAGGTAGGACACAA 

CCTTGAACAAAATTAAAGTAACCTTCAGCTTGTTTATAAAAAGTGTTCTGGTGGAGAAATAATGAATCTTTTCAGATTT 

TAGAGTGTTGCTGATTTGATTTCAATTTGCATTTTTAACCATCAGTCTCTGTGGAACTTTAGTTTATAGGTAGGACTTT 

TGATTGAGCTTGGTGGCTCACACCTGTAATCCTGGTGCTTCGGGAGGCCGATGTAGGAGGATCACTTAAGGCCAGGAGT 

TTGAGACCAGCCTGGGGAACAGACTCTACTAAGAATAAAAAAATTAGCCAAGCAGAGTAGTGCATGTCTGCAGTCCCAA 

CTACTTGGGAGGCTGAGCCTGGAGGATCCCTTGAGCCCAGGAGTTTGAGGTTACAATGAGCCATGATCCCACCACTGCA 

CACTGGCCTATGCAGCAGAACAAGACCCCATCTCAAAAAGCAATGACACACAGAAAAAGCAGAATTTTAATTTGTTCTG 

CTCTTGTCTCTAGCACTTCATATCCATTTCTCTGAATATGAACAGTGGGAAAGGTAGTGGAATTGAAATGGATCATAGA 

ATGTTTCCTCTACTGATAATTTTTACTCCATTTGGAGTATGATTGAAGAGCTAATGTCAAGATGCACAGCAGGACTCAA 

TGATTGAAAAATAGTGTTACTGATGTAAAAGTCACCATATTTTAAGCTTTCTTTATGATAGTCTTCCATTATTTCCTTT 

GTCATATTAGCACCACTGGAAAAACACAAGTTATACGTAGGGTAGAAAATGTAATGACAATTTGGTGTTTTATAAACAA 

TAATAAATCAGCTTTCATGAAATTAGGCTATGTCCTCTGCTCTGGTGTTAGAACTTACTTTTGCCTGAGCTCACTAAAT 

AATTATTTCAATTTCCCAGATAAATGTACTTCTGTGGACAGAGGCCATATGCTGGTAGCCCCTATACAATATATAGAGA 

GCATAAATTTCCTCTTCTCTCTTGGTATTTAAAATTAGGATTTTTATAAAATGCATTTTATTCTTATTTTGCCTTCTCC 

ATCATTAGAAAGATTCCTGGATCTGTAAACCAAAAATAATAGTAATAATAATGATAATAAGATTTTGGCAATTTAAAGA 

GAAATTCACTTTCGTGAATATGGTCACGCCAGCTATCTTTTGAACCTTAAAGGAGGCAGGAAGAACATTTGAAT^ 

ATTTTGGAGTATTACAACCTCATTTGGTTCTCAGAAGCTTTTTTTAATTTCATCTTCTCCACGCCAGTTTATACAATTC 

TCTCATGCCTCACTTTACTTTTATATCTTTTCTTAAAAACAGTTTAAATTGTATCCTCCCCACCCCACTTTATACAA 

CTCTCATGCCTTACTTTACTTTTATATTTTTTCCTCCATTCTTCCTTGTTTCATTCATTCACTCTCCCAAGTCCTCTGG 

CCTAAGTTTTATTTGTGTGGTATTAAGCAGAGACCAACAGAACAACTGTGAAGACTTCTTGGGGATAAACCAGGTTTCA 

CTTGAATTGTGGTGCGTCTGCCATTGGTGTGGAAGCAGGGCAGAAAGAGGACAGAGGCATACCAGCAAGTACAGACATC 

TAAACACAAAGAGAGGAGAACAACCTCAGGGATACTCCCTCAGTGCCTGGGAAGAAAGCAAAACTTAAAGTGCTCATAG 

AATTGTAAATAAACTCTCTCCTCTTTGAAATTTATGTTCGATGGTTGCTGTGTAGTTGCAACAGTGTCATAAAGTCCAT 

GAGGCCTATTTTTTTTGAGTAATCAATATTGTGGAAAAGTGCTAGAGCAGACCTACCTTATATAAATTAATTTGTTTGA 

ATTGCTCTATTCACTATGAATAAATATTTATTGGAGTACCTTCTATATGCTGGGGACCTCAGCCATGAGATACGCAGGT 
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GGAAAAAATAACACTTAAGCAGCTTATTGTATA^ 

AAAGGCCTGTTAAAGCCACAGGGTCACTCAGTGGCAGGAGGGATTCAGTCAGCCTGGGCCAGCCATGGCAAGTAAGTGG 

CCTTTGGAAAGTTACCAAGGTAAGACATACCTGATACGTTCAAGAAACAATTCCAA.GGTTCAATAAGGCCAGAAGTTAA 

AGGGCAATGTAAGCCCTGGAAACTGAGGCTAGAAAGGTAGAAGGATCTCTTTTTACCACACACTGTGCCGGGCACCATG 

AAGAATACAAAATAGCTAGCTATTATGGAGCCTACACTITAATGTGTGTACATAGATACATGTCCATGTTGGAATTTAA 

CTCCTTGAGAGGTCATGAATTACTTAGTCCCGGAAGCATTTGAATTTATACTGGAAAGCTATAGTAGAGAGTTGACAAA 

ATATTTTAAATGTAGTAAGAAGAATTTGACAATCTATTGTGTGGTATGCTAGCAAGCCAGTTCTCCTTCCTCCTTTTCT 

CACCATCCCACCACCCCTCACAAAAWAAAAAAAAAAAGTTAAAAACCTGATCTCCAGTGTTTGTCTATGGCCATO 

AAATACTCCTCCCATGGCTGGTTCCAAGCTACCACTGGTTCAACAGTTCTTTTGCAGAATTCTTGAATCTTTAAC^CTT 

AACAAGATCCAGTTCCA.GCATATTCCTGCAACAGCGATTCTGCAGTTCTCAATGTCAAATAATAGAACCAA^ 

ataagtactacaaagaagaagagagagttgagagccagcttagccaggaaatgctccagggggaagtaaggcttgagtt' 

GGGACTTATAGATAAGAAATGTAAATAAAAAGGAACAAACACTCCCACCGTGATGCACAAATATTGGATCATGTATGTG 

tgtgacaagtgtggccgtctgtagtggagggtccaggtaaaatttaggccatgaaagccttggtctgtcaaactaatac 

ATTTTGTTACATTAAAGTTAGTAGACAGCCATTAATGGTTTTTAAAAACAGATGGTCATAGCAATGTTTTGACAAAAGC 

AATTTTTAAGGAAGATTTTGTTTTTATAAAAAGTTGAATTATTGATAGCAGTGAGACCCCAGAATAGAATAAGAGACCT 

GCCTCATGTAAGTGAGAGTAATTCAATTCAGCAGTAATCTTGGAAATTTGTAACTTCTGTGGTGAGAAATTGTATCCTG 

GGATGTTGGGTAAAGCCACTGTGAAGCCAAAGAAATTAGTGGCTAAACGTAGAGAAATTAAGATGAAGGAACTGGCACA 

TGGAGCCACTGTGTACTATAAAGTATTTTTATTGGTATTTAGTCTTGCTGTTATTGTIX3CTAATGATTGTATTGAATAA 

TTACCAGCTGTTGTTAGTTATTTGAAATTAGGTGCCTAAAGCAACCTCTCATCTTGCAGAAAGTCATCTTTCTTGAAAC 

TTTTTAAAAACTTGCTTGAAACATGGAGACTTGGAATGGGACGTCTATCATAGTAGCACATCTGAAATCCTTCTCATTC 

CTGCTGTCATTTCTGTCCTTTCGCAGTCCACTTTGTCACCACCCCCACCATTCCTTGTTCTGCCTGCAATCCAGCTTTC 

CAGTCACTTTCTCTACTTCTTGCCTGGCTGCAGCGTCATCATTTAAACAGCTCTGGGTTGGTATCTCCTTTCACCAGAA 

TTCCTGCAGCCGTGGAGTACGTGCAGAGCATCTTCCTTTTGACCCTCTTAAAATGCTGAGGGGTGTTTCCGACACACAT 

TGCTTTGTAATTCAATAATAGGGCAGTTGTGGGTTCTTTTTATTGCAGTTATGCTGATTTTTAAAAGCACTCTGAGTAA 

GAAAGGAAAGGTAGTAAAATATACGTGTACCTCGATGCTCATTGATCACGTTTGCACATGTTCTTGCCAAATGTTGTTT 

TTAAAACCTGTCTCTGCAGGTCTGAGCTGTGAAAGTTTGGGAAATCAGGGTCAGAAGGCAAAAAAAATTCGTTTGTATC 

ATCGTCATACAATATAAATTACATGTAGCATATACATAGAAAACAATCCAAGGGATGAGCTTCCTGGAAATCATTCCTT 

CTTGTTTACTCTGATTATATAATGGGGAATTGTATGCTTTATACAATTTTAATTTCTTGAATATATGTGCTCAAAAAAC 

ATTATAATGTGGTTCAGTACTATATATGCTGAAAACAGGTTGCTAATGAATTTGGACAAAGATTCCCATTTTATTTCCT 

GTACGTTTACACATTTTTTGGCTGTATATTATATTTACTATATATATTTATTAGGACTACAGCAAACGCTAATTCATCG 

ACTGAGATAAGAAATGTGTTTTCCATTAATAATTATAAATCTGCCAGAAGATTGTGAGATTTACATTGTTGGGGATCTA ' 

AACAACCAAAATCATTGCAAAGTTATTTTAAAACTATTATTAATTATTTATGTAATCATAGATTATGGCTTGCAGAAGA 

CTGAAGAAATTGTTCAACAAACCATGTAGGTTTTGTGGAAGAGCAGTAGACTTTGATAAGTAAGCTCAGAGTGGTCCAT 

TAACCTTTTCTCTATATGTACATTATGTGTTGATA^GCATGATATCTATTATACCTCAATTATTAATAACAATATACAT 

CCTAACTATTAAGAACTTAGCCTGCAACCCTAATAGTGTCCCCTTTCTTCTAGAACATAGATCAGCATAAGGAAGGAAG 

CAAAGGAGGTCTCTAAGCACTCAAAATAGATGTTCACAATGTTCACTCACTGAAGATAATGTAGGTCATTAGCCAGAGA 

AATGTATGTTCATATTTTAGTGATGATTCATACAAGCTTGGTCATGTGGTTCTAAACCTTCTATAATTGGATGAAGCAA 

ATTAAGAAAGGCTGGGTAGGAGATTTCAGGGAAAGTCACAACTGATATTAGCCAAATGTCAGCTGATGGCGTGAAAACA 

ACAACAGAAAAAGAAAATCTACAAAATCATTTGAAAACCACAGACATAGCTATTTGGGGCCTTTTTGAAAGGGGCAATA 

AGCTCAACCCATCTTTGGAAACACTGAGCGCATCCTGTCTGGACAACTGAGTATAATTTTTGGTGTTCAAACTGATGAC 

CCCAAATCATCAAAAAATACAAAATTATATTTTGCTCAATCTGTATTGCTCTTCTATATTATGGTAAGATTTCTGTTTA 

GTGCACTTAAAAGTAAGACTACCCCCAAATTTAATCCCCATCCCCTTCAATGTCTCCTCCTGGACATTGCTCCATCTAT 
^CCCTTCTCCCTCTTTCTTTGACCTACTCTT^^ 

AATTCCCTTCCTCTTTGATCCTGTATCTTCCATCAGTTATTACCACATATCTCTATTGATTTTCGCACCCAAACTTCTA 
GAAAGTTTACACTTATCATTTTCTTTTTCTTTTCCCCCCACTTATTCCTCTACCCCCTTGAAGTTAGCTTGCAGCCCCA 
CCACTCTGTTGCAACTACTGCTGTAGTTCCTCTGCTCTCCCAATTGCCAAACCAAGTAGATATTTTTCAGTTCATTTCT 
CATCAAGTTTCTCTAAGTCAATTGCCAGTGTATCCCTCTCAAAAACCTTTCCATCTTTGCATGAGGTCGTACACTCTTT 
CTTTTCCTTTCCCCCCACCCTTCCTTTGACCTGGGGTTCCCAGGATCCCATTCTCCATTCCTGCTTTCCTCACTCTGTG 
TGTCTTCCAAGACTGACTTGTGCATTCTTATTTTAATTACCACCTGTTTGCTGAAAGCCCCTAAATTTATATAGAAATC 
CATCTTAACCTCTTCTGCAAAGCTTGGAACCCCAATATTTATTGGAAATTCCCAACTGAGTATCCCATGGGTTTATAAA 
ATTCTTCATATCCAAAACCAAATTTAGCTTTTCCTCTAAATTTGTGCCTCCTTATATATCTCAGTTGGTGACACTA^ 
AGCTATCATGTTCAGAAAATAAAATAAAAATACGTCATAAAAG(^TCAAAACTCTATAAATTTATCCATGTAAGGATTC 
CCACCATTAATATATACTTTAAATCCTTCCAAATGTTTGTATACTTGTATATATTTAAAGGGATCATATTTGGTGACTT 
ACTGCTATAACACATTTTTCCCATTTAACAAAAAAAAAATTTTTCTGCATCAAAGTATACTTCAAAATTATTTTTGTAG 
TTGCTCATGTTCTAGCAGTTATTTAACTAATAATGTTAAACATTTACATCATCTTTGCAACTTTATTTCTCTTGTTGCT 
TTTTTCTTAAGAAATGACTATTGAAAATGACCCCCAAAAGGGTATATAATATCAGTGATAAAAATTAGCTCTTGGAAAG 
GGAGGAGAGAATTTTCTAGTGTATGGTAGTAGCAGTAACAGTGGCCTAGTTACACTCAATATCTCAATATGTAATGCCA 
TTTATGGACAGCTTACTATGTGCCACACTCTTTAAGGACTTTGCATAATCCTCACCACAAATCTGTGAGATTGGATACA 
TTATTGTTCTTATTTCATAGTTGTGGAAACTGAGGCCCGGAGGAGTGAAATACTAGGCCAGGGTCACACAAGTAGTAAG 
AAACAGAGCCAGGAGTCCACCTTTGGCAGTCTGTTTCCAAGATTGGTCACCTAACACAATGCTTATCTGCCTTTTGTTG 

Fig. 6.3XC 



BNSDOCID: <WO_02074992A2J_> 



WO 02/074992 



PCT/TO02/00565 



326/375 

TACCCTAGGGCATCCTTTCTACC^GAGTGTACCACTTCGCTTTATGTTTCTTAGAATAAAACCAATAAATAGTGC^GTT 

AGTTAGCTAAGTTTTCAGAAATTTTGATAGATAGTGTCTAGAGAAACAAAAAAGACACAATTTCT 

AATGTTTCATTCATGTCGGTGATTATTTTGATTTGTT^^ 

ATTTAATAATGGAATCCTAAGTTTAGGTTTAAGATC^ 

GAGTTATGGTTCAGAAATGTGAATTATTCAAATGTCATATCAGAATCTAAATTTTTAAGAAAGGAATAATAGAATATAG 

TAGGTCCCCTACCATCAATTCTACTTCTGTACCCCTATTTTATCATTCATATTTGGCTTGCTAGTGAAGATGCCTTGTA 

TCTGTTGTATCACTGGGTATAATGTCTGGCATTTGCAGGTGTGCATGCAAGGAAGGAAAGAAGGAAGTGAGGGAAGGTG 

GAAGGAAGAGAACAAGGAGGGAAGAAGGGAAGGGTAGACACTTTGGGAGGCGAAGGCGGTTGGATCACCTGAGGTTGGG 

AGTTTGAGACCAGCCTGACC^^CATGGAGAAACCCCATCGCTACTAAAAATACAAAAATTAGCCATGCGTGGT 

TGCCTGTAATCCCAGCTACTGAGGAGGCTGAGGC71GGAGAATCGCTTAAATCTGGGAGGCAGAGGTTGTGGTGAGCTGA 

GATCGCGCCACTGCACTCCAGCCTGGGCAACAAGAGCGAAA 

AGAAAAAGAAAAAAGGAAGGGAAGGGTAGAAAGAAGAGAGGAAGGAAGGGAGGGAGGGTTGAATTATAGATTTCCCCAA 
CTGCCTCCCACACAATGTGCTCTAACCATAAATTCTTCATCTCAGTTGCTCAGGCCAAAGCTTGAGAATATCCCTGTGT 
CTACTCTTTTTAGAACATCTCGTATCTAATACATTAGAACTCCTGAAGCCTCTGCTCTCAAAATATACCCAGAGCCCAG 
CATCCTTGTCACCATCTCC^TGGTTACCATCCTATTGCAAG 

CTAATAGGAGACCCTGCATCTCCTCTTGCTGCATAACAGTCTATTCAAAAGACAGCAGTC^GTGCAAATC^TGTCATTC 
CTCTGCTCATAACCTTGCAATGGCTCCCATTTCCCTCAGAGTTAAAAGTGATTATTGTGGCCCAC^ACGTGTAGCCCAA 
TTTGACCCCTGTTTCATCTCTGGTCTTCTTTTT^ 

TGCTGATCTTCAAGCACATC^GTCACACTTCCATTTTAAGACCTTGGTGCTGCATGAAGTGCTCTTTCCCCCGGTATCT 

TGCATCGCACATTAATACCATTCCCAATGTCTGCTCTATTGTATGTATGAGTGCTTGTTTCATAGCATGTCTATCCTTC 
TAACAGATAATTTACTATATCTATTGTTTATTATCTCTCTCCTGTACTAGACTGGAAACTACCA.TGTGGAACAATCTTC 
GCCTATTTTGTTCACTGATACAGATATATATACACAACAGTGCCTCAGCCATGCTAGGTTGCTCAGTACATTCTTGAAT 
AAATGAATTATCGATGTACTCAGTTCTGTTACACAGATGATTTGGCTTCTTTGGTTTCCCATTAAGAGCCTTGTTTTCT 
TTGCCAAATAATTGAAAGTTTCACTCAGAAGATAAGGAACATCA^GACCTCAAGCTTTGTGGTCTTGGAAAGCTGTGG 
CTTTGGTCTCTGTCTCATTCCCCTTGGGATTTAGAAT^ 

ATGGCCAGTTGTACATTAGGGCAGTTGCACAATAGAAAGCATCCAGGGAACAATCATAACCTCAAGAGCCTATTGGAAA 
GTGGGATCCTAAATAGCTTTCTATGATCTCCCTAGAAAACTGTAGAATTTCCCCAGAGAATAAGCCAGCATTTTGTTGA 
CCATTCTGCAATTCCAGGATCATGCTTGCATAGTCATAGCTTGGAAGGAGGCAAATTGAAAOVAGTTGA^ATCTGCAG 
GAACTATCCCCAGTGAGACCACAGAAAAGCCAGAAGAAGAAAAGGTGGGATTTGGGGTAGAGAACGAGCCACTTCTCAC 
TAGTTTGCATGAAGCATTGAATATCCCAAGGGAGAAAACATTGAAGTTCTATGAGACACCAAGAAAAGTGTATAGATTA 
TCACAGCATATGGATAGAGGTCATTTGTTCCCTCCCTCCCTTTAAAGAAAAGTAGCTTTGCAAGCCACAGTTTAGGAAC 
. AAATGGACTTTTTGACATAGTTCAAATCCTCCTGGGTGTG 

TTGCAGTCTGGAATCAGGCTGCCCTGAATCCCAGCCCTGCCATTTACTAGCTGTGAGACCTTGTGCTTCCTAACCTCAG 
TTTTCTTTTCTTTTCTTTTTTGAGACTGGGTCTAGCTCTGATGCCCAGTCTGGGGTGTAGTGGCACCATCTCAGCTCAC 
TGCAGCCTCTGCCTCCTGGACTCAAGCGATCTTCCCACCTCTGCCTCTCAAGTAGCTGGGACTACAGGCATGCACCACC 
ATGCCTGGCTAATTTTTGTATCTTTTGTAAAGATCGGGTCTCGCCATGACACTTAGGCTAGTCTCAAACTCCTAGGCTC 
AAGTGATCCACCTGCTTCAGCCTCCCAAAATGCTGGGATTACAGGCATGAGCCACGGTGCTCAACTAACCTCAGTTTTC 
ATAATGGTAAAATAGGAATACCGATAGCACCTCCCTTGGTATAAGGATTAAATAAGATAATCTACATAGTGCTTGAAAC 
AATGCCTAGGCAGTGTTCATCAACAGTTAGCTGTGTGCTGTGTACATGCTGGAGCTGCTACCTTGTAGAAATTTTAAAT 
•TTAAAATGGTGTGTAGTTGGAGGTTAGGAGTTACTAGGGGTATCGCCTAGGGAAAGACAGTTGGTTACCCAGACAGGTC 
CTTACAGAGTAGTGTTTTCCCTGGAGAATTAACTATATTCCAGAATCTGTCCTCAACCAAGCAGTCTCAGAAAGGTGAT 
CTTGTCACAGCCTCTGAGTAAGCTGATTCAAACTCTCAAAAGCTCACAAGAGCCTTAAAGCCAGAGTATCAGCTGATTC 
CTTAAAAGCTACAAAGTGTTTTGGCCTTGCCAACATACGCATTCTCCCTCTTATGGGTAGGTTTAGAATGCTAAATAGT 
ACATAACATGGATTTAGAATAGACAGATTTACATATGATCAGAAGGCTCAGTGGTCATAGTTTTGAGGGCCTAGGACAT 
GCATGTGAGCAGTAGGGAGATCATCACAGGAGGATGGGCACACTCTCGAGGCTCATACAGGCGCTCCCTCTCTCCATGG 
GCAGCACAAGGCAAGTCTCCTTTGTCTTTGATTTACTTGCCAACCACCCTCATTCTAATGGGAACTTTCTTTTTCCAAA 
TATGTTAACACCTTCAAGTAATTACTGTCAGCGTCCAGCCTGGGAGTCTCTTGGACACAGTTTTTCATAACTCTAGATG 
GATCTCATAATTTGCCCCTGAAAGATGGTAAATAATTTTACTTCTCTTACTTCTGGACTCTAAGGGGGATACTTCACTC 
TTGCTCCTTGACCTCTCCTCTCTAGATCCCACAAGCCAAAAATTGTTGGAAAGGATTAATATGAGCTGGGCCCAATAGG 
CTACAGCATGCACCAGCCCCTAAAGCCAGCTTTAGGATTGGGCGGAGTGTCAGCCCAGCTTCCACCCCACTTGGCTTAT 
TCAGCGACCTCCTGCAATTGTCCTCTGCTAGCCCTTGGCAGATCAGAAATGTTCTAAAGATTGACCTCTATTACTTTGG 
GCTTTCCTTAACTTGGCATCCATGAAAAGATCCACTTAAATGCTCCAGATTCAGTGAAGTCTCCTTATCAGAGCTTCTT 
ATAGCACCCATACTTTTCTTTCTCAGCATTTATTATGAATGTAATCAAATCATACTTTGTGCATGTTTTGTTGTGGTTG 
CTGTTTAATGACTATTTTGTCCATGAAAGAAGGAACTGTGTTTGTTTTATCACTGGTTTATCCAAGGGACTAGAACAAT 

AACTTCTATGTGCATTATGAAACTGATATAGTGGGTCACAACTATCAGTAAGAAAAAAAGAACTGGAATAGAGTAGAA 
AAGATGAGAATGTATCACGCATAGGGAATAACTTTTATAAATCTGTTTCAGTATGGATAGGCAGGCCTACACCACACAC 
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TTTTTTTTTTTGAGAAGGAATCTCACTCTGTCACCCAGGCTGGAGTGCAGTGGTGCGATCTCCACTCACTACTGCAACC 
TCTGCCTCCCTGGTTC^AGTGATTCTCCTGCCTCAGACTCCCGAGTAGCTGAGATTACAGGCIACCTGCCACCATGCC^G 
GCTAATTTTTTGTCGTTGTTGTATTTTTAGTAGAGATGGGGTTTTGCGATGTTGGCCAGGCTGGTCTAGAACTCCTGAC 
CTCAAGTGATCGGCCCGCCTTGGCCTCTCAAAATGCTGGGACTACGGGCGTGAGCCACCGCACCTGGCCAATATTTTTT 
AAGGTAAGAATTTTGAGAAACACTGTCCTAGGTTCCCTCTAAAACCGAAGATATCACCCTATGTTCAGCCTTTTAGCCC 

ACATGTACACTAATCCATCTAAAGTGCTACTGTTAAGGAGGAGCAATAGAAGAGGTGATl'CAGGGAATGGTTTTTCATG 
GTTATTTACTTTTATAATAGTTTTTATTTGTAAAAAGAAGAAACCTAGAGTTTTGTATC 

GGATACAAAATAATAAAATTCAAAATAAGTCTTGACTAGTGAGTGTAGAAGGACAGTGCTACATCTGAATCTCCAGTTG 

GGTTTACGCATTTTGTATTTATCAAAAGGCAGTAGTGATTTAAAATGTTGATAAA(^CTCAGTTT(^GTTTTCTAT1^ 

TGCAAACAAACTATTCCAGAAAGTGATGTCTTGAAACACAACCATTCTATTTTGCAGTCTGTGCTGGGCTCAGCCGGGC 
JGTOCTOCTOeiCT^^ 

AAGGTAGTCAGAATTTCTTCCCTGGCAACTCAGGGCTGCCAAGAACACAAAAGCCAGGCTTTCTTAATGTTTAAG^CA 
GAACTGGCATGTGGCCAATTTTTTGTGITCTGTTGGTTAAA^ 

TTACAAOTATGATGAAATATCATTCTCTTCTXaGA^ 

TTGOTTTGGGAGTTCCTrcATATGAAATGCCTCCCCTCTACTT^ 

gctcagagctaactcagtgatttccttcatacatctctattatctcatcctggaaataatcactcctgccaS^ 

GGCTCATGCCTGTAATCCCAGGACTTTGGGAGGCTGAGACAGGCAGATCACTGAAGGTTGGGAGTTCG^ 
GCCAACA * GATGAAAC ^^ 

G ^ GGATGACAGAGC ^^ 

GCATTATGTCTATATTTCATATTATGTCTTGACATATAACTTTACACACACACACAAG^ 
CTTGCTTTTAGATTTTAAGTTGCTTATCTAAGATTGGGTGATCAATAACTGTTTWT^ 
CTATCACT1TTAAATCACAGCTCTAAATAATTATAATTTCTCACTAGTTTW 
TATTGGAGAAAAAAAGCTGATGTATGCTACC^GCATAAAACAACAArrGCCCTTTA 

* GCAG ^r^^ CCTGGA ^ TTGTCT ^ 

TCACCGCAAACTCCGCCTCCCGGGTTCAAGCGATTCTCCT^ 

CACCACGCCCGGCTGATTTTGCATTITTAGCAGAGGCAGGGTITCACCATGTTGGT 

G ^ GATCCAACTGCCTCGGCCTCCCAAAGTGG ^GGATTACAAGCA^^^^ 

ttt^tcctacctaatatgaagatacttaatgtcttaccttggaaaaatatacatttcaaccagtS 

AGTGACTGAGAAATCATAAGCCTTTGTGCAATAACATCATCAGTCAAACACATAAGCAGATTCTAATCTGCCCTC 

I GCA ^ GTACA ^ ATCTGTACTT ^ GTGGG TGGATGATCCAGTATCCTCATCAGAGTCTTAAGTTT^ 
ACCAATTTCTTCTGGAGCAACTGGACACTTACACGAACACTTCCATCTGTCTTTCATCTTTACATTTTATTTPTarrTa 

ttactagtgttaggtcacactccctcctatggggagattctctatcacatctctagSScSS 

TAAATTGACCCACTCGCTACTGAGTCTGACCCCTGGGCCAGTCACATCGGTGCTTGTTAGAAAT^ 

aaatcagaatctgcaatttaacaagatttctaggagtttccacagcatatttaaagcttS 

ATCT^TACCCCACTTTCTGCTTTTTAAT™ 

tttgatttctattttcatatcatctgacagttttgattaaatcctttaacctcaggatttctaa 
ggttaactaactgatctgattatcaaataatgctaccattcaggacttatgcatagS 

™ G f ACCTACAACCTCTACTCCT TGTTTTAGTGTCTATGTTTTTCCACTGTGCTTAAAAlc^^^^ 
CTGGAAAATTATTTTAAGATGAATACTATAAATGAAATAACTAAGATTAGAAAAGGCAA^ 

GGAAAAATTCAGT ™ CAA ^^ 

atctcaaagagtttaaggaatttgtgacttggtgcgtttgatgtggcacagttccac^tgtgS • 

ii G = 

c=Taa= 

tgttgtgaattacatggggctgtggtaaaatgtggcacatttcaaggctatgtatcccSS 

CTTGGAAATAAATAGGA^CTTACGCTTTTAACTACTAGCCTOCQA 
CAGTAATCACACATGTAAGGGCTTTGGAGT^ 

GACAATGTATTTAAAGCACCCAGCATACTATCTGGTTCATAGTTTACAGTCAATAAATG^AATTC^ 
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CAATGTAAGACTATTGAGGTTTAATTTTGAT^ 
ATTCAGAAAACAAAACCATCAAAATTTAATTCAGCT^ACATTTT^ 

ATTCGATTATCACTATAAACCCTGTGTATAGTAGATATTATCATTCCCATTAGTGGATATGCAAACCACGGCTGTGGGA 
TAGTTTTACATTTAGTAAGTGGCAGATCCAAGTCTAGACAGCCCAGGCTGGTTCTCrTTATACTCTGCCTGGC^ACATT 
TGCCTTCATCACTGTCTGTTTTCAAAAGTAACTAACCTCTACATCCCTGCTCACACATACAAATAGCTCTAAAGGTACA 
AAATAAAGCTAATTTTCTGAGCAATTCATTTTATTCAAATCAGTCTAATGATCTGTTCCATGAAAAATGATTATGTAGC 
TCAAAGGTCTTCAAACTCGTCTCAAACCAGGGGTCAGGCAGATCATATTCACATAAAGGGAGAAGCTTGCCAGCCAGAA 
GTCAATAAAGATTCCTGGGACTGGGGTGACCTGGAAGCTACAACCTGTTTAAAGGAGACAGCTTCTGCCTAGCTCCAGG 
CTAGTGCTCAAGTGCCAGGATGTGGGCTCCCTATTGTCAAATCTT^ 

CAATATTTAATGCGAAACTTCCCATTTTTGAACAACGTGTGTGGGCCAAACAAGTCACATCTGTGGACCAGATC^ 
TGAGGATTGCCAGTTTGCAATCTTGACCTAATTGCCCTTAATTCT^ 

ATGAGTATTAGGTATGTTCTGGGCCCTTTTGGACTGGGTCTTTGTAATATATACAAATTTCAAAGACTGACCTTTAGTT 

TTTCAGGTTCAGAATTGATTTTCTCAGAACCCAATTAGATCAGGTGCTGTCACTGACACTCAGAACTCATGAACTTTAT 

GC^GAGCAAGAACATGAATTAGGGAATTCA(^GTGAGAAATATATTGACAAGTAGACAGGATACCATATTGGCC^GAT 

CAGTTCATTCTGTCCTTGTAGTTCAGCCCCTTGAGAAACAAACTTCTAATTAGAAGCTGCTTTGACATATATGGAGTCA 

GAAACTAGGAACTGTAGACTTTAAAGGGCTTTCCTGCATTGGGTTTTGAGATTCTTCCTCCTTTTATGGTAGTCTTAAC 

ATTCGGCTGTTAAGTGTTATGCTCCCCCTCCCCAGGCATGCCAAGTATATACTGACCAAGTGTCTTCTTTATTTAGCTA 

CCATATGAGTGGTTCTCAAACCCATGCCCTTGTTAAAACACAGATTACAGAGCCCTATGCCCCACAAATTCTGATTCAG 

TACTTCTGGGGTGGGTCCTGAGAATTTTCCTTCTTATAAGTTCCCAAGTGATGCTGATGCTGATGAACTGCTGGATGGG 

GAACCCCCTTTGAGAAGCAGTGGGTTCCTCTATCATCTTCAGCTGACAGGCTTTTTCCCCTTTGAAGGGTTACCGCTAT 

TGTCTGTGTCTCTGCTTTAATATGCTAATATAGCATTATGGTCATATCCAGATCCTGAGGTTGGAACCTGGGTCTTAGA 
ACAATTTTTAAATTGTTTATATTTTTAAAGGTACT 

GGTGC CATTGATTATAAAAACATGTCTGGATTTTAGAGGCATTAAAAATGTAGGGG CCAGGCGCGATGGCTCATG C CTG 

TAACCCCAGCACTTTGGGAGGCCGAGGCGTGCAGATCACCTGAGGTCGGGAGTTTGAGACCAGCCTGACCAACATGGAG 

AAACCCCATCTCTACTAAAAATAAAAAATTAGCCAGGAGTAGTGGCACATGCCTGTAATCCCAGCTACTTGGGAG 

AGGCAGGAGAATCGCTTGAACCCAAGAGGCGGAGGTTGTGGTAAGCCGAGATCATACCATTGCACTCCAGCCTGGGCAA 

CAAGAGCAAAAGTCTGTCTCAAAAAAAAAAAAAAAAAAAAAAAGTAGGGAAAAAATTAACAGTTTC^ 

ATTAGTAAATAAAGCCTCAGTTTGGGGCAGTCTCCCCTGGATTATGTTGTATGTGTGTAGCTCAACTCGATGGGCACAG 

TTGAAGGAAGGATTCCCTGGTATGTTTGTTAAACAAACATAAGGTGAATTTTAAGCCTCCCTTCCCCAATTCTTAGTGG 

AAAAGACACTACTGGTACTGTGTCCTATGGCTGACTTTGTCGTCTAATTGAAATATCTTATTATTGTATGCATCCTCTC 

CTACTTAAATGTGACCCTGAAATGCCAGATCTTTCCTTTGGAATGAATCTTTTTTGTCTTATTGGACTGGTAGGGCTAT 

GCACTTAAAAAAAAAAAAAAGTTGATTATTAGACTCACTGTTTCCTTGGCCAGTCAGGAAAAGATATTTAGGACAAGAG 

TTTCTCAATTGTCCTGATCC^GTTTTGCCTTTATAGTGAATTTCAATAAATATTACCATGCCTATGTAAGAGGGTGACT 

GGAGAGGCAGAAATTCTATCTGACTGTCCACTTCTAACTCTACTATTGGAAAACCTGCTAGGGGTTTTTGTATTTATTA 

TTTTTGGAAAAATCATTAAGTGGATTCCCTTAGCTATATAAACATAAGGCCTGTCATCTTTTTCTTTGGAGAAAGAGTG 

TGACAAAATTTCCCCCTTCTTATTAAAAGCTACCCCTCCTCTTGGTACAGTTTGAGGATAGCGTGGACCAAACTACCTA 

AGAATTCAGGAGTCTACCAGGAGAAAAGAGACTTTCTCACTTTGTCCCACAATTAGAAGTACTGAGGAAACCCATGAGA 

ATGGATGAAAAAGGGCAGTCCCATGGTGTATTGTCGGGAGAGAATGCTGATACGGCGGGCCCTAGAGGGATTAATGTAT 

CTGTGTAGAGGAAGGGGAAACCTAAGCTGCCTGCTCAAGAAGAGCATCTTAGATTGTTGAGTGAGGGCTGATCTTTACT 

AAATGAGTTAAATCAAAGAGCCGAACTCTTGGAGTCCAAGGCTGGGCATGGAGACCCAAACCAGCAAGGACACAGGTCT 

GGACAGGACCATTGTTCACTGTGATACCACATGGCAGTGGCAGAAGCCTTCATACCAATTGCCGTCCTCTCTACACCTG 

AAGTTTAGAAGCACGACTCTGCTTTAGACTGAATAATCCCTGAGGTTCTTGGGTTATTTGAAAGAGGGGTAGTTTTCAA 

AAAGAGAGATATTAGA1TTCCTATTGAAAGGGCAGCCCTGGTCTCCAGTGATTAACTGGAAAAACAAAAGAGATATAAC 

AATTTTTACATCTAAGTAGTGTGCTAGCTTCTGTGGATCTAGAATCAAATGAGACAAGATGTAGTATGACAAGCAGTTA 

GACTCTCAAGAAAATCATTCAAGTCTGTTTAGGAAAACTGACATTCATTCATTCAGCAAACTATTGAGTAGCTCCTGTG 

CATCAGAACCTGTATTCACAGTCAACTGAAATAAACACAATTTCTACACGAGTGGAGTTTTCCAAATAGACTAAGATGT 

CATAATGGACTGTGTGTAGAGTAATGTTCAAGTTTTTTTTGTTTAAGCTTCCCCATCCCCCAGAAAATACTGGATATAT 

ATAGCAAAACCTTTCATGGATAATAATTGACATATACCTTGGAGGCCATTTGGAATCTCCATAAACGAAAGAAGAAAGG 

GCATTTCAGACAAAGGGAACTACATGTACAAAGTCACAGGCATGTAGAAAAAGATGAATGTTTCGGAGTAACTTACAGT 

ATGTAGGGCGCAAACAGAGGAAACGGCAAGGAATAAGACTATGTGAG7VAAGCAAGTTAGGGCGACCTTATTAAAAAGTT 

TATAGACAGTGGCGCACCGCCAAAGATGTAGAAATGTGGCTTGCTGTGTTCTGTATTTTGGAGCAATCACTCGGGTACC 

CTGTGTTGTGAGTAGGGGTGAAAGAAGAGAATCAGTGGAACCATGGGAAGCAGTTTGGGAGATAGGTTGGAAAAATATT 

GGAATGTTCTAAGCATGACATTGTGAAAGAATGCTAGAATCTTTTTCATATGAGGGGTGTTATGGAAAATAAAGAAAGT 

ATTGGCCCTGCCCTCAAGAAGCTTGGAACATAAAAGAAGTAAAACATGAGAGCAGGGCCTAATAATGTATCTCAAAGTG 

CTGAAGGAAGCATATGCATTATAGAAGTTCTCATCCTGGACTGTGGTTTGTTGAGAATGCAGCTGGGTGGAGTCTGAGG 

AAG TAAG TGATGGCCATAATCGAAGAAGAGATAAGAGGTAAGAGCAATGGCTTAAAAGCAAAAAAGCCTCAAAACATTC 

AAACTTCCTTTGTATAATAGTGGATGTTATTTTGAGAATGTCAGTTTCAGGAGATACCATAATCATGTGTTTGTCTGTA 

TTTAAAAAGCCACCACCATAAAAGATCTAGAGTCACTCATGAAGTTCAAGTACCAATTTTTACCCATGAGTGTGGAACA * 

TTCTGCTCTTTTACAAACAGTAACTCGTACTGTCACATTTTGCGGCGCATCTCTCATTTTGTTGGTTATTTAGTGGCCA 

TGTAAACATGTACATGACTTGTGGTGAATATGGTGATTCTCACTTTATAACCAAAGAGGGTGGATGTTACAGCATATGA 

Fig. 6.323" 



>DOCiD <WO_02074992A2_I_> 



WO 02/074992 . 



PCT/EB02/00565 



329/375 

GC^GTTATGACTGTAAAGCCTGAAGTGTGAG 

ttagctgaatttcctgggctgacctcara^ 
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TTTGAACATTTTGTAGGC^ 

CCTTCTTTTCTTTACTGAAGTTCCCACATTTCATGATCAAT^ 
CAATAGACCTTTTCACTCCAGAGATATGAGTCCTTCAGTTCTGAAATGTTO 

TCTATTTTCTCTGTTCTTTCTTCCTTGAATTCTCATTATCTTAGTTGGATCTCCTAGATCATATCCTTTAATTTCTTAA 
TTGTTTTCTTCCTTTTTTGTCTTTTTGT^ 

ACTATTAAAATGTTTATTTTGGTC^TGATTTAAAAATAATTTAGCACTCTCATTCTCTCCTTTTTTTTTTTTTTTTTTT 
TTTTTTTTTTGAGACGGAGTCTTGCTCTGTCACCAGGCTGGAGTGCAGTGGCATAATCTTGGCTCACTGCAACCTCTGC 
CTCCCAGGTTCAAGCAATTCTCCTGCCTCAGCCTCCCGAGTAACTGGGACTACAGGAGCATGCCACCACACCCAGCTAA 
TTTTTGTATTTTTAGTAGAGATGGGGTTTCACCATGTTGGCCAGGGTGATCTCGATCTCTTGACCTCATGATCCGCCCA 
CCTCAGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCAACATGCCCAGC^^ 

TTCTTATGTCAGAAGTGTGTTTTATCTAAGGTCACAGATTATTATCCTCTTGAGGTTTTCCTCTGTCTCTCTCTTTCCT 
GTAGATTTCTTTCTTCAGTTGATGTTTGCTTCTTCTAGTTTCTCTTCTTCATTATGGAGAGTTTCCTTAAGAGGCTGTT 
CATTCTTAGTTAAAAGCAAGACATATAGAGGTGCATATGCACACACACACAAAAGAAA 

AGAAACAATGTCAGAAGTTCTGTGATCATGGATAGGGCTCGTCAACTGTAGGGTTGCACTGTTGCATCATAGGTTGTTC 

AATCAAAGCCGGTGTGTTCTTTGAAATGTTTCCCCAAGGTCATGATTAGGGGGTACCCCACTTTCTGCCTGCGAGATTT 

GCGCCTGGGGCATATAACTGACTGCTAATGTCTGGGGAGCATGACAAATAAAAAAGTTGGGTTTCTTATTGCAAACTCT 

ATAGGCTTTCAAATAAGCACCTATTTCGCAACCTGCAGCCTCTCCTAGTTTGCTACAGTGCCTAGTATCATCAGTTTCA 

AATCTCTCTAGCCGATTTCCTCCAAAAAAGAAAGACTCCGCTTCCAGTAGGTAAGGGAAGTAGTTAGTTTGGATCCAAA 

GGCTCCATATAATTTTAATACACTTTCAGCCCCTCGCTAAACTCCTGCCTTCCTTAATTCTGCTGCCTCCAAGCAGTAA 

GTCTTTCTGGATTCGGGAGAACACATTAGTCCACTTTCTCTTGGAATTTACTCTCCGTAACC^TTTCCTCGATTATGCT 

AAGGCACTTCAGCTATTTTCTGATTTCAAAAAATCAGTAGAAATCTCTCCTTTGCTGATCTTGTTTCCTTTATTATTTG 

TGCCTTTGTGGGTGGGTGTGTTGTGTTTTTATTCCTTTACTTTCACTTCAGTGAAGTATCAGTAAAAGAGAAAGAAGAT 

AAGCAGGCATGATTTCACCCTCTCTTACTGGAAATCCAGGGGAACGATAGCTGAGGAGGAAAGTAGCTTGGAAGAGCAC 

CTTAGAGTAGAAAAAGACGGGAGAAGGTGAGTTTACAAAAGTACAGCAAGATGATGATGATGATAAATAAAACTCAATG 

CGTGCTCACTATGTATTTGCACTGTGCAAAGTTCTTTACATGGATTATTTATTTGTGTTTTTGTAAGAACACCTCAGGA 

AGTAGCTATTGAGACACAGAGAAGTAATATGACTTGTTTAGGTTAGTAAATGGTAGAGGTGGTATTCAAATTCAGATCT 

GATTTCAGAGACCATCCTCTCAACTGCCACACTATCTTGCCTCCTACAAATTGCTTAAGCAGGGATTTAAAATGAAACC 

GTACTTTTACAAAAATCATTTTTCATGTCCATTATTTAGGAGTCTCTCTACTCTATCAAAAGTATTAATTGACCTATTT 

ATTAATATCTTAGTAATGTAAAATGCTTTTAGGTTTGCAAATTAGTAAGAGAAACTTCTTCAGATTAATAGATGCTGTC 

TTTATGAGGACTGCATGAGACTTATGTACTCATCATTATATACACCCACAGACGATCTATTTGAATTCTGTACTCTTAC 

TCTTTTGTTAAATAAATGTACTCTTTCTAACTATGTTTTAAATCATCTGCAAAGAGATGGAAGCTGTGTGTATACAACA 

GCAAACATCTGGAAGAAAAGAATATTCAGCCAAAGCTTGTTAAAGAGATTCATAAGCAAAGTATGCCTTTGAATTATGA 

AAATGAATTCATGTCCAACATCATAAAGAACTCTGACATGTCTGTTTATGTTTCAAACATGGCTTAGAGATCACTGAGA 

TTAAAATTCAATTAAGTGTGCTCTGTTGTCTTTGCTGTCAATTTCAGTTAAACCAGACTTGTTTGGCAGTTTTGGGG 

AAAAATCTTCAGTGTTTTACCTTGCTAACATTTTA^^ 

AAGGAGATGCTTCATGTTATACACACCTGGTGATTTTCATCAGCAGTTGTACAGATGAAAGAGAAGTAAAAGCCCCCAA 
ATAATTCATCTTTTAGGCTTTGTAAAATTATCATTTTATAAATTTTTAAATTGTGAAATATAACAAAATTTAAGAAAGT 
ATGTAAAATTTAAATTTTAAGTTTAACAAATTGTTCTAAAGTAAATACCTACTATGATCACCCCTCAGAAAGACCCTAT 
AATTTCCTGTTTCATCCTCTCCAGATAGGTCACCACTATCTTGACTTTACTTTTACTTTTCCTACTTTTCTTTATGATT 
TACCACGTATGTATGCATGCCAAAACAACAGTTCAATTTAGTTTGTTTTGCATTTTATGTAAATGGACTCATCTTGTAG 
ATACTCCTGTGTTTTGCTCCTTTTGTGCAATATTATAGTTGTAAAATTCATCAATGTTGTATGTAGCTGAGGATTGCAC 
ATCATAATATATATCATGATATATAGCATTCTRTTGTATAAAGGAACCACAATTTACTGTCCAATCTTCTTTCTTTATG 
CAGTTGAACATATCCAGTTTGGAAATATTATGAATAAAGATATTTCGAACACTTATGTGCGTGTATCTTGATGCACATA 
AGCGTACATTTTTGTGGGGGAATATACCTAGGAGTGGATTCATGGGTCATGCATATCTTTAACTTCAGCAGATAAGCAG 
AAAGCATTTGACAAAGTGGTTGAGAAGGTAATGAGAATTCCTGTTGCTCCACGTTCTAATAAAAAACACTTGGATTTTC 

CATATGTTTAGTAGATATTTGAATTGTATTTGTTTTTGTTGTTGTTGTAGCTCTTCATGAAAAGTACTTTCTAAACAGC 

ATTTCTGAGCACCCTTTAGGGAGCCAAAGGCCAAATAAGTTAGAGTATTTGTCACAACATGGCAATAAGAGAGGCGAAT 

TCATC C ATTAATTGCTTGCC ATATGCTTATCACTGGAATATATTTTG CAGCATCTCCTGACATCACTATTTATCC CTTT 

TACCAAAAAAAAAAAAAAAAAAAAGAAAAAGAAAAAAAAAACATGGCTACTGATAATACTTGGGAGCACTCAACGA^ 

TCCCGTCTGAGACTCTGTAGAATATATTATAGAATGCAAATATTCTTTGGATTCCGTCTTGTTGTTGTTGTTGCTGTTT 

CCTACCCTACAACTTTTGGCATCTCTACCCAACATTTTTATAATACAGGACTGTCTCTGAGGTTTGTTTTCCTTATGGT 

TGTTCTCATGTATAAAAGAGATGATGATAGCGTTTCTCATGCCAGTATGTCTGTGTATGATTTATGTTGTAAACAGTGC 

AAAGAGCTTTACAGCCATTGTCTCACTAATCTTCAGAGCATCTTTTCGAAATAGAGAGGAGACAAGTGAATCAACATCC 

TCTATATCACGGGAGGAAACATATCTCCCTGTGGAGAGATGTCCACTGCTTTATCGACAAGGCACAAAGCTGCGAACAG 

AATTCAGGTTGTATTCTGACTCCTACACTAATGCCTATGGACTAGACATGGTGTAAAATTTTATATGCGTGAAACATGA 

GGTGTATTCLATCAACTGATCACTATTAGCMACTGGCTAGAACATGAAGTGTTTGTTTGTTTTTCAAAAGAAAGATATGA 

TGAAACTTTATATGCTTTTACACAGTTCTGATATTTTAACAATTTGACTAATTTTTATAGTTTTATTCCTTCCAGAAAT 

TCCTTTAACTGTGCTTATCCCGTAAGTAATTGCTAATGTTCTTAAACTAATCGAGAAAATCATTTCTATTAGTCCCTAA 

ATACCCAGACTTCATACCTTCTTGCTTCCCACTCTCCTCATATCTAATCTCTCCCTTAGGTTTAGCAACAAAATGTGCA 
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GCTTGACRTGGTCAGTGGGTGTCTGAACATTTAGTGCTAGTGTTTCCTCTCATCTCTCTGCTTTTATTTGGACTTCTCA 

ACTCTTAAAAGTAATTTTAACATATTATAAGAAATCTTTGAATTTATAACACTTTACAGTTT --GAAAGACTATATAAA 

GGTTCCTTCTCACAGGCTGTAAGGGGTACAAGGACAATGAAACTCAGATGACATCCTTAAATGCACTCTACTATTATAT 

GGCTAATTTAAGATTAAAAATCTGGTTTCATAATTATTAGTCTAGTGGTCCTTTTATAGGCAGCATAATACAGTTGTAA 

GGAGTACAGACTGCCTGTTTTTGAATCACTGGTCCATGCTAACTAGCTGGCTTACCCTTGGGCAAGTTACTTGAGGTTC 

TCTGTGCCTCAGTTTCCCCAGCTATCAAATAGATCTAAGAGTTGTGAAAATTCAATGAGTTGATACATATAAAAATACT 

TAAAGCAGTGCCTGTCCAACATAAATGCTTAATAAATGTTAGCCCTATTATCTTTCCTCATTATTTAGTGTTAAAGAGC 

AAGAACATCTATAAAAATAAAAATCAAATAATCCTTCAAAAATTCCTGAATATTATAAAACTAACATATAATGTCAACT 

AAAATTGATACCAATTAGTTTCCTTATCTTGAATGAAATCAGTATTGTAGTCAGAGCCAAGCTACTGACCTGGATTCAC 

ATATAACATTCAGTTTCTCTTCTGAAACTCCAGCTCACTTAGCACATTTATGCCAAAAACAACAACAACAACAACAACA 

AAAATGTATAAATTGCCTCATTTGTTTGAAGTGTAACACTCAGGTTTTCCATACAGCAGGAAACTCTGATAGAAGTATA 

GATTAATAGGCAAGGCATTGCTCCATTCCCTAAAGGCGTAATAAGGCTATTCCACAAATATGTATTGAACTTCTACACA 

GGTTTAAGAATTATGAGGAGGAGAGAAGATATTGTAATGAATCCCTACTATTCTGTTTATTTTTTATTTCTTTTTAACT 

TTTTAAGTTCAGGGGTACATGTACAGATTTGTTACATAGGTAAA_rTGTGTCATGGGGTTTGTAGTACAGATTATTTCA 

TCACCCACATATTACACCTAATACCCATTAGTTGATTTTCCTGATCCTCTCACTCCTCCCACCCTCCACCTCTCTGATA 

GGTCACAGTGTCTGTTGTTTCCCTCTATGTGTCCATGAGTTGTCATCATTTAGCTCCCACTTACAAGTGAGAACATGCA 

GTTCCTGTGTTAGTTTGCTAAGGATATTGGCCTCCAGCTCCATCAGTGTTCCTGGAAAGGACACTATCTCATTCTTTTT 

TATGGCTTCATAGTATTCCATGGTGTTTATGTACCACATTTGCTTTATCCTGTCTACTACTGTTGGGCATTTAGGTTGA 

TTCTATGTCTTTGCTATTGTTAATGCTGCTGTAATGAACATACACATGCATGTGTCTTTATAATAGAATGATTTATATT 

CCTTTGGGCATATACCCAGAAATGAGATTGCTGGGTTGAATGCTAGTTCTGTTTTTAGGTCTTTGAGGAATTGCCACAC 

TGTCTTCCAC^^TGGTTGAACTAATTTACACTCCCATCAACAGTGTATAAGTGTTCCTCTGAGTACCTGTTATTCCTTT 

GAAGAAAATACCTACACAACTAGATAATTAGAGAAGGAGAGAAAGAGAAAGAGAGAGAAGGATGGCACAATAATAAAGT 

GTTTTTTGGAGGCAAGGATGATGTTTTATGAATTTTTGTATTCCCAGAAAATAACAGATAAGTGGTTATTAGTGAATG 

AGAAATGAATGAGTTAACTAATTGTAGCAGAAAAGGGAAAGATAAATATAAATAAAGGTCATCCATCTATTTAACAAAC 

ATGTATTGCATGCCTAGGAATTGTACTTGGCTTGAAGACTTTAAAGTAGATTAAGACAGTCCCAGACTTCAAGGACCAG 

C^CTGAGGGTGTTAAACAGAAAGC^CAATGACATTACAACAAGCTGTGGGTTCACACATACCATTTCAAGACTAGAGA 

AGAGAAGAAAATCAGAGATrCTTCCAGAAATGAAAATTCTTGAGCTGGGGCTTTGAGGATGAGGAGAAGTTAGTTAGTT 

AGAAAGGAAAGATGAGTAAGGTTGGGGGTCAATAGTTCGAGCAAATATTGCAGTATGAAAGGTGTGAGAGAGCCTCAAA 

CAGGTTACAGATTGTGGCACTATAGGTGATGGGGAAGGAGTGAGAGAGGTAACTACAGAGAAGTAACCTATTAGGAACT 

GCTAAGAAATGTTAGATATTATGCTAAAAAGCTTGGAATATOTTTTAAAGCATGGGGGCATCACTTGATGATCTTTCTC 

AAGGACAGGACTATTAATCTTAGGGTTTATTATATTCTTC^TTTTGACACAATTTATACTTCAATAATTCTCTGTAAG 

AATTTTTTTCCTTTGTGGTCTTATTTATTTATTGAGATAGGGTCTTGCTCTGTCACCCAGGCTGGAGAGCAGTGGCAAT 

CATGGCTCATTGCAGCCTTGACCTCCCAGGCTCAAACGATCCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTATAAGC 

ACGCACCACTGTGCCTGGCTAATTTTTAAAAATTTTTGTAGAGACAAGGTCTCCCTATGTTTTCTTGGCTGGTCTCGAA 

CTCCTGGTCTCAAGCAATCATCCCACCTCRGCCTCCCAAAGTGCTGGGATGACAGGTGGGAGTCACCACATCTGGCCTT 

ATTTTTTTAACGTATTTTTTAAAAACCCAAGAACAGGCATTTTCTGCGTAATGTGCCTGCATTTTGGCTTTGTATTTAC 

TAATGCTTGAATTATTGCCTTAGCTATACATAATCAACTGAAGAAAAGTATTTAACTTTTAGCTACAGTGATTTCTCAT 

ATGGAAACTGTATACTTCTCAGGGATTGTGGAAATGTCCTTGGAAGTCTATGACCCCTCAAATTTGAGAAATGTTGATG 

TGGAGGTAGAATTGGAGTAGGCAGGGGAAAGACAGGTACCAGGAAAACCAGTTCAGAGCCTACTACAATAATCATATGA 

GAAACAAAGAGGGCTTGAACTAAGGGAGTTCAGATGAAAGAAGAATCTAATAGTTATTTATAGAGTAAAATAGACAGAA 

CTTGGTGACTTCCAGGATTTTAGGCTTGAGAGAGGGAGGACTCAAGAATTGTACATGGGTTTCTGGTTTCAGTGATTAG 

ATTTCTGGCATCTGCTGTCCATAAGATAGTAAAAACTGCAGATAGGGTAAATGCCAGTATTGGAAATATGAAGTTTGAG 

GTGTCTGTGCACATCCAGATAGAAATTTATGGAATGTGGAAGAGCAATGTAAGCTGGGGTTTTCAGCACAATGGTAGGT 

AGGTATTGTAGTTTTGGGGGTGAAGGTACTCACACAGGCAATGAGTAGACTAAAAAAASAAAAATATAGAGAAAGAAGA 

ATCCAACAAAGAGATTGAGAAGTAGTGGCTGAGAAGTAGGCAGAAATTTAGGAGAGTGGTGTTCTCAACTCCAAGGTAG 

GAGAGAATTCCAAGATTGGAATTGTTAGAAAAATTTGATGGAGAAGGTATTCTTTGAACTGTGTGTGAATAGACAAAGA 

GCTCTGACAGAGCAGAAAGGAGGAGGTATGGATTCTGGGTGAGGAAATGTTATAAGCAGTCCCACAAAGAGTGACATCA 

GATTTATACAAGAAGCCAGAGCTTGACTGTAGTGGGCAGTACAGCATAGGGTGGAAAGCATAGACTCTGAAACCAACTC 

CTTAGGTTCAAATCTCAGCTCTCCACTTTTAGCTATGTGACCCTTGGCAGGTTATGTAACCTTCTAAAGCCTCGATTTT 

CTCCTGTGTAAAGTGGAGGCAGTGATAGTACATTGTTAATAGATTGTTTACTTTTTACTCTTCTGTATAGACGGACCCC 

TTGCAAAAGTCAGGGTGATTTTATATATACAACATCGTTATCAGCTACCTCTGAATACTTGATTCTTTTCCTTCTACAA 

CCCCAACCTCCATTTGAAAAGTTCTCATTATTCTTTTTCTTACCTATTCTAAAAGTATCACTCAGTCCCCACTTCCTCC 

AGGGAGCTTTTCTGACGAGTATTCAGCTCTTACTTCTTAGACCTCCAGTAACATCTAATGTTTGTCAAGTACAATTAAG 

CACTTGCTTTTACAAAACTAATTGTGGGAGATTATTTCTAATGGTTTCATGTTTTTTAATCTTCTATCCCCAAGAAAGA 

TTGTAAACTTCTTAAAGTCAAGATACATCTCCAGGGTATCCGCACATTTTGCCGTGCCTGGGACACTCAGTTTATGCCC 

ATTGTCCTGATATAGTTTATATGAATTCATAATTTATAGTGTCCACTTTTGACTCTCTCAAGAGGGTAGTTGTTTGCAT 

GATAAATTCCATGAACAACCTGGATATAATAATACATACTTTTTGAAATTAGTAACAAATATTTATTGAGTGGCTATAG 

CATATCTATTACAAAATAATAATAAGCAAGGGGGAGAAAACGAACTGTCAATAATTATGCCATTGAGAGATAATTTTTC 

TGTCTCTGTGTGTGAGAGTGTGTATGTAGAGAGAGAAGGAGTTTTACTAACAACAATGAGATTATACTGAAGGTAATAT 

TTTATAATCTGCTTTTAAAATTTCACAGTATATTGCATCATGAACACTTTTCTTACCATTAAATACAATTCTCTATATA 
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ACATTTTAATGGCATTTCCTTACATGAATAT^ 

GATTTCACATTATAAGCACTATTGTGATGAATATCTTTGTGTAGAGTCTTTATAGCAAGGCTGGGTTGTTTTCTTACTA 
TATATTTCTAGAATTAGAATTGTCAAACTAAAGAATTGCCCAATATT^ 

TGCCCTGCAGAAAGTTTATATATACTTCATCAGCAGTCTCTATTTCTACATTATTTCCGTTGCTATATTTTATCATTTT 

AATTGTTCTCTTTATTTGATGAATCACATAGTATTTTGTTTTAATAAGAATTAATTTAGCTTCAAGAATATTAAAATCT 

GTTTTGTGTGTCTAATGGCAATTATACATATTTGCTTTTTATTATTTTATTATTTATTCGTGGGCTGATTTGTTTTTTC 

TTGTTGATTTTATTTTTATTTATTTTTTAGGAGACAGGTGTCTCACTTTGTTGCCCAGGCTGGTCTCAAACTCCTGGAC 

TCAAGTGATCTGACTGCCTCTGCCTCTCGAAGTGCTGGGATTACAGGTGTGAGCCACC^CCCCTGGCCTCTTATTGATT 

TTAGAGTGTTCTTTAGAGATTAAGAATATTAACTTTTGATTTATGTTTGTTTTTTACACTTTTTTC 

TCTATTTTTACTTTTACAGATACTCTATTTTAATAAATAGAAGTTTAAATAGTCCCTATGTAGCCTGTATGTTTATATT 

GTTTATATAGTCTCTATATAAATATATTTTATAAATCCTTAGCAATTCTTTTCCAACACCAATATTTTCTTCTAGTATT 

TAATCATTTTACATCATATATTTATATCTCTAATAATTATGGAATTTATTTTACTTTATTTCAGGGCTCTGATGTTCTT 

TTCCTAGATTTTCTAAATTGTCAGAATCCTAGGTATTACATAATCTATTATTTCCTTATTGGCTTGAAATGCCACTTCT 

ACTGTTTATGGTTAGTTCCTTTTTTAATCTTTACATCCTATTTCTAGACAAAAAGCCCCATGTTATAATTATTATGGAT 

TTTAAGAAATACATTTTAATATCTGGGAGAACATATTCCCT^ 

CATCGTTGTGCTAAATTATACAAACAATCTACTTGTCAAGTCCCCCCCAAAAAAACCCATTAAGATTTTGATTGAAATT 
GCATTAAGTTGCTTATAAGCAGTTTATAAGTACTACAGAGCTCCTTATGATATCCCTGCCAACTACTTAAGAAACTCCT 
AGTTCTTAAATTACAAATATTCCCAGTCAAGAAAGGATCACCAGACATT^ 

AAAAACCAGTAGCCTAAACAAAAAGGAACTAATAAATAAACAGGACAAATTTATTTTCCTGAGACAATTTATCTTCTGC 

TTTCCAGAAGA7VACAGAGACAATGAAAAGTGTGGGAAAAATTTGTCAATATTAAATTTTCAGAGATATTCAGGGGGAGA 

ATATAACCATTAJVGTATGATCTGATTTCCATAAATAGCAGAATACTGAATATATATGTATATATAAAGATTGGATAAAA 

TGCAATTCAAGTAATATTCATTCTTGAATATTGAATTAAGCAAATATCTTAGAATATAGAGCAAAAAGCCAA 

AAATATGATGGAAAAGTAAAAAAGATATGAAGAATGTGGTAGAAGTGGAGGAATGGGAAAGGATGTGGGAAAATAACAG . 

AAAAAAAATCCTTGACCTGAAGAGTAATTCAAGTCCTCAGATTO 

ATACATATCTAGATGTGTATACACATGCTGATGAAAATTTTGGAATTCTAAGTATAAGAAATTAATCCTTCCAGAGAAC 
AAAAAAAAAGGATCTTTCAAAGGTATCAAACTTCTCATCAGCAAGATTAGAAGTGAATGCAGACTAGGCAAGGTTTCAA 
AGTT CTCAG G AAG AAGAACTAGAACCCAAAATTGATAGTCAAACTATCAAGTGTTAAGACAAACTAAAGATGTATTTAA 
ACATGGAAGGACTCAAGTTTACAACTTTACCTCCTACAGATTCTTCCTAATTAAAAGGAAGTATTACTCGAAGATATAT 
TCAAGCAAAACAAJVGCAACGGGAATCCTATACAGAAAACCTAGGATACAAAGAGC 

GAAAATAAATCCCAGTATGACAACTGTGTAGTAGTAGGCCTAGAAAGCAGGCAGCCTAAGTTAGAGTCATCAGAAGGTT 
CCAGGAAAAATGCTTTCAAGAAGAAAGTAGACATCACATTTCGAATTGCATAATTAAGAGCCTTTTAACATTTTAGGGC 
AAAAGTAACTGCATTTAACTCATAGATTAATCTAAGACTTGATATCTTTATAATATTGACTCTTCCCATGTAGGAAACT 
AGATATATTCTTCAAGTTTTTAAAAATGTCCTTCAGTGATGTTTTGCAATAATATTTATACAAGAGTTTTACATTTTTC 
GTTGTTTATTTATACATATTTGATATGTTTTATTACTATTATGAATAGGATCATTTATCTATTTTCTAACTGGTATATA 
G AAAAAAAC CTGTTGTGGATACATG CTTTATAATGTTTGAC CTTTCTTATAAATCATAATGGTCTACCTTTTTTATACC 
TTTCAGTTGATTCTCCTGAATTTTGAGTTACAGAATTTTTATCTTAAAATAGAATGATTTCCTTCTCTCTTAAAAATAT 
TTGTACAGCATATTTGGTTTTCTTGTTTGGTTGCTTACGTTAGAATTTTCTGAGCAACATTCAGTAATAGTGGAGACAG 
CTTCTTTTTGTTTCTGATTTCATTGTTAATTATAGATGTCGAAGAAAAGCTATTCATTACCATGAAAAGGAACTATTCT 
ATTCTTATTGTACTGAGAGTGCTATTTTACTATCAACTCTTTAATAAGTGTGATATACTACTGTATTAGGCCATTCTCA 
TGCTGCTGTGAAGAAATACCCTAGACTGGGTAATTTATAAAGAAAAGAGGTTTAATTGACTCACAGTTCTGCATGGCTG 
GGGAGACCTCAGGAAACTTATAATCATGGCAGAATGCACCTCTTTACAGGGCAGCAGGAGAGAGTAAGCACCAGCAGGG 
AAAATTCCAGAAGCTTATATAACCATCAGATCTTGTGAAACTCATTCATTATCATGAGAACAGCATGGGGGAAACTGCC 
CTATGATTCAATTATCTTCACCCAGTCCCTCCCGCAACACATGGGGATTATGGGGATTACAATTCAAGATGAGATTTTG 
GTTAGGGCATGGCCAAACCATATAATCTACATTAAGGACATTGTTAAGTGGCAGGATAAATGGTGTGGGCTCAACTTTA 
TACTATAGAGGACCATTATAGCAATATCATAAAAGTAATACTTTGAGAGACTAAGCCAATAATAGGACAAATATAAATT 
TGAGGAAAAGATATACAAAACCATTTAGTAATTCAAGCATCTAGTGATAATTGTATAACCATATGGACAAAGGTAGAGA 

TTACTTCCTGGTCATGAGGTTCAAAATATTTGATAGCAAAATGATTTAAAGTCCAAATTAATATTGAATTGAATATACA 
CATTACAGCCAAAACCAGACCTATTTTTCTGTTGCTTATCATATATAATTATAGAAAGCATAACTGAACAACAGGAAGT 
TATTACTTCTTAAATATCAGAAAACATTTGACTTTCTCTTCTGAAATAAGGAACGGCAGTAACCGAATTCTAGTTACTG 
CTCTTAATAGTTTTGTAGTTCTCATAAAATATTGCTTATATATTATTTGGCTCCCACACTATCCATTTTGATGGTTTTA 
AATTTTTCAAATAAAAATAAATGAGTTTTCATACTATGGATGACTTGACATCAGTTAAT^AGTGTAAATTCATACTTGAA 
GATAGCAGGACTCTATGCTCTTTCCTCATTGTTCTGGTCAAATACATTTCCAATCATGATAATCAATAATGTGACTATT 
AATTTTTACTTGAAGTTAATCTATTCATGTTTGATTAGAAGTGTCTAAAACATAAACTTGGGATGTCAATGAAGAACTT 
TTTAAAATTCTCCTCCACAATGGCTGATAATCAGGCCATGATTATATTTTGAAGATTTTACCTAGTTAGTCATATTTGG 
GGTAAGAATATATGCTATCTCCTTCATATTAATAGTTCAGATCTTTAATTATAACATGTTTCATGGTCTATAAGATTAA 
ATTGAACATTAGGAAAGCTTAGCATTTCTCATTTGTGAGTCTTACATTCACACCTGTCAGGATTGGTACAGATTCAAGC 
TTGTTTTTAATAAACTTCAAAGAAGATCAAAACTAGGGATCATCTGTTTCATGTCTTTGACGTGATAGAAGTTTGGGGC 
CCCCGTTTTGCCCTGTAGCTTTTGCCTAAGGAGAAAGCCACCCTTTTCAGCTGATACTTGCTCCCACAGGTTTTTCACA 
GTTTTTGAGTAGCGAGTGGCAAGAAGCAATATGACGATGTTGGTAGGTAGAGAGATACTTCTTCACCATCTGGTGAGCA 
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TTCTGGAGAACAGAGACAAGTCCCACACTGT^ 

ACTCTAGGAGCAGGCCATTATGTAGTCATCCATTCAGCACGATTCTTCGTGGGACTGTTTACACTAGAAGGAACTGTAG 
TGATCAATTTAGCGTTGAGGAAACTGAGGGCTACAGAGTGCCAGGGTCACGTTCATCACACTTATTTGTGTTTCAAAGC 
AGAATCCACACTCCAAAATGTGCAACTACTGTCTTACTATGGAATTTACACTGACACATTCTGAGGTCATGCAGGAAAT 
AGACCAGAGTAAAGCATTAGC^TTAGGTCAGTAGCTTGAGATAATGCAGGCTCTGAGGCAATCTTC^CTTTCACTGAC 
CACAGACTGGGATTGGGAACATGGGAAACGTGTGTGTGTACAGACACAGCAACCCTTTTCTATGTGTCATGTCTTCAGC 
TGAGTTTTAAGTTGTACTAGTGGAAGCCATAGCCTATGTTGGCTCATAGGTCCTAGTGCCCTTTCCCCTTCCCTTGCCT 
CTGCCCCTGCCCCTTTCCTTGCCTTGCCCCTGCCCCTGCCCATTCCCCTTCTCCTCTCCTCTCCTCTCCTCTCCTCTCC 
TCTCCCCTCCTCTCCCCTCCTTTCCTTTCCTTTCCTTGACACTGGGTAGAGTGTAATGCAATCATAGCTTACTGCAGCC 
TTGAACTTCCAGGGCTCAACCAGTCCTCCTGCCTCAGCCTCTGGGTAGCAAGGACAATAGGCACACACCATTATGCCC^ 
GCTTATTATTATTATTATTATTAT^^ 

■ TGGCCTCAAGCAATTCTCTGGCCTCAGTCATGCAAAGTGTAGGGATTACAGG^ 

CTATCTCTTTATAGGAATCAAAAATTTGTTTTGGCTATTTCAAATTTTGTAGAGTAAGAGGTCAATTAGAAA^ 

GTTATGTTTTCAAAAATGCACTGTGTGCATATGTGTGTAGAAATGTATTAGAATGAAATAACATT^ 

ACCATTGGTTTGTGAAATTATGCATGCTTTTTCTTAATTTTCTCTAATTTTTCTCTATTTCCTAAGATT^ 

GATTTTTCTCTTAATGTCTAGTTTTATTACATAGGTAATAGATAAATATATTCATGTCATAAAATATTTTTA 

GAATATGAGAAAGTCCTTTTTCATGCTCCTTAGTCTTGCTGTCTTTCTTGAAAGTATCCACTTAGTGATGGATACAATA 

TGGTGTATATCTGCCTTAATCCATTTTGTGCTGCTCTAACAGAATACTTGAGACTAGGTAATTTATCATGAGCTGAAAT 
TTATTGGCTCACAGTTCTGGAGGCTGGGAAATCTAAAATG^ 

CCACATGGCAGAAAGCAAAAGGGAGAGAGATAGACAGATTGGGAGAGAGAGAGGAAAGGGGACCAAACGTCTCACTCTT 
TTATAACAAACCTGCTCCAGTGATAACAGGATTAACCCTTACATCAGGGCAAAGCTCACATGACCTAACACCTCTTAGA 
AGTCCC^CTCTTGCTGGATGTGGTGGCTCACACCTGTAATCTCAGCACTTTGGGAGGCTGAGGTGGGTGGATCAGTTG 
AGGTAAGGAGTTCGAGACCAACGTGCCTGAGCAACATGAAGAAACCCTATCAATACi^^ 

GGCATGGTGGCATGTGCCTGTAGTTCCA.GCTACTCTGGAAGCTGAGGTGGGAGAATCACCTGAGCTTGGGAAGCTGAGG 
CCACAGTGAGCTATGATCATGCCACTGCACTCTAACCTGGGTGTTGAAGTGAGACCCTGTCACCAAAAAAAAAAAAAAA 
AGAGTCCTACCTCTTAATACTGTTACAATGGCAATTAAACTTCAGCCTGAGTTTTGGATGGAACAA^ 

AGCAGTATCTTTTCAGAATTTTTAACTGAATATTTATATATATGAACATTTAGAATTAGGGGTAATTTTTAA^^ 
AAGTGATATACTACAGATGTTATTYTGTGATTGATCTTTGCA^ 

ATAAATCTATACCAGTTTTCTTAAATTGCAGCATAGTATGTATATCAAGTTTATCCTTTAACTATTTTCTTACTGATGG 
CCTTTTTTAATATTGCAAAC(^TACTACACTAAACATO^ 

AATGAACTAGTTGTAAACATGGAGAGAAACAACAAGGAGGGAGATGGATATAAGAGAAGAAGAGATTAAAGGGGATGGA 
ATCAGTTGTTTCTGGAGCACAGAATATTCACCAAATTTGACCAGATGCGCGGTTGCTCATTTAGGAAAGAGCAACTGCA 
CTGGGATGAAGAGGTTTTTTAGGAAATCAGAGGTCTTCAGAGAAGTTTTGGTTAAAATCTC 

TGGTTTTTGTCTTTGTTGTTCTTATGC^GAAAGACTAGCTCTTTTTATCTAGAGCTGGAAGGTTGCTGTCTTGG 

GGGGAGAAAGGAGACAAGTATCTGATGGGTGGGAATGGAAGGTGTGTATCCTTGCAGCAGACCTCCAGAGTAGCTGACT 

GACTGATATGCATGGTAGTCCTAAGATGTGTTTGAGAAAAGAAAATATTAGGAGCTCTTGACAAATCTTGAAAATCAAT 

ACAAAAATTAGCCAGGCGTGGTGGCGTGTGCCTGCAGTCCCAGCTAC TCAGGGGGCTGATGCAGAGAATCCCTAGAACC 

TGAGAGGCAGAGGTTGCAGCGAGATCGCACCACTGCACTCCAGTCTGGGCAACAGAGTGAGACTCTGTCTCAAAAAAAA 

AAAAAAAAGAAGAAAAAAAAAATCAGTTGCCCATCCTGCAGATATACAGTATAGTGTAACTGCTTCAGCCGCTTGCAAA 

TCTCTTTTACAATTCAAAACAAATTATGGAGAAATAAGAGTGAAATATTTTCCTGGAAAAATAATGTGAAAAATTGAAG 

TTTTAAATATCATAGTTAAATTGAATGTACCTTAGGGACAACTCCTTTATTTAAAACTCCAATTCTCCAATAACACACC 

TAATATTTGTTATTTTGTTGTTAAATATTTACTCTATGTAGACATTATGCTAAGAGTATAATGCCTTTTTAATATTCAG 

AAG AG CACTCTAAAAGCTATTACAGCTTTACAG ACAAGAAACTTG AGAC CAGAGAGAGGTTAAGTAACTTGAC CAATTG 

TCATATAGCATTTAAGTGGCAGAGTTAGGATTTGAACCCAAGTTTTTATGTATTTAAAATTCTGGCTATTAACACCACA 
CTGCAAAGAAACTTATTTAGTAGATAACAAGTTATATCCATATATTTTTAGATATCAATATATATGTTGTGGATCGGTA 
G CTTGGGG CACATTACTGCTTTGAATTGTGGTATCTTTTATTAGATATTGAAATACTGGATTATTGATAAGAC C ATGTA • 
GCAGTGAGAAAAATAGTTTTTGCTTTGATTTGTGTCAGTTATACTATGTTGTTGGAGCTTTTGAAGTAGGGAGTGATCA 
GGTAGAGACAGGCAGAAGAGATTAGTTTGTATGTGTTATCCTGAAATCTGAGTTATTTGACATTTTTAAGGCAAGGCAT 
TGATTGAGTTTTATGAAGATAAATTGGCAAAGAAAAGTAATCCCATCTO^ 

AAAATTGATTTCAACTTGAGAGTAATAATCATATTTATCACACTTGTTAATTGCATGAACTGTATACAAATTGTCAGGC 
TTATTAAGGTAGATATTTACGGTCACTGGGCGTTCCTCAGATTCCACATTTTCATTGTTATGGCATTAACTATTTTTTC 
TGTTTCTCTCTTTGTCACTGAAGACTTCACGTAGTATAATAGCCAGTATTTTCTGTGATTATATAGCAATATTCTCAAA 
CCTAATTGTTCATACA71AGTACAAATCAGGGACTTTTTCTACTAGGTTCTGAAGTACTTGTTCTCTAGATTTAAACTCC 
AGTGTTGTACTAATGGGAGTAAGTTTTTCTTTTATCTGCCAAGGAGCTCCTCTTACATGTAAAAAACTGTTGTTTTTCC 
TCTTTGTAAATATCAGTGTAAAGTACACACTGTATAAAATGTAAATTACTGATGTGAGAGTGGCCATTTTATTCACATT 
GTTCAATGCCAAAGTGGGCCAAAGGATTCTGGCTCATTAACTTTAAGGAAACTATAGTATTCTTTTGTCTCTTTAGCCT 
TCCTTCTGGTTTATTCAAAGAATTCTCATCAGGTTGATCAAGAGTTGAAAAGTAAAGCACTGTTCTTAAAAACTGCTCT 
CTAGAAAGATCTGCAATGGTTTTGAGGACTGCCAAGCAACAGGAGGTAGAAAAATGGATAACTAAATAA.CCTCATTTAC 
AGAAAATATGTTAGGTTAAATTGGATAGGAAAAGATAGTATGGGTCTTTAAAAAAAATG 

GATAAAATTAATAAGTAAGTTATAAGGAATATTTAGAAAAATAAAAACAGTATTCTAAAAGACAATACTTATATCT 
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TAATGTAAATCTTAGAAAATGGTGAGAATTTCTTGTATGCTTTATATTTATAAGAAGTAA.TAATAGCTTTTGAAATAAT 
TCCATATTATAAGAAGTCTTTTCTTCATATGTACCCAATTCCAAATAAGTGGATGCTGGAAGAAAATCTGTAATTTATT 
TTATTTAAAAGAAATGCAGTATATTAATAAATACCTATTTTTTGGATAATAAAATAAGGAACATTTTCCAGAATGAGGT 
TTTTTTTTGCAACAAATGTGCATACCAATGATTTGAA 

CTAAGTACTAATTTTGCGGAATCTCCAATTGGGAGGATATCTACTGCTCAGAAAAGCAAACTAAAACAAGACAAGAAAT 

TAAAATTGACAAAGGAGAAGTTCC^TATAATCTAATTC^ 

AATCTAAG CCAAAATGAGCTGAAAATTTACACACAATT^ 

CCATCCATGGAAACTAGTTAC^TGGCATTCCTACC^VTCCCATGCCCATGGTAGACATAATTAAGAAATTGTGTGTGTGT 

GTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTTTTGTAAGCTTTTTACTCCTTCTCAACAAAGCATTTCAAGG 

AGCCAACAGCAAATTAGAATTGAAACTCCATTATGTCTCTCAGGTCTTCTGATCAGCTCTTATTATACTTACTCTTAGT 

AAAATAATCTCTATTAATAGTGAGAAGTAAGGAACTATATGATATAATAAAAAGTGCTCTAAAGGAAGTCAGAACATT^ 

TGTGGAAGTCCTGGTTCCACCATTAATGGTAAACTCTTTGAGGACTTCCAATTTCTCCAGGACTGGTTTTC 

TAATTAAGGGGTTTAGGCTAGACTCTCTTTTTATTTTTTGAAACAGTGTCTCACTCTGTC^CCCAGGCTGGAATGAAGT 

GGTACGATCTTGGCTCACTACAACCTCTGCCTCCCTAGGTTGAAGCAATCCTTCCACCTCAGCCACCTAAGTAGCTGGG 

ATTACAGGCATGCACCACCACGCCTAGTTATGTTTTCGTATTTTAGTAGAGATGAGGTTTCACCATGTTGGCCAGGCTG 

GTCTGGAACTCCTGGCCTCAAGCAATCTGCCTGCCTCGGCCTCCCAAAGTGCTAGGATTACAGGTGTGAGCCACCACAC 

CTGGCCTAGACGCTTTCTAAAATTCTTTTCAGTTTCAACCTTCTATGGCTTTTGGATTCTTTTATTTCTTATACTTTCA 

TATTACTGAATCTCATAACTCACTTTTTCCTCCATTTO 

TACTCTGCCCTTTTATTACTACTCCAAGGTAATTCATGTTATATGTAGATGTATATTAGCCATGACAATAAATCTACAT 

ACTGTATTATCATCTTTCCAGAATTTTTCAAAACAGAAAGTCTTTCTTGACTAATCATTTATTCCCCATATAATAGTAT 

GAAGTTATTAACAAACGTTCCTTGAATTATGTGTGACAGAATTTGCTGGGAGCTTGAATCAGTATATTTGTTTA 

CATATAACAGAAGGCTTCATTTAAAATAGCTTAAATAATAAGAGATTTATTGAATTATATAATAAGAAGGTAGTGATAG 

AATGATTCTAGTAGTACAAACATGCATCAAGAATCCAGATTCTTTCCTTCTTTCTAGTCACCCATCCTCAGCACAGTAG 

TTTTTGATCTCAGTTTTATCCTCTTATGGTCTCAAGATGACTACAGCAGCTCTAAGTATATTTATACAACTTCCTTTTC 

TTCTGTCACTTTTTAAGAAAGATAAAAACTTTACCAGAAGTTCCTTAACAGATTTCTTTCTCAGATCTGTATTAGAAAC 

AAATTCATCATATGCTTATATCTAAGCCATTCATTGGCAAGAGAAATGCTATGAAATTGGCTGGGAAGTAATCATGGTT 

CATCCTGGTCCTGGGAGGGGCCTGATCTCCCTTGAAGCACCAACCGCCTGACACCTGAACAAATTCTAGTGGCTGCTGG 

GTAGGGAACAACAGTGTCTTTACAAGTTGGTGCATTATAAATACATTTCCATAATTTGAATCAAGCCTACCATCTCCTC 

CTCATCTCCAACCACCCGCCCCCCCCRCCCCCCACTTTATTTTCTGTATCTTCAGCAACTTCCAGAAACTTCTCATTCT 

TCCTTAAATACACATTTTTGTACCTGCCATATTTTGCATGCCCTCTTTTATCAGCCTGGAATGCACTTTGTCACCTTTG 

CAGCCTGGTAAAACCATCATTGTGCTCATATTTCAAGAACCACCTCAAATGTCTGCTCTTTAGATCTGAACCCTTCCTG 

AATTCCCCAGCTTAGCAGGTCAAGTGAGTTGTTCTCAGCTTTGTACTTCTGCTATAGATCAGCCCTCATCATTTTATAA 

CTATGTATTGACCCATTTACTCCTGAGAATCCTGTAAGGATGGGACTCAGTTCCTTGGTATTTTGTTCTCAGAGAGATG 

ATGCTTCATACTTACCAACTGTTCAATAAAGTTTGTTGAATTAATATAGTTAAAAGCAGATACCTTTCTGTTATAAGTT 

CAAAGCCTAGTGATTGAAGATTTTTCTTTACATTATTTAAATGTATTTATTTTGGTAAAATATTTAGAGCAAGTTTCAT 

TCCATCTGTTCCATCTAAGCGATTCATGACCTGCATACATTCTAAATGACAGGAACCACAAGCAACTCAGTCAGCAGGC 

TTCAGAATCGGTCATCCTAAAAGATATTGCAGGTCAATGGCTAATACACTAACAAAGAAAGAGCTTATGCAAATAAGTA 

AGGAAAATACTGTTTCAATGTTAAATCATTAAAGACAAAT^ 

GAATAGTAAAACAGAAAACAAAAAAACAACATGAAGACCTCTGATTACATCTATAGTAATTAACATATCCATTTAACTC 
C TCTG CCTTCAGAAAAC CATC AATGGATGTTTATAGG YATAAATG ACAAGGACAAAGAAAGTGGGAAGGGAG ATAACAG 
CAACAAAATTTTGGAAGCTGAAAAACMAGTATACAAGGGGTATACTTCCTGATGAATGTAAAACCGTCCCTAGACAAGG 
GGGGCCTARGCAGGTTGAAGACTGAGTGCCATTCTGAAAACAGAGGGATTAAATAAACACTTATATATTTGTGTTCATG 
ATAACACAAGGCTTTTTAAATTCTGTTTACCACTGTGTCTCCGGTGGCTAGAATAGAGGCTGCCAAATATAGATGCTCA 
AATATTTGTTGAATGAATTCCGAAGRTTGAAAGTCCCAACCTTCTTCCCCTAGTCAGCTTCCAACTATGCTTAAGCCTT 
CTGGACAGGAGATTGATATAACCTTTGGAGAATTCACCAACCCAAGAGAAAAAACCCAAAGATAATGGTGCAAGGTATT 
TCTGAATGAAACTGTTCAGTTGGATCATCAAAAAGTGGATGTAGTTGACAAATCTTACCTATGCAAACAGAGCTTCCAA 
TCTGATTTTTAGTACTCTAGCCTTAAATATGAGTAGACAGATAAGATTTATCAAATACTTAGAAAAAGTAAGTGAAAGA 
AACCAAAACAAATGGAAAAAGACCAACTTCAAAGTACAGATGTTGGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAAC 
ACTTCGGGAGGCCAAGGCGGGGGGATTACCTTAGGTCAGGAGTTCGAGACCAGCCTGGCCAATATGGTGAAACCCCGTC 
TCTACTAAAAATATAAAAAAATTAGCTGGGCGTGGTAGTAGGCAACTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGG 
AGAATTGCTTGAACCCAGGAGATGGAGGTTGCAGTGAGCCAACATGGTCCCACTGCACTCCAGCCTGGGTGACAGAGTG 
AGACTCCATCTCAAAAAAAAAAAAAAAAAAAAAAGAAGAGAAATAAAAAAGTACAGAT^ 

CAGAGAGAGGAGAAGAAATACACTTGATATTGTATTCATAAATATTAACATTGCTTCCACGAAACAAAAGCAGATGCTA 

TGGAAAAAAAAAAAAAACAACTCAGAGAATAGGAAAAGAGCTCT^ 

TCAATAGAAGGGTTGAAAGGTAAATTGAGGACATCTCTATGGAAATGGA 

AGAAAAAGTGGGAAATCAGAGGACCAGTTCAGGAAATCTAACATCTAAAATCAGAAATTCTAGAAAAAAGAGAAAACTG 
CAGGAGGACAAAATTGAAGAAAAATTTCCAGAACTCATTAATTGGAGCATTTAGCACAATATAAAGTATTAAAAAAGAG 
ACTTGTGACTTGTTCTJ^GGATCATTATCGTATCGTATAGAAGGATCAAAAATCAAAAGGGCATCAGACTTCTGAAGAT 
TCGTTTTGAAACCTAGAAAAGAATGAAGTGATGCCTTTTAAATTCCGAAGGAAAGTGATTCTCAACCAAGAATTCTATA 
CTCAA.CCAAACTATTGATCAAGAGTGAGCATGGAATAAAGATTATTTCTGAGGTGCGAGCCTTTAAAAAATGTATCTCT 
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GATGCATACTGACTCAGGAAGCTAOT 

GATAATAAGGAAAGAACATCCCAAAGTGACAGCT^AGCAAGAGACAT^ 

TGGATGAGATTTCTTCAAGAAGATGAATTTAATAAAATTCTTGATGTGTTTGAGCCATACTTAGATTTTTGTAATATGG 
GAAAAGTTTGGGATTGAATTAGTGATAAGTATATATC^ 

TCAAGAAGGAAAACAAAGAAAAAAAGGTAATCAGGGTATGTTACATAGTTTAGCTGCTTATAGTTTTTCTTTGGTTCTG 
CTCATGGAAACACAATGACTATCAATCTAAGTAAGACTATAATATATTAGAAGGATGGGTGATGAGAAGTGTGAAGTGT 
TG CAAAGGTAAATCCTTATCTTCCGCTATGAAGTATCAATAAG CAATGCCCAAAAAAATGAACTATTAAGAAGTAACTG 
TAAAGTTATATCATTTAGAGATAGAGTGGAGTATAGCAAATGAATCAGCTAAAATATTTGAAAATGGGTACCCTCTGGG 
GAGTGGAAGATACATGTATGTATTGTGGGTGGGGGATGCT^CTGCAGGAGATCTCTTTTTTTAATCCTTGTGGTACTACT 
TAGTTCTCTAAACTATTTGCATCTATAACTT^ 

TTCAAATTGAAACAAGGAGATAACATAGTTGCTAAGTT^^ 
AGAATACCATGTAACATCACTCTCAAGCAGTACTTCTAJ^^ 

AATACACATTAAGAGGTATAAAAATGTTTATTCCTTCTGACTTAGTACTTCTGCTTCAGAAATCTCTTACAGTGATCTA 
CCTTCTAGAAAGACTGGAGATAAATACATCAAAATGTTCACAGTAGTTGTCTCTGAGTGGTAGAATTATGGGTAAAAA^ 
AAGATGGCTTGTTTCCATTTTTCTTTTGGACC^ 

ATATTTGGAAATAATTTCCAAATATAAACATTTTAAT^ 

.AAGAAAAGTTATTTGTTGCAACCACAGTAGACCAGGTTAATGGTGCCAAGAGTGGAATGCGGATA 
CATCTGGAACTGTGAGTCATTCAGAGCATCACAGAAGAGAGATTTTCTGCAAGTACTAGCTGTGTTGACTGTGACTGCT 
GTTTTCCTGGTTGCTCAGGAATCACCCAGGGAAGGAGAGGGCTTCCCCACGGGATTAGGGAAAAAAAAAAAAAAGCTTC 
TTGTTCCATAAGAGAGTCTACAGATAGGATGAGTAATAAGGGATAGATTTTACTAAGGTAGAACAAAATGTTAGGACGC 
TGGTACGAGCACCACTGAAATATCCCTATATCAAGTTTTAGTCTTTTCATTGCATCTTCTGAACCTGCTGGAGATGCTT 
TCACATGGAACGTATTTGCTATAAACTTTTCTTTATCTTTTGTTCAATGCTGTGAAGTTTGCTAATCTTAATGAACCA^ 
GTCTCTTCATGCTGACAACTCATTGTAAAAGAGGTAAAACTGTGTTTCCATGGTATGGGGAATGGAGAGGTATAAGGA^ 
GAAGATGGATTTAAATTGATTTTTGGAATGCTTGCTTTAT^ 

AACTTTAGGCTCCAACTGCACTGATCTGTTTGTCATTCCTTTAAGAAACCATTTTGATTCTGACTACTTGAAT^ 
ATTTTGTTCCTTCTCTCTGGAATACCCTAACAAATTCTTTCTGCCTGATAAACTACTTACTCTTCCAGGTCAAGTTGAA 
ATGTTCCCTTCAGTGTGAAAACTTTCATGACTCAAAAAATAACAATTATAATAATTACAATTTGATGAGCTACCTGGCT 
GTTTACCTAATTCTCACACCATTAGATGAGCGAGGTAGT^^ 

GACTTGGGTATGTGGCCCAAGAGTACATAGCTAGATTTGAAACCCAAGTCCAAACCCAGGACTTCCTGCTTAAAGCCCC 
TTCTTTTTCAAAAACTACATTACCTATTGATTATTTTGCTTTACATGTGCTTACATGTTGATCTTCCTCAGTGGACTGC 
CTTCATTCCTTAATAGGAAATAAATTGTCTTTTTTGGAGGTGTTACATTTTTGCATATAACATTAATAAGATTAAAATT 
TTCATTTGTTGTTGACATTCTTTGCTTGACTCTACACTCCACGGGATAGGATCCTTGGGCATAGAAACCACGAATGCTT 
TGCTCATCACTGAATCCAGCATCTGTCAGTGTCTGCCATATAGGAATTGCTCAATATACATTTTTGAGTAAATAACTGA 
ACTAACAAATGAGTGAACAAAAGAACAAATGAATAAAAAACCTC^ 

GTTTTAGTGTCTCAATTGTCTGTATAGACAATGATTTCACAAGTTCACGTGAAATACACTACCAATATCAACAATCATG 

TTAAATCAAATGAAATCTATATCCTCTGGGAATGCTTGTGGTATGGCTTAGGGACAAGCTTTACTTATGAACAATGATA 

CTGAGACTTCACAATAGTCAGCTGTGCAGATGTCAGACTTTGCATTTCACACATGCTTTTAACCTAGAGCTCAAATAGG 
CAGTTTTAAGCCCTGGACCTCAAGTCAATGTGGTTC^ 

AGTCTTAGATGGTTTTTCATAAATTTTGAGTCATGAAAAACTGACAACATATGAGTCTCCAAGTACCTTTTAATATATG 
CAATATTTTACCTACTTAATKAATACATGTGTTTATTTGATAACTAAAAAGTTTATAAAGTCTAGAAATAAAGAAAAGT 
CCATGTCCTTTTTCTTTTTTGTTTTCTTTTAAATGAAAACTCATGAGAAATAAGAGGGCAGAATGCATTAAATTATTTC 
TTCTGTAACAGCACAATTCTATATCAGATTTTAAATACAAAAGAACATGCAAAGGGATAACAGCATTGACTTCAGTTCT 
AATATAAATAAGGCAGGAAATTGGGTGAAATCAGTTTTTCCTCTAATCTTACATGGAAAAAAATTTGTCATTTGGCAAA 
CCCATATGAATCCGATCTGTTTGGTTTATTCATCCATGCAGTGACATTCAGACTCCAAAAACTGTATCAGAAACCTAGT 
CAATATTTAAATGCCATCATATAGATTAGAAATGGAATAAGGTATAGGTAACTTACTGCATTTCAAAAAAAGTACTAAT 
TGAAACATATTGTCAAACATATATCTTTTTCTCTCTTTAGAAACCTATGGCTATTTTCTGTCTTTCAGCKCACGCTACA 
GAAAGGCCTATTTTTCCTTCTGTCTTAGTCCATTCAAGCTGCTGTAACAAAATATCATAGCCAGGCACAGTGGCTCATG 
C CTGTAATC C CAG CACTTTGGGAGG CCGAGGTGGG CAGATCACTTGAAGTCAGGAGTTTCAGACCAGCCTGGGCAACAT 
GATGAAACCTAATCTCTACTAAAAATACAAAAAAATCAGCCA^ 

GAGGCTAAGGCACTAGAATCACTTGCACCTGGGAAGGAGAGGGTGCAGTGATCTGAGATCATGGCACTGAAATCCAGCC 
CGAGTGACAGAGCAAAACTCTCTCTCTAAATAAATAAATAAATAAATAAATAAATAAATAAATAAATAAATAAATCACG 
AGCTGGGTGGCTTATT^AACAACATAAATTTATTTCTCACAGTTCTGGAGACTAGAATGTCCAAGGTCAAGGCACGGTAG 
ACTTGGTATTTTGTGAGGGCTCATTTCCTGGGTCATAGATACGTGCCTCTGGCTTTGTCCTCACATGGTGGAAGGGGCA 
AGGCAGCTCTCTTGGGCCTCCTTTATAAGCCACTAATCCCCTTATAAGGGCTGTGCTCTCATGACCTAATTATCTCCCA 
AAGGCCCCACCTCCTAATACCATCACATTGGTGATGAGGTTTCATCGCATATGAATGTGGGGAGGGACACT^CATTCA 
GACTATAGTATCTGCTTTTTGCCACAGAATGAAGAATAAACCACGTCTTATAAATAAAAATCTTTCCATGGTCCCCCAC 
CACATAAGGACATGACCAACTTCCTTTGCTAGTCATCCATCTCTCATAATCCTCTCCAGCCCATCTCTGCAGCCTCATC 
TCCACCCACACATGCATTCTGCTGTAACAAATGGTGGGCAGGCTTCCAAATGTACTGTGTTCCCATGAAGTTGCACCT'T 
TGCTGATGTTATTCTCTTTGCCTGGGTCCCCTCCCCATCTATTCACTCCTTTCTGCACTTCACCCTTGCTCTTCTTGTG 
CCCTAATAGCTCCTCCTTTTGTGACACATCAAAAATTGCCCACTGTAGGAAGCCCCTCCAAGACTAAGAGTGCCTCTCT 
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CTGTGTTCCTGCATGTGCTTTTGGAGCCCTTATCACACAGTTGCTCTAGAATTGTTAGCTTGACCACACTGTGAGTTTT 

CTTAAGGGCAGGGACTTATTCCTCTTTG CATATCTGGAATCTTACCCAGTGTTTAGTACATAC .7 - CATGTTCAATAAAT 

ATTTGTTCAATGAATCAATGAATTGATAGGTTTTCTTTTAGTAGAAGGAATAAGGTACATTTTTTTTA 

GAAAAGCAAG(^GGAAAAATTGGGACATCTTTGCTT7^GGTAAAAATGCTTTTATGGGGACCACCTTTGAAACTCCATC 

TACTTGGATCCTTTTAGTCTTCTTTATGAGATAGGAATATTAATTCTTAGATCCAATTAAAGAAGGTCTAGTTACCAA^ 

GAACAAAACAAATTGGTATAGAATGGACTTTCTTATAAGAGAGTCCCAAATCATAGATCATAAGGACAATCTTATGTTG 

AAATGTCTCAATAACTTCCAAATGCCGATGTGAATGATATCATCA^CAGTGTGAGTCAAAGGAA 

AAGTTTTCATTGTACTCCTTGACTATTTTAT^ 

AACTTTAGATTTAATATGTTTATTCTGCAAGATGTTTGGAGACAGGTATACACCCTAAAACCACCA 
CATAAACTTATTCATTGCCTCCAAAAGTTTCCTCCCATCTT^^ 

ACACTTAATATAACAGCTACCCTTTTACCAAATTTCTAAGTATACAATATAGTATTGTTGATTGTATACTTATGTTATA 
CAGCAGCTTTCCAGAACTTATTTTGCAAGACTAAAACTTTGTAACCCTTGACCACATCTACCAATTCCCATCTTCCCCC 
AGCCTCTGGCAACTACGA.TTCTACTTTCTGCTTCCATCAGTTTGACTATTTTGGATTATACATGTAAGTGAGATCATGC 
AGTATTTGTCCTTCTGTGTCTGGTTTATTCCACTTAGC^ 

GATTTCCTTCCTTTTTTAGGGCTGAATAATATTTCATTGTATATGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTG 
TGTGTGTGTGTGTGTGTGTGTATATATATATCACATTTCCTTTGTCCATTCATCTGTTGATGGACATTTAGGTTGCCTC 
TGTATCTTAGCTATTACAAATATGCTGCAGTGAAAATATCTCTTTAAGATCCAGATTTCAGTTCTTTTGGATATATACC 
AAGAAGTGGGACTGCTGGATCAAGTTACTTCCTGTTTCGAAAGTAGGGCACCCTC 

TTGATTCTTACTTTTGGAAGTCAGGCTATTTGTTGGAATGGTGGGGAAAAAAGCTAGAGCTTAAAAATAAATCTAAAGT 
TGGAGAGGGGATTATTACTGATGGATGCATTAATTCAAGGGTTACTGATACTCTAAATACATTTTTAAAAGTTGTTTGA 
TTAACAAGTCAAAACAGATGGTTTAATGACATTTTAGAGAGGTTTAATAGAGATCCAACTGAATTAACT^ATCACCATG 
GTGTGC^GAATATTGAAAATTCACCACTAGTAGATTTATGGCATATTTCTGGGTATTTCATTCCCATTTGGTTTATTAT 
GATAAATCACTGGGAAACGGGTAGCCTGTAGGACATGACAGCAAACCACACTTTGGCAGGACCAGCATCAGGGCTGCGT 
GCTTTTITAGGAGGCTATGTAGTCTAGCTAGCAGAGAGTGACCCAGTGAGAGCTTGGTTGGCTAGGACTTTCTGGTGGT 
AGCCCACAGAGCTCACCTGAAAGAGTACCAAGGATGAAAATATCATCTTGGCTAATTGGTCTGCTAGTTGATTTAAAAA 
ATAAACAATAAAAAAAATTTCCAGTGTATTTTAGCAAAGTTTAATATTTTGAAGGGGGCAGAAATGTAGCATATTTTGG 
GATCTTAAATCTGAATTTGTGTCTTTTTCCAGACTTTGTCAGTGTCTTTGTCTCTCTCTCCCTCTGCCCCCTCCATGTC 
TCCCTCCTTCCCTCCCTCCTTCTCTCTTTCCTTTCCTGGTAAGTATACTAGAAAAAAGTATATTTTTTTCTCATTTTTT 
TTAACITAATAACAACAGCAACAATGACAACAGTCAAACTCTTC 

TTGTAGTTACCTTGGAATTAGGTTCTTAGCCCCTCACTGCTCTCTGTATATTTCTGTACAATATTCATCAGTTTAAATA 
AGTACTTCAATTTCATACCAAAGTGCCAAGACTATCCTATTT^ 

ACCCCTGCCATTGCCAAACAAAACTGATTATCTCTGTTTTTATOTTTCTTTTAGACTTTTTAAGGCAATAAAAAATTGG 
CTTGCTCAGAAGGCTGATACACTGAGTGTTAGAATAACCCAAAGGTTAGAATC 

ATCACGTATATCCATTTTTAAACCTGCCATTCATGATGGATCACTGACCCTGGCCCTGGCCCTGACCCATCTCAAAAAG 

TTACTAGCATGATTACTGATTAACACTTAGACTGTTGGCTTGAAGTTTAGTAGCCTGAAGGAAAATTTCCAGAGGCATT 

ATAATAAGGAAGTTTAATTAAGAGTTAATGTTGACTCAGGAATATTATGTATAGCATTGATCCACAGTGTTGCTAATGA 

ATTCATTATGCTGCAAATGCAAGTGATTTGTTAGTACATTGGCCAATAAAAGTGAAATCTGTCTCAACAAGAATGTTGA 

AAGAAAG7VAGGCAGTGAAACTTTCATCTCCACTGGGAGTGAACTAACTTGCCAAATCTGGGTCATCAATCATAGTAAAA 

TGTTCAAAACAAATAATGCATCTTTCATGGTTCACTGTATTCATCAGCACTTTTGAAGTCACCAGTCTAGAGTAGTCGC 

CTTTGGCCAAGTTTTCAGTAGCCTGTGGTTTAGGCAATAAGCCTCAACTGTCTTTCTCGAGGATATGTTCCCAGGTGGT 

TGTACTCCATGGGCCATTTTCAATCAAATCTGAAAGGACAAAAGGGCAGTTCTGTTTATATGAAATGACATCATATTAT 

AACCTCAAAATTGTTGTCTTAAAAGTCAAATCATTATCTAAAAGGTCTCTTAGAATTACTTAGAGCTTGAATGCAAAAG 

ACTGAATTTCCCACTCACGTACTTCGCCAACACTCATTACATAGGCAAAAAAGTATAGTAAGTGTCACTTATGTGAGCC 

TATGTATGTATGTAGTGTTATAGGGGGTGGGGGTGGCAGGAAAGACAGCTCAAATATGAAATAATTGAATTATTCATTG 

CCACTGTTCTGATTGCCTTTAAAAAAAGTTTTATCTGGAAGTTATTTCAGACACACTGGAAAGCTTCATGGGTAGTGCA 

AAAAAAAAAAAAAAACCACATGCATTCACTCATTGTAAACATTCCACCTCATTTGCAGTATCACTCTATGTGCACATAC 

ACACAAATATACATACACACACATTGTCTTTTTTTCTCTGAACCACCTGAGAGAAAACTGCACACATCATAGCCCTCTA 

TCCCTAAACTCCTCGATGTATTCCTCCCAAGAACAAGGACACTTTTCTGTATAACTATAGTCTCAAACATCTGATTGCC 

TTTGAATTTTATAGCATGACTTATTTATACCTTTTTACTTCGAGTTCTAACTCAGATACTGAGCTATAGAGGAACAGCT 

CAACTATTAGTTGAGGGATAGCTCAGATGTCTGATGGAAAAAAGTCACATCAGTAACATTTTGAATTCTGCAAATATAC 

ACAATATGCCAATGTATGGGAGATAACTAAATACTGGTTTTAGAGAAAATAGATGAGTTAATACAAATAGAGATTCCCC 

TTAATTAATAGATCTTATATGTTTGGTTATATGTCTTATCCATGCTATTATAGCTAGCTAGCATTCATTAGGACAGCCA 

GAGAATCTTGTCTTTCTGTATTTTTATACTGTTTTTCTTCTTCTGATCAGCCGATTCCAGGTTTTGAAAGAATGAAGTA 

GTTCCTACTTAGATAATGCTATTGCCTTGCTCCTTAACAGTAAGCAGTGGAGAAGCAGAGTGGACGCTGGTGATGCTGC 

CTTTAGTCCTGGAGGGAGTGTCAACCAGTGGGTAATCATTCTGACCCTGCAACACAACCATCCCTTCACTATTTCAGTG 

AAGGTCTCTACTTCGGTGGTAGGTCTCTACTCAACATGGTACTTATAGCCGTTTTATACTTGCTATCTTAAAAAAATAT 

GCAGGCTTTCACTGCTGTGAACAGATAATTGATATTTATGTTTCATAATCTGTGAAGATAGCTAACACATTTCTGACAG 

TTGCAATTTTTTTTCCCAAAACGAGTTTGAGCATGCCTATCCCTCTCTACCCAAGTATATTTAACAGCATTTCTATCTA 

TTGGGG7UVTCTGAGTGAGGATGACAACGTGTCAGGGATTAGAATGGACAGGAAGAGTCTCTGTAAGAGGAGGGTGTGAT 

GCTGGAGCAATTTATGAAAATTGGGTCCCCTGGTAACTGTAGTGSATGTTATACAGACAGTCCTGCAGAGTCATCCACG 
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AGGCTGACTCACTGACAATGTACACATAGAGGTGGGCCTCGAGTGTGTGCAAATAACAAGTTTACTACTGCAGGCAAAC 

TCTTCGTTTATTCATTTGACAGATTTATATTGAGGGGC^CTGTTCTAGGAGCTGGGGATTTGGTAATAAATAAGATAGT 

CATGGTCCGTAACCTCATAGAGCTTACACATAAACTGTTTrGCTTTAAAATATTGTACATTCAGAGGTGTTTGTGCTCC 

GACCATATGACTGCAATATGTCATTTGATAAACCTTTCAGGCATGACTTGGACCCACCCAGAACTTAGCTTTAAAGCTA 

TCAGATTGACAGGAGGAGAGAACACTGGCTTTAGATGACAAATCATGGAAATAATTATGAAAAGACCATCCAGTTTTTA 

ATGACTTTACAAGAATAGTGTTCTTGTGAGACTATTGAATAAGAAGAAATATATGAACATTTGTATCATTCAACTGTCT 

AACTGATACCAACACCAATAAATATATGAACATCCTTATTATTCAAGTGTCTAATGAGTGAGGGACAGTGCCTGTAGGA 

AGGAGAGCCTCCCAACAATGGAAGCAGTGTTATTCTTCATGGTAGGGAGACCATTTTTTGGTTCCTCACAATGACTTCC 

AGGCTGGAATGATTTCCAAGTAGGGCAGGGAAGACAAATATCTGAAGCCTAAGGGAAGCTCCAGGGTGATTCTTGTAGT 

TTTGTTTGGCAGACTTTCTAAAAAGCATTGTCAGATAGTTTTGGAGCAAGCAGTTTAGCCATCTACTACCACACAATAT 

ATTCAAATCAGAGTAAGCTGGAAGAAAGTCATCCAACATCCAAGTCTCAGCCTGGCCTATGTGAACATACTTCTTCTTA 

AGACTAAGCTGTAGGGGTACTATGCTTATTACCTCGGTGTGAAATAATCTGTACACCAGCACCCCATGACATGCAATTT 

ACCTATATGACTAACCTGCACATATACCCCTGAACGTAAAATTTAAAAAATTTTTATAGATATGTTAAATTTGAGATGT 

TTATTGAACATCAAAGCAAAAATGGTGAATGAACAGATATATGACACAAAAAAGACTAAGGTATAATCCTATATCATGA 

GTGAATAGGAATTTTTTGTTATTGGTGTTTGCGTTAGTTGAGATTTTATTCAGCAGTAAATAGAGAGATTTAAAATAGA 

AGTGGCTTAAGGAAGACAGATATTTCTCCTTCATGTAAAATCTGAAAGTTGGCAGTCCGAGGTTAATATGGCACCTCTA 

TCCAGTACAGTCTTCAAGGACACGTGCTCTTTCCATCTTATTGCACTGTGAGGTGTAGCCTCTGTTGCTAAATTCAACT 

CACCATCCAATATGGCTGCTCCGACTCCAGCCATCAACTTCACATTCTAGCCAGTAGGAAAGAGAAAACAATAAATACA 

GGCAGATAAAAAGATAGATGACAAATTTCTCTTAAGGGAAGTTTCTAGCACATCATATAATATCTACATAACGCTTCTA 

CTACCAACTCATTCACCAAAACTTAGTTATATGGCAACACCTGGCAACCAAGGAGGCTGTGAATTTTCTCTATTTTGGG 

CAGTCACATGCTTAC^TGAAAACAGGTATTTGAAAACAAGTGATGAAGAAAAGCATC^LATATTAGGGGACATTTAGCAG 

TCTCTGCCACAATGTTGCCTATTAATAATCCTGCATACATTTTAAATATTTAATATCAGTCTGCAACACTCTATTTGCA 

AGGTAATGTATAGTATAATCTTTACCATATGAACTTAGTAGCCATGGTGTTCAGGAAAGTTGTGTTATTTTGTGCTAGA 

ATATTTTACCTGCCCTAGGTAAGGGCCTAAAGATAAAATGTGCTAGACTAATTAATTTTAATGGCATATAGCAAGAGAT 

TTCCAGCGTTAAAGATTGCATCTCCACCTGC^TTTGGGAAAGGAAAAACTGATAGCACAAAATAAAAGTA^ 

CCTGAAAACTGTCTGATGCTCTTCATGTTCTTACCAACTCATATCCTCATCTAAATTTGAATCACAGGTACATTCTGAC 

CTTGTCGTAGAGAGAGTCCTAAAGTCTCACGAGAGAATTACCGTGCTTGTTCTAACAAGACTGTGTTCCAGCAGGCATG 

CCAAAATTTGATAGCTACAAATAGGGAGATTTGAAAGGAAAGAGGTGGGAGAGGTAATTTCTTTTAACTCAACTGCATC 

TGGTGGATTAAGGTAGACAATATTACCATTTTGCTGACAGAAGGCAGACATCGCACTAAAGAGGGAGAATGAGCAACCA 

CAGAGCTGATTTAATTTCCAGTGGGGTTTATGGAAGCACCAAAACATGATGTAGCCAAATGTTCCTAAAAGTATGAAGT 
AATTTAATTTGTTCCATCATTACAAGAAATTAAAGC^ ' 

GCCATTGTTATTGACTAAATGAAGTGAGATTTCTGATTACCTTGTCCAGCACATTTTAATTTCTGTCTGTCCATTTATT 
CCAAATCACATTACAGGGCCTTAACTGATCTTGACAAAATAAGCTACATTATTAAGGTGCAGTTTAACCTGAGAAGCTT 
TAATTACTAGATTAGAGTTTTCAAATGGGCATGTCTTCTAGACTTCAGTACATTTAGGGATGTAATTATTAGAGATTCT 
TTGTTTCTGATGTGCAAAAGAGACCCAAGTTTAAAAGGAAGACTTAAACTTACGGAAGTGATTTTTTTTTTTCTTCCAC 
CAAGAGTCTCTTTGTAGACAGGTGTCTGTTCTGTTGGGAGTGGACTTACACCTCCTGAATGCTGTGATTGAGAGAGCTG 

CAGTGAACCCTCTCATAAGTAGGGTGTCTAGATGATTTAGC^TTCAAACCAGAAC^CTTTITAGAATGAAAG 

ta^cataattacactggtataacaggcatagaccttggaagttccaggccaattaggatgtatggIc^ot 

AAGGAAGACAAGGCAATAGATATGTAAACAAATCAATGTGATAGTCATTATAGG<^TCTGGAGAATGAAAGGCTCT^^^ 
GGACACTGTGGGTGGGTGGG ^ 

CATGTGACATCTCAGAGCATGAAGTTTGTAGCTCCCTCAACCATATTCATATTCCTCTAACAGTCCAGTTAATGATTCT 
CAGATGCATTAGAAACTATGGAAATATTATAGAAAAGAAGCCTTAACAGGGGAAGTGTTTCATGCTTTTTCAGTTCCAT 
TCAACAAACATTTATTGGATACCTAGTATATGACAGCCAGTGTTTAGCACCAGA^^^ 

TCCAGCCCCAGAGAAATTCAGTCTAGTAATAAACACATAATTGTGATAGACTGTTTAGTGATTTAA^cS^ 
AG ^ GCTACT ^ TGCTAGAT ^ TATGG ^^TACA^GGCTGATCAGGC T GT1TTAGAGA 

AGCGAAGACAAGCTACAGAGAT7TAGGATGTCTGGGCTAAAAAGGTTTGCTTGTTTAATTAGATAAATARTTTGAGAAT 
G ^ CCAGGATTACTG ^ CCTAACCACATTGA TAAATGCTGGGA^ 

" G ^ GGAGAAGAGTGAAGC ^ CAGTGTGAGC TGGGAAAGATCCCAAA^ 

™ CA ^n CATAGTGACT ^ AGGACCACTTGCTA ^ TTTCAGGCACTGC 
It^ C ^ TCATACTGTGATATAGGTACTGCTTTCTCCATTTTAT ^^ 

ATAAGGTGCCAAGCTAGTCAATCAGTGGCAAAGCTCAGATTTGGAAACAAGGACTGCCTTACTCCAAAAA 
??^ G ^ GG G ^ GCAGAAA ^ 

CAGGTTTCCGTGAAGGAGAATTATGCCAGCAATGGTTTCTCACCTTAATGAATTCATTTCTAACCATTCTTOGCCCTGC 

^™ AGGATCCTGGGTCCACAGGGCCCAGTTCAT ^ 
G ^ GA ^ GGTGCAAAATGTAACGGAATTCTC ^GTGCTGGG 

TCTCCTTTGCCTCCCACAGTTGCCACTTTAAAAAGTCATTTTTAATGTGGCACATATACACCATGGAGTACTATGCAG^ 
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CATAAAAAAGAATGAGTTTATGTCCTTTGCAGGGACGTGAATGAAGC^ 

GAACAGAAAACGAAACACTGGATGTTCTCACTGATJ^ 

ACATCAC^CACTGGGGCCTGGTGGGGGTTGGGGGAGCAAGGGGA 

GTCTTAAAACCTAGTTTGGGCTGATGGGTGCAGTAAACCACC^TAGCACATGTATACCTATGTAATAAACCTGCACGTT 
CTGCACATGTATCCCAGAACTTAAAGTAAAAAAAAACACAAGAAAACAAACAAACAAAAAAAOT 

TCTCAGCGTCCAGTCGGTTGAGTTTCTGC^CTTTTAGACACTCAAGCCCCTTCTTTCGTCCTTTGCTCCAGTGGTTGTA 

GCTTCCTACCTCCTTCTTACCCTGACCCCTAGGCTTCCACTTTAGAGAATTTGGAGAACTGGGGAAAGAAAAGACTGTT 

TTGTGCATGGTGTGCCTGCAGCCTAGTGCCATGAGCTGGTTCTTGCCGTGTCTGAGCCACCAGATCCACTCCTTCTGTG 

GTTCACACGCTATTCCCTCTATCCCAGCGAAGCTTGCAAACTCTGATCATGAACTACCAGGTGGAGGSG 

ATCCTCCCCAGGAAGCCTGTCTGGAACCTCTGAACTTTTCTGACCTGTGCATGCCTCTACCACAGCACACCTTAATTTC 

TTTTGAAATCACTGCATTTGTTCATTTGTTAGTTGTTTGCTTCTAGATGGTAGACGCCTTGAGGCCAGAATTCTTCTGA 

ACTAAGCTTTGGAAGTTGAGCACCTCATAGAATACCAAGCTTCTC 

GAAGTGATGAATCAAGCTAAAGTTTAAGTAGGCAAAGATGAATCACGTCATAACCTCTGGTTTCCYAACTTTGTCTATA 
GAAAAGGCTCCTTGCTAGGTAAAACAAAAACAGAAGAAGTATGTGGATTCTCTTCAACTTTGGGACTCATCACCCTG^ 
TCTCTCAGTTATCTCAAGACTGATTCCCTCCACCCTGGAGGGCCTCCCTGCCCCTCCTTTGTACAGCAGTGAAAGGCAG 
AAATTGAATAGAAGGAGGGAAAGAGGGAAAAAGGTCTAGATGATCAAGTGGCAAAAACAAAT^ 

TATGCAGAGAGGGAACTCTGAGGAAACTTGCTGA.CAAAAGATAGAGATGGAGGTGAGGTO^CCACAGGGGAATAATGG 
GGGCAGACAAGTCTAAGGAGGTAGATTTTATAGGGACTTCGAATAGATGAACTGAAGTTTGGGGAAGACCTAAAGGCAT 
TAAAAATCCAGTATAAGTTCTTGATTAAGGACAGATATCATAATAATTATTATTATAATACAAGGGGTGCTTTGGGAAC 
ATAGGCTATGTAGGAGGGATTGACAGAGGAAGGGAGGAAAGATCTAGGAAAATGAGGGCCAAACGGAAAGGTGTCCTTC 
TCCTGTTCATTTGCCAATGAAATGCCTAGGATATATGG^^ 

GGATGCCCAGCAACCATGTCATTCATTCATTCATATGGTCTATCTGTCTCCTATAGGCATTTCAGTGAGTGGCCGCTGC 
TTTATGTGTTCTGTTGGTAAACTTGTAGTACCCT^^^ 

CAGTAGTTAACTGAAATCTTTTTATGTGTTCTACTCTCACGTGAAGTAGAGAAGTAGAGGGAGAGTTTTTTAATTATAA 

AAAGGGAGGAAGAGGGAAGAGGGAAACAAAACTAACATTTATTAAGGAA 

AATTGG TAGATTTCAAAAT CAATTTAAGGGGTCACAATTAATACTTTAAAAT^ 

ATCATACATAGTAAGGATAAATGTTATTTCATGTTAAATTATGTTTCAATTCTCTGTATTGGCTCGAATATATATTTAC 
TCTTATGTGTATGGTATATACTGTTCCTATATATACATTTCCTTTTTATTTTATATATATAATTCTTTTTATTGGTTTA 
ATTTATACTGAAATGCATGGTTTGTTAAAGACTGTAAACAAATTTT^ 

CTTTAAATAGGAGTCCACTGCTCTCCTCTACCTTTTAAAAATAAATATAGGTATAAAACCTTTTTGTACATTTTTTTTA 
TATTACTGAAAGCCAGCATCCACATGCCTTCAAAAGTGAGCACCTCTTACTTTAAACAAATCTACCAGGTTATAGTATA 
AAATATAAATTTTACTGTAGTTTACTGTCAATAAACTTTGTAAGCCACTGCTTCATTTCATTTAAACTTCCCCAAAAC^ 
TTGTATGAGTGGAGTCTGGGGATTCAGAAGAAGACGGTGGTCATCACAGAAGTTGAAATTCTCTACTGTTTACTTCTTT 
TCAAAGGTCTTGTTAGCGGTGGCCTTGAAGGTGATGAAGAAAGACACTTTCAAGGTGGACAGGTATAATTATTGGGTCA 
CCAAGAACAAATTTGAAAAACAAAATATGCCAATTGAAATTAGC^TC 

AATAATTTATTC^TTGAATAAATTATGTAAACTGAATTAGTAATTCCTAGTGAAATAGTGGATGAATTGAGAATAGTGG 
TATTGGTAAAAATGGAAAAAAATTTTTTTCTTTTGAGACAGAATCTCACTCTGTCCCTGAGGCTGGAGTGCAGTGGCAC 
GATCTGAGCTCACTGCAACCTCTGCCTCCCAGGTTCAAGTGAGTCTTGTGCCTCGCTTGAGGCACAAGATTAGATTTAG 
TAGAGATGGGGTTTTGCTTTGATGGCCAGGCTGGTCTCAAATTCCTGGCCTCAAGTCATCTGCCCACCTCGACTTCCCA 
AAGTGCTGGGATTACAGGCATGAGCGACCGTGCCTGGCCAAAAAAAAAAAACAACAAC^ 

CAACTTAATTCATAAAACTTAATTCAACAATTTAAGAGTTATACTTCAAGAATGAAGATATATAATGAAAATATGAAGT 

CTTCAGAAGGACACACATATAATAATTTTAGTAAATCTCAAATTTGTCTCAAATCA7VAAACTTGCTACACATATTTTTG 

TCTTAATTATCATAATTAAAAATGTCTACACATTACATAATACTATCTAGTAAATATGCCCTAGAGATTGTGTGTGTGT 

GTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTATGTACACCCATTATGTTTTCAGACAATTGGAAGAAAATTGTTAG 

GCAATTGTTTTTCTTTTATCAAGGAGCTGTCATTTAAGTGCAAAGCTGGAGTATTCAAAATAAAATTTGGGCT^ 

ATCAGGGCATGGCAAGACCTATCCAGATTGCTGTGGAATAATATATGCTTCCAAACGCTAATCTTAAGGATGAAAAACA 

CATAAATGACATGCCTTCTTCCCCTTGCTTACCTTAGTGACTACAGTTTAAATAATCTAAAATAGCAGATACCATCAAT 

ACTGTTGCTAATTATGCTACTTTTCAGAGAGGTACAAGAGTCCTTGTACCTCTAGTAGTAGTGATACCACTACTAGTAT 

CAAAAATACAAGATTGTTTTGTTAATTTTGACCATGTTTT^ 

GCTCTTATATTTTACATGTAATAGATGATAATTACAAGCTTTTAACAT^TAACACATTTAAGTTGAACTGAACCGCC^ 
AAAAGATAGAGATATGAATATATGATTTTTAGATTAAAGTTAGTTTTAACATTCAAATAAAGTGTGGGAAAATGGCCTG 
GAGGCCACCTTCTAGGGAATGTATTTTTAGCCCTATTTTACAAAAAAGAAAACTGAGGTACAGAGAAGTTAATTTGCCC 
AAATTTGCCCCATGGTTGCTAAGTTGCAGAGCCAGCATTTGAACCACTGTTCCCAAGTCATACTCTTTCTATTGCTTGT 
AACTGTCATCGTAGACCACTAAAGTGGATACCTCCACAACTCTTTGCTTTCCACTGCATCTGGACTACCACAA.TAGCTC 
CTTAGTCTCCATCCTTCTCTCTTCTCCATTCTATCCTCTTAGGCTACCAGTGCACTTATCCAATTCCCACAATATCCAC 
TAGCTCAAGGCCACACATTTAAGTGTTCAACTCTATATCCCTTCTCCTCCCTGGAATGTGTCTACTCCACCCAGCCCAT 
TTACTGTCCACACATACAACCTTTATTCAGGCTGCAGACATTTCCTACACCTGAAAACAATGCCAGCGGACTCCCTCCT 
CCCACAGCCATTAAT^ACCACAGTCTTCCTTGAAGACCTACATCCAAGTTCACCTTCTTCCTGAT^ACCCAGCACACTGAG 
CTATAGTCCATACCTCCCTCTCCCTGCTCGAACTACAGTAGCACTCCCAGGCTGAATGATTTATATGCTACCTTACACT 
GTCTCTAGGCAGCAGCCGATCATGTGTCTGATTTTCTCAGCAGGTTATTATGGTTCCTTCCTGGGCCCAGGCTGCTGAA 
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TCTTTCATGTTCTTGTATTTCAC^GCmCTATCAC^ 

CTTTCAGGGGGAAAAAAATGAGAGAAA6AAAAQAAGAAAS6QAQ66AGGAAGATTACTCTCTGACCATTTCTCQATATC 
ATACAAAGTCAGGAGGAAGAGAAATAAAATGTCGTTAGTGGAGATTTCAACCAT^^ 

TTGTTAATGTTTTGGAGTTACCTGACATATAGGTATAGGTATAGGAAAACCTATTCCAGGTATTCTTCAAGAGGTGATA 

GTTGTTGTGTGAAAAATGCATTCTAAAATCAAACAGGTTTAGATAATGCTTGTTAATAAAATTAAATATCTCATTTTGC 

TGTGGACCTTCTAGCTTTTGGTAGGTTCGTGTCCATTAGAAATCACTGTAAAAAGCCTACATATACAATATTTCCCAAG 

CTTGTTTGACCACAAAACGTCATTAGTAAGGAGAATCTTATAAGGACAATATTGATTGGAACATTCTTTGGGAAATGTT 

TGAAATGATCTTCCCAGTAACCTCAGTGTAAGTGATGCTCTGTCATTAACCAATGACAAATACATATTCTTCCTACATA 

GTTGACTTTTCATGATTTGGTGTGGTCTTGTAAAAGCTATTCTATiTTGTTGTTTGTTTGTTTTTGAGACAGAGTCTCA 

CTCTGTTGCCCAGGCTGGAGTGCAGTGGGAACCATCTCCTCCACCTCCAGGGTTCAATTGATTCTCCTGCCTCAGCCTC 

CCAAGAAGCTGGAACTACAGACATGTGCCACACACACCTGGCTACTTTTTGTATTTTTAGTAGAGATGCGGTTTTGCCA 

TGTTGTCTAGGCTGGTCTTGAACTCCTGGCCTCAAGTGATCTGCTCGCATCAGCCTCCCAGAGTGCTGGGATTACAGGC 

GTAAGCCACTGTGCCTGGTCTAAAAGCTATTCTAAATCATAGGTTGTTCACTCACATTTGGCTCAGAACTGGTTAATAT 

TTGAGGGTTGATGGTGATGATGGAAAAATAGTAACTGTTTTAGGATTGAGAATCTGTGGAAAAGGAAGGAAACTCTCAA 

ATATTAACTACCTTATTTAAAATTAACTTATTTAAACAACTCTGCAAAGTGGTTCAGTATACCTACTATTGATTGAATA 

CCTTCTATATGTCAGATACAGCCCTTGGTACTTTACATTTCTTATGCATTTCTCATAATAACCCTGTAATTCTCAATGT 

ATACAATGTGCTCAGGTCTTTTAAATGGCTTATTTCAGATAATACAACTAGAACAATGGCAAGGCTGGAATTCAAGTTC 

TGAGTGACTCAAAAGTCCATGCTCTTTCTGATCTATCACACTATTTCCCATGAAGAGCTCTTATAGGTTGTGGATTCTT 

CTGTGTGTATAATAACTTTCTTAGCCAAATCTAAATCTCCATAGATATTCTTGTAAAATTATAAAACTAATTTATCTTA 

TTCGTGTATGGAGCCAGTTCATATACAACTGGATAAGCCAAATATAACCGATATACTCTTGAGTTCTGAAATTTGTTCT 

CTATAATGCACACACAGTTAACAAATGTAGGTTTACCAGTAGGCCAAAATAGTTTATCACTCATATGTGTTGCTTGTAA 

TGCAAGTAATGAGATTAAAAATTGTACATAAGAAATTACCTTTCTGAGACTCTGTTCATAGCCTGTTTAAAAGGGCCTA 

GTCTTTTCRGGAAATCTTTTGTGTGTTTITTCTTTTCTTTTTCTCTTTTTTTGGGA 

GGCTGGAGTGCAGTGGCACAATCTCGGCTCACTGTAACCTCCGCCTCCCGGGTTCAAGTGATTCTCCTGCCTCAGCCTC 

CC^GTAGCTGGGATTACAGGCACCCGCCaCCATGCGTGGCTAATGTTTTGTATTTTCTTTAGTAGAGATGGGGTTCAT 

CATGTTGGCCAGGCTGGTCTCAAACTCTTGACCTCAGGTGATCCACCTGCCTTGGGTTCCCAAAAGGCTGGGATTACAG 

ACATGAGCCACCATGCCCGGCTGTGTGTTTTTTCTTAATCCCAGTCTTCAACTGGACAAATGTCTCTTTGGCATTACTT 

CTTAACCCTTAGGTATCTCATAGTGAGAGAGATATAAATGCTAAACAGAGATTTATGAGAAAGTTAAAAAAAAGAAGAA 

GAAGAAAGCAGAGATAGCGATTCCGAATAAAAGATTCTGGGGCAGTGTTGATTAAAATAATTGCTTTCTTTTCTTCACT 

CAGGAAAGTATTCTTAACTTGGAGTCCTTGGTGACTTCAGGGAAGTCAGTGAACACTTTTAGAGTGAAAAATATTGATA 

ATATGAACTTATGCTCATTTTTCTGGGGGTGTTTGCATCAGATGCACCTTTGTGCATTCATCTGTTTCTCCCAAACATC 

ATACTGGTGTATTGGTGAATTCTTTTAAAATTTTACTCTATTTTGTAAGGATCATTACATATGAATGATATACCATAAT 

ACTTGTCATTTTTATTTTAATGTTAATATTTCACTTCAGTAAGACACCATGATCTGCTTGACCATTACCAAATTTTGGC 

AATGTTAGTTCCTAATACTCTTTTAAAAAAAGAGAAAGAGTTTGAAAGCAAAAGACTGAGAACAAGAGATAGACGAGGG 

TGATTACATGTAGGAAGCCACACCCAGGCCAGTATTACTGTTTGAATCTCRTTTGGAAATAAATATTCTTATCTGATAG 

AAAACAAGCATACTTACTGATTATTCACTCACAAATATTTGCTGAGTGCCTGTAAATGTCAGGAATTTTCTAGACAGTT 

ATAGAAAGGCCTAGACACAAATATAAAAATGACATTAGAAAAGTCATACAGGCAGAAGCCAGCAAATTATTTCCAGGTG 

GAAAGATTGGCTAAGATGGGCAGTCTTGGATGGGATAGTCTTAGATGTAAATAAAAGGGAAAGGTATTGAAAAGCAGCC 

GAAAAAGGCCTATGTGAACAGAAGTGTGACATTAATACAATAAGTAGGAGAGAGTTGTGCAGCAGGTTCTTAAAAGAAT 

GAAACAATAAAACCAGGGTTTAAGGAAGATTATTCTGACTTTATAAATAGGACTGTGTTGAGAAAAAGTGAATCCAAGG 

AGATCCAGTAGTAGACCATTATATGAATCTAGAAATACACAGATGAGAATTTGACTGAAGGTGACAGTTACAGAAATTA 

AGAAGAAATTGGTAAGTCAACTGGCAAAGTATTGGATGGGAATATGGTAGGGGTAGGAGTGGAGATAAGCAGAGTGAGT 

GTAAATATACTCCAGAACTTTCTATTTATTAATAGCTTTATTTCTGAGAATACCTCAATTTCAAATAGAAAACATGTAC 

CCCTGAAGAACAGTTGAGCTAAACTCACAGAATTCCAGGATCATGGTATTGGATGGGATCCTTGACAAGTAACTGGTCA 

GTTTAGGAATTCCCTCTACAAACATAGCTGACCCCATCCAGGCTAACTATAATGAACAACCTTAAAACCAACACCTAAC 

CCAGATAGTACAATTTCAGAAATCAGATAATAAATGAATGTTAGAGCTGGGTAGGTGCTAAAGATAATCTGTTCAAACT 

CCTTGTTTTCTCTAAGGAATACTGTATGCAGTAATTGACAAAGGTGAAGAACAAAAGACTGTTATATCCTAAGATTGAT 

AGTATATGATGGAAACACAGATGCTCTCCTACAGTCCCCCCAGGGAAATAAAATTGATTCCTAAAATTACAACAAGAAT 

ACGTAAATAGCATACATAATTGTAACTTTTTTTAAACCTGTTTGCAAAAATTGTCCTGTAACTTTGTTCAAACAACTTC 

CCAGACAAAAGCTTCCTCAGTAGCATTCTTTAACACCCTCTTTAGTCTTGTGTTGCTGAAATATGTGTTTGGAATGAAA 

ATTATCTTAGCGCAAACCTGTGGGTATATACGGTCTGTACTGAATATCAATGGCAAAGCCTTGATATTTGTCTTAGCTC 

AAGCTGCTATAACAAAATACCATAAACTGATGGCTTAAACAACAAACWTTTATTTCTCACAGTTCTGGGAGCTGGAAGT 

CTGAGATCAGGGTGTCAGCATAGTCAGGTTCTGGTGAGGGCATCTTCAGGGTTGCAGACTGCCCACATAGCATGTATCC 

ACATGGTAGAAAGAGAGCAACCTCTGGCCTCTTCTTATAATGGCACGAATCTAATTCATGAGGGCTCCATTCTCATGAC 

CTAATTACTTCCGAAGGGCTTTCCCTCCAAATACCGTGACACCGGGGATTAGATTTCAGCATATGAATATTGGAGAGAC 

ACAAACATTCAGTCCATAACAATATTTTCCTTTGACATTTCCTTTTTCTTTGCTCCTGAGAGTTTTTCCTCCTAACTTT 

CTGCAGCTTCTCCTTCCCCTTCAGGGACTGCTTAGGATTTTCTCCTTATCTGGTCACCAACCTCTTAACTGGTCTTTAC 

TTTTCTGATCTGCCTTTATACTATTCCCAGAGTAATCTTTTTGAAfiAGCAAATCTGACCATGTGACTTC^TCACT^GA 

AGATTTTTAATGGCCTCTTTAGAAGAAAATATTGTCTTAGAATAGTATACAAGTCCTCCAAGACTAGTTCTCCATCTTT 

ATCTTTGTCCACTGTCTGATCTAAACTTTATATCCCTACCTGTTTGTAGCTTCCTGAATGGCCTGTGTTCTCTAAGTGA 
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ACTTCTTCAGAATGAATCCCTGTTCATTCCTTGAAATTCTTTTCT 
TATTAAGTTTCTGGACCCCGAGGTTATACCTAGCT^ 

AGTTAGAGACTTGAGTCCAGGAGAAAGTGAAGATACAATGGAGGAGGAAGGGAAAAGAATCTATTAGGCAATCAATGCA 

AGATTATTTAACTCACAACCTCTCACTTGAACTAAAATAACTTACAAGGCTCTTGTTATTATCTCCAATCTATAGGTGA 

AATAAGGCCCTAGAAAGATTAGTAGCTGAATTGCCTGGAATTGCTTGTATGAAGTGGAATAGAGATTGGAATCTTTCTC 

CACTCTTCCAGTTTCTTTCAAAGAATAATATCACTCACAGTTGCAGAGATGT^ 

AATTAAACTTAGCTCAAACTCCAATTTTTTGGACAAAAGGCCTCCTTAT^ 

CTCTTCTCTTATGTCAGCTCAGAGAGACATTTCTGCTTGGGCCAATCTGGCCTTCAAGCTCAGTCCCTTCAATGAATAA 

AACAAAACAAAACAAGTCGGGATTTTGTACCTTCAGTAACCTTATTGACGATT^ 

GAGTTACCCTTTAGACCAAGCTGACTCCTTTCTCTTATATGCACA^ 

TTATTGATGATTGGGAGAAAGGAAAAATGTACAAATTGGAGTTACCCTTTAGACCAAGCTGACTCCTTTCTCTTAC^ 
CACATACACACACACACACACACACACATTCTCTCTCTCTCTC 
AGACCAAGCTGACTCCTTTCTCTTAGACACACACACATGCAT^ 
TACACACATGCACACACATACATATTCCCTCTCTAGCAACTGGCATATTCC^ 

ATTAGTTCCACCCAAACCAAAGCTCTTCAAAGTCTCACCTTCTGTCATAAATAGCTTTATCGAACATTO 

AGACTCTCGTGAAAGAAATTCTGGTGAATTCCATTGTTTTTTTCTCCATCTTATTACAGTATGATTAATAAGTTAGTGA 

CTACAAGGTTGTAGTTTTTAAGAGCAAGAAGTCCACTCCCTTTCAAGTCACATTGGGCAGTCCTTCTGTTCATACCTGA 

CATATTGTGGGAACATATGTCTGCGTAGGATTTTAATACAGAGATTGTCTTAGATAAGAATAATCGTCAGAGAAGCAAA 

TGGTCTATAAGTTATTTAATTTTATTCTTAATATGGTCAAAGATAATGGTTG^ 

TTCCATTAATTGCATAGCACTAGAATTTTCCATATAAAATAAAATCAGATCCCATGTCACACAGTACTCTGAGTCACTC 
TGTGACTCCTACTCTTGAAGATATAGTCCTACCTGCAGATGCCTGACATGGCCAGTCTTTGAGATGGCCAGTGGCTGAG 
GATTTCTCAGATTTCTCCAGAATCTGTTCCCCT^ 

GCTCACTGCAACCTCTATCTCCCAGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGAATATAGGCATGT 
GCCACCAAGCCCGACTAATTTTGTATTTTTAGTAGAGACAGGGTTTCTCCATGTGGATCAGGCTGGTCTTGAACTCCCG 
ACCTCAGGTGATCCACCCACCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCACGCCTGGCCGACACAGA 
CATCTTGTTGATCTVTAGGTCTGTGTGCTTGCTCATCTT^ 

GAGGACTCAGCCTTTTCCCACTCCACCTCTGTCCCTGTCTGATTTAAATAGTCCTCTTTTACTGTCCCATAGCCCACAT 

GCTTCCTTCTGTGAGAGTGCACTCTACAGTTGTTTGCTGAAATTACCTCCTCTGCTGGACTCTGGGTAAGGGACACACT 

CTTTTCATCATCTTGTTTCTGCAGCCTCTAATAAAGTGCATGGCACATAGTCAGTGCTAAATAAATGTTGAGTTACTGG 

TGGGACTAAAAGTCAATGAAAGCCAACCTCATGTTTATTTCATATAAAAATTCTACTAGAGGCATAGGCAACATTCGGA 

AAAACAATTGTAGTTAGTGAGAAGATAAAAGAAAAAGAAAACCGTCACAAAATTGCACACA 

TATGAAGTACTAAATAAAGTTTTATATATTTTAT 

ACTTGGAGATGAGAGCAGCTTGCCACTAGCAAACTCTGCTTAAACCTATTACATGTACACATTGAAAGAGAATCCAAAG 

C C TTC ATG TAT TT C CCATCAGATAAAATGTATAG AGG AAAAAAAATTAAG TCAG C AAAAGTTAGAC CTAACCTACAC AA 

ATCTTTTACTGTAGCAAACTAAAGGAATGACTAGCTCAAAGCAATACACGGTGAAACAGAAAT(^TTTTTTCCAGTTC^ 

ATCTACTGTAGACAGTATCAATTCCTTCCKTAGAACAAAGGGGAAATTTTGTAAGAATTAAGAGAAGAGAAGCTGGAAC 

TGGTTAGGGAGATTTAAGTATTTGCTCTTAGGAGCTTTTTGTTGTAGTTCTTTTATTTTTAAAAAATCTGGATCAGTGC 

TCATCATGACTGGCCATCAGAGAAATGCAAATCAAAACCACAATGAGATACCATCTCACACCAGTTAGAATGGCAATCA 

TTAAAAAGTCAGGAAACAACAGGTGCTGGAGAGGATGTGAAGAAATAGGAACACTTTTACACTGTTGGTGGGACTGTAA 

ACTAGTTCAACCATTGTGGAAGACAGTGTGGCGATTCCTCAAGGGTCTAGAACTAGAAATACCATTTGACCCAGCCATC 

CCATTACTGGGTATATACCCAAAGGATTATAAATCATGCTGCTATAAAGAGACATGCACACGTATGTTTATTGTGGCAC 

TATTCACAATAGCAAAGACTTGGAACCAACCCAAATGTCCATCAATGATAGACTGGATTAAGAAAATGTGGCACATATA 

CACCATGGAATACTATGCAGCCATRAAAAAGGATGAGTTCATGTCCTTTGTAGGAACATGGATGAAATTGGAAACCATC 

ATTCTCAGCAAACTATCACAAGGACAAAAAACCAAATACCGCATGTTCTCACTCATAGGTGGGAATTGAACAATGMGAA 

CACATGGACATAGGAAGGGGAACATCACACACCGGGGCCTGCTGTGGGGTGGGGGGAAGGGGGAGGGATAGCATTAGGA 

GATATACCTAATGTAAATGAGGAGTTAATGGGTGCAGCACACCAACATGGCACATGTATACATATGAAACTAACCTGCA 

CATTGTGCACATGTACCCTAGAACTTAAAGTGTAATAATAAAAAAAATCTGGATCAGTTGTTATAATTTTTTTTGTTTT. 

TTTGAGTCGGAGTCTTCTGCTGTTGTCCAGGTTGGAGTGCAGTGGCCCAATCTCAGCTTACTGCAACCTCTGCCTGCCG 

GGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGCCCGCCACCATGCACGGCTAGTATTTT 

GTATTTTTAGTAGAGCCAAGGTTTCACTGTGTTAGCCAGGATGGTCTTGATCTCTTGACTTCATGATCTGCCCGCCTTG 

GCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACTGTGCCCGACCTCAGCTGTTATAATTTGTATTTTTTT 

TTAAGGGCATACAAATAGTGTCCAAAATAAGTGGTATTTTTTGGACTTGTTCTCTTCATGTATACCAATAGGTCTATCT 

AGGAATTATGACAAGCCGATACAGTCCTTTAGCAGACCTTCAAGTGTTGGCAAAGAAACTAATGTCCACATAGTTACAC 

ATCCCGTACAGTGGATCCTTTTACCTCAATGGTCAACATCACTGTGAGTTGTGGGTAAGAGTAATGGACTGAACATTTC 

ACAAAAAATGAC CTCAACCTCTAGCTAACTG CTGTGGCTCTGAGGTGATTACTTTTTTCCTTTTTCAAAAGGAAGCTG C 

TTCTTCAGCATCTTCTCCTGGAGCCCCTGGCACAGTTTCAGGCCATGTGTCAGGGGAACCTCTAAGCATATCACTGTGA 

CAGAAGCCAAGTGCTGGCCCGCAAGAATTGAGGACTGTTTGTTCACAGAAGAGCCTCAGCAGAATGCGGGTGTTACATA ' 

GTTCAAAGGTGCCTTGAAGAAAACTGATGCTGTTGTAGCAGGGGCCTTCAAGGCTCAATTTATTTCTCAGTTGCTGTTC 

CATAGCCCTCTCCCAGCCTTTAGGGAGTTTAGCCAATAGTTTTTGCKTGGGTGTTTTTCTCTGTTTAGTTCCTTGACTT 
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AGCAAGATTTGGTGCAGTTAAAGAGTTTTCATGTATTT^ 

GGGGAAGTATTTTATTAATGAATGCAGTATGTGTTCTTGGTAAAA.GCCAAAATTAAACTGGCTCACTGTTTTTGTCCTG 
CTAGCTGTCGACATTTAGGTGTGTTGCTTGGTGTGGTGACTCAAT^ 

TTTGTTCGGCGGGATGAAAAGGTC^GTTACTTGATGTCTTAGAACACTTGGGGTTAAAATTCCTAAAAGTGAAGCTTTA 
CAAATGATCCTGAAAAATCGTGGCTAGCTATATTGCCTACTCACCTAGGAATTTGGAAAAAAGCAATATTCTCAGCTCT 
ATGCTAATATC^GAATAATTCTTTATTTGAGCAACAGTTTCACAGAGCAAACTTTACTCTGTTAGTAATTAT 
ACTAGCATGTAGATGTGTTCCAGTGATTTTTCATTTTTCTTATTTATACAGATGTTAGAACTTAAAATATATGCTTACC 

CCATTTTATCATCATACTCAAATCCTGTCTGTCAAAAGTGGCTGGTGCATGGCTTGGACATAAAATGGATATTCTGAAG 

TAAATTGTTCCTCCTGTCACTATACTACCTTCTTAAGAACA^ 

GCCAAAACTTTCCTGAATTATTTTCCACATT^^ 

TTGAAGCCTGAGTCTGAAMAGCTTTGGGAACTTGGTGAAGATGGAGGAAGGGGGCAGTTTACTTAGCTACTGGGAAA 
ACTTGAGGCTCAGGCTTTGAGAAAGTTGGAGTGCAGGGGAGAGGAGCCACAGAAMGCCGAACCTCAGAGGGGACTCCCA 
GCTTCATTGTAACCAATGATTGAAAAGATGGCACTGAACAAATCCCAGACACAATGGTTATGCATCTTTAATCCACTGG 
ATAGGCTAACTATGGACAGCTCAAATGATCATAAAACAAGTCAATGTC 

GGAATGAGAGAGAGAGGAAAA.TATCAAAACCAAACCATATAGTAGATGCACTACCATGGCAACTAGGTGATGCTATACT 

TGCATATGGAAGTTATTCAGTAAAATGAAAATGATTGTGTTAGAGCCATAGGCGAAAGTATTGTTTGTGATCTTTAGGG 
TGTGGGGTTACAATGGACTTCCTATATTTGTGTGTAATGC 

TTAGAATTGGGGAAGCTATACAGAGCAGGTATTTTATATTTACCATTTAAAATTATTAATATCTTTAAGCTTGTTAAGG 

GGGAAAAAAAAGCTTCAATCTGAAACTTTAATTCACCTGGCAAGGTTTAGGCAGTTGTTTGTCCATCTAAAGTATATAT 

TTACATAGACTGCGGGGTGGAGGAAGTAGAACAAAAAAGAGGCAAATTTTAACCTAGAGTACTCAAAGTGAACAGTAAA 

TAGTTCAAGTATTCTTGATAACAATAAGCCACGTGGCACATGTAACAACTACTTTAAAAGTTACTCTAACTT^ 

GTTCACATAAAAAGCTATCTCAAAAATCCCAGGAGCCTAAATTCAGT^ 

TATGGAGTCTAAATTTCAAGGGCAGAATTTCTTCTCCAATACCTGTAGATTCAAAGACAAAGACAAGGGATCCCACCAC 

TTAGTGTAAGTTTCTCAGTATCTTCTTTCCACTCGACAATGACAAAGTTTTATCAAATGGACCCTTGGGAGTTTGACTT 

CTCCTCACTATGAATGGTTTGCTTATTGCATGCTAATGTAGAAAAGTTCTCCCACAACTGATCTGCTTAGGGACAGTGT 

CCCTGGTGCCCTGGGTCAGCCTTTGTAAACAGAACAGGCTTTTCTGTATGCCTTTGAATATGGTCTTTCCGTTTTCTCA 

AAATTGTAGTGTACTCTGCACATGGTGGGTAGAAACACCCTTCCAGATTTTCTTCCTTGGCCCAAGATCATCTAGGTCT 

TATGCAATTCACAGGGGAAAGGAGTAGTATGCAGGACATGCGTAAATTCTCCTTACCATGTGGTTCTTTCACATTGCTG 

TTCCTTTAAGAGAACTCTTAGGCAATTCGGCATATGAAAATGCAGCCTATTGTCAAATTTGTGAATTATAAAGCGTTCC 

GACCCCACAACATTGTATATTTTGTTTGCTTGTTTCTGTCCGCCCCAACATTTAGAAGTCTGGTACTTAGTAGGGACTG 

GGCTGGGTAGAAAAAGAATGCGGTCTTAATTCCCACAACCCTGCCTCCTTGAAGTAGGTGAATCCTAAGCCTTTAGAA^ 

CGAACCCCCAGAAACCCTAAAACTTAAACCCTCAGAAACCTTGAGGGTCCTAAATAACCTTGTTTGTGAAACTTCGCAG 

GAAGCAGCCGGTCGTGGAGTCGCAGAGGCTCCAGCGGTCTGGGCAACCTGGAGGGCAGTGGCTCGGCGGGGCGCGCGGT 

GGTTCTAGCGAGACAGGTGCGCGGCCGTGCGCGCCTGCGTGCCGGTCCCTCCTGAGCCCCGCGGCGGGCGCGACCCCGG 

ACGGCGGACTGCAGGCGCTCCACGCCGGGTTTTCCGCCGCTCTCCTAGCACAGACAGTCCCACAGCAGCCCCACAGACA 

CACACGCTCGCGCCCGCGCCTCCTCGTCTGCACTTCAAAGCGAGTGGCGCCCGGCTGCGCSGGGGGGATGGCACTGCGA 

GGTGGCGGGGCCCCCGGGGCAGAGCTCGAGGGGAAGGACGCGGCGGGTGGCACGGACAGGGACAGGCTTTTGCAATTCG 

GAATCTTTTCGTAAGGGGGTTGAGGAGGAGCCAGGCAGCGCCGAGGGCCGAGAGGGGCGTGAGGGGGAGTGTTCCCGGA 

AAGCTGCGGCGTTGGAAGCCGCGCTGCGCCTGCCGCCCGAGGAGTTGAGAAAGAAAACAGGAAACGTGGTGGCCGCGCA 

CCCGGCCGCGGCTGATTCATTCACTTCAAGTGCCGTGCAGAAGGCTCGGCAGGCGGGGCGGGCGTGGGGCCGCGGCTCC 

GGGTTGGGGACCGAGGAGATCCGGCTGTGGACCAGACGCTCCTCTGCGGGGCGGGCACCCAAGCGCGCTCGCCACCCCC 

TCGCCATCCGCTAGAGCCGGGCTCCTGGACTGGGACTCGGGCCCGCCGCACAGTTGAAAAGTCGCA-AGTGGTTTTTCC 

GCTCGCGTCGCTGTGTGAAAGTTGGCTCGCCGCTCTTTGCACGCCCTCCCTGGAGGCCGACCCGAGACGCCAAGCTGGA 

GAGACCGTGCCTCCCCGAGGCCGGCCGCCCCGCGAGCACAGCCTCCGCCCCCGTTGCACTGCCGGGCTGGGCAATATGA 

AGGAGCAGCCCTCATGTGCCGGCACCGGGCATCCGAGCATGGCGGGGTATGGCAGGATGGCCCCCTTTGAACTCGCTAG 

CGGACCCGTGAAGCGCTTGAGAACTGAGTCCCCCTTTCCCTGTCTCTTCGCAGAGGAGGCCTACCAGAAACTGGCCAGC 

GAGACCCTGGAGGAGCTGGACTGGTGTCTGGACCAGCTAGAGACCCTACAGACCAGGCACTCCGTCAGTGAGATGGCCT 

CCAACAAGGTAAGCCCCGGTTCTGCTGTCACTGGTGCCCCCAGGCTGCTGATTCCCATGCCGGCGAGCCACTGGTACCC 

ATAGCCCCGGGAAATAAATTGAGAGGTTTTTTAGGCTTACTGCATGTTGGCTATTCTGCTCCTTAGAGGGAGGTTCCTG 

TTTCCTTGCTTTGCCTCCCCTAGTCACGCCAGATAAACATTTTCCAAAAGCAATTTGACGTGCTAAATTTAAGTATCTC 

CCAAGACACAGGGTTCCTAAGTAACACTGAGCCCTTGCAGCAGAAACCCAGTAGGGTCCATGGGCATTGCATGTTTAAA 

GGTGTTCTTGGGATTCCCGGTTGAAAATAAGAATTGGTGGATGTCTGTGAAATCACTTGAATGTCACCACCTAGGGCAC 

TCAAACTCAGAAGAGTTCATCGAACTTGGAACCTTCACCCTAATTCATCTAGTTGTCAGGGTACCCCGCAAGAACTGAG 

CCTTTATATATTCAGTTGGCCATACATATCCGCAGGAAACATTAACAGAGTTAGAAGGTTCCTTATGATCATTACTTTT 

GTTTC CATTAATCTTGGAAAGAAAG CCCAG TTTTTTGAGGTCATTTAGTACAAGGAGGCTTCAACTAGGCATCTGTG CC 

ATATGTGCTAAGGTGCTGGTCTTGGCAGTTAATGGAGTTTTGAGGGCTGAGAAGTAACCTTCAGCCTGGGACAGCCTTA 

AAATAGCACGGAAGGCAAGGTATAGTGTTTTCAGTTTTGCTGTATTTTTTGGATTTCCTGTTCTTTTTGTCTTTAGTTA 

TGCAAGGAGATAATTGGAATTGTGTATGTTTTTAGTGGCTATTTGCCTGTGCATGTCGTATGCAGATGGCTGAAGGATT 

CAG C CAGTAAGGACTGGTAATGTTGTGAGACAATTAGTAATAGTTG CCTCGTCAAGATATTTAAGTATTTTTGG CCACC 

TATTTACAAGGTCAAGAAGGTTATATTATCTTACAGTTCATCTATGTGCACATATCTTTAAATGAGTGATGCTTTTTTT 
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TTTTCTACCTTTCTATGGTTTTTATCCCACCTG 

ATTGTCTTATCTATTAACAGTGCTTTTGTAGGTAGCATTGTCAAGTGAAAAGTTGGCTTCAAATA7UVTAAAAGGGGCTC 
TGTAGACACGGCCAGCAGATACTAACCTACCCATATGCACACTGAC^ 

GTCATTTGTGCCTCATTTCTAAATTTGGCACAGCTCCTCATCAGAATGACCAATTATTGCTCTCTTACTGGGACTTTTA 

CCCCCTGCTGTRGCATTAGGCACCTTTATTCTCATCTGAGTAACAAATTCTTAGTTTTATAAAATATAGTTTGTTTTC^ 

TAATTTGATTCTCAATAGCAGTAGACATATGCTGAATATGTCCAGTGTCCTAACTGCTAAATGGGAGCACTTTGCCATG 

GGCCTGAGTTCTTAATTCTATTGTGTGGTTGATTCTGTGTAAGAAAATGAAGAGCAGAATCAAAAGCCACTTAGCAATG 

TGCAAGCATTAGTGTATRTTTTCAAGGTGATTCGACAGTAGTTTTTCAGCTAAATGAATTTGAGCAGCTA 

CCTAAAATCCATATTCTTAATGTTGAGATCTATGTTTGGATTTAAAACTGAATGTGAAATTTAATAATGTATTGTAAA^ 

GACTTCAGCTGTCAAGGAATTAATCTATACGTTAAGATTTAAAAATTTTTTAGGTCATAATAATTGCCTAAAATGATTC 

CTTTCTTTTAAAGGCACCAGATAAGACAGGGATTTAAAAAAAAAATCTTTATTATGAAGGCCCCAGATTAGACTTTGAG 

TTAATTTACAGGTTTAATAGGAGAGGTTGGTCTGTTTGGTTAAAATGAAATCTAGGTAAAGTGAGAAGATAATTTTTTC 

AAAATGTAGTCATTCTAGCAATGTTTATGTCTTGTGGCTGAAAAATTAGGATATTTTTTCCTAGCCCACGACAGAGCTG 

AATTGAAAAATTATTGCTGTCACACTAATTTTTAACATTAAACTTAGCTCAGCTTAAGCTGTTGCTTAAACTTTTAATG 

TCCAAGCCATTCGTGTCTTCTTTAACTTATTTATTTCTAAATCAGTGCTAAGCTTACATGACTGTTATAGACAAAAAAG 

GGTTAGCACAGAAAGAAAAAAAAGCTCTTGCTAAAGGTTGTAAAGTTACCCTTCTTCTTCATAACAAGGGCATGAATAA 

GCCACATC(^CAAAAGCTGTAAACTGAGTTGGAGCAGCTGATCGGAAGGCCCCTGTGAGTGTTGCCACACCTTCAGTCT 

GAACTGGAAATGTGTACAGCTTGCATCATCTCCACTCAGTTATTTGATATTTCTTGAGTATGAATGAATGAGTCAGA^ 

CATTGCTTTTCAGTTGTTAGTTTTATTACCATCCATTCTTTTTACATACACGTGTTCAAACTGATATTTTCAGTTTATT 

CTCCTTTAGCCTTTGAAAAATTATGACAGTTTTCTGTGTTCTCTCTTGAGGTTTTAAAAAATTTACTCTAATAGATTGA 

AAAGCACAATAAAAACACTAGTAAGAGATCAGGATTTTTAAATGGTGATAGAGAATACTTATTATGGAGATGGATTTAG 

GTATTAGGAAGGAGGAAACTGATTCCTCAAACCCATTTAACAAACTC 

TCAATAAAAGGCATCTTAGCGAATTAGCAGCTTTTAAATGATGCTCTAGGAGCAACTAGCTGTATTTCCTGTATTGGTA 
TTATATATGTTTCTTGCTTGTTGATGGCATTGAAGCAGGAAAATTATTGAATTCTTGGCCAAGGCTAGGGTTGGCTGTA 
ACACATGTAGGATGCTTGTACCAAGTAGGGTAAGAGATTCCAGATGGCATTTAATTTGAGTGATTAAATCTATGGCATT 
TACCCTTATAAGCACATTAATCTGCCTGAGATTTGTACAGATTTCCTTTGGAACCTCATTGCTACAATTGAGGGTAATT 
TTAGTGAGGTCTCAAAGC'ITTGGAGGCAGGCAAACCTGGAAGTTGAATTATGGTTTTGTTTCTTGCTAATGGAGTTACA 
TTAGAGAAATGACTTCAATTTTTTTTAGCTTCAGTTTCCTTAGCATACAATGGGCACCATAATAACTATCTTGAAAAGT 
CAGTGTAAGAGTTCMAAAGAATATATACAAAAGAGCTAGCTAATATAGTATCTGACAATAGTAGGCACTGTATCTGTTG 
.TTATTGCTATTATTTGGGTTTTAGGTCAAACTTCATTGGTTGCCTACGTGGCTAAAATGTCTTTTTACCATTCGGTTGT 
AATTTATACCAGACACTTCAAGTTTGATGGATTTTTATAATTCTTAGATAACTGTCTATAGCRCACATTTCTGTATCAT 
AAAAATGCTTAAATTATATTTACAGTTTTTGTGGTATAATACAGACATGAACATTCTGAAGTTCTAATTAGAAGTTTAG 
GCTTTTCTTAAATTCCAGTTACAGAATGCCAGACAGAAGAGCTAACTAAGTACTTTTCCTGTTTTACTCTAAAACTGAA 
AATGCAGACCTTACTAATTTTTAGAACATGTGAAATGTAATAAGGGTTAGTGGTCAATGTGCCTTTTCAGTAAAACACC 
TTTTAAGCAGAATAGTTTCACCATGTTTTTGGTTACCTTTCTCTCATGGAAAGTATATTGAGGATGGGAGTCAGTAGAG 
AGGAGAGCAGGACAGCGGCCTGGGCCTCAGGGCTTTCAAGGATTATGCTATGGAACCCTGTAACGTTATCCTCTTGTGA 
CCTAATAATGCACATTTCACCAGGCCTTCCCTGTAAGTTCAGTGAGGTTCAAAGGAGAAAACGAAATCATTTTGAGTTA 
TTCCCAAGACATATCACTATAAAAATGTATTTTGTTTCTGCTCTAATTTTGGGGGCAGTTTGAGGTTTGGCATGGCTGG 
AAATGACTGTGTTTCAAGCTGAAAGTCTGTCTTGAAGTTAGAATCCAGACCCTTTCTAAGAGACTTCAGATTTTTCTAT 
ACTTCATTCCAAATATACTTAGGCCAGCTTTACAAATGTGGTCATGACTTCTTTATGGAATTTATTTTGTGTATTTGGC 
TTTTGGCAAACCTCTCTAGCATGTTTCTGTTGCCTATAAATTAAATTGCTTTGCTGGGTGCTTTGTCTCAGAGCTTTCT 
CTGGCTGCTCCCCCTACTGCTTTGTAATAGTCAATGCAGAACATATAGTAGGACTTTTTGTTGATGTATTTTCTTCTGG 
GCAAGAGGGGTGTTATAACAAATATAGGATCTTCATAGAAGTGGCTAAATCTTAAGATATTTCCACATTATGCAACTAC 
AGTGTAACTCAACAGATATAAATGTTAAACTTTTGCTAAGAAGGAAACTAAGTTAATTGGAAAAGGCATGTTAGTTTTA 
TAGAGAGAAAACAGCCTCAGTTGTTTTCTACATTAACATATTAAATCTTAGATTAAAAAAGTGTTAATATGCCTAAATA 
CAAACTTTAAATTTC^AAAGAAAATATCTTCTATAATTATAGAAAATCAACATTTAGATGTTTO 

TTTTTCATCTACTCAATAAAGGTAGATTTGGGAAAGATTTATGTAGCTTACATGTAGTACCTTAAAGTTAATATGAAAG 
ATTGAGAATCCTATAATCACTGTTAGAAAAAATACTTTCTTTGCTTTTAAGTAATAATGGAAGAGGGAAACAATTTTAA 
AGGAAATTTTTCTTTCACTGAAAAGTAGAGCCCTTGATGTTACCTTAGCATAAAACTTAGGATTAAAACAAATCTTAAC 
TTGTCTCTGTTGTCATCCGTTCAGTTCCTGTGCCAGTATTTAGTGAAAGTTTAATTATTCCCAACATTTAATTATCAAA 
AACTCCTAATTTTTAATTATTCAATAAATTAATCAT^ 

TTTGGGGTAGTAGTGGTAACTTCTGTCTGAGAGCATTATGAACTGTCTACGTTTTCGAAAAAAATTCCGAAACATAAGG 
ATTGCCCATGATAAAAGAAGTATTTTTTCTAATGTTATGGGTAGATTAAACAAACTGGTATTTTTCTAGAGAGAAAGGA 
TGATAGATAATGCTTTTGTTCAGTTTAAGAAGATTTCTGCGATAGTTACATAGACTGTAGCTATCACTTAAGATATAAA 
TACATGATGGATGTGCAGTGCTGTTTATGTCATTATTTTCAGTGGATTCACAAAATATGTAGGGTTTGGTTTTCTCTTT 
TTCAGCAGGAGGGACCAACTCTTTTTCTAGAACTGTAGATTGCTGGGGTTAATTTTGTGATAGCGTAGCTCTAGTAGGG 
GAGCAGTTTTTACATGGCTATTTGTTGTAATAGTTTAATTGACACTGTTAGTCTGAGATCTTTCTAGAATGTAGAGAGA 
TCAGTAGCACTTTATTTTAATATTCACATTAGTTTTGAAAGGCATTTGAAGAAGACTTTTTTTATTCCCTGTAACAGGG 
ATTGGGGGGTATGCCTTGATATTTGCTTAAACAACAAACAATTCTGCTGCGTCCATTAGGAAATTAGTTAAGTTCAGTG 
ACCAACTACAATGACAATAGGTTTATTATCTTTTACTCTTAGAGAATAGTTTATCTTTTATAAAGTATTTATTATTATT 
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ATTTAGTATTCAGAGCTTCTTGTTTTTGTTTTGTTATACTTTGTATGTGATAAGGATGAATGATATTTACTCCCTGGCC 
TGGAGTAGGCACCAGTGATACTTACAGCAGCTTTGTACAGTGAAAAGAACATAAATGTTTT r ATTAGGCAAACTTGGT 

TTCAAATTCCAGCTCTGTTGTTTCCTATCTAATATTTTGGGCAATAGGCCTTACCGCTCTGGAGCTCAGTTTTTTCATT 
TATAAGTGGCGATAATGAAAGGGGAAAATAAAATGAAAAAGTTATTGAGACCATTAGCTATAATGTATGTAAAGCTCCG 
TTTGGTGCATTAGCACACACTGGGTGCTCAATAAATTGCATGTGCTTGCCTGTCTAGAATATACTAAAAAAGAGAG^TT 
AAGAAAAACTCTGTGT(^C^TATTTCTTGC7^TGTAAA^CATAATATTTCTTAGAAGAAAAACATGACTTTTCTAiTC 
TTTAAGAATTTACAGTCCAAATTAATGTTGCTCAAACTTTGTCATTTTTGAGACAGAGTCTCGCTCTGTCGCCAGGCTG 
GAGTACAGTGATACGATCTCAGCTCACTGCAACCTCCGCCTCCCAAGTTCAAGCAATTCTCCTGCCTCAGCCTCCCGAG 
TAGCTGGACTACAGGCGCATGCCACCATGCCCAGCTAATTTTTGTATTTTGAGTAGAGATGGGGTTTCACCATGTTGGC 
CAGGATGGTCTCGATCTCTTGACCTCGTGATCCTCCCTCCTCGGCCTCCCACAGTGCTGGGATTTTGTCATTTCTGTGT 
AC^TTCATATCTGCTATTATATGTTGAATGTTTTAACTTAATGTATTTTTTATTAATCTTTAAAATTTATTTRTCAATT 
ATTCTTAATTGACAAATATTAATTGTATCTATTTCTTGGGTATAATGTGATTTTTAAAATGTGTACATCATAGAAAGAT 
TTAGTAAAGCTAATTAACATATCTATATTACCTCACCAATTTATCTTTTTGTGATGAGAATGTCAAAAATCTATTTTAG 

aaattgtaaaacatataatacgttattaattactggggtctcc.\;gcagtgcaatagatcactaaaacttattcctcca 

ATCTAACTGAAATTTTGTACTGTTTGATCGACATCTTCCATTTCTCTCTCCCTCCTCCTCTACAGCCTCTGGTAACCCA 
CCTTTCTACTCTCTGTTTCTGAGATCGACTTTTCTAGATTCCCCATAAAGTGAGATCATTTATTAAAGACAATATTTGT 
CTTTCTGTGCCTGACTTATCTCACTTAGCATAATGTCCTGTAGTTCCATTCCATGATGTTGTGAATGACAGAATTTCTT 



_ _ _ „ „ „ _ A -.wCTTTGTAGCCCAGO 

CTGGAGTGCAGTGGTGTGATCTCGGCTCACTGCAAGCTCCGCCTCCCAGGTTCATGCCATTCTCCTGCCTCAGCCTCCT 

GAGTAGCTGGGACTACAGGCGCCCGCTACCACGCCCCACTAATTTTTTGTATTTTTAAGTAGAGATGGGGTTTTACTAT 

GTTAGCCAGGATGGTCTCGATCTCCTGACCTTGTGATCKGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGATCTG 

AGCCACTGCGCCCGGCCTGTATAATCTATATATATATATATATATATATAATATATATATATATATATATATATATATA 

TCACATTTTCTTTATG(^CACTTGATGAACACTTAGATTGCTTCCATATCTTGGCTGTTGTAAATAAAGCTGAAATGAA 
TATGGGAGTGCAAATATCTTTTTGATGTAC 

TATGGTAGTTCTATTTTTAGATTTTTGAGGAACCTTCATACTATTTTCAATAATGGTGGTTCTAATTTACATTCCCACC 
AACAGTGTAGAAGGGCTCCCTTTTCTCCACATCCTTGC.CAACACTTGTTATCATTCATCTGTTTGAACAT^^ 
ACATGGTGGAGAGCAACACATACTGGGGTCTGTTGGCGGGTGGGATGGGTGCAGGGAGAGCATCAGGAAGAATGGCTAG 
TGGATGCTGGGCTTAGTGCCTAGGTGATGGGATGATACGTGAAGCAAACATGGCACATGTTTACCTATGTAACAAACCT 
GCACATCCTGCACATCCTGCACATGTACCCCTGAACTTAAAAGTTGAAGAGAAAAAAAAGGAAAATAGTCATTCTAACa 
GGCATGAGGTGATAGCTCATT3TGGTTTTAATTGCATTTCCCTGAGAATTAGAGATATTGTTGAGTTTTCGTTTGTTTT 
TGAGACAGGGTCTTGCTCTTTTGTTCAGGCTGGAGTGCAGTGGCGTGATCATGTCTCACTGTAACCTCAAATTCTCGGG 



ATAGAGAGGGTCTTGCTATTTTGCCCAGGCTTGTCTAGAATTCCTGGCCTCAAGTGATCTCCTGCCTCAGCCTCCCAAA 



ctgttggccattcatatttcttttttgaggaaagtgtgtctattcagatcctttgtctaattttaatcgatttgttoS 

TTACTATTTGGTTGTTTGAATTTTTTATATATTTTGAATATTAGCCTCTTATCAGATGTATGGTTTGCAGATATTTTCT 
CCTGATCCATGGGTTGTCTTTTCACTCTATTATTTGGTTGCTTGTGCAGGTACTTTTTAGTTTAATGTAGTCCTATTTG 
TCTATTTTTGTTTTAGTTGCCTGTGCTTTTGGAGTCCTATCCAAGAAATCATTGCCCAGACCATTGTTGTGGAGATTTT 

TATGGAGTGTGAGATAAGAGTAGAGTTTCTTTCTTCTGCAGGTGGACATCCAGTTTTCCCAACACTATTTGAAGAGACT 
GTCCTCTCTCCATTGTGTGTTCTTGGACCCTTTGTCAAAAATCAATTGACTGTAAATACT^^ 

™^™ CCATTGGTTGATGTTTGTTTTTATGTCAATAACATC 
TTGAAATGAGGGAATATGATGCCTGCAGCTTTGTTCTTTTTGTTCAAG^ 

^™r rTT ^ GATTTTTTTCTOTATTTCTGTGAAAAAAA ^ 

CAATAGAGGAACTGCATTGAATCTATAGATGGCTTTGGATAGTGTGGACATTTTAACATTACTAATTCTTT^GTGCAT 

G ^ GGGATATC ^ TTCATTTATTTCTGTCTT ^ 

G ^ GACG ^ TGGTTAGATTTGCTC 

CAGGCTAGAGTGCAGTGGCGCGATCTCGGCTTACTGCAAGCTCCACCTCCCAGGTTCACGCCGTTCTCCTGCCT^ 
TCCCAATTAGCTGGGACTACAGGCGCCTGCCACCAC^CCIGCCTTTTTTTTTTTTTGTA^ 
TTCACTGTGTTAGCCAGGATGGTCTCGATCTCCTGACCTCATGATCTGCCCGCCT^C 
GAGGAG ^ CCACCACGCCTOGCTGCTG ^ 

TTTTTGGATAATTTATTGTCAAAGTATAGAAATGCTAAGAGCAACTTATTGTTAAATCTAAATACTCACCCAAGTC 

GAATAACAAAATGAGAAAACATTCATCTTGCACC^CCTTAAAGCATTTTGCCTACCATTTACTAACA^ 

TTGGACACACTAGTCTAAATCAGCTGCAAGAACAATTTAGAGACTAATTTATTGTTTTAAACAATCAACATT 

CTTTACCCTCAGTTGGATTTCTCCACTAGAGGAGAAAATGGCAAAlTCGTTCAGCAGAAATATTCCAATTCATAA^Ta 

ttcattccttaggcagaatggtccgtggatttagagcaccctacta^^ 

CCTTTTACCAAACGTAAATTGGGCCAYGTTGCCTTCTGTGCTTCAGTTTTCTCAT^ 
TTAATGAATTAAAAGATGGGAATTGTCTCGACTGAGTCAGGAATCA^^^ 

tatgtgaaggaataacattagtttttattttattattttggggggtgagggttagagaaggS^ 
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TCTATCCTTTTGATAAAGTGACCTAATAATATTGATACTAACCAAAGAGGAC 

CCCCATTAATCACTTTTTTTGGTGGTGTTTTATATGTTTTATTCCTTTATTTTCATCCTTCAAGGAGTTTGCC 

TTCCTTCTGTAATTTTACAGTATAGCTCATCAAGCAAGCCTGAGATTTTTGTCAGAATATCTGAAAATCTCTGAGCTTT 

TTCTAGCAGAAATGCATAATGCAGTGCAGAAGAATAGTCTAGCCAGTGTTTTTC^TAAATGAATGTACATACGTTCTTC 

CTCTGCATAAGACTGAAAGTAACCCAGGC^CACAATATCTTATTAATATTTAATATTAAGAAAAGTATATTAAGAAGGT 

AACTCTCCATTCTACCTCTCAACATCTTACCATCTAGTATAC^CACAAATATTTCCTTGCTCTATCAGCCGAGAGGGTC 

TAGAAGCTACCATACCCCAGTAGCAATGAGCACACTTAGCACCCTCATTTTGGTTTCTAATACCATTCTCTGGTAAAAG 

GAACCAAGACTCTTTGAAAAAAAATAGCTGATTTCTAGGGACTCAGGAAGGAAATATGTAAGATGAGCCTGGAGCATCT 

TGTAGTGCCAAAAAGTAAGGACCTGCTCAAACAAATGGAACCCTACACCCGTGGGAATATACTGAAGAGTTGCAAGAGC 

AAACTGAAAGAGCTCCCAATGGCCAAAGCTAGAACAATTTGAGCAAGAAAATAATATAGTATTGGATTATATCCCAAAG 

GGTAAAATAAATATCCATAAACCCATATTGATACAATTTATTAAATAAATACCTAAGTGGGGGAAAATAGACAAATCTC 

CTCCTGTGCGGAATTCCCAATAACTTCTATAGATACTCTACTCTCAAGGAGGGAGAACATAACCCCCTACACCGTAAGT 

GTGAGCTGTGCATATTGACTTCCTTCTAAACAGTACAGTGTAGAAAGGGAAAAAAAAGAAACTGTAGTGGAGAAWCCTA 

TCACTACTTCAGCCAGGTTATCAAGGTCAACATTGACAGTGATAAGTGATAACATGTACCCTCGATATGATCTGATGAA 

AATGGCACTTTTAATCTGTGGTTTCCCTACTGAAAACATATAACCCCAGTGTAATCATGAGGCAAATACCAGACAGATC 

TCAGTTGAGGGATATTCTACCCTCGAAACTTGACCAGTATTTGAC^ 

CAAGGAAAACCTGAGATACCTACAGCCAAGAAGAGCCTCAGGAGACATGAGGACTAAATATTATGTGGTATCCTGGATG 
GGATCCAGAACAGAAAAAAGGAAATTACGTGAAAACTAAGGAAATCTGAATGAAGTGTGGACTTTGTTTAATAATAATG 
TATCAGTATTGGTTCAATAATTGTGACAAATGTGCCATACTAAAGTCAGACATTAAAAATGGGAAACAGTGTAGAGTAT 
ATAGGAATTATCTGTAATGTCTACACAAGTTTTCTGTAAAT 

CCTATATCTGGGGTGTCCTATGTCTCCCACCTCAGGCTTO 

TGTAATTCTCTTAACTCTTAGTACAATATTTTGTGTCTCTGTTTTATTGTTCTGATGAGGTCTTCTACGGTGTTTTTAG 
CCCAACCCAGTGAGTGTCTGGTGCCTTAGACCACTTGGCCATCCTGACACCCTACACAGTGAGTGTCAATATAACATTT 
TGTAGTTAGTC^CATAAATTAGTACAAGAATGCATGATGTTGGTTAATGCAAATGCTGTTTTTTACCTTGTATTGGTAG 
ATGGAGAGTCTGAGCATTCTACTTTGTGCCTTTCAAGAAAGGTTTTTTTCTTTTTCTTTCAGTGACAGGAATCCTGAGC 
ATTTCTCACTTAATCTCAGTTCTGCTTTTAGATACTCATGTCTCAGAAATTTTATCATAGTATATGCTAGATCAATCTC 
ATCTCGTTTAAATTAAAAGTTTGTAGTGCACAGGCAAAM 

CATCTCTACCTATTTTAGCAATAACATTCTTCTTATTAGTTTGTTCCAAGTGAAAATGACATAACTGAATACTTTCCCT 
GCTAGTCTGGGAAGAAAGGATGTGTTTGTTGGCTTTTGCCTGTCAGAGAGTATTCTGCAATGTTTGCCTAGGGCATGCT 
TGCATTCCCATCAGCATCTCTGGTCTGCTGCACTGTAATCCCTATAGGGACAGCCTCTGGCTTTTATTACTGACAAGCA 
GTGCACTGTGCAGCCATAGGCACCATAATAGGAAACACCTTGGCCTGTCATAAACAGGTCTGGAGAGTAGAAAGTACAG 
GCCTGCTGGGGATGTGTCCATAGCAAAGAGGCAAAGATGCGGCTGCCATATTGGAGTAAGTGCAGGCTAATGTCTGCCA 
TCTCCATTTCAGAAAATAACTGGCTGATTTTGAAGCTGCTTTTTGTATAAACAGTAGTGTTTTGGTTGCTTTTTGTTTT 
TGGCTTAAATATGAATAAAGCCATCTTAAAGAGATTATACCCTTCAAAGTATTTTGAGAAGATCTATAAAGTATTTTCC 
TTTTGTTATTTTACATTTAATTCTACCTGATCATTCCAATCCAAACCCAATAGAGAAGGAAAAACAGATATTTCACTAT 
AGTGGGAAATTAGGAAAAAAAGAACCATGCAAAAATACAAGTGATTGTGTGTCTTTTAAAAGAATTACAAATCACACTG 
AATTACCCAAAATTACAAAGAAAAGTGCATTTATTATTAAGGTAACTTGTGTTGTCTGTGCCTTTACATCAACTCCAAG 
TTTTATAAAAGGAGTACATTCTTTGACCATAAAGACTTTATATTTGTTAGTGTTTTTTTCAATCTTTAGGGAAAAAATG 
AACTGCAATATTAATGATAGGCTTTGTAGCAAGAATTTAGGAAGACAATAAATTTCAAAATTGGAAGGGTTATCACAGT 
TTTTAATAAAGAGATAAAATTATTTCATGAGTGCTTTAAATATATATAGGTGTCATTTTATTATTTACAAGGAAACCCA 
TTTCACAAAAGAGGCTAAAGACTGTAAAGATTGAACAAAGCTATAATCCTGTTAAAAATTAAGATAGGTTTAGGAAAAC 

CCCTCCCTTGTTAAAAACTAAACACTTGTCCTCTTGTATCTTTTTTAAAAAAATATTTCAAGTAAGTTTCAACAGTATG 
CTGTGATAAGGATGAAACCTATTAACATTATCCTTGGTATATATTTTGATTTTCTGTTGTTTTCTTAATCTTATATTGT 
CAGTATGGTTTCTAAGATCTAAGATCTCCATAAGGGTAAGTGATAATTGGGTTTTGATAAATCATAAGGAATCTTCTAC 
TAGAAATATGTCTGTTTATTTATTGTACATCAGGAAAMGATTAGTTTACTTTATGCCAGAAGATAATGTTTGGGCCTAA 
ATCTTAATTTTTCTATCTAGTGTTAATACAGTAGAATGCCTAAAGGATATATAGAAGAAAAGACAAAAAAAGAAGATGA 
AGAGAATGCATCATTACAGACTGAATCATCAGTCCCTACAGAAGGGGAATTTGTTCTTTCAAAAGTAGAATTTCAGCAG 
C CGGG CGTGGTG CCTCAAGCCTGTAATC CCAG CACTTTGGGAGGCAGAGGAGAGCAGATCACGCGGTCAG GAGTTAGAG 
ACTAGCTGGCCAACATGGTGAAATCCCGTCTCTCCTAAAAATACAAAAATTAGCCAGGTGTGATGGTGCATGTCTGTAA 
TCTCAGCTACTCGGGAGGCTGAGCAGGAGAATCACTTGAACCCAGGAGGCAGAGGTTGCAGTGAGCCAAGATCGTGCCA 
CTGCACTCCAGCCTGGGTGACAGAGCAAGACTCTGTCTCAAAAAAAAAAAAAAAAAAGTAGAATTCAGCTGGGCATGGT 
GGCTCACACCTGTAATCCCAGCACTTTGGGAGGTCGATCACATGAGGCCAGAAGTTTGAGACCAGCCTGGCCAACATGG 
C AAAAC CTGG CCTGTACTAAAAATACAAAAATTAGCCAGGTGTGGTGGTGCATGTCTGTTATCTCAG CTACTCGGGAGG 
CTGAGCAGGAGAATCACTTGAACCCAGGAGGTAGAGGTTGCAGTGAATGGAGATGGCGCCACTGCACTCCAGTCTGGGC 
G ACTG AGTG AGACTC CATCTCAAAAAAAAAAAAAAAAAAAGTAGAATTCATGGGAAAAATTATTTGTTGCTATTTAGC C 
TTATTTTTAAATATTTCAGTATATTGTCTGTTTGATACATATGAACAATCTGACTACAACTCATTGGGAAACACCAGTA 
TTTACCTTACCTTCTAATGTAAGGCATGATTCCAGGTATTTTCTCATACCTCAAACCTTAAATCTCTAATTTAGTCCCA 
GAAACAGTATTCTACATGTCAAAACGTTTTTTGTTTTGTTTTGTTTTTGGAGACAAGTTCTCACCTTGTCAACCAGGCT 
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GGAGTGCAGTGGCGCCATCATGGCTTACTGCAGCCTTGATCTCCCTGGCTCAAGCCATCCTCCCACCTCAGCCTCCTGA 
GTGGATGGAGCCACAGGCATGTGCCACCAGACCGGCTTITCTGTTTTTTAAT^ 

GTAGAGACAGGGTCTCACTATGTTACCCAGGCTGGTCTCAAACTCCTGGGCTCAAGTGATCCTCCTGCCTTCGCCTCCC 
AAAGTGCATGAGCCAGTGCACCCAGCCTCAGAATATTTTTAAAGATGAAAACCTAATGCTCAGTTAAACTTTTATAAGA 
TCTATGTGCTTCTAAATAAGTGTAAAGATGACTATTTTCTGGATGTTGTATTGGTGGGGAAGATGGAGAGATAGAAGAA 
CAAGTGTTTATTCTCTGGTTGTATTTTCTCTCTCTCTCTCTTTTTTTTTTTTCCTTGAGTTAGAGTCTTGCACTGTTGC 
CTGGACTGGAGTGCAATGGCGTGATCTAGGCTCACTGCAACCTTCTCCTCCCAGGTTCAAGCAATTCTCCTGCCTCAGC 
TTCCCAAGCAGCTGGGATTACAGGCGCCTGCCACCACGCCTGGCTAATTTTTTGTATTTTTAGTAGAGACAGGGTTTCA 
CTATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCGTAATCTGCCCACCTTGGCCCGCCAAAGTGTTGGGATTACAGG 
CGTAAGCCACTGTGCCCGACCTCTGGTTGTATTTTCAAAATATATCCAAATAATATTTTAAAAATGTATTTAGTGAGCA 
CTAGATTCCAAAATAGCAAGAGCAATTTCAGCAAAGTATAATTCCTAGAGAGGAATCGTACAGTACCTCGTTTTGCCTT 
TTTTGTTCTCTAGGTCATGTCAGGATGGGAGCATAACTGACCTGGCCCTAGTTCCTAGGAGGAGCATGTGCCCTCTAAC 
ATGTGCACAGAAGGATAATAGGGTCAGTGGGATGAGGAGACCAAGTGACTAAAGCAGATSTGAGAATCTGAGCTGTAAA 
GGATTTGGAGGTGGGATGGAGGGATAAAACCTTAGTGGGAAGCAGACAGCAGATAGAGAAGATATAGGATAAACTCACG 
GAAGGTGTAAGCAGGTTCATGATTTTAAAATTAGCCTRTTAAGAGGTTGTGTTGGAGGTCTGTTTTCTTAGTGGGGGCA 

TATTAGGCAGTGTGAGG(^GAGAAAGAGAAGAGTGGGAGAAGGAGGGGAGTC^GACTTTCCTTGGCTGGAGGCAAACTG 

p GAA ^ AAAAAAGAAATC ^^ 

GGAGGGAGGGGTAGAGCTGACTGGAGAGCGATTTATGGATGGTATATTTCATGAGGCTTGAGTCTTTTTTAGCACTAAT 
AGTTGGCGTCAGCTTCACCTGTTGCCTCCATGAGTCATGCCCTGGTAGCAGAGGATGGTGGGCCAACTGCCAAGCCATC 

? GAAAAGA ? AC ? GTCAAA ™^ 
AA ^ GG ^ AGAAGATGAAAAATGTGAACCTTTATG ^ 

TCCTCTTCTGGATATAAATCTGCCCTACAGTAGAGTTGCAACCTTGGATAAATAAATAAATTTGGCCTCCCTGAGCCTC 

TGTTTTCCCTGTAAATCAGGACTAACATAATCTACCTCAAAGGATTGTGTTGAAAATTAAGTGAAAACTTAf^TAAATT 

ATGTAGTGTGGTGGGGACATATGATAGGTACTGTGGCCTATCCTTAGGAGGGATGAGGAATGGAACTATTTTTAAACAT 

AAAAGGTCAACTTTATATGCTGCCATATAAGTAACCCAGTGCAATTGGAGCTTGAATCAACAGGGCTGGGAGAAAGCTT 

ACAGAGTGTGCCTTTGAAATCCCAATACCCAGTCATGGTGATTTATGAGACCTTACCAGCTTGCATATGTGATGGCCCA 

CTGAGTTTGTTTACTTTAGTTTTAGCTCAGTTACCCAGCACTCTATGATAGCCTATTTTTTATTTACAC^ 

TCCTTTATTATGATTTCTTTGAAAGAATATGAAGACAGCCATAAAAAAGACTCTTATTGAAGTTGAGAGGGTCTCCTGT 

AGGTCTTCACTTCACTGTGTCTAAACATTGGTCTGTTGCTTGTGCTTTGCTTTTCTCTCACCCTGGATGACCT 

^CCAAATGATTTCTCTGATTCCCTGAAATACTGAAATTGT^ 

™ G rr TGTCTCTTCCTGGGGAAACTAGAAATGAAAACCAAA ^^ 
* GAAAATGCAGCTGAGAAA ^^^ 

tgagtctgacgctagccacagccggtaagagaaggaattccctagtagtgtagttgttacaagggaatgagS 

AGTCTCTTTCCTTTTATTGTTTAAAAAAAAAAAAAAATTCCAGAAGCCCTTAGAAAGAGATTTGTGAGATCAA^ 

^ccttcttcattcagatgaagtaacaaagcacagaaaagttattttgtcaaggtttctS 

TTTCTGGTGTTAAACATATGACCCTGATTTGGGTCTTTACTGACATCATCACTTTTTTTTTTTTAA^ 
MTCTTGCTCTGTTGCCCAAGCTQGAOTGCAGTAGCACAATCTCQGC^^ 
ATTCTCCTGCCTCAGCCTCCTGAGTAGTGGGTATAACAGGTGCATGACCACGC^ 
AGATGGGGTTTCACCATGTTGGCCAGGCTGGTCTCAAACTCCTGGCCTCAAGTGATCTGCCCAC^^ 

tgctgggattacaggtgtgagtcaccacacccggccaacatcatcacttttgaatgaaaSS^ 

TTATTATTTGTATTTGATCCTTGTCCATTTTTCTCTAGATCTGGTACTAATTTCATGTGGAAAA 

ttttcattttgtacgttttggctgcaaacaaccacaacccagtctttaggttttcactgaggga™ 

^TTATTGTATGACATGTATCTGCTCCAGAGGTTCTTATAGGTGAAATGAGA 

agatagatagatagatagatagatagatagatagatagcgaaacat^^^^ 

tcaatacagaggaccagaatgattggtcccagaaaaagtgctccttaagctggatcttgaatactgaggatttatatm 

gcatctaatagggaagaggtggtattccaggggctggataaggcagggtaggatggggtattcS^^^ 

ttgtatgtttgctggagaggagggtagtgggcattctggaggagtgagcctctctggaacagaggatgtga^^ 

ccagtggcaggtgtgagaaatgtagattgaggccatactccagactgtcttaaatgccaS^ 

gtcctataattcatgaagaacccttacatttgactataaggaaaatattatgaagaaactaaaataa^ 

AGG ™ A ^ G ^^^^ 

aattaggtgtaagagtgataagggcctgaaataggatagtgatgaaaagagaggaatgagtaggagaaag™ 
agaagggtgacagcatacataagacttggcaggaccacagccagaagaaagcatgaS 
agaattatagttggaaaatcatgaagagaagccagttgggtattgggggagggctggacaat^ 
agacatataatttaggtaaggctatgtatctaagcggaaatgccc 

TTAAAAAAAAAAAAAAAAAGAGGGGGCAGGATTTTACTTGGGTGTTGTCTGCAAAG 
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CATCTGTGAAACGGGAGTGACAGTGCTCATTAAAGGTTATTATTAGAAATAAATGAAGTAATTCCAGGAGAGTACATAG 
GACTCTCCTTGACACATAGTAGACCCTCAATAAAC^TTA 

TTTTGTGAATTATTAGAACCTTATTTGGGAAGCTATAAAAGCCATCTGCGTGATGTGTTTTCTTAGTACACCAAATGGA 

AGTTCATATGTTCCATTCATATACATGCTTCCCTAGCTGTTAGGGGAAGGTGATAGCGCATGTTTAACTGTTGATCACT 

GTTTGTAAGGCTTTTCGTGTTTTTTACATATTTGGTTAAGGATCTTAATCCTTGAGCTGTATTTTGTTCTCATTTGTTT 

GTGTCCAGAGTCAAATTAAGTTTAAGGAATTTATAAAGAGCTTCTTTGCAAGAATGATATTAACTCAATGTACTAAAGC 

TACATTCACCCAAAGTGT^TAGACTTACACAACATGGAAGAAATCCAGGAGAGGCAGACAGTT^ 

TAGTATTCCTGTCTGCCTGTCTGTACATTTGTCAGATCAGTGCATTCTGAGAAAATTATGCCAATTTGAAATCTCCAAA 

AGCATTCTCAGCCAGTATCCGTGATTCTGATAGTTTACAAACTGTTGATAGCATAAGCTGTTAGGAAGATATTGT^ 

ATTTTAATGCAGCTGTTTTAATTAGATTGCTTTCCTTATAAC^ 

CTCCTGACACATGACACTGCTGGATCACCAACCTTAACTCTGATTC 

CTGCATATTTCATTGCTGGTAAGAGAGGCAGGGCCAAGATTCGAACTCACATGAAGCCAACTAGAGAAGCCTATGCTCT 

ACACTATTTTACATCTCATAATTCTCATACACTACTAACCTGTTGCAAATGAAAAAGAAGTCTTATTATTGTACCACTT 

TTAATTGCAGTTATTATTGCCTTCAGTAAAGTCTTCATTTCTAAAATGTCTTAGTAAAACAGTAATTTCATAAAAATAT 

TGCCAACTAGGAGTACTAAATTCTAATTTTGGTTATATTATGCGGCCTTGGATAAGGAAGTTTCTTAGGCTTTCATATT 

CCAAATTATTGGACTATTCTAAAAACATTTTTAAGTATTTTGATGGATGTAGTCTATTCTAATATAATGTCTTTCAAGT 

GTTTGAAAGTTACTACTTATTCAAAACTCAACTGTCTGGCAGCTTTTCTTATCCTGAACTCTGTGAAGAACTTCGGGGA 

CAGGAGGTAAAATGTCTTTGAAGAGTAAGAAATCCAAAACTTCATGTATTTACATGTTCTGGTCTTGTCTCATAGGATT 

CTTCTTTCTCCTTACATACCCTCCTTTAAATCCGTACCTCCCCCGGTCTTCTCCATCTTGCAAATGGCACCAATGTCCA 

TCCTAGACATTGATCATCCCAGAAGTCTAGGAGTTGATTCTTCTCATTTCTTCAGTTCTGTTGTGCAAGTCTTCAAGTC 

TTGTCAGTTTTGCCTCAAGCACTTTTACAAACTATCCTCTACAGAGACAGCTTTACAAAATGTAAATCACATC 

TTCCCTGCTCAGAACCTTCTAATGGTATCCTCACACCCTCTGGAAGGCTCATACCCTCAGGACCCACGTGATGTTGCCT 

TGACTTGCCTCGGCTCTCATTCCGTAGACCTGTCCTCCCTCAGACTGGCTGTGTTACTCAGCCTTTGTTGAGAGTGCTG 

TGCCCCAAATCTGGTTGGCTTATTCTAGGCATTCGAGTCTCTTCCCAAATACCACCTTCTCAAGTGCAGCTTTTCCTTA 

CTACTTAATTTTATAGTCCCCCATCAATGTACGATGTTACCCTCTTTTCCTTCATTGAGAGTGTTTGTAATTTTTTTTT 

GTCTGCTTRTTTATTGTCTTTTTGCCCCATAAGTCCAAGGTTTACATGAACAGGGAACTTGTCTGTTTTGTTTATTACT 

GTATCCCCTATGCTGGCACATACTATGTAATAAGTGTTTGTTGAGTGCATGAGTGAATAACCATTCTAAAAAACTCTGA 

TGTTTAAAGCCCTTTGCTTTATATAAGAATTTTACTTGGAACCCTGGTATTTTYGTTTGTATTTGTTTGTTAATAAATG 

TCAAGAGTTCAGTAGTAAGATAGGTTTCAGAAATGCTAAGTTAAACAGAATAAAGAAAGAATATGTATTACAGGTCCTG 

GCAGAGCCTTGAATATGCTAACATTTGACAGTGGGAGTCTTTGAGAATTATCACATGAAGCTGCTGTACATTACAACAC 

ATTCTAGGAAATGCTGTCTTAGACAAAAACCTGTCATATTAGAATTGGGGTAAGGGGCACGATACTGACCGTGAGGCAG 

CAGATTCCTATGGACTACATTAAAAAAAAAAAAAAAAAAAAAGAACAGACTGATAATCTAGGGCTC^GAAAAAAAAAAA 

AACTGTGATATGAAACAGTGGCAAAAGGATTCAAAAAGAATACAGCGGTTGGGACTATCTACTTTTTTAATTTTTTTAT 

TACACTTTAAGTTCTAGGGTACATGTGCACAATGTGCAGGTTTGTTACATATGTATACATGTGCCATGTTGGTGTGCTG 

CACCCATTAACTCGTCATTTACATTAGGTATATCTCCTAATGCTATCCCTCCCACTCCCCTCACCCCACAACAGGCCCC 

AGTGTGTGATGTTCCCCCATCCTGTGTCCAAGTGTTCTCATTGTTCAATTCCCACCTATGAGTGAGAACATGCGGTGTT 

TGGTTTTCTGTCCTTGCAACAGTTTGCTQAGAATGATGGCTTCCAGTTTCATCCATGTCCCTACAAAGGACATGATGAA 

CATTTGGGTTGGTTCCAAGTCTTTGCTATCCTGAATAGTGCTGCAGTAAACATACATGTGAATGTGTCTTTATAGCAGC 
ATGATTTATAATCCTTTGGATATATATCCAGTAATGGGATGGCTGGGTCAAATGGTATTTCTAGTTCTAGACCTTTGAG 
GAATTGCCACACTGTCTTCCACAATGGTTGAACTACTTTACAGTCCCACCAACAGTGTAAAAGTGTTCCTATTTCTTCA 
CATCCTCTCCAGCACCTGTTGTTTCCTGACTTTTTAATGATTGCCATTCTAACTGGTGTGAGATGGTATCTCATTGTGG 
TTTTGATTTGCATTTCTCTGATGGCCAGTCATGATGAGCATTTTTTCACGTGTCTGTTGGCTGCATAAATGTCTTCTTT 
TGAGAAGTGTCTGTTCATATACTTCACCCACTTTTTGATGGGGTTGTTTGATTTTTTCTTGTAAATTTGTTTAAGTTCT 
TTGTAGATTCTGGATATTAGCCCTTTGTCAGATGGATAGATAGCAAAAATTTTCTCCCATTCTGTAGGTTGCCTGTTCA 
CTCTGATGGTAGTTTCTTTTGCTGTGCAGAAGCTCTTTAGTTTAATTAGATCCCATTTGTCAATTTTGGCTCTTGTTGC 
CATTGCTTTTGGTGTTTCAGACATGAAGTCCTTGCCCATGCCTATGTCCTGAATGGTATTGCTTAGGTTTTCTTCTAGG 
GTTTTTATGGTTTTAGGACTAACATGTAAGTCTTTAATCCGTCTTGAATTAATTTT.TGTATAAAGTGTAAGGAAGGGAT 
CCAGTTTCAGCTTTCTACATATGGCTAGCCAGTTTTCCCAGCACCATTTATTAAATAGGGAATCCTTTCCCCATTTCTT 
GTTTTTGTCAGGTTTGTCAAAGATCAGATGGTTGTAGACATGTGGTATTATTTCTGAGGGCTCTATTCTGTTCCATTGG 
CCTATATCTCTGTTCTTGTACCAGTACCATGCTATTTTGGTTACTGTAGCCTTGTAGTATAGTTTGAAGTCAGGTAGCA 
TGATGCCTCCAGCTTTGTTCTTTTTGCTTAGGATTGTCTTGGCAATGCGGGCTCTTTTTTGGTTCCATATGAACTTTAA 
AGTAGTTTTTCCAATTCTGTGAAGAAAGTCATTGGTAGATTGATGGGGATGGCATTGAATCTATAAATTACCTTGGGCA 
GTATGGCCATTTTCATGATATTGATTCTTCCTATCTATAAGCTTTGTGTCCTCTTTTATTTTGTTGAGCAGTGGTTTGT 
AATTCTCCCTGAAAAGGTCCTTCACATCCCTTGTAAGTTGGATTCCTTGGTATTTTATTCTCTTTGAAGTAATTGTGAA 
TGGGTGTTCACTCATGATTTGGCTGTTTGTCTGTTATTGGTGTATAGGAATGCTTGTGATTTTTGCACATTGGTTTTGT 
ATCTTGAGACTTTGCTGAAGTTGTTTATCAGCTTAAGGAGATTTTGGGCTGAGATGATGGGGTTTTCTAAATATATAAT 
CATGTCATCTGCAAACAGGGACAATTTGACTTCCTCTTTTCCTAATTGAATACCCTTTGTTTCTTTCTCCTGCCTGATT 
GCCCTGGCCAGAACTTTCAACACTATGTTGAATAGGAGCGGTGAGAGAAGGCATCCCTGTCTTGTGCCAGTGTTCAAAG 
GGAATGCTTCCAGTTTTTGCCCATTCAGTATGATATTGRCTGTGGGTTTGTCATAAATAGCTCTTACTATTTTGAGATA 
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CATCCCATCAA.TACCGAATTTATTGAGAGTTTTTAGCA.TGAA.GTCCTGTTGAATTTTGTOIAAGGCCTTTTCTGCATCT 

ATTGAGATAATCATGTGGTTTTTGTCTTTGGTTr m GTTTATATGATGGATTACGTTTATTGATTTGCATATGTTGAAGC 

AGCCTTGCATCCCAGGGATGAAGCCCACTTGATTAGGGTGGAOAGCTTTTTGATGTGCTGCTGGATTTGGTTTGCCAG 

TATTTTATTAAGGATTTTTGCATCGATGTTCATCATGGATGTTGGTCTAAAATTCTCTTTTTTTTGTTGTGTCTCCGCC 

AGGCATTGGTATCAGGATGATGCTGGCCTCATCAAATGAGTTAGGGAGGATTCCCTCTTTTTCTATTGATTGGAATAGT 

TTCAGAAGGAATGTTACCAACTCCTCTTTGTACCTCTGGTAGAATTGAGCTGTGAATCTGTCTGGTCCTGGACTTTTTT 

TGGTTGGTAGGCTCTTAATTATTGCCTTAATTTCAGAACCTGTTATTGGTCTATTCAGGGATTCAACTTCTTCCTGATT 

TAGTCTTGGGAGGGTGCATGTGTCCAGGAATTTATCCATTTCTTCTAGATTTTCTAGTTTATTTGTGTAGAGGTGTTAT 

TCTCTGATGGTAGTTTGTATCTCTGGGGGATTGGTGGTGGTATCCCCTTTATCATTTTTTATTGCATCTATTTGATTCT 

TCTCTCATTTCTTCTTTATTAGTCTTGCTAGTGGTCTATCAATTTTGTTGATCTTTTCAAAAAACCAGCTCCTGGACTC 

ATTGATTTTTTTGAAGGTTTTTTTGTGTCTCTATCTCCTTCAGTTCTGCTCTGATCTTAGTTATTTCTTGCCTTCTGCT 

AGCTTTTGAATGTATTTGCTCTTGCTTTTCTAGTTCGTTTAATTGTGATGTTAGGGTGTCAATTTTAGATCTTTCCTGC 

TTTCTCTTGTGGGCACTTAGTGCTATAAATTTCCCTCTACACACTGCTTTAGTiATGTGTCACAGAGATTCTAGTATGTT 

GCAGGTTGTTCAGTTTCCATGTAGTTGAGTGGTTTTGAATGAGTTTCTTAATCCCAACTTCTACTTTGCACTGTGG^TCT 

GAGAGAAAATTTGTTATAATTTCTGTTCTATTACATTTGCTGAGGAGTGCTTTACTTCCAACTATGTGGTCAGTTITC 
^^TGTGATGTGGTGCTGAGAAGAATGTATGTTC^^ 

CGCTTGTTGCAGAGCTGAGTTCAATTCCTGGATATCCTTGTTAATTTTOTGTCTCGTTGATCTGTCTAATGTTGACAGT 
GGGGTGTTAAAGTCTCCCATTATTATTGTGTAGAAGTCTAAGTCTCTTAGTAGGTCTCTAAGGACTTGCTTTATGAATC 

tgggtgctcctgtattgggtgcatatatatttaggatagttagctcttcttgttgaattgatccctttacSttttgta 
tt^gttttctatttgcttggtagatctt^ 

TCTCCTGAATACAGCGCACTGATGGGTCTTGACTCTTTATCCAATTTGCTAGTCTQTGTTTTT^ 
CCCATTTACATATAAGGTTAATATTGTTATGTGGGAATTTGATCCTGTCTTTATGATGTTAGCTGG 

I" CCA I G ™ GTGCTTCCOTCA ^^ 

TAAAGGATTTTAmCTCCTTCAC^ 

aagaatgttgaatattggcccccactctcttctggcttatagagtttctgctgagagatcagctgtaagtctgatgS^ 

TTCCCTTTGTGGGTAACCCGACCTTTCTCTCTGGCTGCCCW^^ 
GAA ^f GTGTC " GGAGTTGCTCTTCTTGAGGAGTA rcTTCGTGGCATTC^^ 

ctgccttgctaggttggggaatttctcctwataatatc^ 

TTTCAGGTACACCAATCAGATGTAGATTTGGTCTTTTCACATAGTCCCATAITTCT^ 

tactcttttttctctaaacttctcttcttgcttcatttcattcatttcattcatttca^^ 

^ CGAGTTGATGGAATTGGCTACTGAA ACTTGTGAATGCATCATGTAG^^^ 

GCGATGGGTTTGAACATCCTCCTTTAGCTCGGAAAAGTTTATTACCCATCGTCTGAAGCCTTCTOCT 
^TCATTCTCTGTCCAGCTTTGTTCCGTTGCTGGTGAGGAGCTGCATTCCTTTGGAGGA^ 

°^ GATCTCAAACTT ^ TGCTGGG ^^ 
^ GACTCATGCTGGGAGCAG ^ 

ttattggatttttgtgtctccatcagctgacatggtacttacagcctagaatgagcatacaaag^ 

" CG ^ GATGACTGACAAACAGTC TCCCAGGATCACCATGAAATAACTAAACTGAGTTT^ 

CCAGG ^ AACAAACTGCACCTGTCCGG TTGAATTGATACAAATAAAAATAAAA 

GAACTTTTTATTACAAAGAATTAAAAAAAAATAAAATAATAATACTTAA^^ 

^ggcttctcttaitattttat™ 

C ^^ C ^ CTTCTGCCTCCCGGGCTCAAGCAATTCTCCTGCCTCAGCCTGG 
A ^ ACA ^ CTGCTAATTTCTTGTATTTTTAGTAGAGA ^ 

G ^^ GGCAATCTGCCTGCCTCGGCCTCCTAAAG TGCTAGGATTACAGGCATGAGC^^ 

gcttttcacaactgggaattcactgaatgttgtatcattaaagctaatctggaccttggatS 

GCA™^TTr TGGAGCTCTTTGAAAGGGTAAA ^ 



GCA I™ TCTTTGGGCAAAGTTGTAAA ^^ 
AAAOTAGATTTTTGAGGTATAATTTACATAAGAGTTACTCTTTCTAGAGGTATAGTTGAATCC^ 

Sa^?? AT ^^ 



ATATTTATACCACCCAAAAAGTTTTCTCTTGCTTTTTATAGTCATTCCCCAAACCCCACGTCCAGTGCTGATTGTCCCT 

\GATATAGCCT 

rACATTTTGTC 
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TTGCTTTTOAGTATTTCATTTTTraC 

ATCTGAACTGTTTCTGGGTTTCTGCTATAGAGAGTTGCTATAAACATTTTCATATAGGTCTTTArATAGACATATGTTO 

TCATTTCTCATGGGTAGATACTTAGAAGTAGGATTC^ 

GTCAAACCTTTTTCCAAAGTTTCTATACCATTTTG 

AGGCCAGCATTTTGTATTGTTTGTATTTTGTATTTTATACATTCTAGTAAGTATGTAGTGTGGCATCTCACTGTGGTTT 

TACTTTTTGTTTCCCTAATGTCTAATGATGGTCRTGGATCTTTTCACATGCTTATTGATCTTTTTGATTCT 

GTTTGTTTGTTCAAATCTTTTGACCATC 

TTTCTGGATACAAGTCCTTTATTTGATATGCATT^ 

CTTAACAGTTTTTTTCAAAGAGAAATTTGGTAAAGTCCA 

TAAGAAATCTTTGCCTAACGCAAGATCACAACTACTTTC^ 

ACATTTAGTTCTATGATTCATTTCAAGTAGATGTTAGTGTGGTGCAGGATAAAGGTTGAAGTTTCTTGTTTTATGAGTG 
GATGCTCAATTGTTCAAGCATTCTTTGTTGAAAAGAATATCATTTCT 

ATTTTAAGATGCACATATTAAAGTGATATGTGTAAAAGATTATATATTTCTGGAAGCATGCCTATTTACACTAGTTATT 
ATTACTTTAGGAGACAGATATTCTCTTTGTTTAAATTGTTTCCACAAAGCATACCACGAAGTACAGAGGGGACATTAGT 
AACTATTTTATGATGATTATGGTATTCATTTAGGCCAATTTAAGTGAATTGGAGATCCTAATTTTCTCTATAAGGAGAC 
AATACTTTTTCATACAAGATTATTTTTGTGGAGGCTTCATTTATGTGAAGTTTTTGCACCCATTTATTGTCATGATTAT 

tcttcagtgaaacaaaagtctgtagtagatatgctgctgctgctggttttaggtaaattgactaaatagttatacaaaa 
ctctgtctctaccatatatgaattcaaactgtatcaacaa^ 

ccatgtagaagagaaatataaatacagctatcagatcagtctc^tgttatttcagcttcaaggagcctcttagcaaaaa 
tggtttcctttctccatacatgttgcaggtgtttactact^ 

ATCATTTAGAGAACGATTCTCAGCTTGTTCAGATGATTATTTGGTTTTAAAAAAGCAGCCTGGAGTTCCTCTTAATCTC 

AAATCTCCATAAAACTTACAAGAGATGTTTTCATTTACTGAAAGGAATAGTTTTTTGTTAATCAAATGTAGAGCCATTA 

TCACTAGAGGGCAGTAAATACAAACAGATTTAGTGGATTTACTGGCACTAACGATGTTTTCAGAATACTAGCATTAATC 

AAAGAAAGTATAGTTTTTATAATATGAAAATACATGTAACATTCTGTTATGTAAAATATTGGTTATGAATC^TTCTAG 

ATTATTGTCTGCCTCTAAAATATTTTTAAGGCAT^ 

TCTGTTTAATACTTGAAGTTTAACTTTGCCTGAGAATTC^ 

CTGAACAGTACTGGATATATGAGAGACCACGTTATATAGATTTGCTTCTTGATTAATAACTACCACGACTTTTAATTTT 

AAGGTGAAAGGTGTAAAATAAATGTAGATTGATTATAGGATAAAATATTTTCCAATAATGTAAGTCCTACTGCAAACAG 

TGCTACTGCCTGGAAAACTCCTTATGTTGGAGAGGTCCAAGAGCTAATACACTTATTTTAAACAATATTTCTTAAATAT 

TTCAAACACAGTAATATAATATACAGCTTAGAATTGATTATATTAACGGATCTATTATGTAGGCTCTAGGCTAAATATA 

AAATAATGCCTGAAATAGTTTTCTTTTTTTGGCAATTTAGAGTACTCTGAAACCAGACAGTCTGGGTTCAAATCCTGGC 

CCTGTTACTTACTACTGGCTTTGTGACCTTGAGCAAGACAACTTGACCTCTCTGAGCCTTAGTTTCCCCATAATTTAGT 

TTTGTTTTTCCCTATTCAAAAATGCATCTTTTCTCTCTTGACCTCTGTTACAAAGTCAATAATGACAGCATGTGTTAAT 

GTATC AG CAGTTCAGCTCCATCAGCAGAATTTCAAATATCCTGAAATGTACTGAAATAGTTCAAAAAGATTGTTAATTG 

CTTGGGTATCTGGTAAGGACTGAGAAAACAAGGAATAGCAGGGAAGTGGCCTCTAGAAATTCTGAGGGGTATTTCTAGG 

AAAAGTCTGAAAAAGAGAACTAACTGAACATTATGGGAATTTTTTTTTTCTTTTTTGAGACAAGGTCTTGCTCTGTCAT 

CCAGGCTGGAGTACAGTGGTGCAATCATAGCTCACTGCAGCCTTAAACTCCTGGCCTCAAGCCATCCTCCCACCTCAGC 

ACCTCCCACCTCCCACCTCAGTAGTATCTGGAACTACAAGCACATGCCACCACACCTGGCTAATTTTTAAATTTTTTGT 

AGAGACGGTGGTTTCTCTATGTTGCCCAGGCTGGTCTCGACCTCCTGGCCTCAAGCAATCCTCCCGCATTGGCCTCCCA 

AAATGTTGGGATTACAGGCATGAGGCACTTCACCAGGCCAAGAAACTATTTTTTCTATTTCAACAAACACACTTGCATA 

TATGTATATAAAATCATTTGGGCATTTGAGAGCAGTGGATTACAGATAAGAAACCTGAGCTCTAGCTGTAACGCTGTCC 

CTCAAGTTGTGTTGTCAGAACTTTTCTGGACCTCAGTTCCTTGTCTGAATGTGTCGTCATCATTACATCTGCATATGAG 

GGCAGCTGTGTGTTGTTCACATAGCGCTCCCAAACATAAGCGTGTCTCACTATATGGCAGGGCTGTCTGCCTGTGGGCA 

CCTGCTTCCTCACCCTGTCCAGAGATCTGACCATGGTGATAGTAACCATGATTCTTTAATTCAAGGCACTGTAAAGTTA 

GCAAAAAGATTGAGGATAAACAAATCCACTCCTAGATTCATACTGTTTATCATAGAGTTTGCATCAGCCTAATTATATG 

ATGAGCTGTCATACACCATTAAGAGCAAGGACTGGGTTTGCATTTCAATCCTGTCACCTATGGAGCAAGTTATTGAATA 

TGTAAGAAGGTCCATCTTTTCATGTTAAAATAGGGATAATATTTATCTTATCAGAATGTTGCCAAGATTAGAAATGAGG 

TATGTAAAGTTCTTTGTGCATAGTAGGTGCCTAGTAAATGTTGTAACTTATTAAAGTTTCTTCATTAAATTTGGTGAAG 

CCAAGTCTGACTATAAGAATTGTATCTCTCTGGCTCTATTCAAATTTCTCTTCTAAATTATCTAGATTCTCTCTGCAGA 

TAGCAGCTACCGTGGCAATAGGAAGGAGATTCTAGTCTCCTAGAAATGGAGATTAGGGAAAATGAAATGAATTTTAATT 

TGGCTCAGAGATTTTTGAAAAGATTTCTTATTCCCTAGAAATATGGAAACTTTCCTTGGTACTTTTTACTCAATATGAT 

TAAATAATCTCCCTTATTGCAGCAAATTAGGGACTTATTTGAATAAGTTAAATCCTTTCACATCCAGCACCTATTAGAA 

TGCCTGGCACATAATAGTTGCCAAATAGAAGTCTGTTGAATGAAGGGACCATCACTCACATTCAGCAGGGAGAAGAGGC 

TGCAGATTTTAGAGGGAAGGGAAACTGTATGTGTGTTTCTGCATAATGTTTTAAGACAAGGAGTATTATCTACTATATG 

TAATCTGTTTTAAATGTTTTTGATGATTTTGCTGAGGGTGAAAACCCTTGTCCTTTCCTGTCACCTATAATCAGTATAA 

AAATATTGATGTTTTGCATCTGCATCAGCCAACAATCTTTTTGTGGCAATAGTACACTACCTTGAGAAATACAGGGACA 

TAATAAGATACTTTTCTGGCCTCAAAGATCCTCCACCCTGGATGAGGAGTCAAAGTTGAAGACAGTTGAAAAAAATAGA 

ACAGTGATTCTTAACACTGGGGAACATTCAGGAAATTTCAGGGGACAGTGACTGGGGAGTACTCCTGGTGCTTGGTGGG 

CAGAGGCCAGGGAGGCTAGATGTCCTGGGATACATGGGACAGCCTTTCACCAGGGAGGTTTGCTGTGTGTCCCACACAA 

CTTCCAAAAAGTCCCAGCAGCTATTCACATAGGTGAAAAAACAAAATGCATTTATAATTCTCTGAGCCTAGAACCCAAC 
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TACTTTTTACGTATAAGTATTAAATATTTTTA 

ATATTGTGAAGATGGCACTTTGTTACATTTGAAACCT^ 

CTAACATAACACCCCTGTATTCATTTTC^TGCTACTGTTACT^ 

ACCCTTAGATAGCACTTACTGTTCTAAGAGCCTTATGTATATGCACTAATTTAATCCTCACAACAACCCTGTAAGGTAG 
AAACTATTATTCTCATTTTCCATGTGAGTAAACTGAAGTATGGGAAATTTAAATAGCTTCCCCAAGGTCACACAGCTAA 
TCAGTTATAGTAGTTTTTGACTACTTTTTAAAATGTAGTTGTGTACAAGTATTTATATTTTGTAGTATTTGATAGAAAT 
TACTGATTTCTCCTTTATTTCACTGATAAGCCATTATACTGATTTTTTTTTTAAATCTATGTAGGGAGTATTTAGCCTA 
TATGTATTCAGTACAGTATTATGAAGGAAGTGTATTTAGGAATTTCATTTCAGGATGAATACTTGTTATAAAAAGTAAA 
AAGTAACTGAGTCTTAAGTTTGTCAAAGAATAAAATTGATGGATGGATGGATTTTTTTTTTTTTAAAGGAGGGGGAAGG 
CAGTGAGCCTGACTGCAGAGTGTAATTTGCATT^^ 

CACCAAGTATGTTTTGCCTCGAGGCCTTTGCTTTTGCCATTCCTCACTTGGTTTTCCCTTCTCTACCCTACCTCTCACC 
CCGCAATCCACATGGCTTGTTTCCTTTCTTC^GATCTCCTGGTATACGTCATCTCATCAGAGGGGCTTTCCATGATCAC 
CTTATAGCAACCTCTATCCGTAATCCTTATCCCTTCTTTCTCTCCATTGTGCTTATCACCCCATGACGTATTATGTATT 
TATTAACTTAGTTTTGGAATATAAGCTGCAGGTGAGAAAGCTTTGTTTCTCTTTCTCAGGCAGTGCCTGACATAGAGTA 
GGAGCTTAATAAATATTGAATGAAGGGGCAGATGTAGAATCGTTAGAATTTGGAAAAAGGCTGGAATATTTGGTCCTAA 
GATGTACTTTGAATGATTTAAATCTGACTGAGAAAACCAGTTTGAGGTTGGCAGAGTAGAAGAAGGAGGGTATTTTAGG 
CCGAGAATTTGGTAAGACAGAGATGGGATTGTCAGCTGTATGGTGAAGGTGGAGGARTACTAGTCTTTCAGGAACAGAG 
CAAATGTAATAGAGGAGCTGAAAATAGGCTTGGCGTTGGGGATTAAGGTC^ 

ATGTGATGAAGCAGGCATTACTAGCTTTGAAGTAACAGGCTGCGGCTGGATTTGAGGAAAATTGATCTGGCAGTAGAGG 
TCAATATGAGACTAGAAGGGGAAAAGCCAGGGGC^^GAAGATGAGCTAAGAAGC^TTACAGCATTTTGGCCCTGAGAC 
ATGGAGTGCTGTGATGCAATTGAAAGGAAATAlAACATATATATTT^ 

AATATTAGTATAATAGAATGATTATCATAATGATCATTGTCACTGTGATCTTTACTGTCTGATACCTACTTATCTTCAA 
CTTTGTACCATTTGTTGTTTTAAGTGCTTTGCATATATGGTCTCATTTAATCCTCATATGTATCTGTTCTGGTTATTTA 
TTGCTATGTAAGAAATCACTTCAAACCTAATACTTTGAAATATGAATGTATTTTTATTAGTTTTCATGGCTTTGTGGGT 
TAACTGGTCTTGGCTAGACATTCTTGCTTGGCATTCCTCATATGGTTGCAGCCCAGTGGGTAGCTATCTGAAAGCTGAA 
CTGGCTGGATGGCTAGGATGGCTTCTTGCCCCTCAGGTCTGGCTCTGGGCTGGGGTGGCTGGCATTGCTGAAGACTGGC 
CAGGCATGTGTGCTCTTTCTTGTGCAAGTGCTCTCTTGCGCTTTCTCTCTTCACTGTCTGTGAAGTTAACATGGACTTC 
TTGTAGCATAGCCTCTCAGAGTAGTCAGACCTTTTTTTTTTTCAACCTAATGGCTTAGGGGTCCCAATAGCACATTCAA 
AGAAAGCAGGATGAGAGCTGC^GATTTCTTATGACTTAGCCTCAGCAGTCATGCACCATCACTTGTTGGTTACACAAG 
CCAACTCAGATTCAGTGTAGGACAGTGTGGCTCATTAAGAGTATCTTTGGAGACTAGCTGCCACAGTAATCCACTTTAC 
AGATGAGGAAGCTGACACACTAAAAAGATTATTTGTCAGTGATTGTGGA 

CAGTACCAGAGTGAACCTGGGAAAATCATTTTTTCTCTCTAGGTCTCAACTTTATGTGGAAATGAGGGAGTTAGAGGGG 

GTGATATTAAAGTTACTTTCTATTTCTCTCAGTCTTTTAAATATTTGGATTCAGATTACGGGAGGGGTAATGGTAAGGA 

AYAAACTGAAAGAAACAGCTCTGGATAAAAGATAGGGCTTGCTAACAAAGTTGAATGAAGGAGGGAAGGTGATGCCGTA 

TAGGGGAACATGCCGGGTTACTCAAGGATTCAGCTAGATGGTTTATATTAAACACCTGACAGTGTCTGACGCACATGAA 

ACACCTGTTGAATGGTAGGAAAGAGTCATAGATTCCATCTGAGATACTGGAAGAAATATAGGCTCACTGACTGAAATGG 

AAGTAATTATACTAAGAACTACTTTAAATAGAAAAATGTCTCACAGTTTTGAAAAAGTTTGTCGTGACTAGCAGGGCAT 

TCGAGAGGAGAATCTTGTATTCAGAAATATGGCACTGAAGTTCAAGTTAGAAGTGGTCATTGT^AGATTGTGGGCCTAGG 

GAAAATTAAAGAAGTTCAGGATCCTGGGAGTTGAGGGAGAGTAGTAGGAATGATCAAACATGTGGAACACTTCAGAGAA 

GTAGGGAGACCAGAGAAAAGGAGGACCTTAGTATTCCTCTGGGGGTAGCTTTAGTGGAATGTTGGAGCTTTAATTTCTT 

CCTTTTGTAGAGGAGTAAGAGTGATGGAAATGAATACAACAGATGTTAACAAAAGCAGAGGACTGTAGCAGCTAAAGGC 

CAATAGAAACTCAGAGAGACACAGTGTTACAGGAGTGCTTATCAGAGAGCATGCTCTCTAAGACAGACATGCCACATGT 

GGAAATAGTTAAATGTCAGGAAGACTGCAGAGTAGCCATACCAGCAAGTTAAAGCACAGAGTAGTAAGCACAGGCTTTG 

AGATGGAGAGGAGGTAAAATGCACAGAATTATATGCTAAAATCAACTAAAACCTAGTTTTTCCTTGTTTCTCACCCACA 

AGACCTCTTTAGTATTAAAGTTACAGGGTAATACTACACCAAACCAAATAGAAAATGCTGTTTTTCTAGAAAGAACTTT 

GATTTCTCATTTAACCCTCCTCGTAAAATGTCTGATTACTCTTGAGCTCAATTCTGGATTCCTAAGAGCCACTCATTCC 

TTTCTTAACTTTGTGTACAGTTATTAAAATGTTCTGTTCTGGCTGGGCACGTTGGCTCACACCTGTAATCCCAGCACTT 

TGGGAGGCTGAGGTGGGCAGATCCCCTGAGGTCAGGAGTTTGAGACCAGCCTGGCCAACATGGTGAT^ATCCCGTCTCTG 

CTAAAAATACAAAAATTAGCCAGGCGTGGTGGTGGGCGCCTGTAATCCCAGCTTCTCGGGAGGCTGAGGCAGGAGAATC 

GCTTGAACCCGGGAGGCAGAGGTGACAGTGAGCCAAGATCGCACTACTGCACTCTAGCCTGGGCGACASSGAGACTCTG 

TCTCTAAATAAATAAATAAAATATTCTCTTCTGATCAAAATACAGATCCTGAGTTCTATATACAAAACACTGCATTCCT 

TATGCATACACAGTGCCCTAGCTTTCACATTTCCCTCCCCCCAGAATTGCAAGTGGTCCCACCCCTAGATTTTGAAGGT 

TTTAGAACTCTGTCATACATAACAATAGAAACAAAAGGAGCTGAGAGCAGCCATGSCACACAGGTGAGGGAATGTGTCA 

TTGCCATCTGTGCCATCTGTGAATTCTGGACATTAGTCGTATTGTTTAATCCCTATGCTTTTATGTTGGATGAGGGGAG 

AACTACAGTCATTTCTACATCAC(^GGGAGCCACTTGTTTTGGATTTGAGAGAGGGAAGCAATTAAAATGCTCGATTGC 

CATTTTTGGAGCAGTTTTTATTTGGAAGGAAGGGAAGCCAGAGGACATTAAAATTCATAGAAAATGCCCTCCAAAAGGA 

TGGGCAATTCTTAAGAATGAACTACGAATTTTGAGGAGTTTTATGGTCATTATTCATCACTGCAAGAGGGAAGCCCCGT 

TCATCTTTTCTCAGGGTGGCCTCAGAGCTGCAGGGATACCATTATTCAATGGCGTTTGTCGGGTGAGGAGAAAGCCTCC 

CCAGAGGCTGGCCCTTGCCAACCAATCCCAAAGCAGCCTGCACCGAGGCCACACCCCCTCGCCTTATAGGCTAAGAGCT 

GGAATGCAATTGGTGCAGAGTTGGGGTTTTATGGGAGGGGCTTCTTGTCACTCTTCCCGGCTTCCCTGCAGTTCCTTAT 
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TTGGTAGCTTTTGACAGGACTAG C CTTTCTTG CAACTAAG CAT CTTGACATACATTATTCATTAAGC CCTGGAG CTCGG 
GAGAGAAAGATGCAGACCCTTAGATCTTTAGATATTCCTTTATCACGTGGATTTTCTTTATTCAGAATAGTTGCTGAAT 
TTTGTGCC^TTCTGGAGTCTTACAAATGGCATGTATTCGATGGGAAG^ 

TATGTATACTTAATTACCAAAAATCTTTAAAAACTCATACTCTGCGTGGCTTGTGGAGGTTGTTAAAGTGTCGAGATTT 
TGAAGCTAAATACATTTTAGAGCTKWCTATATATATACAra^ 

AAGCAAACTATTTACTGTCAGTGTCTTGGGGCTACATAAAGGTAAGACTTACTTAGCTTiTGAAAACTCCTTACTCTGA 
TTACAAAATTATTTAGAAAGCTTAGACTCTACTGTAATTTGTTCAAACTATCAGTT^ 

ACTAGGAAGAAATACGTGTTAATAGTGGTCAAGATAAGATTGTATAACTTTCATCAGTTGTAGTTTGAGTGTTAAAATA 
GCTKTTTTAGATACGCAGTAGTTCTTCTGTTTGTCATGTGGTATATGTTTGAATTGTGCTTGAAAAATATATGGTAATT 
AAATAC^TTCATTGCAAATAAATTATTGGGCCAAATTACTTATACTGATTTATGGATTCCAGTTAGTA 
AAGTTTATAAAATTAATTTGTGGCTGTTTCTAA 

TTAGCTATAAAGCCCTAGGTGACATTAAAAATTGACATTACTTAACTATGTAAGTGATACTAAAGTGAAAACTTGATTG 

TCTATTATACTTGCAAAACTGAACAAAGTTTTTATTACACTGTTTTGTGAATCTCAAGAAATGAATTAATAAACAATTC 

AATAAGATTGTGTCCATG CTTGGCAGGCTTTTTCCATGCC CTGTGGTAACATTAGCATTGTGATCCTGTCTC CACAATA 

GAAGGAGGTAGAAAAACCTTATTCAGTCCTAAATGAAACATCACTTCACAGATTTTTGGTATTTGAGCCACTCGCTTG 

ACCTGGGAGCCAATCACAACACATTTTAAAAGATTCATTTTCTGTTACTCTGAGGATT^ 

GTTTGCTTTGTTTCTTTCTTTTTGAAGGACT^GTTCCCCTTTGTTTTAGAGATTTA 

AACTTATTTCAGTCTTGGTTRTCCAAGTAGTCATGATTCCTTACCT^ 

AAATGTTTTTAAAATATATAGACTTCCATTATTTGAATTTTGTTAGCCATWTCTTGGCTAAA^ 

AAAAGTATAGAGAGTAAATATAAGAWGCCCTCATTATCCGCCAGAATTCAGCTCCTAGCTTTTAGCCAGCTCACAACTG 
ATGTTATTTTTGAAGSGCTTCACATTTGTACTGTGATTATGAACCATTTGTACTATGATTATGAACAATATTGCCAAGA 
ATCTACATATAGAATTTTAGTACGTTTCTTTTTGAGGAAAAT^ 
AAAAACATGTAAAAATAGCAAATATAGATATATTTGGTCTTATGGATTTT^ 

GTATTTGTTTAAATAACTTTGAATACTGATATCTACCAAACTTGTAATGCATCACAGTGCAGCATATTCAAATGATTTT 
TAGCAGAATATTGTCAGGAAAAAATAAGAAAATTTTCTTA 

GGATATATAATATACCCAGTAGCACACTGGCGTGATGTAGAAGTAAAGGAGATTACATTTAAGGACATTTTGTTTTATT 
ATTTTAGTTTGCTTCCTGAACAATCTTAAATGCCTAATGTAAATTGAAGAATTGCAGTT 

TTGAGATTCAACTGCATTTTTACTTTCCTTTATGCCTTAACTGCTGTACACAGACATTCTGATGTATAATGAGAACAAA 
GGATTCAAAAGCATTCACTTAGAAATCCTCCCCTGTTTTTTTAGTTGCAACCCTAAATCTGTGTATTGTTTTCAGACTA 
CTTAGGCCAAAAACAATTAGAAATTCATCAATGGAAAATATTTAGAGGTCACTTAAA 

GGTTCTGCATTTTACAATCGGTTCGTTTCAAACAGCAGTTTAATGTTTTGTCCCTTCTAAATATATTAATTGAGAAATA 

TGATGGGATTTCCCAGAAGAATACATTGTATTAGCTTTAAATCAGTCCTTCCCCCTTTGGTAATTTTATGTAGTTATCT 

TAGTAAATATTATATAATTATTTTTAGATGAGAGAAGTATCACATTTTTAAATGTTTGTTGAATGATCTAGTGCATTTT 

TTTAGTACATCTAGCTATGCACTCCAAAACCAATTTGTGAGATC1AACTACCAGTTGAGAAAGCACTTATGGTAATTTTT 

GTGGTTATTCATTTAGCTTTGCTGGACTGAJ^ACTTTTATATGGATAGCAAAAAAGGAAAACAATGTTAATTCC 

AAAATACCCTTGTGTTATAACTTAATGTACGCTTCAGAATTATCTTTAGGAAATTCCTTAGACCGTCTTCCTAGAGTAG 

AGAAGTAATTGCTTCAAATATTGTCTTTTATAATTATGTTAAAATGAAATGTTGACTTCCTTGGAGTCCCTTATAAGCC 

TTGGTAGGGAGGTGGGCATGTGATGGAGGATTTCTCCAATCCATGTTTTTGTGTTTTAAACAAAGGCTGGAAAGTACTC 

TGGGAATAATGTATATGACCAGAAAGATGAACATGCAGGATGTCACTTATCTAGTCTGTACAATATTTAGATTCCTTTC 

ACTGGCTTTTTTCTTCAGTTATCTGTACTAACTGGCTATTTTGGTGAATTGTTTAAGCAAACTGCCAGGAAAATTATAC 

TTCGTTCTTTATATTCTTTTAG AAAAATC CAATAATATATG TAG CATATCTGCAGGTAGCATCCACATGTTCTCTTTGG 

GCAACATAATCCTTATACTAGTTTGTGTACAAGTTAGAAGATAAACCTGTGATAACTGGGTCTCTATCTATCTTTATCA 

ATCACTCCCAGAAGGCTTCCCTTGTTTTGCTTTATTGAGAGAAGTGCAAGGAGGGCAGCAGTTCCTGTATAGACTGCTG 

AGATTCTAGCAATGGTGAAAGCTTTGCCTCATCTCCTATCTTTTATGAAAAAAAAGACTTTGTCATGACCAGGTAGTTC 

TTAATAGCAACTTTTAGCTCATAACATGAACAATTTTAGGTCAAAGAGATATTTCATTGAATGTGTGTTTAAAATGTTT 

AGCAGACTCTTTTCTTTGGAATATGCTTTGCCTAATGAGTATATTTTTCCAAGTGTGAATTTATCTGTAAAGCAAATTT 

TTTTTAATTATTATACTTTAAGTTCTGGTATACATGTGCAGAACGTGCAGGTTTGTTACATAGGTATATACATGCCATG 

GTCGTTTGCTGCACCCATCAACCTGTCATCTACATTAGGTATTTTGCCTAATGCTGTCCTTCCCCTCCCTACCCGCTSA 

TAGGCCCTGGTGTGTGATGTTCCCCTCCCTGTGTCCATGTGTTCTCATTGTTCAACTCCCACTTATGAGTGAGAACATG 

TGGTGTTTGGTTTTCTGTTGCTGTGTTAGTTTGCTGAGAATGATGGTTTCCAGCTTCATCCATGTCCCTGCAAAGGACG 

TGAACTCATCCCTTTTTATGGCTACGTAGTATTCCATGGTATATATGTGCCACATTTTCTTAATCCAGTCTATCACTGA 

TGGACATTTGGGTTGGCTCCAAGTCTTAAGCAAAGAGTTTTTTAAACCTGTGTATGCATGACATTTTAGGTGTGCTTTT 

GAGACATAGCTATGGTTTCCCATACTAATGCTATTCCAAATTCTTTATGGGATTTGAGAAAGAGGAGCTAGCTATTTAA 

GTAACTATTTTTATGGTTATAACTACAGTCAAATCCTTCATCTGTCTGACCTGCAATGATAAAAATCAGCTATTTACTT 

TAAAAGGCCCAAAAGTTATGGACCAAGTGCCAGAAAGTGAGCTGGGAGAAAGAACTCAAATAATATTGAGCATCTACTA 

TGTGCCAGGCTAAATAGAAGACACTTCTATATTAGCYCATTAAATTATATGATAGCCCATAATTTACTCAAGAAAATAT 

AACTTTGTAAAGAGGGACAGAAAAAATTTTGAACTCTATTATAAATGTCTACAAATATTCTTAGAAGGCCCAAAGT 

TTTTTTTCAGTAGGTTATAAGATATAATGCTGAGTGAACACAAGCAGTAACCTATGTTCTGTATACCACCTGATGCCAG 

TTTTAAAAATATGTATTCACATACAAGGGTAGAAAAAAGGCATAAAAGGAAATTTAACAAATTATCTGTGGTTATCTTC 

CAGCAGTGGGGATTTACATTATTTTCTTTTTTTTGGTATAGCTTTCTACATTTTCTATAGCACATGTACATTTTATAAT 
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TAGAAAGGAGTTATAAAAACATATGAACAAAGAAGTGAATTTAGTGTTC^ 

TAATTTAACAACCL^GAATTTGTACTGG 

TATTTTATTTTTATTATACT^ 

AACATCACACATTGGGGCYTGTTGTGGGGTGGGGGGAGGGGGGAGGGAAAGCATTAGGAGATACACCCAATGTAAATGA 

CGAGTTCTTTGTTTTTGACTACGCTGGCATGCGAATACACATTTCTCTCATCCAACAGTCCATTGAAATGGTTGAGGGT 

TTTTTGTTTGTTTTGATAACAGTTAAATGCGGAGTTAAAACTTAATCTAGATGGTCTATAAGATTGACTTTGGAAGTTA 

TTTAGCAAACGGTATAGAGTTAGGCCATCTTGGTATGAATTATGCAGAGAAGCAAAATAATTCTAAATAATTAAATACT 
AAGAATTATATTTCAAAC^TCACTAAAATATACATTC^ 

TCAAATTTTAAAGGCTAATCTGATGATTAGAGTAAATGCATCTGACTTTTTTTTGTCAAGTATCTAATAGCAGTTACTC 

TATGTGTAGAAAAAATACATTGTTTCTGTATATTAAGGCAAATATTAAAGGCTTATTAAAAGGCCTCGTCGGGTTGTTT 

TCAGAGTCAAAGGACTCTGAAATGCTTAATGCTTAAGAAACAGCTGATGGGGGTGGGAGAAGTGTAAAATCTTTGGGAG 

ATTTGGATACTGGTAATGCCATGTGGTGTTGGTAGGTTAATTCCAGTGTTTCTTTCAATGAAATAGGCACTATGGCATC 

AGTAATAAAAACTGTGAAGTAGATTGTTGAAAATTGACCTGTTTCCTATTTAGTGACTTGGGAAAATGGTAAATTTTGT 

GGATGTTGAGAAACAATAAGTGTTATACTCTTACTTGAAAAACAACTTTTAAAAGGAAACATTATACAGTATTTATTTA 

AATATTTTACTTCTCCATAGTCCTGGAAGAGTACTCAAGTCTATTAAGTTTTGCTTTGGAGTAAAAGACTAAATTTTGA 

GCCCTTGATCAGTATATATATTCATTTCTGCTAATGATAAATTAATTGAAGAAAGCATTCCATGTTTTATTGTATGGCA 
ACACTTTTATGTGCTATAAATTAGTTTCTCTCTTC 

TTGCTTATTTCTCCTGATTTTCCCTTCAGCCC 

TGTGATTATTTAAATTAAAAGTAGTTAAAATTAAA^ 

AATGCTTAGTAACCACCTGTSGCTAGTGACTGCTATAATTGGCAGCACCGATTATGGTGTTTTCCCCTCATTGAAGAAA 

GTTCTGCTGGAAGGCACTGTTCTAAATTGTCAGGACAACTTAAAAATTCTTTGGGCATATCTTCCTGTATCTCAGAGTA 

TGCATATATATTTCACTTAAATTTTCCTCTTCTATTATTTCATTTTACTTTTCTGTTTTTCAGTTTAAAAGGATGCTT^ 

ATCGGGAGCTCACCCATCTCTCTGAAATGAGTCGGTCTGGAAATCAAGTGTCAGAGTTTATATCAAACACATTCTTA 

TGAGAATAACAACATGCAATTAAATTTTTTTCTTCAGTTGTTTGCTTGTTTGTTTTTGTAOT 

TCATTTTGGAAACCAAACAAGTGTTAGAAGTTCTATTTGTTTTCATTCGTCATATTAATAATTCGACACTATCCGCCTC 

TGAGTTTTAGAGTTGCAGGTGACAAGGTACATTTTCTTAGTTTTATTTAGGACTTTAGGAATTCTTGAATTAAGATTAT 
ATATTGCCATTTTTTCATAGTACCAAACTGTAAAATATATm 

TTAAATGCCAGCCATTGTTGGGCAATAGGTGTTTAATGATAAATTAGAAATGATTCCTGCCCTCGATGAATTTACCGTC 

TTGTGTACATCAAGCCTAGTAAACTGGTGGGCAGATAAAATACAATTGCTAAATAAAAGTTTGCTAATAATAGCTGAGT 

TTGGTGTCCTGGGACAACTCTTGTACCTCATCCACAGAAAGAAAATGCAGTAAATAAAGGTCAGTAATTTGAATGTATC 

CTGGACTTACTTTCAAAACAAAATTGCTGTTATATATAGTTAACATTTATTAAACACTCTAGAATATGTTCTAT 

AGGATGAGTTAGAGTTGCTCATCACTGCCTTGAAATCGTGGATGAAAGTAAGAAGATATCTTAGGTCTTTTACTATAGA 

ACACAATTAGCTTATGTACGTATTCACTTATCAGGTAATATTTATGATTCTCTATGCTCCCATAAAACCTGGGGATTTA 

AC CCTTATCTCACTATCATACAGAAATAAAAAGTAGCAGAATTAATCTAAGTCATC CAAAACCTGCTGTTTCAG CTCCC 

ACAGTGTTACCCATTTCAGTTAGCTGTTAGTTTTATATACTGCTGTTTTCATGACATTTGCGTATAAAGTTTCTACCAT 

TTCAAAGTATGTATTGAAACTGTAGTCCTTAGTTGGCAAGAACAATATTCAGTTCATTAAGTYAGTTTCACAAAGGAAT 

GGAATTGAACAGTGGAAATAACCACCTGTTGTGTATTCTGAGTCTGCTGTCATGCTAAGTCTTGCAGCATTTTTTATTA 

GGACATTGTATCAAAGAGGTAACCATGGAATACATTTGATATTATTATTTTGTAATGGAACTTATTTGCTTAATTTTGT 

GTTTGAAGACATCAAATTAAGTCCAATTCAAATGTAAATACTGAACTCTCTAAAAGGAAACTTTTTAGTTGGAAACATT 

TCCTGGAATATATAATGATCAATTATAATCCTTCCAATTATGCATATGATATAAAACAGATAGAATTAATAATAAATAT 

AGAACATTTTCTAAATTTCTCAAGATAAGCAACATGAAGTGGAAATTCCTTCTCCAACTCAGAAGGAAAAGGAGAAAAA 

GAAAAGACCAATGTCTCAGATCAGTGGAGTCAAGAAATTGATGCACAGCTCTAGTCTGACTAATTCAAGTATCCCAAGG 

TTTGGAGTTAAAACTGAACAAGAAGATGTCCTTGCCAAGGTATGATGATTTCAAAGATCAGGATCATAAATATTAAATG 

ATGCCCTTTCATGAATTTTCACTTCTAGTCTTTTAAATGGATAGAAAAGTTTATTAATTGGGGTTTTTTTTTTTTCTTT 

TTTTGAAGATGGGAAGGCATTTTATAAAGCTCCTTTTAAAGTGCCTTAGACAGGTGGTTTGGTATGTTTTAGGGGTTTG 

GGGGGTGATTATTTGCATCTTCATTTCATTGTTTGGCCTTAAAGAGTTAGAAATCTGTCATGTCTTCTGGGTTTTAGGA 

AAACAGTTAAGGTTTTGTGAATAGATTTTATCCATTAAAGAAGTGCTTTGTGATTGATACTTAAAAAGTACATAAATGT 

GTTGTAATGTCAAAGTCACAAGGTTAAGCCATACTGTTCAATTTTCAGTACATTTAAGTAAATGTGCCTAAAGTTTGGC 

TATGCTTACATGGTGTGTCTGTTAACATTTAAAATGAATCATTGTTTAAAACAATCTAACAATCTTTACACTGAAGTCT 
GTTTTGTTTTGTTTTC^ 

GCGATCTTGGCTCACTACAACCTCTGCCTCCTGGGTTCAAGCAATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGATTA 



TCAAACTCCTGACCTCAAGTGATCTGCCCGCCTCAGCCTCCCAAAGTTCTGGGATTACAGGCTTGAGCCTCTATGCCCG 

GCCACCTAAGGTCTGTAATTTTTAAATGATTGTGTTCATTGAGTCATATTTTACTCCACTTTCTAATATTTTAGTATCT 

TTTTTTTTTTTTCACTCCAGGAACTAGAAGATGTGAACAAATGGGGTCTTCATGTTTTCAGAATAGCAGAGTTGTCTGG 

TAACCGGCCCTTGACTGTTATCATGCACACCATTTTT(^GGTAAGGTGGTTGAGTTSTATTACATTTATTTTATTTAGG 

AACTTAATGTCCAGTCTGTAGCTTATGCATACATTTTGTCTTTTTTAATATTCCCCACCTTTTGCTTATTTTTATAOT 

TTA.TCCTTATTTGCTCCTTTGCCAAGGGACAAGTAAAGATACAGAAAGGTGGAGTGTGGATAAACCACAJ^TAACATCA 
ATTTTGTTATTTTTTTO^ 

CATCATCTTAGTCATCTGAACCTGACTGCATAGAGAATGGAGTACTAACTTAAAAAAAATG^ 

Fig. 6.fy,f 
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TACTAACCTTAGAATATAGTTTTTTCAGTC 

GACCCTTTGCTCCAGCTTAGGGTGGGATTTAAATGAGA-^.GTTGAGGCTGCTGTAGATATCTCGGGACCGAAATGGGAAA 

CTTGAGCCCTAGAGAGGACGTTGATTTTTAGTTGGTGTGATGCAGGGGTTGAGTTAATAGTGCTTGACTGGAGCTGCCT 

CCATGATAATGGGAC^TAGAAACTTTTAGAGTTGGCACCTCATTCCTGACACCATACAGCTAGGGCGTAGTATTCTTGG 

GTTCGAGCAGGAC^CCCAACTCTGGTTTTGTCCCAGAGTCCCTGGATCTTCTCAGAGGTTCCCATTTTCCTCACTAGA 

CATGTGAGAGTGCAGTTGCCATTTCCAGGTTATCCACTGGCAACACTGGTGTGTGATTTTTTTTTTTAAAC^ 

TGGAGAAATTTTTCACATAAAGACAAAAATGTTAAGATGATTC 

AAAATTCCAGTAGATACTTTAATTACATATCTTATGACTCTCGAAGACCATTACCATGCTGATGTGGCCTATCACAACA 
ATATCCATGCTGCAGATGTTGT.CCAGTCTACTCATGTGCTATTATCTACACCTGCTTTGGAGGTAAATCTGTTTCTGAA 
ATTTCAAGAACACTAACTTGCCACTCATAAAGGTCTATTAAACTTTT^ 

GATTCATTGGAAGTATAACTTATTGACTTATGGGGGAAAATGCTATAGTTAATAGACAATCAAGTCTTTGATGGATTTT 

GCTTATGAAAGTTGGTCACAGATTTAGTGATTGATCTGTTTATGATATTGCTTCTTTGAAATGATCCACTGAACATTTC 

ATAAAGCACATCTGGCTTACTCACTTTTTGTTCATTTGTTTTCTTGAAATCTAGTCTGACGGCTTTTATTTATAGGCCA 

AAGAACGTTTTATAAAACATAAGCAATATATTGATATTTTTTCATAGAATATATTAGAAGGACATACTTTAATTTTTCT 

AAATCCTAAGAAGTTATTTCATTAGTTGTTTACTAAAGCAATT^ 

GTTTTCATTATAAAATTATGTTAATACCTCATCATA^ 

CTTTCCCTCCTGCCACCACCAGGGACATTTGGC^TGTCTGGAGGCATTTTTGGTTGTCACAACTATCACATTTTTAGT 
TGTACATGATACTGGCATCTTGTTGGTAGAGGCCAGGAATTCTGCTAAAAATCCTACAATGCACAGGACAGCCTCCCAC 
GCAAAGAGTTATTGGGCCCAAAATGTCAATAGTGCTGAAGTTGAGAAACCCTGGTTTCGATGAAAGAAAATAATTGCTA 
ATGTCTTACTAATTTTATGTACATTTTCAGAATATTCTTAGACATCTTAAATATTTAGAAAATAAACTATTATTTTCTT 
TTAAAATAATTTCAGAGTTTTAAAATAATATTTTAAAAAATACAGTGAATGGAAAACATTTGATCATGAGATGTAAT^ 
AATTAGATAAAATATTTTCTTCCAAGATTATACTTTAAAAGTTCACAAGTATCTAAGACTCTCCCTTGACACATTGTAA 
CACATTTTGAAGCTTCATTTTGTTTTCCATTTAAATTCTAGAGATTTCTTATTTGTTTATACTT 

GTAGAATAGTAATATTATCTATATTGTCTGATTTTCCAGGCTGTGTTTACAGATTTGGAGATTCTTGCAGCAATTTTTG 

CCAGTGCAATACATGATGTAGATCATCCTGGTGTGTCCAATCAATTTCTGATCAATACAAGTAAGTAAACTTTATTTTT . 

TCAGAACACATTTTTCCCTTGTACATTTTAGAATGACTAAGGGTCTTTATAAACTCAGAGTCTTCCAGAGCCATAATGT 

TCTTTTGAGATGTGTATATATGTGTTTTAGTGATAGTTCATGTTAATGTAATTTAACTGAAAATTATCATTATATCCCT 

TGAGGCATGTGATATTTGAAAAATGTGTTCCAGTTCTCTTTAAAAGTAATATATTGCTGTGTTACTAGACAAGGGTAAT 

TAAAAATG AAAGTGTG C AGAAAGATTTAGAAAGTTGTATTGGC CCTAAAGTTTTAAATTAAAAAAAAAGTTATG AGAAT 

TAATGGTAAGTGTTCCTCACTTTATGTAGGTCATCATTTAATCCTCTTCAGAGGCCATAGCTTCCCTTCCTCCTCCATG 

CCCAACCCCTGTTCTTTCCTTTTTAAAATCTTCTAATAAGGGTAACAGGAACTTCTTAATATTYTTTCAACCATTTGGT 

TTTTTCTCACTGTTAACATCTCACCTTATAAGAAGTCATCACTGAATTTGGAAATATAAGGAATAGTAGAGACTGTTTA 

ATATGGAGCATCTCTGACATTGCCGCACAGAAAGCCTGTGTAGGGAATGTTTAGGTAATGCTTGAGCTATCCCTTGGTA 

AAGAGATTTAGGTTTATAGAAATTCTATTTGGTACTTGAAGTTAATTGGTAAGTGATTTAAGTGAACTATGACTTAATT 

C CCTCC CATATGGTAGATTATAAATTATGGTAGATTATAAAATCATAAATTCACTTTTATATATAAAAAATATG CAAAG 

TTGTTGAAAATGTTGTATGCTTAAGAATCCACCTTTCTTTCATTTTTGCTTGAGGCTATGAATAATAGTCTTCTCGTGC 

CTATAGCAATCTAGCTATAGAATTATTTATGAATTCACCATTCATTTCCTGTACTTTGCTGTAGCCAGATTTAAAGAAG 

GAATGTAGAGGTAACCTTGCTTTGAGAGATTTAATTCAGAGCTTTAGGATTATTTACCTATTTTTATATCTTATAATGG 

CCTCTGGACTATCCTATAGCAAAATATACTCTAATGACTCATCCATGTAGAGGACTGGAAAAGTCAGGGATTTCCTGAG 

ATGTGTGGTTAGTCAAGTATTTTTTTACAAGTTTAGTTTAGGAACTTATTTATCCAGATTAGACAGGATAACATTTCAT 

GTTCTACCTACCTATGAGCACCTATAATGAGGTACTTTTAGAACTCATCAAAGCATACATACAAATATTAATATACATT 

GGATGCAGCTCCCTGCATTTACATGGTATCAGTGGGGAGGTATCAGTGGGGAGGGTTCATTATGTCCTTTCTAAGAAGA 

GCAGGGAGGTCATGCAATACAGTGCATGCTGGCACTTTACATGAGCCTGGCCTGATTTATTTTGATGCTTATGAATGTC 

TTGAGATATTCTGAATTTTATCAATTTTTAGTAAATACATAAAATGTATTTTTACATAAAATTTTTGTGTTAAAGGTAT 

ATATATATATCTATCTTAAACACCAAACATTCAAACTGGTATGTTTTCTTTGCATTCTGTTATATAGCATATTATATGT 

TCCCTTAGAATTAAGAGTAGATTTAGAAGAGAAATTAAAACAACTGATAGAAAGGTCACTGTCTTCCAAGTACTCTGAT 

GCACCAGGCACCAGGTTTTATGGAAGACAATTTTTCCATAAACTGGGGGCGCAGGGAGAGAATGGTTTTGGGATGAAAC 
TGTTCCATCTCAGATCATCAGGCATTAGTTAGATTCTCATAAGGAACGCACAACCTAGATCCCTTGCATGAGCAGTTCA 
CAGTAGGGTTCACGCTCCTAGGAGAATCTAATGTCCCTGCTGATCTGACAGGAGGCGGAGCTCAGGCAGTACTGATGCG 
GGCTTGCGTGCTGCTCACCTCCTGCTGTGCAGCCCAGTTCCTGACAGGCCACGGACCGATATTGGTCCACAGCCGATGG 
ATGGATCGGGGACCCCTGCTTTAAAGGGCACTTGGGCTTTGACTGGCACCTGGAGGACCCTGGCATCAGGGTCCCTGTG 
CAGTCTGCCATTTAAGCTAACAAGGCCTCAGTCTACAGATGAATCTGATACTCTAAAGTTTGAGAACCAATGAAATAGT 
GGAGGAAACTGAAGAAGATAATTTTATCTCCTTAGGATGTCTGTTTAAAGTCATTTTGCTGGTGACCTGCCTGGGATGG 
AA.GGATAACTAATCCTGCCGCTGCAAATTCTTTCTTTGTTATTTAGTAATATTGCAATGATCTCCTTTCTGTGTGACCA 
CAGCGACATAGGGAAGTTCACAGTTGCCAGAGTAGCTTTGGATTGCTAAAGTTTTTTTGACGATGAGGTGTGATGAGGC 
TGTGTTATTCCTGAGGGAATGAATCAGCATTGTCACTTTGTACAGGAAAGTATCCCAGGGTTGTTCCGGGCCCCAGGGC 
ATTATCAAAATTACAGCCTTAGTTAGTTTGGTTTGGCTAGGGATCATGTAAGAGAATTATCTTCCCAGCATGCAGTAAA 
GGAATCCTTCTAATAACTTGTAAACTTGTGATATGTAGCTTCGTGAAATATTTTATCAAAATTTGTGCTTATTTTTAGT 
TTGCAGTAAACCTTTTTTAAAATTTGACTTTTTATATTTTATGGATGGCTTGAGCATCCATGTGTCAAGCCAGCACATT 
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CTC^GCTCTTGCCTCAGAGCTGGAGCTGCCATCCTGTCa^ 

TCTAAAGACCTCTGATTATCAAATTTATAAACCC^TAGTTGGTTACTTGTCTTACTTTAAGGAAGCTACGGAAGCACTG 
AGAGCTTAAGGCACATGGGGGGCGCTGGGGATTCCCTTGGCTGGTTCCCAGGGCAGTTAATCCTCCTGCTTCTTACATG 
TGCTCTTCGTTTTTCTTAATTATTTCAGTTGTTTTAGCTTTAGGTGCCAAATGATTTTATACTAATTGTATTTACACTC 
GTTGAAAGCATGCTGGAGGTTCTGCAAGCAGAGAGAACAATTCTACCTGGTAGAGTTGGTTAAGCTATAATAAATGATT 
TGAGTGTGGGTACTGTGAACAGGATTTAGAGAAATTGAAATTTCAGGCAGGAAGCTGCGTAAATATTTTTAAAGGATGA 
TGCATATAAATAAATCCATAGGCCAGGTGCAGTGGCTCACTCCTATAATCCCAGCACTTTGGGAGGTCAAG21TGGGTGA 
ATCACTGACGTCAGGAGTTCGGAGACCAGCCTGGCCAACAAGGTGAAACCCTGTCTTTACAAAAAAAAATACAAAAAAA 
TTAGCCAGGTGTGGTGGCGCATGCCTGTATTCCCAGCCACTCAGGTGGCTGAGGCAGGAGAATTGCTTGAACCTGGGAG 
GTAGAGGTTGCAGTGAGCCGAGATCATACCATCACACTCCAGCCTGGACAAGAGTGAAACTCCATCTCAAATAAATAAA 
TAAATAAATAAATCCATAAAATGTAAATAGCAGCATGAACTTTTGAATATAAAATGCTGGAGGGTATATTTAACTTAGC 
TTTATTTTCTGAAAAAAAGTATCAAAAGTACAGAATATAGCATTAAATTTTACTTGGCAAATGAATTATTTTTGTTAAT 
AGCAAAGATGCCTAAGTTTGGGGCAGAAAGATTTATTCACATTAGTGATGCATTCAAAGCATGCGGTTTTTGGTTTCCA 
AGAGCAGAGGCATTTCATTATATTAAGGTTAAGATGTATCTAGCTGTCAGTATACACTTTTTTATTTCTCTACTTTTAT 
TTTGAAATTAAAATTTTC^.TAGCTACACTAGTAGATTGTATGTAGAATTTTATTTTTCTGTATAAACCCACACCTTCAA 
AATAAGGATAAATTCATGTTTATCAAATGTGATTATATAGATATAGCTACAGAGATTATTTTATTCAACAAMAATGTAC 
TGCAAGCCTACTAAATGTTATAATAAATATTATTTCAGGCACTTAGGACACATGGSTGGACAAGACAAGACAAATCCCT 
GGCTCTTAAGAGCTGGCATTCTGCTAGAAAAGGTGGAGCATAATAAGTGAATTTATGGCATGTGATGGTACTAAGTGCT 
ATGGAGGAAAATAATGCAGGGTGAGGGCATAGAGAGTGGAGTGATGAATGAGGCAGTTTTCTTGACAACTGAATATTAA 
GTTAAAACCACCACTTCCCTCTGTCATTTCATGGAGAAATGTTTGTTTCTGAAGTCCTTTTGAAGATTTATGTTTATTT 
GAGTTGTAACTTAGAGACATGGTGTAGCATGCTGTCATTTTCTAACTAACTCAAGGCTAAGCCTAGTAAAGCTGTAAGA 
ACAGTGAGTGTAAGTCTTACTTACAGGATACATATCTATAGTGTCTGCCCCAGTCTTAACTGTTTCAGCTCCAGGTCTT 
AATATTGGCTCTGATCTGCCATGTGGACTCCATCATAAGACACAAAAAGGCACAATACCTAGTGGACTTAGTTGGATTT 
GGGAGGCAATGTATTCCTTCTTTGTGTGTGTTACTCTGGCCCATTTACTAAGTGATCTGAAAAGCTGCTAGTTTAGATG 
GGGCACAGAACAAGAGAGTGTCACAAAAACTGCTAGTTTTGAGTGGGGCTCTACAACAGGTCCAGCCTGCTGTGCAAGC 
TGCTCTGCACATGGGCCACATGATCCAGCAGATTTAATGGTGCTTGAAATGTCAGTGGCAGATAGGAATGTTGTTTGGA 
GCCTTTGACAGAGCCCTCTGTGTGAATCACAGCACAGACTCTGGAGCAAGACCCTGCCATCATCCAAAGAAAGATAACT 
AACTACTCTCCTTTTGAAAGAAAGATATAGGCCTGCTGCTGGGCCTTAGGAGATACTGACTGACTATGGGCCACCAAGT 
TTCCATGTGGTTTAAGCTGTCTGCCCATCATTAATAGGGTATTATCTAACGCGCCAAGCCATATGTTGGGCATGTACGA 
CATTTCATCATCAAATAAAAGTAGTGTAATACACGATCTATCAGGTCCGAGCAGACACTAAAGGCACAAATTACATAAA 
GAAGTGGCCCTAATGCCACTCCTATTAATTACACTGCCTTCTTTCTCCCAGCCTACACATGTGGTCGCATGGAAAGTTC 
CCTGCAAGTAGTTGACAGAGGGCCTGGTTTACGGATGGTTCTGCGTGATACGCAGGTACCACCGGAAGTATACAGCTGC 
AGCACTACTGCCCCTCTCTGGGACATCTCTGAAGGATGGTGGTGAAGGGGAGTCTTTCCAGTGGGAAGAACTTTAGGCA 
AGGTGACTCGTTGTTCACTTTGCTTGGAAGAGGGAATGGCCATATGTGCAATTATATACCAGTTCATGGGCCGTAGCCA 
ATGATTTGTCTGGATAGTGAGGGACTTAGAAGGAATATGATTGGAAAACTGGTGAGAAAGAAATTTGGGGAAGAGATAT 
GTGAATGATCTCTCTGAATGGACAAAAAAGGAATGCTCACCAAAGTGTGACCTTGGCAGAGGAGGATTTTAATAACCAA 
GTGAATAGGATGACCCATTCTGTAGATACTAGTCAACTTGGTTCCCTAGCCACCCCTGTCATCACCCAACATGCTAAGA 
ACAAAGTGGCCATGGTGGCAGGGATGGAGGTGGCAGGATGTGCTTAGAAACATGGACTTCCACTCACCAAGGCTGACCT 
. GGCTATGACTATTGCTAAGTGCGCAATCCACCAGCAGCATAAACCAACACTGAACCCCCATATAACACCATTTTGGGGG 
GATCAGCCAGCTACCTGATGGCTGGTTGATTACATTGGACCACTTCCATGGTGGAAAGGGTAGCATTTTGTCCTTAGTG 
GAAAAGGCACTTTCTCTGGAAACAGATGTGCCTTCCCTGCAGTTTTTCTGCCAAAACTATGGTATTCCATACAGCATTG 
CCTCTAACCAGGAACTCACCTTACTGGCAAAGAAGAGCTGCACTGGGCTCATGCCCATGGAAGTCCCTAGTCTTACCAT 
ATTCCCTAACATCCTGAATCAGCTGGCTTGATAAATTGGTAGAATGGCCTTTTGAAGACTCAGTTACTCAGCTAGGAGG 
CA^GACCTTGCAGGGCTGGGGCAAGGTTCTCCAGAAGGCCATAAAGGCCATATATGCTCTGAATCAGCATCCAATATGT 
GGTGCTATTTCTCGCATAACCAGAATTCATGGGTCCAGGAATCATTGGATAGAAATGGGACTGTTACGACTCATAATTA 
CCCCCAGTGACCCACTAGCAAAGTTTGCTTCCTGTTCCTGCAAATTTATGTGCTGCTAGCTAGAGGTCTTAGTTTCAGA 
AGGAGGAATGCTTCTATCAGGAGACACAACAGTGATTCCGTTGAACTGGAAGTTAAGACCTAGCCACTTTGAGCTCCTT 
ATGCATCTGATTCAATCATCCAAGAAGGGCATTACAGTGTTGACTGGGGTGACTGATCCTGACTACCAAGGGGAAATTG 
GGTTACTACTCCACAATGAAGGTAAGGAAGAGTATGTGTGGAATAAGGAGATCCCTTAGGGCATCCCTTAGTATTAArr 
ATGCCCTGTAATTAAGGTCAGCACAAAATAACCCAATCCAGGCAGGACCACTAATAACCCATACCCTTCACGAATGAAG 
GTTTCGGTCACCCCACCAGGTAAAGAATCATGACCAGCTGAGGTGCTTGCTGAGGGAAAAGGGAATACAGAATGAGTAG 
TAAAAGAAGGTAATTACAAATACCAGCTATGACCATATGACCAGTTATAGAAATAAGGACTATAATTGTCATGAGTATT 
TTCTTATGAATGCATTTATATGTATATATACATATATTAAGCATATATCTTCATTTTCTTTTTCTTATTCCCTTATATA 
ACATAAGAGGTATTAACTTATCTTCATTTTCTTTTTCTTATTCCCTTATATAACATAAGAGGTATTAACTTTATATTAG 
TATTTAAGTATTTATTTTATATCATAGTATTTAAGTTATAGGCTATCAGGATAAGAGTAAACATTACTCAAAAACTTTA 
CTTTCACTTCTGGGGAATGTGTTAGTGTGCTTTTAGTTGTATGCAGGATAGTTGTAGCCTGTTTGGTAGAATTATGGCC 
TTATGGAGATTAAATATGGTTAAAGGAGATGCTTATGGGTACCAGGGTGACAAGGGGCAGAATTTGTAATGGTTAATTT 
TATGTGTCAGCTTGACTAGGCTAAGGGATGCCCAGATAGCTGGTAAAACACTATTTTGGGGTGCGTCTGTGAGAGTGTT 
CCTGGAAGAGATTAGATTAGCATTTGAATTGGTAGACTGATTAAAGAAGATTGCCCTTACCATTGTTGGCAGGGATCAG 
TCAATCCATTGAGGACCTCAAAGAGAAGAACAAAAACATTGGGGGAAGGGGCAAATTTTGCTTTCTTCGGAGCCTGGAC 
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ATACATATTCTCCTGCCTCTAACATCAGGGTTCCTGGTTGATTCTCTGGCCTTTGGACTTGCTTTCCTGGTTCACCTTT 
GCAGACATGGGACTTCTTGGACTCCATAATTGCCTGAGCCAATTCCTATAATAAATAAATGTGTCTTTTTCTCACATAC 
ACACACACACTCATACATATGTCTATTCTATTTCTCTGGAGAACCATGATTAATACAGAGAGAGAAAAGATTAGCACAG 
ATGAAGTACATGTTCTCAGTTATGTGGTAGTACCTGCCCACCCTTCCCCCGATTTCATTAGCACTCAGAAGAGAGGGAC 
ACAAAAGTGGTCTTCCTGCCTTCAGTAGTAGCATATGTTGGGCATAAT^ 

TAACAAATGAGCACAATTGATCTATATATAATAAAATGATGGCTTTGAGTTTGTAAAGGTATGCATGGCCTCTCAATA^ 
AAAATA^TACTTACAAAGTTGTCTTTATAAATGTGTGCCAGGCACTGAGTGGACTGTGTTGATTTCCTGGTTCATGTT 
TAGTGTTCACTGCTCAGGTTTTCACCTCTATAAGGTACTTGTAATCATAGTCAGTATAAGGTGAGGGCTCTAGAAACTG 
CCTGGTTTTAAGTGCTGGCCCCAGCACTTACTGGCTAGGTGATGTTGGCAAAGTTACCTACCTTCTCTGAGGTACATTT 
TCTTCATTTGTACAGGATTATATGAGTATGTCTATGTAAATATTTATGTGTATAAAAGATGTCCCCAAGGGAGA.TTTTC 
TATCCCCCAGCCTATCCCAAGGACACAAAGACTTACTTCCCACCTATATGGCTCCATGCCATCCATGAATGGAACATAG 
CCTTAAAATGTCGATAACAACAGTATCTTCCTAAAAGAGTTATGAGGATTAAATGAGATGATTCACATAAACCATTTAA 
CACAATGGCACCTAAATCCTCTAAATGTTGTGCCTTGCTGTATTCCT 

TGCCTAGGGGAAGCCAGATAACCAAACATATTAAATTAATAACCTTTAATATTTTGTAGGGGCTTAAGTCTCTAAGTAG 
GTTGGGAGGGTTTGGGGAGGAACGATTAAAAGATTTGTAGAGATT^AAGACAAAAAAGGTAGAATGCGATACATGCTAAA 
TGGGTGGTACAAAGTAGTATAGAAGTTTACAGGAGAAAGTGGGCAGTTTCATCTGGTAATTAAGAAAGACTTGATGGAA 
GAGGTAACTTATATTGGGCTTGAAGATGAAAGGGTTTCAACAAAAATGTTATATAAGCTAACCTCTTTGCCCCTCTGTG 
CTGTGCACTGTACCATCCTGACAGCAACTTTCTGATCATTCCTGAACCTTCAAGGACTCTACTTACAAGTAATGGATTA 
GTGTCTTTGATGAAAATCTGCTGAGGAGCTGCAGACTCCTACCTCCCAATTTAAATGTGACCATATGCCTTCAGTCCTA 
AAGAAGAGTAGAAAGTTAAATAACTTCCTTGAGATTCAGTTTCTTAAATGCT^ 

TCACCACCACTTTCCTGTAACAGCATCTGAGATGGAAGAGGCTATGGAGGCCTGCCAGTCCACTAAGGCATCCTTTCCT 

GGCTTTTCTAGCCAATCTGGACTCTTTAAGTGTCAGGAGATAACCACTCTCCAAGACAGGCCTTGCCAGTATTCTTGGA 

CATCTGCCCTACATGAAAGGCCCTACTTATATCCAGTAGAACTCAGACTCTTTGTTGCACCTTCCATAC^ACAGATCAC 

CCTTTTCCTTGAAGGAAGAGCTCATCATCTTATTCTTTTGCAGGGTCAACAGCCTTAATTTCCTTCACCT 

TATAAGCCAATTAGGGTTTTTGTT^GGCTAAGTCAATTCTGTTAACACTGCTTGTCTACATGCATATTTCCTTCCTTAA 

ACGAACTCTAATAATTATCCAGTATCTAATAATTATGCCTTCCTTTCAATATATGTTTGTTTATTTGATTCCACTGTAG 

AAATACAATAATATGTGCTAAGAACCTATATAGTTTTAAATTTTTCATTTCTATATGCTTACCTATCTGTAGATAAAGG 

TTCATAAAGGCATTTATAGACACTATAAAAGTTCACCAGAAACTGCCTTTTAAAAGATAAACACTATTGTTTTATCTAA 

AGAAAACAAAAAATAACAAAAAAATACTGTAC?^CCTACTCCCTACTAGTCTAAACAGCTCTGCTCCTGTAGTTTGGG 

AGCAGAAATTTAAGTGTGCAAATTTGTATTTCTATAGTTCCGATAAAATAATAGAATTTCTCAGTTGAAAATGTCTTT^A 

GCCTCTCCTCTCCTTCCTAGCTCCATTAAAATAGCCATTGAATAGTATTGGGTATTTCTTTCTTAAAAAAAGATATATA 

TTTCCAAATATATTTTCTATGCATTCGTTATATATTTTCTATGCATTCGTTAGAAAAAAGATCAAATACCTGTGCTT 

AACCTTTTTCTTTTCTTTTCTTTTCTTTTTGAAACAGAGTCTTGCTCTGTTGCCTAGTTTGGAGTGCAGTGGCACGATA 

TAATGGCTCACTGCAGCCTTGAACTCCTGGGCTCAAGCAATCCTCCTACCTCAGCATCCCAAGTAGCTGGGACTACAGG 

CACGCCCTACCATCCCCAGATAATTTTTTATTATTTGTCGAGATGAGGTCTCCCTATGTTGACCAGGCTGGTCTTGAAC 

TCCTGGGCTTAAGCAATCCTCCTGCCTCGGATTTGCTTTTAGTCTTTACAGTGATTAAGTGGAAAGAGAATAAAGCATC 

AAAAGTTTTTTAATGATTATCTTGTAGCTCTGGGTCTGCTATTTACAAGAAGTAGGAGAGAGGCAGAATCTCTCCCTGC 

CTAAAATTCACAGGTCTAGGGCAGTAGGGAGAGAGTGGCAGAATCTTCACCAGAGGGTATACAGACAGCCAAACACAAC 

ATCACTGTGAAGCTGTGAGCAAGCAGGCAGGAAGAGCAATATCCCTGTACAGTATACAATGACTGCCACGATACTTGGA 

AAAGAAAATGGAAAACAATGAATAAAGCTTGG ACTTTCAGAG CTATACATGAGCAAATGAG C AAATCTAAACTTGTTCA 

TATGATTCCTTATTGTTCTTGTACCCTCTTTGAGTACAAACAATCCTGTAACACAGGATCCTCACTTTATATAGTGCAG 

GGTAGGTAATTCACAGTTATCAGGAATACAAAACCTTATGCTCTGGATGTGTTATAGATACTAAGAATAATGTCATATT 

CTGCTGAGCTCATGGCAACTCTAGAGGAGAGGTTAAAGATCCAATTCTTTCACTTTAGAGAAAGCTGAGACCTACAGAG 

TGAAATGACCTGCCACATGTTAGTAGCATTAGAATTCACTCCCCAAGATTCATTCCAGTGTTGTTCCTGCTCTTATGTT 

ATCTGATTTATTCTCTCCTGGATATTGTCAGGTAATGATAAGGGCAGCAGAGAAGTTTAGGGGAAATTACATCCTi\AAT 

CCAGAATTTTAAGAATCAGATAAACTTCTCACAAACAGTTTTGCTGATCTTTGGCCTTTTGTCTTTTTTACAGACTCTG 

AACTTGCCTTGATGTACAATGATTCCTCAGTCTTAGAGAACCATCATTTGGCTGTGGGCTTTAAATTGCTTCAGGAAGA 

AAACTGTGACATTTTCCAGAATTTGACCAAAAAACAAAGACAATCTTTAAGGAAAATGGTCATTGACATCGTAAGTAGC 

TGATAAAAGCCAAAGAAGA.GAACTGTGATGCAAGTTGTTTAT7^ATTTAGACATAAGAACAAGATGAGTATTAGGTAAAA 

GGAACTGCATTTCAAAACATATTATGGCCCTTTATGTTATAGAAGCTGCCCGTGATGCTGGCTGTGATGTTCTGTAATA 

GGTTTTTCACTTCTAGCAGTTTGGACTTGAGAATAATGTCAGCTCACCCTCATCATTTATTTTCTGGGCCCCTCCAGTC 

TGGTGGCGGGCAGAGAAAAATGACTAACAAAAGCAGATTGTGTGGGCCACAGCTCAAATGGATTTTTTCCCCACCTTTT 

CTCATCAGTAGACAGTGCCATTTAGACATCCATGACTTTACTCTTTTTTCTATGCATCTTATTCAGTGATTATGAGACA 

CAGGAAAATCTCTAGCTTTCAAAAACTTATAAACTTGTGATGATGTCTTATCCATGGAGATGTCACCCATTTTTCACCA 

TGAAAGTGGTTGTCAGTGCCTAGCATTTCTGTATATTACACACATTTATCTGGGCTTTGGGAAAACTTGATAGCAAAGG 

GGAAAAGACTCTGCCCCCAAGGAGTAGTAAGGATTTTCCACTGTCATTAAAAGGCATAGTGTTGTTTTATTCCTTTTTC 

ATTCTTATATTCTGCGTAATATTTTCATGTGTAAATTCTGTTTTCTCTGAACTTAATAATATACTCTATATTTTAAGGT 

ACTTGCAACAGATATGTCAAAACACATGAATCTACTGGCTGATTTGAAGACTATGGTTGAAACTAAGAAAGTGACAAGC 

TCTGGAGTTCTTCTTCTTGATAATTATTCCGATAGGATTCAGGTAAAGCCTTGTTTGAGTTTGCTCTGTGTGTGTGTGT 

CTGTGCACATGTGCACATGTCTGCGTGTTCAGCTTTGATAAGATGTATTTCTTCCTTCTCCCACCTTATACTTTCAGCA 
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ATTGTAGGCAGGATTTTTATCCAAATTTTTATTCCTGAGAATTAACCAGGTAAAATTCTACTGGTCTTTCTGTTTGCAT 
CTACATTAATTAAAAAAACTAACAAACAAACACC^ \ATCTAGTCAGCCATG 

CACATAAACAGTTTCTCTTAAGCTATTTAGATGCAGTAGAAGTGGCATAATTTGGAACTATTAATACAAGTGTGAAC 

TACACAGACACATCATGGTTGAGCTGTTTGGAATAAATCTTACACTACGTGTATTTTTAAGTGTYGCAGTCATCCAATG 

TGAATTTCTAGTTTTTTTTGTTTTTTTTTTTAAAAAAAAGGAACAGGAGTGAATAGAGAATGCATCCATCTATTTTAGG 

TTCTTCAGAATATGGTGCACTGTGCAGATCTGAGCAACCCAACAAAGCCTCTCCAGCTGTACCGCCAGTGGACGGACCG 

GATAATGGAGGAGTTCTTCCGCCAAGGAGACCGAGAGAGGGAACGTGGCATGGAGATAAGCCCCATGTGTGACAAGCAC 

AATGCTTCCGTGGAAAAATCACAGGTAATGCATGAAGTGTATAGCTTTCAGAGAGAACAGAGCTACCGCTTTAGCATOT 
GGTTACTTTGTATTACATATGATAGTATTTTACTGGAT^ 

AGTATTTATGATCCAAAGAACTTTCATTCTTATGACTTACATTCATATAGTCA.TATATATATTCTAAAGACATATTCAT 
TTATTATGACTATATTCATTTAATAT^^ 

AATTGGTGATTGTAAAATAAGCCCTACCATGTCAACAACTGGAAAATTTTTTATGCTATAGAACATGCTCTTTAACCAA 

AGGTTCTAGAAGCTAATTTTGACCAGCTAGTAGCAATACTTTACTTTAAATGGTCTGTTGTTGTTGAAAATAGTGA 

TTTTACCAAACTAAGTTTAGTAGTCTTCTGTTCAGTGTTTT^ 

TCTTAGTCCCAAGTCCTCTACTCATACTGGATTTTTTTCTTAACTAGGTGGGCTTCATAGACTATATTGTTCATCCCCT 

CTGGGAGACATGGGCAGACCTCGTCCACCCTGACGCCCAGGATATTTTGGACACTTTGGAGGAaUVTCGTGAATGGTAC 

CAGAGCAC^ATCCCTCAGAGCCCCTCTCCTGCACCTGATGACCCAGAGGAGGGCCGGCAGGGTCAAACTGAGAAATTCC 

AGTTTGAACTAACTTTAGAGGAAGATGGTGAGTCAGACACGGAAAAGGACAGTGGCAGTCAAGTGGAAGAAGACACTAG 

CTGCAGTGACTCCAAGACTCTTTGTACTCAAGACTCAGAGTCTACTGAAATTCCCCTTGATGAACAGGTTGAAGAGGAG 

GCAGTAGGGGAAGAAGAGGAAAGCCAGCCTGAAGCCTGTGTCATAGATGATCGTTCTCCTGACACGTAACAGTGCAAAA 
ACTTTCATGCCTTTTTTTTTTTTAAGTAGAAA 

CACTGTC^TCTGCCAGGACGTTTGTTGAAO^AAACTGACCTTGACTACTCAGTCCAGCGCTCAGGAATATCGTAA^ 

TTTTTTCACCTCCATGTCATCCGAGCAAGGTGGACA.TCTTCACGAACAGCGTTTTTAACAAG 

CTGACAAAGCAGATAAAATCTACTCCAAATTATTTTC^^ 

TTGGGGTTTCTATTCCTTTTTATTTGTTTGCAATATTTTCAGAAGAAAGGCATTGCACAGAGTG 

GCAACAAATATGTCAAGAACAGGACATAGCACGAATCTGTTACCAGTAGGAGGAGGATGAGCCACAGAAATTGCATAAT 

TTTCTAATTTCAAGTCTTCCTGATACATGACTGAATAGTGTGGTTCAGTGAGCTGCACTGACCTCTACATTTTGTATGA 

TATGTAAAACAGATTTTTTGTAGAGCTTACTTTTATTATTAAATGTATTGAGGTATTATATTTAAAAAAAACTATGTTC 

AGAACTTCATCTGCCACTGGTTATTTTTTTCTAAGGAGTAACTTGCAAGTTTTCAGTACAAATCTGTGCTACACTGGAT 
AAAAATCTAATTTATGAATTTTACTTGCA^ 

TATATACCAATGACTTCCATATTTTAAAAGAGAAAAAC^ 

TTTACTTTGCATTTTGTTTCACTCTTTCCAGATAAGCAGAGTTGCTCTTCACCAGTGTTTTTCTTCATGTGCAAAGTGA 

CTATTTGTTCTATAATACTTTTATGTGTGTTATATCAAATGTGTCTTAAGCTTCATGCAAACTCAGTCATCAGTTCGTG 

TTGTCTGAAGCAAGTGGGAGATATATAAATACCCAGTAGCTAAAATGGTCAGTCTTTTTTAGATGTTTTCCTACTTAGT 

ATCTCCTAATAACGTTTTGCTGTGTCACTAGATGTTCATTTCACAAGTGCATGTCTTTCTAATAATCCACACATTTCAT 

GCTCTAATAATCCACACATTTCATGCTCATTTTTATTGTTTTTACAGCCAGTTATAGTAAGAAAAAGGTTTTTCCCCTT 

GTGCTGCTTTATAATTTAGCGTGTGTCTGAACCTTATCCATGTTTGCTAGATGAGGTCTTGTCAAATATATCACTACCA 

TTGTCACCGGTGAAAAGAAACAGGTAGTTAAGTTAGGGTTAA.CATTCATTTCAACCACGAGGTTGTATATCATGACTAG 
CTTTTACTCTTGGTTTACAGAGAAAAGTTAAACAGCCAAC 

ACCAATACAACTAATCCTATTTGGTTTTAATGATTTCACCATGGGATTAAGAACTATATCAGGAACATCCCTGAGAAAC 

GGTTTTAAGTGTAGCAACTACTCTTCCTTAATGGACAGCCACATAACGTGTAGGAAGTCCTTTATCACTTATCCTCGAT 

CCATAAGCATATCTTGCAGAGGGGAACTACTTCTTTAAACACATGGAGGGAAAGAAGATGATGCCACTGGCACCAGAGG 

GTTAGTACTGTGATGCATCCTAAARTATTTATTATATTGGTAAAAATTCTGGTTAAATAAAAAATTAGAGATCACTCTT 

GGCTGATTTCAGCACCAGGAACTGTATTACAGTTTTAGAGATTAATTCCTAGTGTTTACCTGATTATAGCAGTTGGCAT 

CATGGGGCATTTAATTCTGACTTTATCCCCACGTCAGCCTTAATAAAGTCTTCTTTACCTTCTCTATGAAGACTTTAAA 

GCCCAAATAATCATTTTTCACATTGATATTCAAGAATTGAGATAGATAGAAGCCAAAGTGGGTATCTGACAAGTGGAAA 

ATCAAACGTTTAAGAAGAATTACAACTCTGAAAAGCATTTATATGTGGAACTTCTCAAGGAGCCTCCTGGGGACTGGAA 

AGTAAGTCATCAGCCAGGCAAATGACTCATGCTGAAGAGAGTCCCCATTTCAGTCCCCTGAGATCTAGCTGATGCTTAG 

ATCCTTTGAAATAAAAATTATGTCTTTATAACTCTGATCTTTTACATAAAGCAGAAGAGGAATCAACTAGTTAATTGCA 

AGGTTTCTACTCTGTTTCCTCTGTAAAGATCAGATGGTAATCTTTCAAATAAGAAAAAAATAAAGACGTATGTTTGACC 

AAGTAGTTTCACAAGAATATTTGGGAACTTGTTTCTTTTAATTTTATTTGTCCCTGAGTGAAGTCTAGAAAGAAAGGTA 

AAGAGTCTAGAGTTTATTCCTCTTTCCAAAACATTCTCATTCCTCTCCTCCCTACACTTAGTATTTCCCCCACAGAGTG 

C CTAGAATCTTAATAATGAATAAAATAAAAAGC AG CAATATGTCATTAACAAATCCAGACCTGAAAGGGTAAAGGGTTT 

ATAACTGCACTAATAAAGAGAGGCTCTTTTTTTTTCTTCCAGTTTGTTGGTTTTTAATGGTACCGTGTTGTAAAGATAC 

CCACTAATGGACAATCAAATTGCAGAAAAGGCTCAATATCCAAGAGACAGGGACTAATGCACTGTACAATCTGCTTATC 

CTTGCCCTTCTCTCTTGCCAAAGTGTGCTTCAGAAATATATACTGCTTTAAAAAAGAATAAAAGAATATCCTTTTACAA 

GTGGCTTTACATTTCCTAAAATGCCATAAGAAAATGCAATATCTGGGTACTGTATGGGGAAAAAAATGTCCAAGTTTGT 

GTAAAACCAGTGCATTTCAGCTTGCAAGTTACTGAACACAATAATGCTGTTTTAATTTTGTTTTATATCAGTTAAAATT 

CACAATAATGTAGATAGAACAAATTACAGACAAGGAAAGAAAAAACTTGAATGAAATGGATTTTACAGAAAGCTTTATr 

ATAATTTTTGAATGCATTATTTATTTTTTGTGCCATGCATTTTTTTTCTCACCAAATGACCTTACCTGTAATACAGTCT 

Fig. 6.35p j 



BNSDOCID: <WO_02074992A2J_> 



WO 02/074992 



PCT/IB02/00565 



356/375 

TGTTTGTCTGTTTACAACCATGTATTTATTGCAAT^^^ 

ACATCATCCCATGATGGGATGGTGTTGATATATTTGGAAACTCTTGGTGAGAGAATGAATGGTGTGTATACATACTCTG 
TACATTTTTCTTTTCTCCTGTAATATAGTCTTGTCACCTTAGAGCTTGTTTATGGAAGATTCAAGAAAACTATAAAATA 
CTTAARGATATATAAATTTAAAAAAACATAGCTGCAGGTCTTTGGTCCCAGGGCTGTGCCTTAACTTTAACCAATATTT 
TCTTCTGTTTTGCTGCATTTGAAAGGTAACAGTGGAGCTAGGGCTGGGCATTTTACATCCAGGCTTTTAATTGATTAGA 
ATTCTGCCAATAGGTGGATTTTACAAAACCACAGACAACCTCTGAAAGATTCTGAGACCCTTTTGAGACAGAAGCTCTT 
AAGTACTTCTTGCCAGGGAGCAGCACTGCATGTGTGATGGTTGTTTGCCATCTGTTGATCAGGAACTACTTCAGCTACT 
TGCATTTGATTATTTCCTTTTTTTrriUTTTTTAACrCGGAAACACAACTGGGGAAA 

AAACAATCTTTTTCTTTTTTTTAAGTCCTTTTCGCTTCTAGAGCTCATAGGAAAATGGACTTGATTTGAAATTGGAGCC 

AGAGTTTACTCGTGTTGGTTATCTATTCATCAGCTTCCTGACATGTTAAGAGAATACATTAAAGAGAAAATACTGTTTT 

TTAATCCTAAAATTTTTCrrCCACTAAGATAAACCAAATGTCCTTACATATATGTAAACCCATCTATTTAAACGCAAAG 

GTGGGTTGATGTCAGTTTACATAGCAGAAAGCATTCACTATCCTCTAAGATTTGTTTCTGCAAAACTTTCATTGCTTTA 

GAATTTTAAAATTTCACCTTGTACAATGGCCAGCCCCTAAAGCAGGAAACATTTATAATGGATTATATGGAAACATCCT 

CCCAGTACTTGCCCAGCCCTTGAATCATGTGGCTTTTCAGTGAAAGGAAAGATTCTTTTTCTAGGAAAAATGAGCCTAT 

TOTATTTTATTTTATTTTATTTTTTGACACAAACTGTAGATTTTAGCAGCCCTGGCCCAAAGGAATTTGATTACTTTTG 

TTTTAAACAGTACAAAGGGGACACTATAATTACAAAAACATCCTTAACTGATTTGAGTTGTTTTTATTTCTTTGGATAT 

ATTTTCAGAGTGGTAAATTGTGTGTGAGAATTACAAATGATTATTCTTTTAGTGGTTTCTTAGCCTCTCTTACAGCCCA 

CGGGGATAGTACTGTACATCAATACCTTCATATGAAATTTTTATATGCAATGAAAATAAAAGCATGGGTTGATTCTGCC 

TATTTATGACTCAATCTTTTACAAATAAAAGATTATTCATTTTAAATTATAGTTCAATCAGCATGTCTCTTAGGATACT 

GAACX3TGGTTGAAATGAAAGGATAGTGACATCATAAGTTAGTACTGATATTCATAACCAAATAAAGCCAACTTGAGTAA 

TTTTGCTACATTAAAAATTACCAAAATTACTTAGATGGCCTATAAGATTAAGCATGGTGTTTTCTAAGCAAGCTTTGAA 

AGGGGCCTTCCATACTTACTTAATTGAATATTCTGGGATATTGAAAATTATTCAGATACTTGACAATTATTTTTGGTTA 

CCTACTCCGCAAACTACAAAGTTTTAAGGACTCAACAATAAGTTAA.TGAGACACAGTGTTTGCTTTCATGGAGCTTACA 

GTCTGGAGGGGACAAAGGCTTAAACAATACTCATATAATTATATATGTGATCAGTACAATGAAGGAGCTCAGTGGGGTA 

AATAAGCAGGAACCTGAACTTGATCTGTTCCGGAGGGCCACAGAAGGCTTCCTTGAGGCYTTGAGAAAGTGATTTGCAT 

CTGAGTTCTGAAGGATTGTAAGAGGTAACTAGGGAAAAAGTTGACAGGAAGAGGAAGGGGATCCAGACAAGAAACATTT 

GCAAAGATCTTGAGGCATAAATGAGCTTGAGACATCTGGAGAAACTGAGGAAAAGTGAGAGAGTAGGCAGGGCCTGGAG 

CCGCAGAGCCATTGCTAACCATCCTGTGTGAGATATCCCCCATTCTGTAGCTTTATTCTCATAACCCTGCTCAATTTTC 

TTTATAACACTTCTCACAGATTTATATACGTGTTTGTTTTTGTTATCTGTCTCTCCCACCAGACCACAGCTCCATGAGA 

GCAAGGTCTTTGCTTACCAATATATCACTAGCACTTAAAACTATGCCTGGTACACAGTAGGTTCTTAATATGTGTTGAA 

TATAGCCATCAAATTGATATTGGATATAATTCAATCTGATAAGATATTTTGAGATATTAAAGAGTTTTTAACTTGATAC 

CATAAAAACTTTGTTTGTTTTTTGTTTTTGAGCTTACTAAGATCCTGGATAAAGAGTTTAGAGTTTCCTATCTCTTTGC 

TAACTAAAAACTCTGTTTGCTTATTCCTCACAAATTCTACTTTTTTOTAAATGACAATCCATTTGTCATGATAATGAGA 

GTAAAGAAATCAGCACAAATTTAATCCCCAGATCATCCCCAGACCATGCCAGCAGAATAAGGGTAATTAAACAGAGCAT 

CTATGCTTAGCCTCTCCACCATTTCTCCTGCCACAACAGTCCTGACAGCCAACAGGTGCCAAATTTGTGCCTTCCTGGG 

AATAACTGTTTTAAACTCAAGCTCCCTTCCCCAAAGCCATGACCCCAAAGTGACACTATGGAACTAAGGAAGCAACTCC 

CTTCTTTTCCTGACTTGCCACGCTTGCTGATTTAGGCTAATTTGGGTGGTGGTGGGCCTGAACTCACATTAAAATCTCT 

GACCTGGAAACCTTTCCTCAGGCACACGGCTTTGGACCCACAACAGCAACATTCCACCAAAAAACAAACCAAAACCAAA 

AACATTCCCTGTTGCTAGAGAGTACCACCTGTCTACCAAGGGGAAAACAACCTTGTGTCAGGGGAATCATACCAGGGCT 

TTCCCATCCTTCTGATTTGGGTCCTGCATCCCACCCAGCTACTCCGAGAGCTCCAAATACTCTAGGTCAAACTCAGTGC 

TATGGGTATAAATCTTGAATTTGTACACATAGGAAATACTACTTTATTTCCTTTAAATCAATTAATCTGGACTCGGGGC 

TCCAGCCAA.TCACACTATTGGAAATTCCCATCTCTCATTACTGCCACAGCTCCTCTCTCTCCCAACATAAAATTTATCT 

TATCTCCAATATAATCTGAGTATCAGGCCTCTGTGTTGTTCCAGCAGAGGTTCCTTACAGTCCCTCAGCTATTAGCTTC 

CTGGTCACATGTGGTGTACCAGGAATATATGCTGGTTTGGGGCCCTGCTTCCACACAGTGTGTGCATCAAAAGAGCCTA 

TCCTTCTGGTGTTTTATTACACCTTGCTGTGGTCTGAATGTCTGTGTTGAAATGCTAACCCCTAGGTGATGCTATTAGG 

AGATGGGGGCCCTTTGGGAGATAATTAGGTTATGAAGGCAGAGTCCTCATGAATGGGATCAGCGCCCTTATAAAAGAGG 

CCCAAGGGACCTTGTTCAACCTGGCCACCATGTGAGGACTCAGCTAGAAGGTGCCATCTGTGAAAATGAAAGCAGGTCC 

TCACCAGGCACCAAATCTGCCAGAACCTTGATGTTGGACTTCCCAGCCTCTAGACTGTGAGAAGTAAGTGTGTTGTTTA 

TAAGCCACCCACTTTATGGTATTTTCTTATAGAAGTCTAAGGAGACTAAGACATACCTACTGAAATTACTACAAAAAAA 

AGCAGTTCTCTTCTTTTCCTAATTCTCAACATATTCTCCTTCTTCTCTCTCCTTCCTTCTTTTGCTCTCCAATGAGATC 

AGGCTTAAAACCAAAAACGAAACAGACTAGAGGTAGTTCTGACTTCCATTTGCTTCTGCTCTCCACTCTGCAAAAACCC 

TGGCTATTATTTGAAATATGGAGACGAAAAAAGATATTGGAAGAGCATACATTAAATAATAGTCCATTAACCTTCCACA 

CATGGTTGGCAACATCTAGATCCAACAATGTTCACTGAACATTTTGAGATGTGGGAAGTTGAGGAAGTTGTCTCCAAGA 

GGAAGTCATCAGGAACTCCCATACTTCCTATGTGGGAACACAGGGAAAGAGGCATTTTTTCCTGAAGTCTCTGTGTTCC 

AGTGCTATCCCTGAATGTCTATTCCCAGCTCTCGCTTAGCTGTTTCAATGACAAGATATAGCACTTGAAAATTTTATAA 

AGTGAGAGTCATATTTGCTCCCTGCTGCAAGCCCCCACCCTGCCATTCCAGGACCCTGCTATGGTCCACAATTGGCATT 

ATGATTCCCTCTATTTTGCAGCTATGAAAAGTGAGGCCCAAGAAGGTTAATTGACTTGGCTAAGATTATTCACAGGCTA 

AATACTGAGATTAATGATTTGCAAACTACAGATTTGACAGAAGTCCTAATGCTATCTCTACATCCTATTTCTGTTGAGG 

ACCAAAATTGACTGTTGCATTGCCTTTGATTTCCTTTGACCATCCTTCATTACAGATTTCAGTAATTTTTATGGTCCAA 

AGCTAGGTGACAGATATTACATCATATGCATTTGTTAACTCACCCTATGTCTGCATAGCCTTGCTATATGGTCAGAATT 
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CTCCAGATTGACTGGGGAACTTGGAGTTAAAGAGCC^ 

GAAAGTAAGGAGCAGAG ATAAGAGCAGAGATGGGAG YGTGCCTCTGC CCGG CAGAGACTCACAACATGAG GCAAGACAG 

ATCTTAGCTGAACTTCTTGCAGGATGTATGCCTCAATGAAAGGAATGGAGCACGGGCAGCATCCGGCTTAGGCTGGAGC 

CCCTTCAACCATCATGGCTGTTTTAGCAGGGTGTTTGCCAGCTGCTTACAAATCCCAAGCCAACAGACATGGTTTCAGG 

ACCTGAATCATGCAAACATATTTTCTGAAAGGTTCTATCACCTGAGAATTGCTTTTCCTTCGCTCCTTG 

AA3\AAGCCGACCAAATGTATAGTGGCAAACACTTGCTCAGCACCCATCCATGCAAGGCACTGTTTTACCACCAGGCTG 

ATCAGTTAGAGAACCAAGCCGTCTCTCACCTTGCAGCTTCTTCACACTTTGCTCATTTTCTCTCTAACACTGATGGTTT 

CTGTTTCCTGCTATTCAGTTACAGCATCTGGGAAGAGAGTGGCAGAGAACGCCAGGCAACTGCACCCTGCCACAGTGGG 

TCAAGCGGAGGCTGGGTGGTGACACCCGTCTCTACCCAGCAGAAGTCAGTGGTTCATGGGTGGAGAACAAAGCTCAGGA 

CAGCTGCTGCAGTCCAGGGAACTGTCCACCATAGAAGACTCTTGGGAAGCAGCCCCTGACCCCAACCCCCTGTGCTTTT 

TGAAGCCGTGTCTGGTATCACATGGAATTATGCAGTAGTCATAGAATATCTTTGAAAACTTATATTCTAAAAATAATTG 

CTGAGATCAGCGATTAAAATATCTAATAAATGGACTGGAAAAGTTGAAAACAAGCAAAGGTGAGAGAAAACAATTGAGG 

AAAACTGGGAGAAAGTGAAGGAAGTTGGACCCTTTGTACTACAGCATCCAAGGACAGTGATGATATCTTCTGTTCCCCA 

CAGGACCCAGGTTCCTGGGTGCTTAACGTAACACATAAGGCCCTTAAGGATCTAATCAAACTAAATCATCCCCAACTCC 

TCCCATCAACCCCACATAGATATCCCTGTGCCTCAGCTAAATGCTGCCTTTACACCTTGCCTTTACATCTCTCTGCCTG 

GAAAACAGCTCATCC CTCTTGATCCAGTTTAAATACAC CTTTGTCTGGAAAGCCTTTCCCATTAGTATTTTATACACAA 

CCCTATAATAAATATTTCCCCTAATATGTTC^ 

TTTTATTTTTTTAGACAGTCTCACTCTGTCACCTAGGCTGAAATACAGTGGCGCAATGTTGGCTCACTGCAATCTCTGC 
CTCCTGAGTTCAAGTGATTCTC CTGC CTCAGC CTCCTGAGTAGCTGGGATTACAGGCATGCATCACCACGTCCAG CTAA 
TTTTTGTAATTTTTTAGTAGAGATGGGGTTTCGCTATGTTGGCCAGGCTGGTCTCGAATCCTGACCTCAGGTGATCCGC 
CCACCTTGGCCTACCAAAGTGCTAGGATTACAGGC 

AATGTATTCCTTTTTGCCTGCTAGTAAGGAATTAAGTCCGGATATTAACATTTGACTATTCTTTCCCCTCTAACACCAA 
CTCTTCTCAAAATGTGGTCCTTGAGCTGACATTAACGTCAACTAGGATCTTGTTAGATTATAATCTAGCCCCAGACCAA 
GGCTCCAGGAAAAGACTCTCTAGGGGTGGACCCTAGAACCTGTGTTTTAACAAGGACTCCAGGTGATAAGTATGCTCCA 
TAAAGTTTGAGAAACACTGTTCAAGACATCATGGAGGTGTTTTTCT 

CTCAACCACCTTTCTAATGTATTTCATTTAATCAAAGGGATACTTGTTGCTACAGGAGTTACAACAGATGACCTAGTGA 
GGGCCACAGGCAGTCTGAGGAACAGTAGGATCCCATGTTTGGCCL^TGTCTATCAAGCAAGAAAGGAATAGTGAAGCCA 
GCTATTAGCTCCCTTCAGCAGAGGAAACCTGGGATTAGGAGTCGCCATCAGGCATCATGGCATCACAAGCAGGCATGGG 
TTRAAGATTTAAATGTTGCAAAAAGAGAGAAGAACCAGAAGGAAAT^ 

TAATGAACAGAAATCAAACACCTTTTCAGTCTTCAAGTGCCGCATTCAGGTTCACTCTGCTAATCACACA 

CCCTCTGCTTTCATAACTGGGTGAAACCACACATCCCACCCCAAGATGGCTTGGGATCTACCATCACAAGGGGCCACCA 

AAGGGCCAAATAACACAACCCCGAAATTCAGTGGTGGTAACTCTCCATGGGGTTAACTTTGATTACTGGGAAACTAGAA 

ATGGGAAGGAGCCAGTAA^TTAATTTCTTCTCTCCCAAGACTATTCTGAGGCATAGCCTCCCCCTTGAAGCCCATCAGG 

ATGATCCTGCAGTTCCATGTCAGCAAGAGCGCCCTACCAAGTGACCTGCAGTGTCTCTTGGCTGCTCCTTCTGAGTCAG 

TAGCCAGCAGAGAAATGTTTTCCCTACTTTCCTTTATTTCTTTGTTCTTACTTGCTTCATTTTGCCTTGACCTTTTTTT 

CCTCACCCCTACTACCCAAAGGCATGTACTTCCCAAATAAAGTCTGTCACTCTGATCCCTCCCTCAGACTGTTTCCAGG 

GATGCTGAGCACCCTGTACATTCAGAAAAGCAGATGTCAAATTTCTGTATATATATTGGAGTGCACTAAGTATTTAAAA 

TCAACCTTTGGCTATTAGAGGTAGGGACTGTGCCTTATGCATCATTGTTTTTCCAGGGCTTAGTTCAGTGTCTGCCATA 

TAGCAAGTATTCATTTAACAGGAAAAGAGAAAGACAAGTGGGTAAGTAATTGCCTGAATGAATGAGGTTGATGGTGAAG 

AATGGGTGGGAAGGGCATGAATTGGCCTAGAATAGATTAGACATTAAGTAAGCAGGAGTCGAGACAGTTAAGGGGCCAA 

AGG CAGCTGAAAAG AATATGG AACAGGAATACAAGTTGAAGGAATCAGG CATTCTCC CTAGAAACAAAGGGTACGGGAA 

GGGTAAGAGACAGACACTTCACTGTCTGGGAATTTTCATCCATACTCGTTATTAAAGACACACTTGGTTGCCTACTTAA , 

TTATTACCAACCCTCCACCCCCACTTTATTCCTGGCATACATAAGTGGGATTTTGTTCAGGTCGTGTGAAGTCAAGTCT 

TCCAGGGAGATCCAGCCTCTCCTCAGTTCTGTAGGCTAATTCTGAGCCTTTTATGGTAATTCCTCTACCCTTGCCAGTG 

ATTAGGTTAGGACAGGCTTGCCGTGCTGCAATAGTAGACAGTGAGACACAGGTTGACTTCTGGGAAAATATCCCCAACT 

CTTACAAAGAAAAGAGAGAACAGAACATTTTTTCTTCGGGGCTTTGGAAATTATTTTCAAAGATGTCATGGTTAGGCTA 

TTATCTTGAGGCCACGAAAGGAACTATCTGAATACACAGACAACATACTGAAAATGGCAAAGCAGAAGTTAGATAGCAC 

ATGAGTCTTTGAAGATGTGTTTGAGCTGCTGAACTAATCAGCCCTACTTTGAAACTTATTAAGATAATAACTAGTTATT 

ATTTAAGCCATTTTAGTTGAACCTGCTATTATTTGCCCCTGAAACAATCCTAACTAATATACTGTTAGTCCATTTGTAT 

CGTTATAAAGGAATACCTGATGCTGGGTAATTTATAAAGAAAGGAGGTTTATTTGGCTCAGAGTTCTTCAGGCTGTACA 

GGAAGCATGCACGGCTCTACAGCTGCCTGGCTTCTGGTGAGGCCTCAGGAAGCTTTAACTCATGGCAGAAACAAGGGGA 

GCTGGCGTATCACATAGTGGGAGGAGGTGGCAAGTAGGCAGGGAGGAGGTGCCATGCTGTTAAACAACCAGCTCCTTCA 

TGAATAGAGTGAAAACTTATACATTACTGCAAGGACAGCACCAAGTGGATCATGAAGGATCGTGACCCAAACACTTCCC 

AATAGGCCCCACCTTGAATATTGGGGGATCAATTTCAACATGAGACTTGGAGAATACAAATATCCAAACTATATCATAC 

ACCCACTCTTTGTTCCAACAATGTGCTGGTGAGTCTGGGCTGGGARTGGGGGAGAAAGGTACCTGGCACAGTGGAAATG 

TTGGAAATTTGACCCCAAATTAGCTGGGTGACCTTAGGCATGTTAATTCATCTCTACTTTCTTTCATTTTAAATAGGGG 

AATTATAATATTGGAATCTTCTCTACATTCTTCACAGTATTAGAGCAAATGAATTTATAAATGTAAACTCAGTGTAAAC 

TTTAGATAAAATTTTTCAAACACTAAGCTTGTGACCCAGAGTAGATAATAAAGTCAAAAGATGGTTGCCATGAGCACTA 

ACCGTGAATTAAAATAGAATAGAGAATATCACTGTGTGCTGCACATAAGTTTCATTTTCTGAAATTGCTTCATTTACAT 

GCATGCATGGGTGCACTTGTGTGCTTGCACACACATGCAAATGTTGCCAAGTAAACTATTTTTAAAAGCATACGAAGCA 
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TGGATTTAGAACAAAGTCAACACCAGAGAC^CTAGAGGAACCTAAGT^^ 
CTGTCATCCATGATTCAAAAATGGTTTCTAAAGGGAAATAAAAATT 

AGGGAGCCATTGATTGTTTTAGAGTGGTATGACGGAGCAGTGGGTAAGTAGATCACTC^CACTGGTATTTCAGACTGC 
CAAGAGAGGAGAAAACAGACACA^GTGATTTCTGGGCTTTTGACAACTTTTTTTTT 

ATGTGTCATCTTATATATATTAATAGACAAAGGCAATATCTACACTTGGGAATACTTCATGGAAGGCTTGGCTGGAAAC 

TAAAAACTGGACTATAAACTTCTTGGGGGTTAGATACGTATCTTAAGACTTCCTTGTGTCTTGAATTGTGCCTAGCCTA 

GTGCTGCATAGATATGTAAGCCACTCATTCTTGTGCAATTACCTATTGTAGAATTTTCAGACTAATATATTTCCTTTTC 

CTTGTTTTGATCCTCTGCTGAATCATGAGAATAGTTCTCAGGTGAACAGCAGTGATGTACAGTGTCTCACTGGAAAAG 

AGGAAAATAATCAGATGTACCCCAGAACCTTAGGATATGGGAGGCTCTTCTACTGGCCACTCCATGGGAAACTCGCTTG 

CTTTGGGGGACAGTTTGCTTTGCTCTATTTTGTGGGCACAGGGT^ 

ACATCCTAAAAAGATGTGGGTAAAAGAAAAAGAGAATAAATTTTGCAATTCTACTCACTGGCTAGAAACAGACAGAGAC 
ACATGAGTAGAGGCGGAGTTTACCATCACCCTTAATCATCCTGGGGCCCATGTGTGTATAAAAGGCAAGAAAAGAGCCA 
TTACCAGGAGGCACTCACCTTCACAGTTTCCACCGCATAATTCCACCCCTCTGTATCAAACTACC 
AATCACAACTGCCCTCTTGTTCAAAGAAAATAATATCATGGA 

TCTTTTAATAAGCAAGGTGAGAAGGTTAGAAAAAAATTATTCAGATAATTCACCTGGGAGTAGGGTAGGAACTTGAGGC 
ATGCAGAGAGAATGGCAAATTGAAAATCAACTAAGCCATAACTC 

AGAGTAGGACTTGATTCTTCCTTTTGAGGAGGTTTCAGTTTGGTTGGAAAGGAATGGGGGAGGGGCCAAGTACAGTGGC 

TCACACCTGTAATAGCAGCACTTTGGGAGGCCGAGGTGGGTGAATTGCTTGAGCCCAGGCATTTGAAACCAGCCTGGGC 

AACATGGCAAGACCCCACATCTACAAAAAATACAAAAATTAGCTAAGCATGATGGTGTGCACCTGTAG 

CGGGAGGATGAGGTGGGAGAATCACTTGAGCCCAGGAGGTTGAGGCTACAGTGAGCTGTGAACATGCTTCTGTGCTCCA 

GTCTGGACTACAGAGCAAGACTCTGCCTCAGATAATAAAAAAATAAAAAAGGAAAAAAAAAAAAGAAATGGGGAATGGA 

AGAGGAAGGAATCCAGGGGAAGAATGATCACTAAGACTGCATGACACCTTTTGCT^ 

CCAATATTCCCTTCATTTAACAGAGAGGTCAAAAGAGGCTGGAAGGATAAGGTTGTCCAGTAAAAATGTCAAGGCTGAT 
ATGGGAACATAGCCAGTTTGTCTCTAAAGTGCCCTGTGTCCCTTGGGGAAGAGAATATTTAACTTGATTGTTGCTTCAG 
TTTTTTATTCTATGTCAGCTATCAGTTTGGAAGGCATT^ 

AATTTCCCTCTCATTTAGTAACTGTAATTTCAGTGCCTAACATGTAGGACAAAATACTTTCCATATTTTTTTTTCAAAA 

TTTTTGCACTGACTGTAGTCCCCTCACTGGAACAGCTTTATTTCCCTAAATAATATACAATGAACTTGTTCATATC 

GACGTATGCCAATATTAAATACAAACAGCTCAGCTGGGCGTGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGACT 

GAGGCAGGTGGATCACCTGAGGTCAGGAGTTCAAGACCAGCCTGGCTAACATGGAGAAACCCTGTCTCTAATAAAAATA 

CAAAAATTACCCAGGTGTGGTGGCACATGCCTGTAATCCCAGCTACTCAGGAGGCTQAGGCAGGAGAATCACTTGAACC 

CAGGAGGTGGAGGCTGCAGTGATCCGAGATTGTGCCACTGCACTCCAGCCTGGGTGACAGAGCAAGACTCTATCTCAAA 

AAAAAAAAAAAAAAAAAAAAAGGTGGCTGACCAGATGGCCAAAAGGAACAGCTCCAGTCTGCA 

ATGCAAAAGGTGGGTGATTTTTGCATTTCCAACTGAGGTACCCAGCTTATCTCATTGGGACTGGTTAGACAGTGGGTGC 
AGCGCATGGAGGGCGAGCCGAAGGAGGGTGGGCCATTGCCTCACCCAGGAAGTGCAAGGGGTCAAGGAATTCCCTCCCC 
TAGCCAAGGGAAGCCATGTGGGACTGTGCCTTGAAGAACAGTRCACTTCGGCCCAGACTACACTTTTCCCACAGTCTTC 
GCAACCCACAGACCAGGAAGTTCCCTTGGGTGACTATGCCACCAGGGCCCTGGGTATCAAGCACAAAACTGGGCAGCTG 
TTTGGGCAGACACCAAGCTAGCTGGAAGAGTATTTTTCATAC^ 

TCATTCCCCTGGAAAGGGGGCTGAAGCCAGGGATCCAAGTGGTCTAGCTCAGCGGACCCCAACCCCACAGAGCCCAGCA 
AC3CTAAGATTCACTGGCTTGAAATTCTCACTGCCACCACAGCAGTCTGAAGTCAACCTGGGGCACTCGGGCTTGGTGGG 
GGGAGGGGTGTCTGCCATTACTGAAGCTTGAGTAGACTGTTTTCCCCTCACAGTGTAAACAAAGCCAAGGGGAAGTTCC 
AACTTGGTGGATCCCTCCGCAGCTCAGCAAAGCCATTGAAGCCAGACTGCCTCTCTAGATTGCTCCTCTCTGAGCAGGA 
CATCTCTGAAAT^AAAAGGCAGCAGCCCCAGTCAGGGACTTATAGATAAAAACCCCCATCTCCCTGGGACAGAGCACCCA 
GGGGAAGCAGCGGTGGGCACAGCTTCAGCAGACTTAAACATCCCTGCCTGCTGGGTCTGAAGAGAGCAGCAGATCTCCC 
AGGACAGCGTTCAAGCTCTGTTAAGGGTCAGACTGCCTCCTCAAGTGGGTCCCTAACCCCCATTGTAGCCTGACTGGGA 
GACACCACCCAGCAAGGGTTGACAGACACCTCATAGAGGAGACCTCTCGCTGGCATCTGGCGGGTGACCCTCAGGGACA 
AAGCTTCCAGAGGAAGGAGCAGGCAGCAATTTTTGCTGTTCTGCAGCCTCCGCTGGTGATATAGGTAAACAGGGTCTGG 
AGTGGGCCTCCAGCAAACTCCAGCAGACCTGCAGAAGAGGGGCCTGACTGTTAGAAGCAAAACTAACAAACAGAAAGGA 
ACAGCAATGACATCAACCAAAAGGATGTCCACACAAAAACTCCATTCGAAGCTTACCAACATCAAAGACCCAAGGTAGA 
TAAATCCATGAAGATGAGAAAAAAATCAATGCACAAAGGCTGAAAATTCCAAAAACCAGAATGCCTCTTCTCCTCC^^ 
GGAACAGAACTCCTCAACAGCAAGGGAACAAAACTGGATGGAGAATGAG'TTTGACGAATTGATAGAAGTAGGCTTTAGA 
AGGTGGGTAATAACAAACTCCTCTGAGCTAAAGGAGCATGTTCTAACCCAATGCAAGGAAGCCAAGAACGTTGAAAAAA 
G GTT AG ATG AATTG CTAACTGGAATAACC AGTTTAAAG AAGAAC ATAAATGACCTGATGG AG CTGAAAAAC ACAG CAT G 
GGAACTTTGTGAAGCATATGCAAGTATCAATAGCCAAATAGATCAAACCAAAGAAAGGATATCAGAGATTGAAGATCAA 
CTTACTGAAATAAAGCATGAAGACAAGATTAGAGAAAAAAGAAGGAAAGGAAACAAAGCCTCCAAGAAATATGAGACTA 
TGCGAAAAGAACAAACCTACATTTGACTGGTGTACCTAAAAGTGATGG 

TTCAGGATATTATCCAAGAGAACTTCCACAACCTAGCAAGTCAGGCCAACATTCAAATTCAGGAAATTCAGAGAACACC 

acaaagatactccttgagaagagcaaccctaagacagataatcgtcacattcaccaatgttgaaatgaagaaaaaaatg 
ttaagggcaaccagagagaaaggttaggttacccacaaaggaaagcccatca:gactaacagtggatctctctgcagaaa 

CCCTACAAGACAGAAGAGAGTGGGGG^CAATATTCAACTTTCTTAAAGAAAAGAATTTTCAACCCAGAATTTCATATCC 
AGCCA7^CTAAGCTTCAAAAGTGAAGAAGAAATAAAATCCTTTACAGACAAGCAAATGCTGAGAGATTTTGTCACCACC 
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AGGCTTGCCTTACAAGAGCTCCTAAAGGAA 

CCAAATTGTAAAGACCATCAACACTATGAAGAAAC^ ^CATCAACAGGCAAAATAACCAGCTAGCATCATAATGACAGAA 

TCAAATTCACACATAACAATATTAACCTTACATGTAAATGGACTAAATGCCCCAATTAAAAGAAACAGACTGGCAAATT 

AGATAGAGTCAAGAAGCAACGGTGTGCTGTATTCAGGAGACCGATCTCACGTGCAAAGACACACATAGACTCAAAATAA 

AGGATTGGAGGAATATTTACCAAGTAAATGGAAAGCAAAAAAAGCAGGGGTTGCAATCCTAATATCTGATAAAACAGAC 

TTTAAACCAACAAAGATCAAAAAAGACAAAGAAGGGCTTTACATAATGGTAAAGGGATTGATGCAACAAAAAGAGCTAA 

CTATGCTAACTCTCCTAAATATATATGCACCCAATACAGGACCACCCAGATTCAAAAGGCAAGTTATTAGAGACCCACA 

AAGAGACTTCAACTCCCATACAATAATAGTGGGAGACTTTAACGACCCACTGTCAATATTAGACAGATCAATGGGACAG 

AAAATTAATAAGGATATTCAGGACTTGAACTCAGTTCTGGACCAAGCAGACCTAATAGACATCTACAGAACTCTCCACC 

CCAAATTCATAGAATATAGATTCTTCTCAGCACCACATCACACTTATYCTAAAATTGACCAAC^ 

TACTC CTCAG CAAATGCAAAAGAATGGAAATCATAAGAAACAGTATCTCAAACCACAGTGCATCAAATTAGAACTCA 

ATTAAGAAACTGACCCAAAACTGCACAACTACATGGAAATTGAACAACCTACTCCTGAATGACTACTGGGTAAATAATA 

AAATTAAGGCAGAAAATAAGTTCTTTGAAACCAATGAGAACAAAGGCACAACATACCAGAATCTCTGGTACATACCCAA 

AATAGTGTTTAAAGGGAAATTTATAGCACTGAATGGCCACAAGAGAAAGCAGGAAAGATCTAAAATCGACACCCTAACA 

TCACAATGAAAAGAACTAGAGAAGCGAGAGCAAACACATTCAAAAGCTAACAGAAGA(^ 

CAGAACTGAAGTAAACGGAGACACGAAAAATCCTTCAAAAAAAAAAAATCAATGAACCCACGAGCTGGTTTTTTGAAAA 
GATCAACAAAATAGACCACTAGCCAGACTAATAAAGAAGAAAACAGAGAAGAATCAAATAGACAO^ATAAAAAATGATA 
AAGGGGATATCACCACTGGTCCCACAGAAATATAAACTACGATCAGAGAATACTATAAACACCTCTCTGCAAATAAATT 
■ AGAAAATCTAAAAGAAATGGATAAATTCCTGGACACATACATACACCCTCCCAAATCTAAATCAGGAAGAAGTTGAATC 
CCTGAAGAGACCAATAACAAGTTCTGAAATTGAGACAGCAATTAATAGCCTACCAACCAGAAAAAGTCCAGGACCAAA 

agattcacaacagaattctacttgaggtacaaagagctggtaccattccttctgaaactattccaaacaatagaaaaag 
agggactcctacctaactcaatttatgaggccagcatcttcctgataccacaacctggcagagacacacacacacacac 
aaaagaaaatttcaggccaatatccctggtgaacattgatgcgaaaat^ 

cagcacatcaaaaaccttatccaccatgatcaagtaggcttcatctctgggatgcaaggctagxtcaacata 
caataaacataatccatcmataaacagaaccaatgac^^ 

CGATAAAATTCAACACCCCTTCACGCTAAAAACTCTCAATAAACTAGGTATTGATGGAAGGTATCTCAAAATAATAAGA 
GCTATTTATGACAAACCCACAGCCAATGTCATACTGAATGGGCAAAAGCTGGAAGCTTTCCCTTTGAAAACCAGAACAA 
GACAAGGATACCCTCTCTCTCTATTCCTATTCAACACAGTATTGGAAGTTCTGGCCAGGGCAATCAGGC^GAGAAAGA 
AATAAAGGGTATTCAGATAGGAAGAGAGGAAGTCATATTGTCTCTGTTTGCAGATGACATGATTGTATATTTAGAAAAC 
TCATCATCTCAGCCCAAAATCTCCTTAAGCTGATAAGCAACTTCAGCAAAGTCTCAGGATACAAAATCAATGTGCAAAA 
ATCACAAACATCCCTATACACCAGTAACAGACAAACAGCCAAATCATGTGTGAACTCTCATTCATAATTGCTACGAAGA 
GAATAAAATACCTAGGAATACAACTTACAAGGGATGTGAAGGACCTCCTCAAGGAGAACTACAAACCACTGCTCAAGGA 
AATAAGAGAGGACACAAATGGAAAAGCATTCCATRCTCATGGATAGGACGAATCAATATCATGAAAATGGCAAAATGGC 
CATACTG CC CAAAGTTATTTATAGATTCAATGCTATCC CCATC AAGCTACCGTTGACTTTCTTCACAGAATTAGAAAAA 
ACTACTTTAAACTTCATATGGAACCAAAAAAGAGTCTGTATAGCCAAGAAAATCCTAAGCAAAAAAAATTAAAGCTGGA 
GGCATCACATTACCTGACTTCAAACTATACTACAAGGCTACAGTAACAAATATAGCATGATACTGGTACCAAAACAGAG 
ATATAGACCAATGGAACAGAACAGAGGCCTCAGAAATCACACCACCCATCTACAACCATCTGATCTTTCACAAACCTGA 
GAAAAACAAGCAATGGGGAAAGGATTCCCTATTTAATAAATGGTGTTAGGAAAACTGGCTAGTCATATGCAGAAAACTG 
AAAATGGACACCTTCCTTATACCTTATGCAAAAATTAACTCAGGATGGATTAAAGACTTAAATGTAAGACCTAAAACCA 
TAAAAACTCTAGAAGAAAACCTAGGCAATACCATTCAGGACATAGGCATGGGCAAAGA.TTTCATGACTAAAACACCAAA 
AGCAATGGCAACAAAAGCCAAAATTTACAAATGGGATCTAATTAAACT^ 

ATCAGAGTGAACAGGCAACCTACAGTGGGAGAA^-AGTTTTGCAATCTATTCACCTGACAAAGGGCTACTATCCAGAATC 
TACAAAGAAATTAAACAAGTTTGCAAGGTAAAAAACAACCTCATCAAAAAGTGGGTGAAGGATAAAAACAGACACTTCT 
CAAAGAAGACATTTATGGAGCCAACAAACATATGAAAAAAAGCTCTTCATCACTGGTCATTAGAGAAATGCAAATCAAA 
ACCACAACGAGATACCATCTCATGCCAGTTAGAATAATGATCATTAAAAAGTCAGGAAACAACAGATGCTGGAGAGGAT 
GTGGAGAAACAGGAACACTTTTACACTGTTGGTGGGAGTGTAAATTAGTTAAACCATTGTGCAAGACAGTGTGGCAATT 
CCTCAAGGATCTAGAACAAGAAATACCATTTGACCCAGCAATCCCATAACTGGGTATATACCCAAAGGATTATAAATCA 
TTCAACTATAAAGACACATGCACACGTATGTTTATTGCAGCACTGTTCACAATAGCAAAGACTTGGAACCAACACAAAT 
G CC CACC AAGGATAGACTGGATAAAG AAAATGTGG CACATATACACCATGGAATAC TATGCAGCCATAAAAAGGATGAG 
TTCATGTCCTTTGCAGGGACATGGATGAAGCTGGAAACCATCATTCTCAGCAAACACAAGAACAGAAAACCAAACACTG 
CATATTCTCACTCATATGTGGGAGTTGAACAATGAGAACACATGGACACAGGGAGGGGAACATCACACACTGGGGACTG- 
TCGAGGGGTGGGGGGCTGTGGGAGGGATAGCATTAAGGAGAAATACCTAATATAGATGATGGGTTGATGTGTGTAGCAA 
ACCACCATGGCATGTGTATACCTATGTAACAAACCTGCACGTTCTGCACATGTATCTCAGAACTTAAAGTATAATAAAA 
ACTC^ACAGCTCTACATTGTTATTTATTTAAAACTTCAATTTACTTGCTAAGAATTATCTTTTTTTTTTCATTCTCTC 
TTCACTTCTCTCACCAGCAATGGCATTTGGGTTTTTTTAAGGCCACTTTAAAAGACATTGAAAATAATACCTGTTTGTT 
TTCATTCTATTATTCTTATTACATTCATTTGTCTTTGAATGTTCCCAAGTTTTCTGGTATGACACTACGAATCTAAGTT 
ATTCCAGACTTCTCTATTCTTTCATGTATTTAGAATACATTTTTCAAAATTCCTAGGCTGAGGTATTAATAACTTGCCC 
AAA.TTACCTTTCAAAATGTATTTACCATCCCTGTATTACTCAGTACAAAAATTTGATTTTTTGGAGACATATTTGTACA 
TATTTATGGGATACATGTAGTATTTTGTTACATGCACAGAACATGTAATGATCAAGTCAGGCTATTTGGGCTATTCATC 
ACCTCCATTATTGATTATACCTATATGTTGAGAACATCTTAAGTCCTCTTTTATAGTAAGTTTGAAACATATAATACTA 
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TACTATAGTCACCCTACTCTGTTATTGCA.TATTAGAATTTTTTCCTTCTGTGTGTTTGTACCCATTAACCAACCTCTAC 

SSttcactccccaccacccacacacccttcc^ 
SSSSgctcttacatatcsagtgagaacatgtgatattcttctttctgtgact 

CCCTTCAGTTCTATCCAAGTTGCTGTAAATGCCATCATGTTAGTCTTGTT 

SSataSctotaaccattcatccatgatggatacttacgttga^ 
SaaaStgSctgcaggtattcctttgatatattaatttcctttcctttc 

TA^raGCTGTTTTTAGTTTTTTGAGAAATCTC^ 

ScSScSSagaa^Sttttttctgcatcctcaccagcat 

IgSaaScctagccttaagcaatactcctgcctcagcct^ 
^SSSStagtcattttaactggagtatgatgc 

SgSSgtc^SStoSgctcaaactggagtgcagtggtga^ 
SSgSaSctStgcctcccctccccagtggctgggattacaggcgcccaccaccatgcc^ 

ttagtag^<Scggggtttcaccatc 

Sactgttgagttgtttgagttccttgtatattctggatactagtcccttgt^^ 

ccca^caacaagctgtatcttcagtctgttggtttcttgtgtagaagaatttttagtttaatatagtcccatt^ 
a™ct^ggtgcctgtgatctagagatcttagctataaaatctttggtcagactgatgtcct<^ttg™ 

CTATGTTTTCTTGTAGTAGTTCATAATTTTGGGTCTTATGTTTAAGTCCTTAACTGATTTG 

Sgagagatgggtccagtttcattcttctgcatatggatatccagttt^ 

^tcSggcgggctgSctgggggcttccagtcagcitgctgaggtgctg^ 

ggcagctccataggccctgggcatcaggcatggtgtgggtgatc^ 

SSgtcccaIctgattttcaaggtggctgcaggccatttcccaggcc^ 

otaSSgg^gtc^^ 

gaaSgatggggctgagcaatccccaggcccctgcatgggcactagggag^ 
aggSagcagctacaccctagccatgttgctggg^ 

■" gggSggtgggtagcttccagtggcccccacattggatatgga^ 

ggaggtcaaiggggctcaaggaatctggagttgcaaggtctgtggggtcccagggtaggatgcagtctg 

aaaatggtaccttgctggagtgccttaagagtggggtaagagggagggtgggtggggtgacccagtgtgagctccccat 

a^gc^tgccatcatggggtctccagccagtgccctatgtcctagcaattcattctttgcgctcctggcattctca 

^tottttctagatgccttcttgtagcagccagtctcgtcccttitcttgaagtcaatgag 

^catgaaataattctgacaataattagtattttttataggaattggaacatggtttattgcagtataccgcagtgtct 

gtSgctctagaacttacgaagaagaggaagaggagaacaagtttgactcctgtgaacgtttttcc^ 

cttgtgtgggtcaaaggactctccagtggctaggattgcaggagtccatggtaggaaggtgggccactgggggctactc 

acctactctttcctcacattagggagccccctccagactccctgctaatcccagctgagcaggctacttcactttcctc 

ttgtttttcatgctaggtgtcacttccgtgttgaattccagccttctctcttaggtgatctatttttattttacaagtt 

agaaatataagtgcagagaagttaaaacagcaaatctgtggcttccaagagtggcaaagcagtttctagcctatgttgg 

ctgagttttgaccaagcctctgatatgcatacacatatatacatgttcatgtacgtgtacttaaaacatttttattcc 

SgctSggctagttgaataggggtgaacacagaaaatcctagcaattcattctttgcactcctggcat 

TTTTGTAGATGCCTTCTTGTAGCAGCCAGTCTCGTCCCTTTTCTTGAAGTCAATGAGCATCAAATGTGTTCAGGATTCA 
TGAAATAATTCTGACAATAATTAGTATTTTTTATAGGAATTGGAACATGGTTTATTGCAGTATACCCCAGTGTTTGTCA 
GCTCTAGAACTTACGAAGAAGAGGAAGAGGAGAACAAGTTTGACTCCTGTGAACATTTTCCTITrTTCTATAATTTACG 
CATATGCTAACAAGCAGCTAGTTTCAAAACACAAACTTACCTTGACAGGAACTAGGTCTCACTGTTGAGAATGTAGTCT 
CCTCTCTCCCCACATAGCCCTAGGGTTATTCAGGATGAAGGAGAAGAAAAAACATACCCAAGAGCATTTTATAATTCCA 
TCCTTCCTTCTTGTTATGCTAAGGTTACTAGTACCATGACCTATGTGAACTCGTTTTCTTGAATAAGAAGAATAAAAGC 
GTTCCGTCCATCAAGGAAGACCTCAAGAGAAATTCCAGGTTCAGGTCTCATGGTACAAGAGCCAAGTGTTTCTTCCTGA 
ATCATTCCCAGGCCTGCTTTTGATCTGAGCAGTGGCTTTCAAAAAATATGCTGATGAGATTGCTCTCTCACTTAAGAAC 
TTAAGAAAGAGTTGAAGTTCTTCAATGTATATCCCCAGCCTGAAACTTGTCTTGAGGAAGATTTGTAGTAGTAATGAAG 
GGTGACAGTAACCTAAGGGTGAAGAATGTAGAGAGATTTTTCCCAAGAGCAATCCAAGATACTGCTTGAAACATCCGGG 
GTCCACTGACATGCCCCTTGGACTCCAGGAGAAATCTGGAAATGTCTGGACCTGCAATGAGACACACCCAGCTTCAAAT 
GTGTCACTCTGGGCATATTCTrTAATCTGAGCTCCAATTTTCTTTCT^ 

ACTAATTCGTTTTTTAAATTAAAGAAATAAATTTGTAGGAGTAATATAGTTACATTGTTTACAAGTCAAATTCTTACAT 
GGCTCATTTCCATCCATTTCATGGATGTGTTACCTTCTGGTATTTATTAGAATTTGCTTTAGACTTTCTGTTGCTCACC 
TCACAGTTCTTGTGTCATCTTAGTTTCTTTTCTGTTTTTTGGTCTTTTATGCGAGAGGTTTTCCTCACATTGTCTGATA 
ATCCTTGGCAGTCAGTTCGTATTGAAGAGTTAGACATTAGAAAGCCAAGTGAAAATCCTGTGTGTGTACAAGGTTTGTT 
GACTGGAAAGCTTCATGGGGATATTCTTGCTTGGACATTTCACTGAAGGACATCCAAAAACCTGTTGCCGTTTTTAGAT 
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TTTTTTTCTTGGATTGTTGGTTTTCCTC 
GAAGGAGCTGGGGTTTCTCAATGCAGAATATGTACTTGGT^ 

CTCAGCAATGGTTGCCACATCTGAGTCCTGAATCCCTTTGGAATCAGCCTCTCCAGAGGGTGTATGTTTAGAACCGGCG 

TGAGTGAAAGGTAGTCATCCAATGACATGAGGTGGGTGAAAATATTTTAACTGCTTTATTTATAAATTTTCAACTGACC 

CTCCTGTTTTTGAAACCCACCAGTGTCCCCACTTCCATAAGTCCCTGGATCCTCAATTTTCCAAGTCTTCCTGGAATTC 

TATGGAGTAAATTAGCTTACTGATGCATTTCCCTTACTTGCCTTAGGTTTCTGCTCACTCTGTTCCCAAGTCAATTATG 

ACCTACCTGGCTGCTTCCAGTTTCTGAAATGTTGTGTGTCAGCTTCTTTTCCATTGCCTTTGTCCTTGCAAGCTTATGC 
CATTTTAAAAAATTCTTTTGCTGTC^ 

AGTCCCTCATAAAATTATATTAGAAATTTATTAGAAATATATACACACATATGAATATAGATAGATATACACTCTCTTT 

TTTAGCATACATAGTGCCTGTTATTTAGCAGGTACTAAAAAATAATATGTATATGTATATACATGTAGCAGAAGGCTAA 

CAGGAACTTAGATACACTCAGGAATATATGATAGCATGGAAGGTTGGAACGGTGGGCCTGTC 

GACTTAGAAAAAGACGGAACCATGGCTGGGTGCGGAGGCTCATACC 

TGGATTACCTGAGGTCAGGAGTTCAGGAC(^GCTTGGCCAACATGGTAAA^ 

AAAAAAAAAATACAAAAATTAGCCAGGCATAGTGGCAGGCGCCTGTAATCCCATCTACTCGGGAGGCTGAGGCGGAGGT 

TGCTGTGAGCCAAGATCGCGCCATTGCAGTCCAGCCTGGGCAACAAGAGCAAAACTCAGTCTAAAAAAAAAAAAAAAAA 

AAAAAGAAAGAAAGAAAAGAGAAAAAGAAAAAGAGAACCTGGCAGGATTCAGTAATTAAGCCAGAGTCAGAAGGAGAAG 

TACTTCTCAATACAGCATGGTATCTTCTGTTTTTTAGACACGGCTCTACCCAGCTCAATTGATTCATGACTGTGTGGGT 
GTATTTTGTTTTGTTTTTTCm 

GTAGGACTGCACAGACTTGGTTTTGGTTCAGCATTTGGCAATAATCAGTCTTTCTGCTTCAGCCTTCAGAGAGCC(^CT 
TCATCATTCTTTCTGGCATCCCTGTGATCATATGA^ 

CATGCCATTAAAGATATTGTTAATATCTCTACATTGCCTTTCAAACATATGTAAGCATTCTAACTTGGAGTGAA^ 

CTTAGGTGCTTTATATGTTGAAATTCTACCAGTCAGCTGAGGAAGAAATGTATACGGCTTATCCCCAAAATAAGATA^ 

CCAACAAATAATGTTTATGAGAGCTGTTAATTTATGTTAAAAAAAAAAGCTATTAATAAAATGTTTAAGTAAT^ 

TGGGAGCTTGATTGGCAGTAGGAATATTAAGAGGATTAGCTAGATAACTAATGTAGAAAATAATATAATTGTATTGAGT 

CAACAAAAGCTTATATAGATTTAATTACTATGATGATATTAGATTACTTCATAATTAGAATCTTTGTAGAATTGTTTTG 

GTATAATTGCATTCACAATACTCAAAAAGTAAGCTTAAAGAATGATATTTTTAATTATTTAATTCC^ 

TCTTATTTTTTGCATTATATGAGGCTGAATTA 

ATCTGAAATCATATACACCAAAAAGATAAGTAAAATTTGATA^ 
CATTTTATTCACAAATCAAACTTCAGAACACAGAAGACAATCT 

ATTGATTTTTACAAGCTAGCAAA.TATTTTCAATAGTTGAAGCTTCGGAGTTTCTCATTTATCTAAGCTATGTAAATGCA 

TG CAAAG TTTCTTCTAGAAAACAAATTACTG AAAGACA.TTTTCCTG ATTTGTATTTGG CTGTGTTATTCCCCAGAAGGT " 

GAAATTATTAAACATGCCATTCGAAAGCCAGTAACTCCTTAGTACAGGTTGAACATCCCTAATCTGAAAATCTGAAATC 

TGAAATGCTCCAAAATCTGAAACTTTTTCAATGCCAACATGATGCCACAAGTAGAAAATTTTACACCTGATCTCATGTG 

ATGGGTACCAATCAAAACTTTGCTTCATGAACAAAACTATTTTAAAATATGTATAAAATTATCTTCAGGCTATTTGTTA 

GGAAATAAAAATAAAACTCTAAGTCCCTCCGACTGACCCAGCGGATTCTCTCTTGGCCAAGGGAACCCCAGCAAAACCT 

TGGAAGCTGAATTCATGGCTATGATGGGATGGGAGATTTGGCATATGCCTCATTATATCCCCACCCTCGCTAACAGTCG 

TTAGGTTTTCTTCCTTAACAGCTAAACAGAAACCAGCCTTTCCAAAAGACTACTAGCTTATCTTCCCAGATACGTAACA 

GTCCAGATGAGATTCATTATGTTCACCTTATTTTATGTAAGATGTAGATTTACCAGGCACTAACTAAAGTTTTACAAGT 

ATGTAATCATTTGTCTCACTGCTGCCCCACCACCTCCCCTGCCTTTTAAGGAAAATATATAAATACTAAACCTCCTAAG 

AACCTCTTTGGAAAAAACAGTCACACATGCTTCTGTGACTCTCTATTTTCCCAGGTATGCCTTCAAGCTGGCTCAACAA 

AGCTTGATGCTTTGAAACTTATGCTTCAATTACTCATTTCAGTTGTCAGTGTAAAAGGTGTATATGAAATAGAAAAGAA 

TTCTGTGTTTAGACAGTTCTCATCAGTGAGATATCTCATTGTGTATATCCCAAAATATTTCAAAAAAATGAAATCCAAA 

ACACTTCCAGTTCCAAGCATTTAGGACAAGGGATATTCAATCTGTATCAGAAACATGCGATGGTGACCACAAAAGGAAT 

CTGGCAGCTGAAAATTCTGAGTCACTATCATGTCAAACTATAAAAATTTTATACAACTTAAAAAAAAAACCTGCACTAA 

TCATTAATTTATATTATTGTTAAAATTATCATACAGTAAAATTGATTTTTTTTCCTTTTGATGTACAGTTCTGAAACCA 

CCTTTGCAAAAATTGCAACACTGAGAAAACTTTGACAGTGAAAGAAATTTGACCTAACCAACTCCACATTGCCTTTAAC 

CTCCAAACTGCCCTTCATTCCTGGGCATGGCCTAAGCTAACTTTGGGAGAAATTTAGGTTATAGTTTAAATGATAATAG 

CTCTTTCCAAAACTAAACTGCCTTTGTAAAACTAATGAAAGGCCACCAGTTTACGAAGATAGGAGGGCCTGAATTCTGC 

TAAGATATAGGCATAGTTAAGTGATTACCAGCCATTATTCCAGAGGTCACAAGATTTTCAACTTCCTCAATTACTCCTG 

TAAATAACGTTACTATTGTAGAACCTAAAATTACTATTGTAGAACCTAAAGTTGACCTTTTGAGATGTCTTGTCAGGCT 

TTTGCATTTCTGATGACMCCAGTGTCCTGAACCAGTGACTCCTCTGTGGACCCTTACTGGAAGCTGACTCAGGGCACAC 

GAGGACCATTTTCCACACCCATATGATTGCATCCCCAACCAATCAGCAGCACCCATTCCTTTGCCCACCAAATTACTCT 

TGAAAAACTCTAGCCTCCAAATTTTCAGGGAGGCTGATTTGGGTAATAATAAAACTCTGGTCTCCTGTTTAGCTGGCTC 

TATTTGTATTAAACTCTTTCTCTACTGCAATTGCCCTATCTTGATAAATCAGCTTTATCTGAGCAGCAGGCAAGAAGAA 

CCCATTAGACAGTTACAGTTCTGTAAATTTTAACACAAACATTGTTCATGTAACCACCAGTAGGATCACCATCTGGATC 

AGTTTCACCACCTAAAAAGCTTCCTCATAATACCCTACTCCATGACACTAGGAACAGCTACTAGTTCTCCATCCCAATT 

GTTTCATCTTTTGAGAAGTTTATATAAATGGAATTGTATAGTATAATCATCAATTTTAAAATAAAATTTCAGATGTATT 

C ACATTC CATAAGTGTACTCTATGATGCTGATATTTATCTTTAG CCTCAGCTTATGCCAAACTATG CCTTTCCATATAT 

GGCCAAAATGTGTATTCAATATACCTCTAACTGGGAGGATCAATTGAAAGTGTTGTTTTACTAAACTCTATAACACAAA 

GGAATTCAAGGATACCATAGGGATCATTCAACTGATTATAACACAAAATGGGGAGAGCCAATTTCCCTGTCCCCAGAGA 
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CCT^CTGGGCAGCTCTAGCTCCCTGAGGGAS 

GTTCCTCTTAGACCTTCTGGGAGAGGGGTTCCCAGCAGA 

GCAGCAGTGGCCTTGACTTGTGTATGTGCACATATGCAAGGAGCC^ 

CTTGCTTGCCTTGCTAGTGGCAAGAACCACTAAAGTTTAGTTGTTACTGTTAACGTAACCCTATTTCTACTTACAATGT 
GGTGAGGCCTTGGAAAACCCAAGTTATATAAACATTTGTCT 

TGGGTGGTTTATAAACAACGAACATTTATTTCTCACAGTTCTGGAGGCTGAGAAGTCCGAGATCATGCTGCCAGCAGAT 
TCACTGTCTGGTGTGGTCCCATCCCTACACAGTGAAAGCAGCAAGGTCACTTTCTGTGCCTGATTTATAAGGACACTAA 
TCCCGATCATGAGGACTCAACCCTCATGACCTAATCA£!CT^ 
ATATGAATTTTGGGTAGACACAAACATTCAGACTGCAG 

TTCATTCTGATGCCCAGGTATGACAGACCTCAAATCTGTTACCGTCCCATGAACCAGGAATTATACAAAGGGTAGAGGG 

GCATAGCTCTGGGTGAAGAGCTGCACTCTGTTCACTCTGGGCTCTGTGTGGTGGTGTCCCAGGTAGTGTCAGTCCAGCT 

GTTAAGTCCAGTGAGGCTCAGAAAGGTGATGTCATTTGTTCAAATCTTCC^GCTAGTTTGTTGGTCAGATCATAACCAG 

ACCCTATGAAGTCTAATCATACCCAGTTCTGTAGGCTTTCCTCTTCAATAGGTCCATTCTTATCTCTAACTGAGACCAC 

CTGCATCCTCATAGCTTAACTATCAGTATGGAAAACAAACC^ 

TTCTTGTCCAGGAAGATAAGACGGTGTACAATAAATAACAT^ 

TCAGATGATAGATTGCTCATTTGAAAAAATAAACCCCTTTTCAGGACAACAGATTCCTCTCCAAGTCT 
TATCAAAGATCTATTTTTCAGGACTTCAAGACCCTCTTA 

TTGCCGAATTTCCACCAGATTTC1TCCTTGAAAGGCCTGACTTTAAACCACTTGAGCTCAGACCCTTAATGTTTATAAA 
TATCTACCTGTGACCTCTCCCTTTTGAGAATTATAAGGACTTTTTCAAGGTGTTGCACTCTCTTACTGCAGGTTAATAA 
ACTTAGCTTTGTTTGATCAATAGTTTATTCTGATGGTCTTCTTTGAAAGTCAGCAATCAACAGTTCTGGGGCCTCAGTA 
GGATTCACTCAATAATTTCTGCTCCTGCAGTTTAAGA 

GGAAGCCTCCCCCACTGCAGTGTTAAGGTAAGTCTCTCATTGGATTTGAGTCCCGGTGTCCTTTCCATAAAGCTCTTAA 
ATTGTTTATTTTTCTTCCTAGAAATAAGAAACTTTTAAGAAATTCCTGGATTATCTGATCAGATTTGAAAATGTTTATT 
CTTTGTGGAAATGTTTTATTACTAGTAACATTACTCTTTTTGTCTTTTATCCTATTTGTTGTGAGTCTATGAGAAGAAG 
CTCACAGGGAAGAAGACAGCCGTAGACCTGGCAATTTTGTCCTCAAACTGGCTCAAAGATACAATAATATCAGCGGGTC 
TGATGAAACTGGCATTCTTATAGAATAAACTTT^ 

TTGTATATTGAGGGTGTGAATAAAAACCACCAGAGAAGCTTTTTGTU^AAATACTATGAATAGATTTCTGCTTCTGGCC 
AAAATGAAGAAACAGGGACCAGATTTACTCTCCAGTAAACCAGT^ 

AGATTTTTCAAGACATCAGGCAATGAAGAATAGTGATCCAAGAGAAACAAGAAACAAGATGAATCTTATGTTCGCCACA 
GCTTACTGTCTGGAGTGAGTATCAAGACTGTGGTACAGAAAGGGAAAACCCAGATGGAACCCTGCCATCTCCCTAAGTG 
GAGTCTGGGGAGGGCAAAGTGAGTAGAGTTTGCAAGGAAAGATATGGGAAAGGAGACAGCTGTGCAGAGAGAACACTGG 
GGATCTGTACAGGGTCTTCAGCTGAGCATGAGTCAGCATATGCATGTGAGGAAACTACCCATGACTGGGGAAAGAATCA 
GCTGGAATGATTACGGGGTATAGAATCCAGGGCTCAGAATCATTCCTGTTTCTATAGGAAATGGGCATTGAGTAGCATA 
CTTGGAAGAA.TTTTTGCTTCAGTCATGCAGTAACATAGAACTTAGACTAAATACTACTCTGATACCACATAATGAAACT 
CAAAATAAGACCCAAAAGAATCAAACTGTTTATAAGTAACTGAGTTTCAAAATAAAGTTCAAGAATATTTATAGAAATA 
CCATCTAACAAAGCACAAAATTAAGATAAAGGGTCAAACTAT^^ 

AAAAGTATTTATAGAAATACAAAAGGATCCAAAAACTGTCCACAAAAATATGACCCATAATGAAGAGAAAAATCAGTCA 
TTTGAAACTAACCCAGAAATGACAAAGATGATAGAATCGGCAAAGACATTAGAAGAACTGTAATTGTACTTCGCATGTT 
CAAGAAGCCAGAGGAAAGACTGAACATGGTAAGCAGAAACATGGAAGATATAAAAAGACTAAAAATCAAACTTTAGAGA 
TGAAAACATTATGTGAGATGAAAAACACACTGAGTAGAATTAAAGGCAAATTGGAAATTTCAGAAGACTAGTGACTTTA 
AGAATTGAGAGATAAAAAGTACACAAAATGAGAAACAGAAGTGTGTCAGTGAGTTATGGGACAACTTCAAACTAATGCG 
TAAATTGCAGTCCCTGAAGGAAATGAGGGATATGTTGGAAAAAAATATTTGAAAAAATAATGGCCAAAAATCTCCCAAA 
GTTTATGAAAACCACAGATTCAAGAAGGTCAACAAATTGCTTAAAAATAGAGAAAGTCTAATATTAGGATACAAGGTCT 
TGACCAGGTGTGGTGGTTCATGCCTGTAATCCCAGCACTTTGGAAGGCCGAGTGGGAGGTGAATCACTTGAGGTCAGGA 
GTTCAAGACCAGCCTGGCCAACATGGTGAAAGCCTGTCTCTACTAAT^AACACAAAAATTAGCCCGGCGTGGTGGTGCAC 
ACTATAATCCCAGCTACTCGGGAGGCTGAGACAGGAGAATCACTTGAACACAGGAGGTGCAGGTTGCAGTGAGCCGAGA 
TTTGTGCATTGCACTCCAGCCCTGGGTGACAAAGTGAGACTCCGTCTTAAAAAAGACAAAAACAAAAACAAAAACAAAA 
AAATGGAAATAAGGTCTCAAATTAATAACTTCAGCTTACACCTTAAAAAAAATTAGAAATATCATT 
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Position of N ambiguity code 
30102 R 

30205 Y 

30559 Y 

30699 K 

34304 R 

34516 K 

34782 R 

35697 K 

35810 Y 

36817 Y 

40290 K 

40454 M 

49148 S 

55023 Y 

58397 Y 

58622 R 

58633 S 

74447 R 

75896 K 

82244 S 

88456 W 

88499 R 

90688 S 

99035 R 
1 02977 R 
104552 Y 
104862 R 
105225 Y 
11 1252 Y 
111781 Y 
112118M 
118914 W 
120628 R 
123312 R 
123426 S 
125304 M 
128015 Y 
128393 R 

129360 Y 

129361 Y * 
131865 M 
132562 R 
135112 K 
138281 Y 
138806 R 
147700 Y 
147715 R 
148161 Y 
148236 Y 
148606 K 



363/375 

150961 Y 
152214 R 
154374 Y 
157074 M 
157272 R 
160863 Y 
161195 R 
162720 Y 
163290 R 
165441 K 
166462 R 
168136 Y 
173481 R 
173519 R 
175259 S 
175603 Y 
181225 Y 
197941 M 
198444 Y 
198745 R 
221 134 R 
222532 K 
224195 R 
224801 Y 
226923 R 
227254 Y 
227460 S 
228326 K 
228647 Y 
228831 R 
230175 K 
230288 Y 
232201 M 
232338 M 
234332 R 
235271 R 
263539 K 
270257 R 
270458 Y 
270498 R 
271159 Y 
274150 Y 
274353 M 
275602 Y 
277422 M 
278146 R 
286615 Y 
289348 S 
289425 R 
289868 R 
289979 Y 



290063 R 
290164 Y 
290801 R 
292925 R 
293201 R 
293611 Y 
295755 R 
296143 R 
296739 Y 
297107 W 
297460 Y 
297895 R 
298027 Y 

298152 N 

298153 N 
298585 S 
298605 K 
298799 R 
299792 M 
300815 Y 
305880 R 
306978 M 
309436 Y 
309763 Y 
313529 K 
313971 R 
317210 S 
318829 Y 
410826 R. 
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365/375 

lie His Ala Ala Asp Val Val Gin Ser Thr His Val Leu Leu Ser Thr 
465 470 475 480 

Pro Ala Leu Glu Ala Val Phe Thr Asp Leu Glu lie Leu Ala Ala lie 

485 490 495 

Phe Ala Ser Ala Xle His Asp Val Asp His Pro Gly Val Ser Asn Gin 

500 505 510 

Phe Leu lie Asn Thr Asn Ser Glu Leu Ala Leu Met Tyr Asn Asp Ser 
515 520 525 

Ser Val Leu Glu Asn Hij His Leu Ala Val Gly Phe Lys Leu Leu Gin 

530 535 540 

Glu Glu Asn Cys Asp He Phe Gin Asn Leu Thr Lys Lys Gin Arg Gin 
545 550 555 560 

Ser Leu Arg Lys Met Val He Asp He Val Leu Ala Thr Asp Met Ser 

565 570 575 

Lys His Met Asn Leu Leu Ala Asp Leu Lys Thr Met Val Glu Thr Lys 

580 585 590 

Lys Val Thr Ser Ser Gly Val Leu Leu Leu Asp Asn Tyr Ser Asp Arg 

595 600 605 

He Gin Val Leu Gin Asn Met Val His Cys Ala Asp Leu Ser Asn Pro 

610 615 620 

Thr Lys Pro Leu Gin Leu Tyr Arg Gin Trp Thr Asp Arg He Met Glu 
62 5 630 635 ~ 640 

Glu Phe Phe Arg Gin Gly Asp Arg Glu Arg Glu Arg Gly Met Glu He 

645 650 655 

Ser Pro Met Cys Asp Lys His Asn Ala Ser Val Glu Lys Ser Gin Val 

660 665 670 

Gly Phe He Asp Tyr He Val His Pro Leu Trp Glu Thr Trp Ala Asp 

675 680 685 

Leu Val His Pro Asp Ala Gin Asp He Leu Asp Thr Leu Glu Asp Asn 

690 695 700 

Arg Glu Trp Tyr Gin Ser Thr He Pro Gin Ser Pro Ser Pro Ala Pro 
705 710 715 720' 

Asp Asp Pro Glu Glu Gly Arg Gin Gly Gin Thr Glu Lys Phe Gin Phe 

725 730 735 

Glu Leu Thr Leu Glu Glu Asp Gly Glu Ser Asp Thr Glu Lys Asp Ser 

740 745 750 

Gly Ser Gin Val Glu Glu Asp Thr Ser Cys Ser Asp Ser Lys Thr Leu 

755 760 765 

Cys Thr Gin Asp Ser Glu Ser Thr Glu He Pro Leu Asp Glu Gin Val 

770 775 780 

Glu Glu Glu Ala Val Gly Glu Glu Glu Glu Ser Gin Pro Glu Ala Cys 
785 790 795 800 

Val He Asp Asp Arg Ser Pro Asp Thr 
805 



<210> 3 

<211> 150 

<212> PRT 

<213> Homo Sapien 

<400> 3 

Met Asp Arg Thr Ser Tyr Ala Val Glu Thr Gly His Arg Pro Gly Leu 

1 5 10 " 15 

Lys Lys Ser Arg Met Ser Trp Pro Ser Ser Phe Gin Gly Leu Arg Arg 

20 25 30 

Phe Asp Val Asp Asn Gly Thr Ser Ala Gly Arg Ser Pro Leu Asp Pro 

35 40 45 

Met Thr Ser Pro Gly Ser Gly Leu He Leu Gin Ala Asn Phe Val His 

50 55 60 

Ser Gin Arg Arg Glu Ser Phe Leu Tyr Arg Ser Asp Ser Asp Tyr Asp 
65 ■ 70 75 ~ 80 

Leu Ser Pro Lys Ser Met Ser Arg Asn Ser Ser He Ala Ser Asp He 
85 90 95 

Fig. 7.2 
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His Gly Asp Asp Leu lie Val Thr Pro Phe Ala Gin Val Leu Ala Ser 
100 105 110 

Leu Arg Thr Val Arg Asn Asn Phe Ala Ala Leu Thr Asn Leu Gin Asp 

115 120 125 

Arg Ala Pro Ser Lys Arg Ser Pro Met Cys Asn Gin Pro Ser lie Asn 

130 135 140 

Lys Ala Thr lie Thr Val 
145 150 



<210> 4 

<211> 745 

<212> PRT 

<213> Homo Sapien 



<400> 4 



Met 


Ala 


Gin 


Gin 


Thr 


Ser Pro 


Asp Thr 


Leu 


Thr 


Val 


Pro Glu Val Asp 


l 








5 








10 






15 


Asn 


Pro 


His 


Cys 


Pro 


Asn Pro 


Trp 


Leu 


Asn 


Glu 


Asp 


Leu Val Lys Ser 








20 








25 








30 


Leu 


Arg 


Glu 


Asn 


Leu 


Leu Gin 


His 


Glu 


Lys 


Ser 


Lys 


Thr Ala Arg Lys 






35 








40 










45 


Ser 


Val 


Ser 


Pro 


Lys 


Leu Ser 


Pro 


Val 


lie 


Ser 


Pro Arg Asn Ser Pro 




50 








55 










60 




Arg 


Leu 


Leu 


Arg 


Arg Met Leu 


Leu 


Ser 


Ser 


Asn 


He 


Pro Lys Gin Arg 


65 










70 








75 




80 


Arg 


Phe 


Thr 


Val 


Ala 


His Thr 


Cys 


Phe 


Asp 


Val 


Asp Asn Gly Thr Ser 










85 








90 






95 


Ala 


Gly 


Arg 


Ser 


Pro 


Leu Asp 


Pro 


Met 


Thr 


Ser 


Pro 


Gly Ser Gly Leu 








100 








105 








110 


lie 


Leu 


Gin 


Ala 


Asn 


Phe Val 


His 


Ser 


Gin 


Arg 


Arg 


Glu Ser Phe Leu 






115 








120 










125 


Tyr 


Arg 


Ser 


Asp 


Ser Asp Tyr 


Asp 


Leu 


Ser 


Pro 


Lys 


Ser Met Ser Arg 




130- 








135 










14 0 




Asn 


Ser 


Ser 


He 


Ala 


Ser Asp 


He 


His 


Gly 


Asp 


Asp 


Leu lie Val Thr 


145 










150 








155 


160 


Pro 


Phe 


Ala 


Gin 


Val 


Leu Ala 


Ser 


Leu 


Arg 


Thr 


Val 


Arg Asn Asn Phe 










165 








170 






175 


Ala 


Ala 


Leu 


Thr 


Asn 


Leu Gin 


Asp Arg 


Ala 


Pro 


Ser 


Lys Arg Ser Pro 








180 








185 








190 


Met 


Cys 


Asn 


Gin 


Pro 


Ser He 


Asn 


Lys 


Ala 


Thr 


He 


Thr Glu Glu Ala 






195 








200 










205 


Tyr 


Gin 


Lys 


Leu 


Ala 


Ser Glu 


Thr 


Leu 


Glu 


Glu 


Leu 


Asp Trp Cys Leu 




210 








215 










220 




Asp 


Gin 


Leu 


Glu 


Thr 


Leu Gin 


Thr Arg 


His 


Ser 


Val 


Ser Glu Met Ala 


225 










230 








235 




240 


Ser 


Asn 


Lys 


Phe 


Lys 


Arg Met 


Leu 


Asn 


Arg 


Glu 


Leu 


Thr His Leu Ser 










245 








250 






255 


Glu 


Met 


Ser 


Arg 


Ser Gly Asn 


Gin 


Val 


Ser 


Glu 


Phe 


He Ser Asn Thr 








260 








265 








270 


Phe 


Leu 


Asp 


Lys 


Gin 


His Glu 


Val 


Glu 


He 


Pro 


Ser 


Pro Thr Gin Lys 






275 








280 










285 


Glu 


Lys 


Glu 


Lys 


Lys 


Lys Arg 


Pro 


Met 


Ser 


Gin 


He 


Ser Gly Val Lys 




290 








295 










300 




Lys 


Leu 


Met 


His 


Ser 


Ser Ser 


Leu 


Thr 


Asn 


Ser 


Ser 


He Pro Arg Phe 


305 










310 








315 




320 


Gly 


Val 


Lys 


Thr 


Glu 


Gin Glu 


Asp 


Val 


Leu 


Ala 


Lys 


Glu Leu Glu Asp 










325 








330 






335 


Val 


Asn 


Lys 


Trp 


Gly Leu His 


Val 


Phe 


Arg 


He 


Ala 


Glu Leu Ser Gly 








340 








345 








350 


Asn 


Arg 


Pro 


Leu 


Thr 


Val lie 


Met 


His 


Thr 


He 


Phe Gin Glu Arg Asp 






355 








360 










365 


Leu 


Leu 


Lys 


Thr 


Phe 


Lys He 


Pro 


Val 


Asp 


Thr 


Leu 


He Thr Tyr Leu 




370 








375 










380 





Fig. 7.3 



3DOCID: <WO_02074992A2_I_> 



WO 02/074992 PCI7IB02/00565 

367/375 

Met Thr Leu Glu Asp His Tyr His Ala Asp Val Ala Tyr His Asn Asn 
385 390 395 400 

lie His Ala Ala Asp Val Val Gin Ser Thr His Val Leu Leu Ser _*hr 

405 410 415 

Pro Ala Leu Glu Ala Val Phe Thr Asp Leu Glu He Leu Ala Ala He 

420 425 430 

Phe Ala Ser Ala He His Asp Val Asp His Pro Gly Val Ser Asn Gin 

435 440 445 

Phe Leu He Asn Thr Asn Ser Glu Leu Ala Leu Met Tyr Asn Asp Ser 

450 455 460 

Ser Val Leu Glu Asn His His Leu Ala Val Gly Phe Lys Leu Leu Gin 
465 470 475 480 

Glu Glu Asn Cys Asp He Phe Gin Asn Leu Thr Lys Lys Gin Arg Gin 

485 490 "* * 495 

Ser Leu Arg Lys Met Val lie Asp He Val L-u Ala Thr Asp Met Ser 

500 505 510 

Lys His Met Asn Leu Leu Ala Asp Leu Lys Thr Met Val Glu Thr Lys 

515 520 525 

Lys Val Thr Ser Ser Gly Val Leu Leu Leu Asp Asn Tyr Ser Asp Arg 

530 535 540 

He Gin Val Leu Gin Asn Met Val His Cys Ala Asp Leu Ser Asn Pro 
545 550 555 560 

Thr Lys Pro Leu Gin Leu Tyr Arg Gin Trp Thr Asp Arg He Met Glu 

565 570 575 

Glu Phe Phe Arg Gin Gly Asp Arg Glu Arg Glu Arg Gly Met Glu He 

580 585 590 

Ser Pro Met Cys Asp Lys His Asn Ala Ser Val Glu Lys Ser Gin Val 

595 600 605 

Gly Phe He Asp Tyr He Val His Pro Leu Trp Glu Thr Trp Ala Asp 

610 615 620 

Leu Val His Pro Asp Ala Gin Asp He Leu Asp Thr Leu Glu Asp Asn 
625 630 635 640 

Arg Glu Trp Tyr Gin Ser Thr He Pro Gin Ser Pro Ser Pro Ala Pro 

645 650 655 

Asp Asp Pro Glu Glu Gly Arg Gin Gly Gin Thr Glu Lys Phe Gin Phe 

660 665 670 

Glu Leu Thr Leu Glu Glu Asp Gly Glu Ser Asp Thr Glu Lys Asp Ser 

675 680 685 

Gly Ser Gin Val Glu Glu Asp Thr Ser Cys Ser Asp Ser Lys Thr Leu 

690 695 700 

Cys Thr Gin Asp Ser Glu Ser Thr Glu He Pro Leu Asp Glu Gin Val 
705 710 715 720 

Glu Glu Glu Ala Val Gly Glu Glu Glu Glu Ser Gin Pro Glu Ala Cys 

725 730 735 

Val He Asp Asp Arg Ser Pro Asp Thr 
740 ~ 745 

<210> 5 

<211> 215 

<212> PRT 

<213> Homo Sapien 

<400> 5 

Met Ala Gin Gin Thr Ser Pro Asp Thr Leu Thr Val Pro Glu Val Asn 

1 5 10 15 

Asn Pro His Cys Pro Asn Pro Trp Leu Asn Glu Asp Leu Val Lys Ser 

20 25 ^ 30 

Leu Arg Glu Asn Leu Leu Gin His Glu Lys Ser Lys Thr Ala Arg Lys 

35 40 45 

Ser Val Ser Pro Lys Leu Ser Pro Val He Ser Pro Arg Asn Ser Pro 

50 55 60 

Arg Leu Leu Arg Arg Met Leu Leu Ser Ser Asn lie Pro Lys Gin Arq 
65 70 75 * 80 y 

Fig. 7.4 
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Arg Phe Thr Val Ala His Thr Cys Phe Asp Val Asp Asn Gly Thr Ser 

.85 90 95 

Ala Gly Arg Ser Pro Leu Asp Pro Met Thr Ser Pro Gly Ser Gly Leu 

100 105 HO 

He Leu Gin Ala Asn Phe Val His Ser Gin Arg Arg Glu Ser Phe Leu 

115 120 125 

Tyr Arg Ser Asp Ser Asp Tyr Asp Leu Ser Pro Lys Ser Met Ser Arg 

130 135 140 

Asn Ser Ser He Ala Ser Asp He His Gly Asp Asp Leu He Val Thr 
145 150 155 160 

Pro Phe Ala Gin Val Leu Ala Ser Leu Arg Thr Val Arg Asn Asn Phe 

165 170 175 . 

Ala Ala Leu Thr Asn Leu Gin Asp Arg Ala Pro Ser Lys Arg Ser Pro 

180 185 190 

Met Cys Asn Gin Pro Ser lie Asn Lys Ala Thr He Thr Gly Leu Tyr 

195 . 200 205 

Asn Gly He He Ala Phe Leu 
210 215 



<210> 6 

<211> 673 

<212> PRT 

<213> Homo Sapien 

<400> 6 

Met Met His Val Asn Asn Phe Pro Phe Arg Arg His Ser Trp He Cys 

15 10 15 

Phe Asp Val Asp Asn Gly Thr Ser Ala Gly Arg Ser Pro Leu Asp Pro 

20 " 25 30 

Met Thr Ser Pro Gly Ser Gly Leu He Leu Gin Ala Asn Phe Val His 

35 40 45 

Ser Gin Arg Arg Glu Ser Phe Leu Tyr Arg Ser Asp Ser Asp Tyr Asp 

. 50 - . 55 60 

Leu Ser Pro Lys Ser Met Ser Arg Asn Ser Ser He Ala Ser Asp He 
65 70 75 80 

His Gly Asp Asp Leu He Val Thr Pro Phe Ala Gin Val Leu Ala Ser 

85 90 95 

Leu Arg Thr Val Arg Asn Asn Phe Ala Ala Leu Thr Asn Leu Gin Asp 

100 ~" 105 HO 

Arg Ala Pro Ser Lys Arg Ser Pro Met Cys Asn Gin Pro Ser He Asn 

115 120 125 

Lys Ala Thr He Thr Glu Glu Ala Tyr Gin Lys Leu Ala Ser Glu Thr 

130 135 140 

L^u Glu Glu Leu Asp Trp Cys Leu Asp Gin Leu Glu Thr Leu Gin Thr 
145 150 155 160 

Arg His Ser Val Ser Glu Met Ala Ser Asn Lys Phe Lys Arg Met Leu 
165 170 175 

Asn Arg Glu Leu Thr His Leu Ser Glu Met Ser Arg Ser Gly Asn Gin 

180 185 190 

Val Ser Glu Phe He Ser Asn Thr Phe Leu Asp Lys Gin His Glu Val 

195 200 205 

Glu He Pro Ser Pro Thr Gin Lys Glu Lys Glu Lys Lys Lys Arg Pro 

210 215 220 

Met Ser Gin He Ser Gly Val Lys Lys Leu Met His Ser Ser Ser Leu 
225 230 235 240 

Thr Asn Ser Ser He Pro Arg Phe Gly Val Lys Thr Glu Gin Glu Asp 

245 250 255 

Val Leu Ala Lys Glu Leu Glu Asp Val Asn Lys Trp Gly Leu His Val 

260 265 270 

Phe Arg He Ala Glu leu Ser Gly Asn Arg Pro Leu Thr Val He Met 

275 280 285 

His Thr He Phe Gin Glu Arg Asp Leu Leu Lys Thr Phe Lys He Pro 
290 295 300 

Fig. 7.5 
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Val Asp Thr Leu He Thr Tyr Leu Met Thr Leu Glu Asp His Tyr His 
305 310 315 4 320 

Ala Asp Val Ala Tyr His Asn Asn He His Ala Ala Asp Val Val Gin 

325 330 335 

Ser Thr His Val Leu Leu Ser Thr Pro Ala Leu Glu Ala Val Phe Thr 

340 345 350 

Asp Leu Glu He Leu Ala Ala He Phe Ala Ser Ala He His Asp Val 

355 360 365 

Asp His Pro Gly Val Ser Asn Gin Phe Leu He Asn Thr Asn Ser Glu 

370 375 380 

Leu Ala Leu Met Tyr Asn Asp Ser Ser Val Leu Glu Asn His His Leu 
385 390 395 400 

Ala Val Gly Phe Lys Leu Leu Gin Glu Glu Asn Cys Asp He Phe Gin 

405 410 ~ " 415 

Asn Leu Thr Lys Lys Gin Arg Gin Ser Leu Arg Lys Met Val He Asp 

420 425 " 430 

He Val Leu Ala Thr Asp Met Ser Lys His Met Asn Leu Leu Ala Asp 

435 440 445 

Leu Lys Thr Met Val Glu Thr Lys Lys Val Thr Ser Ser Gly Val Leu 

450 455 460 

Leu Leu Asp Asn Tyr Ser Asp Arg He Gin Val Leu Gin Asn Met Val 
4 f 5 470 475 480 

His Cys Ala Asp Leu Ser Asn Pro Thr Lys Pro Leu Gin Leu Tyr Arg 

485 490 495 

Gin Trp Thr Asp Arg He Met Glu Glu Phe Phe Arg Gin Gly Asp Arg 

500 505 ~ 510 

Glu Arg Glu Arg Gly Met Glu He Ser Pro Met Cys Asp Lys His Asn 

515 520 525 

Ala Ser Val Glu Lys Ser Gin Val Gly Phe He Asp Tyr He Val His 

530 535 540 

Pro Leu Trp Glu Thr Trp Ala Asp Leu Val His Pro Asp Ala Gin Asp 
545 550 555 560 

He Leu Asp Thr Leu Glu Asp Asn Arg Glu Trp Tyr Gin Ser Thr He 

565 570 575 

Pro Gin Ser Pro Ser Pro Ala Pro Asp Asp Pro Glu Glu Gly Arg Gin 
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see FURTHER INFORMATION sheet PCT/ISA/210 



3. Claims Nos.: 

— because they are dependent claims and are not drafted in accordance with the second and third sentences of Rule 6.4(a). 

Box II Observations where unity of invention is lacking (Continuation of item 2 of first sheet) 

This International Searching Authority found multiple inventions in this international application, as follows: 

see additional sheet 



1. 



□ As all required additional search fees were timely paid by the applicant, this International Search Report covers all 
searchable claims. 



2. | | As all searchable claims could be searched without effort justifying an additional fee, this Authority did not invite payment 
of any additional fee. 



3. I I As only some of the required additional search fees were timely paid by the applicant, this International Search Report 
' ■ covers only those claims for which fees were paid, specifically claims Nos.: 



4. [yj No required additional search fees were timely paid by the applicant. Consequently, this International Search Report i« 
restricted to the invention first mentioned in the claims; it is covered by claims Nos.: 

1-59 (partially) 



Remark on Protest 



| J The additional search fees were accompanied by the applicants protest. 
| | No protest accompanied the payment of additional search fees. 
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FURTHER INFORMATION CONTINUED FROM PCT/ISA/ 210 

This International Searching Authority found multiple (groups of) 
inventions in this international application, as follows: 

1. Claims: 1-59 (partially) 

Each sequence of SEQ ID 1-10 and 12 represent one invention. 

2. Claims: 1-59 (partially) 

Each sequence of SEQ ID 1-10 and 12 represent one invention. 

3. Claims: 1-59 (partially) 

Each sequence of SEQ ID 1-10 and 12 represent one invention. 
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International Application No. PCT/IB 02/00565 



FURTHER INFORMATION CONTINUED FROM PCT/ISA/ 210 



Continuation of Box 1.1 
Claims Nos.: 19, 44-46 



Claims 19, 44-46 relate to methods of treatment of the human or animal 
body by surgery or by therapy / diagnostic methods practised on the human 
or animal body / Rule 39.1(iv). Nevertheless, a search has been executed 
for these claims. The search has been based on the alleged effects of the 
compounds/ compositions. 



Continuation of Box 1.2 

Claims Nos.: 23-25,27-29,31, 33, 36-38, 41, 44-46 and parts of 40 and 
42. 



Claims 23-25, 27-29, 31, 33, 36-38, 41, 44-46 and parts of claims 40 and 
42 relate to agents interacting with a polypeptide encoded by a 
phosphodiesterase 4D gene or the expression of this gene. 
These claims could include known compounds e.g. known phosphodiesterase 
inhibitors. Moreover, the description does not give any example of such 
substance. Identification of agents with the claimed methods does not 
give the identified agents PER SE any unique propertiess and thus, the 
description lacks disclosure and the claim lacks support within the 
meaning of PCT Articles 5 and 6. 

A meaningful search of claims 23-25, 27-29, 31, 33, 36-38, 41, 44-46 and 
parts of claims 40 and 42 is impossible and consequently, the claims 
have not been searched. 

The following parts of claims 40 and 42 have been searched: A 
phosphodiesterase 4D gene PER SE; fragments, variants or derivates is 
considered to be unclear, e.g. fragment could in its extreme be one 
single nucleotide. 

The applicant's attention is drawn to the fact that claims, or parts of 
claims, relating to inventions in respect of which no international 
search report has been established need not be the subject of an 
international preliminary examination (Rule 66.1(e) PCT). The applicant 
is advised that the EPO policy when acting as an International 
Preliminary Examining Authority is normally not to carry out a 
preliminary examination on matter which has not been searched. This is 
the case irrespective of whether or not the claims are amended following 
receipt of the search report or during any Chapter II procedure. 
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